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METHODS OF DIAGNOSIS OF CANCER, COMPOSITIONS AND METHODS OF 
SCREENING FOR MODULATORS OF CANCER 

CROSS-REFERENCES TO RELATED APPLICATIONS 
This application claims priority to USSN 60/340,376, filed December 14, 2001; 
Attorney Docket Number 018501-006400US, filed February 8, 2002; USSN 60/347,211, filed 
January 8, 2002; USSN 60/334,393, filed November 29, 2001; USSN 60/335,394, filed 
November 15, 2001; USSN 60/347,349, filed January 10, 2002; USSN 60/368,809, filed March 
29, 2002; USSN 60/409,450, filed September 9, 2002; USSN 60/359,077, filed February 20, 
2002; USSN 60/386,614, filed June 5, 2002; USSN 60/356,714, filed February 13, 2002; USSN 
60/397,775 filed July 22, 2002; USSN 60/332,464, filed November 21, 2001; USSN 
60/397,845, filed July 22, 2002; USSN 60/370,110, filed April 4, 2002; USSN 60/396,839, filed 
July 16, 2002; USSN 60/350,666, filed November 13, 2001; and USSN 60/372,246, filed April 
12, 2002; each of which is incorporated herein by reference for all purposes. The application 
also incorporates by reference PCT/US02/29560; PCT/US02/02242; and PCT/US02/17594. 

FIELD OF THE INVENTION 
The invention relates to the identification of nucleic acid and protein expression profiles 
and nucleic acids, products, and antibodies thereto that are involved in cancer and other 
diseases; and to the use of such expression profiles and compositions in the diagnosis, 
prognosis, and therapy of these conditions. The invention further relates to methods for 
identifying and using agents and/or targets that modulate these conditions. 

BACKGROUND OF THE INVENTION 
Cancer is a major cause of morbidity in the United States. For example, in 1996, the 
American Cancer Society estimated that 1,359,1 50 people were diagnosed with a malignant 
neoplasm and 554,740 died from one of these diseases. Cancer is responsible for 23.9 percent 
of all American deaths and is exceeded only by heart disease as a cause of mortality (33 
percent). Unfortunately, cancer mortality is increasing and sometime early in this century, 
cancer is expected to become the leading cause of mortality in the United States as it already is 
in Japan. 

Cancers share the characteristic of disordered control over normal cell division, growth, 
and differentiation. Their initial clinical manifestations are extremely heterogeneous, with over 
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70 types of cancer arising in virtually every organ and tissue of the body. Moreover, some of 
those similarly classified cancer types may represent multiple different molecular diseases. 
Unfortunately, some cancers may be virtually asymptomatic until late in the disease course, 
when treatment is more difficult, and prognosis grim. 

Treatment for cancer typically includes surgery, chemotherapy, and/or radiation therapy. 
Although nearly 50 percent of cancer patients can be effectively treated using these methods, 
the current therapies all induce serious side effects which diminish quality of life. The 
identification of novel therapeutic targets and diagnostic markers will be important for 
improving the diagnosis, prognosis, and treatment of cancer patients. 

Recent advances in molecular medicine have increased the interest in tumor-specific 
antigens that could serve as targets for various immunotherapeutic or small molecule strategies. 
Antigens suitable for immunotherapeutic strategies should be highly expressed in cancer tissues, 
preferably accessible from the vasculature and at the cell surface, and ideally not expressed in 
normal adult tissues. Expression in tissues that are dispensable for life, however, may be 
tolerated, e.g., reproductive organs, especially those absent in one sex. Examples of antigens 
that are currently available for the detection and treatment of certain cancers include Her2/neu 
and the B-cell antigen CD20. Humanized monclonal antibodies directed to Her2/neu 
(Herceptin®/trastuzumab) are cun-ently in use for the treatment of metastatic breast cancer. See 
Ross and Fletcher (1998) Stem Cells 16:413-428. Similarly, anti-CD20 monoclonal antibodies 
(Rituxin®/rituximab) are used to effectively treat non-Hodgkin's lymphoma. See Maloney, et 
aL (1997) Blood 90:2188-2195; Leget and Czuczman (1998) Curr. Qpin. Oncol. 10:548-551. 

The elucidation of a role for novel proteins and compounds in disease states for 
identification of therapeutic targets and diagnostic markers is valuable for improving the current 
treatment of cancer patients. Accordingly, provided herein are molecular targets for therapeutic 
intervention in various defined cancers. Additionally, provided herein are methods that can be 
used in diagnosis and prognosis of cancer. Further provided are methods that can be used to 
screen candidate bioactive agents for the ability to modulate cancer. 

SUMMARY OF THE INVENTION 

The present invention provides methods for determining the presence or absence of a 
pathological cell in a patient, the method comprising detecting a nucleic acid comprising a 
sequence at least 80% identical to a sequence as described in Tables 2A-80 in a biological 
sample from the patient, thereby determining the presence or absence of the pathological cell. 
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In certain embodiments of the method, the pathology is described in Table 1, including a 
cancer, the biological sample comprises isolated nucleic acids; the nucleic acids are mRNA; the 
biological sample is tissue from an organ which is affected by the pathology of Table 1, 
including a cancer; a further step is used of amplifying nucleic acids before the step of detecting 
5 the nucleic acid; the detecting is of a protein encoded by the nucleic acid; the nucleic acid 
comprises a sequence as described in Tables 2A-80; the detecting step is carried out by using a 
labeled nucleic acid probe, utilizing a biochip comprising at sequence at least 80% identical to a 
sequence as described in Tables 2A-80, or detecting a polypeptide encoded by the nucleic acid; 
or the patient is undergoing a therapeutic regimen to treat the pathology of Table 1, or is 
10 suspected of having the pathology or cancer. 

Compositions are also provided, e.g., an isolated nucleic acid molecule comprising a 
sequence as described in Tables 2A-80, including, e.g., those which are labeled; an expression 
vector comprising such nucleic acid; a host cell comprising such expression vector, an isolated 
polypeptide which is encoded by such a nucleic acid molecule comprising a sequence as 
15 described in Tables 2A-80; or an antibody that specifically binds the polypeptide, fciparticular 
embodiments, the antibody is: conjugated to an effector component, is conjugated to a 
detectable label (including, e.g., a fluorescent label, a radioisotope, or a cytotoxic chemical), an 
antibody fragment, or is a humanized antibody. 

Additional methods are provided, including methods for specifically targeting a 
20 compound to a pathological cell in a patient, the method comprising administering to the patient 
an antibody, as described, thereby providing the targetting. Others include, e.g., methods for 
deterniining the presence or absence of a pathological cell in a patient, the methods comprising 
contacting a biological sample with an antibody, as described. In more particular methods, the 
antibody is: conjugated to an effector component, or to a fluorescent label; or the biological 
25 sample is a blood, serum, urine, or stool sample. 

Further methods include those for identifying a compound that modulates a pathology- 
associated polypeptide, the method comprising steps of: contacting the compound with a 
pathology-associated polypeptide, the polypeptide encoded by a polynucleotide that selectively 
hybridizes to a sequence at least 80% identical to a sequence as described in Tables 2A-80; and 
30 determining the functional effect of the compound upon the polypeptide. Another drug 

screening assay method comprises steps of: adrninistering a test compound to a mammal having 
a pathology of Table 1 or a cell isolated therefrom; and comparing the level of gene expression 
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of a polynucleotide that selectively hybridizes to a sequence at least 80% identical to a sequence 
as described in Tables 2A-80 in a treated cell or mammal with the level of gene expression of 
the polynucleotide in a control cell or mammal, wherein a test compound that modulates the 
level of expression of the polynucleotide is a candidate for the treatment of the pathology. 

5 DETAILED DESCRIPTION OF THE INVENTION 

In accordance with the objects outlined above, the present invention provides novel 
methods for diagnosis and prognosis evaluation for various disorders, e.g., angiogenesis, 
fibrosis, and various defined forms of cancer, including metastatic cancer, as well as methods 
for screening for compositions which modulate such conditions. Also provided are methods for 

10 treating such disorders or cancers. See, e.g., American Society of Clinical Oncology (ed. 2001) 
ASCO Curriculum: Symptom Management Kendall/Hunt ISBN: 0787277851; Bonadonna, et 
al. (2001) Textbook of Breast Cancer (2d ed.) Dunitz Martin, ISBN: 1853178241; Devita and 
Hellman (eds. 2001) Cancer Principles and Practice of Oncology (2 vols.), Lippincott Williams, 
ISBN: 0781723876; Howell, et al. (2001) Breast Cancer Isis Medical Media, ISBN: 

15 1901865584; Kaye and Laws (2001) Brain Tumours: An Encyclopedic Approach (2d ed.) 

Churchill Livingstone, ISBN: 0443064261; Mihm, et al. (2001) The Melanocvtic Proliferation: 
A Comprehensive Textbook of Pigmented Lesions Wiley-Liss, ISBN: 0471252719; 
Montgomery and Aaron (2001) Clinical Pathology of Soft-Tissue Tumors Marcel Dekker, 
ISBN: 0824702905; Petrovich, et al. (eds. 2001) Combined Modality of Central Nervous 

20 System Tumors (Medical Radiology) Springer Verlag, ISBN: 3540660534; Rosen (2001) 
Rosen's Breast Pathology Lippincott Williams and Wilkins, ISBN: 0781723795; Shah, et al. 
(2001) Oral Cancer Isis Medical Media, ISBN: 189906687X; Weiss and Goldblum (2001) 
Engineer and Weiss's Soft Tissue Tumors (4th ed.) Mosby, ISBN: 0323012000; Abeloff, et al. 
(eds. 2000) Clinical Oncology (2d ed.) Churchill Livingstone, ISBN: 044307545X; American 

25 Society of Clinical Oncology (ed. 2000) Cancer Genetics and Cancer Predisposition Testine 
Kendall/Hunt, ISBN: 0787276154; Fletcher (2000) Diagnostic Histopathology of Tumors (2 
vols. 2d ed.) Churchill Livingstone, ISBN: 0443079927; Vogelzang (ed 2000) Comprehensive 
Textbook of Genitourinary Oncology (2d ed.) Lippincott Williams and Wilkins, ISBN: 
0683306456; Holland, et al. (eds. 2000) Holland-Frei Cancer Medicine (Book with CD-ROM 

30 5th ed.) Decker, ISBN: 1550091131; Turrisi, et al. (2000) Lung Cancer Isis Medical Media, 
ISBN: 1901865428; Bartolozzd and Lencioni (eds. 1999) Liver Malignancies: Diagnostic and 
Interventio nal Radiology (Medical Radiology) Springer Verlag, ISBN: 3540647562; Gasparini 
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(ed. 1 QQ<ft Prognostic Variables in Node-Negative and Node-Positive Breast Cancer Kluwer, 
ISBN: 0792384474; Hansen (ed. 1999) The LASLC Te xtbook of Lung Cancer. International 
Association for the Sh.dv of Lung Cancer Dunitz Martin, ISBN: 1853177083; Raghavan, et al. 
(eds. 1999) Textbook of Uncommon Cancer (2nd ed.) Wiley, ISBN: 0471929212; Thawley, et 
5 al. (eds. 1999) Com prehensive Management nf Head and Neck Tumors (2 vols.) Saunders, 
ISBN: 0721655823; Whittaker and Holmes (eds. 1999) Leukemia and Related Disorders (3d 
ed.) Blackwell Science, ISBN: 0865426074; Aapro (ed. 1998) OncoMedia: Medical Oncology 
(CD-ROM) Elsevier Science, ISBN: 0080427480; Abeloff (1998) Clinical Oncology (Library 
Version 2 CD-ROM Individual Version 2.0 Windows and Macintosh) Harcourt Brace, ISBN: 
10 0443075557; Benson (ed. 1998) Gastrointestinal Oncology (Cancer Treatment and Research, 
CTAR 98) Kluwer, ISBN: 0792382056; Brambilla and Brambilla (eds. 1998) Lung Tumors: 
Fundamental Bio lo gy and Clinical Management (Vol 124) Marcel Dekker, ISBN: 0824701607; 
Canellos, et al. (eds. 1998) The Lymphomas Saunders, ISBN: 0721650309; Greenspan and 
Remagen (1998) Differential Diagnosis of Tumo rs and Tumor-Like Lesions of Bones and Joints 
15 Lippincott Williams and Wilkins Publishers, ISBN: 0397517106; Hiddemann (ed. 1998) Acute 
Leukemias VH: Experimental Ap proaches and Novel Therapies (Haematologie Und 
Bluttransfusion, Vol 39), Springer Verlag, ISBN: 3540635041; Husband and Reznek (1998) 
Tmagine in Oncology (2 vols.) Mosby, ISBN: 1899066489; Leibel and Phillips (eds. 1998) 
Textbook of Radiation Oncology Saunders, ISBN: 0721653367; Maloney and Miller (eds. 
20 1998) Cutaneous Oncology: Pathophysiology. Dia gnosis, and Management Blackwell Science, 
ISBN: 0865425175; Mittal, et al. (eds. 1 oo«) AHv 9n ^ -in Radiation Therapy Kluwe, ISBN: 
0792399811; Oldham (ed. 1998) Princi ples of C ancer Biotherapy (3d ed.) Kluwer, ISBN: 
0792335074; Ozols (ed. 1998) Cwnecologic Oncology Kluwer, ISBN: 0792380703; Parkin, et 
al. (eds. 1998) Cancer Incidence in Five Continents (Iarc Scientific Publications, No 143) 
25 Oxford University Press, ISBN: 9283221435; Perez and Brady (eds. 1998) Principles and 

Pr^tir-e. of Radiation Oncology Lippincott Williams and Wilkins, ISBN: 0397584164; Black, et 
al. (eds. i QQ7) Cmce* of the Nervous System Blackwell Science, ISBN: 0865423849; 
Bonadonna, et al. (1997) Textbook of Br east Cancer: A Clinical Guide to Therapy Blackwell 
Science, ISBN: 1853173487; Pollock (ed. 1997) Surgical Oncology Kluwer, ISBN: 
30 0792399005; Sheaves, et al. (eds. 1997) Clinical Endo crine Oncology Blackwell Science, 

ISBN: 086542862X; Vahrson (1997) Radiation Onc ology of Gynecological Cancers Springer 
Verlag, ISBN: 0387567682; Walterhouse and Cohn (eds. 1997) Diagnostic and Therapeutic 
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Advances in Pediatric Oncology Kluwer, ISBN: 0792399781; Aisner (ed. 1996) Comprehensive 
Textbook of Thoracic Oncology Lippincott, Williams and WiUrins, ISBN: 0683000624; 
Bertino, et al. (eds. 1996) Encyclopedia of Cancer (3 vols.) Academic, ISBN: 012093230X; 
Cavalli, et aL (1996) Textbook of Medical Oncology Dunitz Martin, ISBN: 1853172901; 

5 Peckham, et al. (eds. 1 995) Oxford Textbook of Oncology (2-Vols.) Oxford University Press, 
ISBN: 0192616854; and Freireich and Kantarjian (eds. 1996) Molecular Genetics and Therapy 
of Leukemia (Cancer Treatment and Research, V. 84) Kluwer, ISBN: 0792339126. 

In particular, identification of markers selectively expressed on defined cancers allows 
for use of that expression in diagnostic, prognostic, or therapeutic methods. As such, the 

10 invention defines various compositions, e.g., nucleic acids, polypeptides, antibodies, and small 
molecule agonists/antagonists, which will be useful to selectively identify those markers. For 
example, therapeutic methods may take the form of protein therapeutics which use the marker 
expression for selective localization or modulation of function (for those markers which have a 
causative disease effect), for vaccines, identification of binding partners, or antagonism, e.g., 

15 using antisense or RNAi. The markers may be useful for molecular characterization of subsets 
of the diseases, e.g., as provided in Table 1, which subsets may actually require very different 
treatments. Moreover, the markers may also be important in related diseases to the specific 
disorders and cancers, e.g., which affect similar tissues in non-malignant diseases, or have 
similar mechanisms of induction/maintenance. Metastatic processes or characteristics may also 

20 be targeted. Diagnostic and prognostic uses are made available, e.g., to subset related but 

distinct diseases, or to determine treatment strategy. The detection methods may be based upon 
nucleic acid, e.g., PCR or hybridization techniques, or protein, e.g., ELISA, imaging, DHC, etc. 
The diagnosis may be qualitative or quantitative, and may detect increases or decreases in 
expression levels. 

25 Tables 2B-76B provide unigene cluster identification numbers for the nucleotide 

sequence of genes that exhibit increased or decreased expression in diseased samples (see 
Tables 1-3), particularly sequences involved in angiogenesis, arthritis, prostate cancer, breast 
cancer, colorectal cancer, cervical cancer, bladder cancer, head and neck cancer, esophageal 
cancer, lung cancer, ovarian cancer, pancreatic cancer, renal cancer, stomach cancer, skin 

30 cancer, testicular cancer, uterine cancer, glioblastoma, Ewing sarcoma, soft tissue sarcoma, and 
lung fibrosis. Tables 2A-80 also provide an exemplar accession number that provides a 
nucleotide sequence that is part of the unigene cluster. 

6 
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Definitions 

The term "cancer protein" or "cancer polynucleotide" or "cancer-associated transcript" 
refers to nucleic acid and polypeptide polymorphic variants, alleles, mutants, and interspecies 
homologues that: (1) have a nucleotide sequence that has greater than about 60% nucleotide 
5 sequence identity, 65%, 70%, 75%, 80%, 85%, 90%, preferably about 92%, 94%, 96%, 97%, 
98%, or 99% or greater nucleotide sequence identity, preferably over a region of over a region 
of at least about 25, 50, 100, 200, 500, 1000, or more nucleotides, to a nucleotide sequence of or 
associated with a gene of Tables 1-80; (2) bind to antibodies, e.g., polyclonal antibodies, raised 
against an immunogen comprising an amino acid sequence encoded by a nucleotide sequence of 
10 or associated with a gene of Tables 1-80, and conservatively modified variants thereof; (3) 

specifically hybridize under stringent hybridization conditions to a nucleic acid sequence, or the 
complement thereof of Tables 1-80 and conservatively modified variants thereof; or (4) have an 
amino acid sequence that has greater than about 60% amino acid sequence identity, 65%, 70%, 
75%, 80%, 85%, preferably 90%, 91%, 93%, 95%, 97%, 98%, or 99% or greater amino 
15 sequence identity, preferably over a region of over a region of at least about 25, 50, 100, 200, 
500, 1000, or more amino acids, to an amino acid sequence encoded by a nucleotide sequence 
of or associated with a gene of Tables 1-80. A polynucleotide or polypeptide sequence is 
typically from a mammal including, but not limited to, primate, e.g., human; rodent, e.g., rat, 
mouse, hamster; cow, pig, horse, sheep, or other mammal. A "cancer polypeptide" and a 
20 "cancer polynucleotide," include both naturally occurring or recombinant forms. 

A "mil length" cancer protein or nucleic acid refers to a cancer polypeptide or 
polynucleotide sequence, or a variant thereof, that contains elements normally contained In one 
or more naturally occurring, wild type cancer polynucleotide or polypeptide sequences. The 
"full length" may be prior to, or after, various stages of post-translational processing or splicing, 
25 including alternative splicing. 

"Biological sample" as used herein is a sample of biological tissue or fluid that contains 
nucleic acids or polypeptides, e.g., of a cancer protein, polynucleotide, or transcript Such 
samples include, but are not limited to, tissue isolated from primates, e.g., humans, or rodents, 
e.g., mice, and rats. Biological samples may also include sections of tissues such as biopsy and 
30 autopsy samples, frozen sections taken for histologic purposes, archival samples, blood, plasma, 
serum, sputum, stool, tears, mucus, hair, skin, etc. Biological samples also include explants and 
primary and/or transformed cell cultures derived from patient tissues. A biological sample is 
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typically obtained from a eukaryotic organism, most preferably a mammal such as a primate, 
e.g., chimpanzee or human; cow; dog; cat; a rodent, e.g., guinea pig, rat, mouse; rabbit; or a 
bird; reptile; or fish. Livestock and domestic animals are of interest. 

"Providing a biological sample" means to obtain a biological sample for use in methods 
5 described in this invention. Most often, this will be done by removing a sample of cells from an 
animal, but can also be accomplished by using previously isolated cells (e.g., isolated by 
another person, at another time, and/or for another purpose), or by performing the methods of 
the invention in vivo. Archival tissues or materials, having treatment or outcome history, will 
be particularly useful. 

10 The terms "identical" or percent "identity," in the context of two or more nucleic acids or 

polypeptide sequences, refer to two or more sequences or subsequences that are the same or 
have a specified percentage of amino acid residues or nucleotides that are the same (e.g., about 
70% identity, preferably 75%, 80%, 85%, 90%, 91%, 93%, 95%, 97%, 98%, 99%, or higher 
identity over a specified region, when compared and aligned for maximum correspondence over 

15 a comparison window or designated region) as measured using, e.g., a BLAST or BLAST 2.0 
sequence comparison algorithms with default parameters described below, or by manual 
alignment and visual inspection (see, e.g., NCBI web site http://www.ncbi.nlm.nih.gov/BLAST/ 
or the like). Such sequences are then said to be "substantially identical." This definition also 
refers to, or may be applied to, the complement of a test sequence. The definition also includes 

20 sequences that have deletions and/or insertions, substitutions, and naturally occurring, e.g., 
polymorphic or allelic variants, and man-made variants. As described below, the preferred 
algorithms can account for gaps and the like. Preferably, identity exists over a region that is at 
least about 25 amino acids or nucleotides in length, or more preferably over a region that is 
about 50-100 amino acids or nucleotides in length. 

25 For sequence comparison, typically one sequence acts as a reference sequence, to which 

test sequences are compared. When using a sequence comparison algorithm, test and reference 
sequences are entered into a computer, subsequence coordinates are designated, if necessary, 
and sequence algorithm program parameters are designated. Preferably, default program 
parameters can be used, or alternative parameters can be designated. The sequence comparison 

30 algorithm then calculates the percent sequence identities for the test sequences relative to the 
reference sequence, based on the program parameters. 
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A "comparison window", as used herein, includes reference to a segment of contiguous 
positions selected from the group consisting typically of from about 20 to 600, usually about 50 
to 200, more usually about 100 to 150, in which a sequence may be compared to a reference 
sequence of the same number of contiguous positions after the two sequences are optimally 
aligned. Methods of alignment of sequences for comparison are well-known. Optimal 
alignment of sequences for comparison can be conducted, e.g., by the local homology algorithm 
of Smith and Waterman (1981) Adv. AppI. Math. 2:482-489, by the homology alignment 
algorithm of Needleman and Wunsch (1970) J. Mol. Biol. 48:443-453, by the search for 
similarity method of Pearson and Lipman (1988) Proc. Natl. Acad. Sci. USA 85:2444-2448, by 
computerized implementations of these algorithms (GAP, BESTFET, FASTA, and TFASTA in 
the Wisconsin Genetics Software Package, Genetics Computer Group, 575 Science Dr., 
Madison, WI), or by manual alignment and visual inspection (see, e.g., Ausubel, et al. (eds. 
1995 and supplements) Current Protocols in Molecular Biology Wiley). 

Preferred examples of algorithms that are suitable for determining percent sequence 
identity and sequence similarity include the BLAST and BLAST 2.0 algorithms, which are 
described in Altschul, et al. (1977) Nuc. Acids Res. 25:3389-3402 and Altschul, et al. (1990) L 
Mol. Biol. 215:403-410. BLAST and BLAST 2.0 are used, with the parameters described 
herein, to determine percent sequence identity for the nucleic acids and proteins of the 
invention. Software for performing BLAST analyses is publicly available through the National 
Center for Biotechnology Information (http://www.ncbi.nlm.nih.gov/). This algorithm involves 
first identifying high scoring sequence pairs (HSPs) by identifying short words of length W in 
the query sequence, which either match or satisfy some positive-valued threshold score T when 
aligned with a word of the same length in a database sequence. T is referred to as the 
neighborhood word score threshold (Altschul, et al., supra). These initial neighborhood word 
hits act as seeds for initiating searches to find longer HSPs containing them. The word hits are 
extended in both directions along each sequence for as far as the cumulative alignment score 
can be increased. Cumulative scores are calculated using, e.g., for nucleotide sequences, the 
parameters M (reward score for a pair of matching residues; always > 0) and N (penalty score 
for mismatching residues; always < 0). For amino acid sequences, a scoring matrix is used to 
calculate the cumulative score. Extension of the word hits in each direction are halted when: the 
cumulative alignment score falls off by the quantity X from its maximum achieved value; the 
cumulative score goes to zero or below, due to the accumulation of one or more negative- 
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scoring residue alignments; or the end of either sequence is reached. The BLAST algorithm 
parameters W, T, and X determine the sensitivity and speed of the alignment The BLASTN 
program (for nucleotide sequences) uses as defaults a wordlength (W) of 1 1, an expectation (E) 
of 10, M=5, N=-4 and a comparison of both strands. For amino acid sequences, the BLASTP 

5 program uses as defaults a wordlength of 3, and expectation (E) of 10, and the BLOSUM62 
scoring matrix (see Henikoff and Henikoff (1992) Proc. Natl. Acad. Sci. USA 89:10915-919) 
alignments (B) of 50, expectation (E) of 10, M=5, N=-4, and a comparison of both strands. 

The BLAST algorithm also performs a statistical analysis of the similarity between two 
sequences. See, e.g., Karlin and Altschul (1993) Proc. Natl. Acad. Sci. USA 90:5873-5787. 

10 One measure of similarity provided by the BLAST algorithm is the smallest sum probability 
(P(N)), which provides an indication of the probability by which a match between two 
nucleotide or amino acid sequences would occur by chance. For example, a nucleic acid is 
considered similar to a reference sequence if the smallest sum probability in a comparison of the 
test nucleic acid to the reference nucleic acid is less than about 0.2, more preferably less than 

1 5 about 0.01 , and most preferably less than about 0.001 . Log values may be negative large 
numbers, e.g., 5, 10, 20, 30, 40, 40, 70, 90, 110, 150, 170, etc. 

An indication that two nucleic acid sequences are substantially identical is that the 
polypeptide encoded by the first nucleic acid is immunologically cross reactive with the 
antibodies raised against the polypeptide encoded by the second nucleic acid. Thus, a 

20 polypeptide is typically substantially identical to a second polypeptide, e.g., where the two 
peptides differ only by conservative substitutions. Another indication that two nucleic acid 
sequences are substantially identical is that the two molecules or their complements hybridize to 
each other under stringent conditions. Yet another indication that two nucleic acid sequences 
are substantially identical is that the same primers can be used to amplify the sequences. 

25 A "host cell" is a naturally occurring cell or a transformed cell that contains an 

expression vector and supports the replication or expression of the expression vector. Host cells 
may be cultured cells, explants, cells in vivo, and the like. Host cells may be prokaryotic cells 
such as E. coli, or eukaryotic cells such as yeast, insect, amphibian, or mammalian cells such as 
CHO, HeLa, and the like (see, e.g., the American Type Culture Collection catalog or web site, 

30 ' www.atcc.org). 

The terms "isolated," "purified," or "biologically pure" refer to material that is 
substantially or essentially free from components that normally accompany it as found in its 
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native state. Purity and homogeneity are typically determined using analytical chemistry 
techniques such as polyacrylamide gel electrophoresis or'high performance liquid 
chromatography. A protein or nucleic acid that is the predominant species present in a 
preparation is substantially purified. In particular, an isolated nucleic acid is separated from 
5 some open reading frames that naturally flank the gene and encode proteins other than protein 
encoded by the gene. The term "purified" in some embodiments denotes that a nucleic acid or 
protein gives rise to essentially one band in an electrophoretic gel. Preferably, it means that the 
nucleic acid or protein is at least about 85% pure, more preferably at least 95% pure, and most 
preferably at least 99% pure. "Purify" or "purification" in other embodiments means removing 
10 at least one contaminant or component from the composition to be purified. In this sense, 
purification does not require that the purified compound be homogeneous, e.g., 100% pure. 

The terms "polypeptide," "peptide," and "protein" are used interchangeably herein to 
refer to a polymer of amino acid residues. The terms apply to amino acid polymers in which 
one or more amino acid residue is an artificial chemical mimetic of a corresponding naturally 
1 5 occurring amino acid, as well as to naturally occurring amino acid polymers, those containing 
modified residues, and non-naturally occurring amino acid polymers. 

The term "amino acid" refers to naturally occurring and synthetic amino acids, as well as 
amino acid analogs and amino acid mimeucs that function similarly to the naturally occurring 
amino acids. Naturally occurring amino acids are those encoded by the genetic code, as well as 
20 those amino acids that are later modified, e.g., hydroxyprohne, ^carboxyglutamate, and O- 
phosphoserine. Amino acid analogs refers to compounds that have the same basic chemical 
structure as a naturally occurring amino acid, e.g., an a carbon that is bound to a hydrogen, a 
carboxyl group, an amino group, and an R group, e.g., homoserine, norleucine, methionine 
sulfoxide, methionine methyl sulfonium. Such analogs may have modified R groups (e.g., 
25 norleucine) or modified peptide backbones, but retain somebasic chemical structure as a 

naturally occurring amino acid. Amino acid mimetic refers to a chemical compound that has a 
structure that is different from the general chemical structure of an amino acid, but that 
functions similarly to another amino acid. 

Amino acids may be referred to herein by either their commonly known three letter 
30 symbols or by the one-letter symbols recommended by the IUPAC-IUB Biochemical 

Nomenclature Commission. Nucleotides, likewise, may be referred to by their commonly 
accepted single-letter codes. 
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"Conservatively modified variant" applies to both amino acid and nucleic acid 
sequences. With respect to particular nucleic acid sequences, conservatively modified variants 
refers to those nucleic acids which encode identical or essentially identical amino acid 
sequences, or where the nucleic acid does not encode an amino acid sequence, to essentially 
5 identical or associated, e.g., naturally contiguous, sequences. Because of the degeneracy of the 
genetic code, a large number of functionally identical nucleic acids encode most proteins. For 
instance, the codons GCA, GCC, GCG, and GCU each encode the amino acid alanine. Thus, at 
each position where an alanine is specified by a codon, the codon can be altered to another of 
the corresponding codons described without altering the encoded polypeptide. Such nucleic 

10 acid variations are "silent variations," which are one species of conservatively modified 
variations. Every nucleic acid sequence herein which encodes a polypeptide also describes 
silent variations of the nucleic acid. In certain contexts each codon in a nucleic acid (except 
AUG, which is ordinarily the only codon for methionine, and TGG, which is ordinarily the only 
codon for tryptophan) can be modified to yield a functionally similar molecule. Accordingly, a 

15 silent variation of a nucleic acid which encodes a polypeptide is implicit in a described 

sequence with respect to the expression product, but not necessarily with respect to actual probe 
sequences. 

As to amino acid sequences, one of skill will recognize that individual substitutions, 
deletions, or additions to a nucleic acid, peptide, polypeptide, or protein sequence which alters, 

20 adds, or deletes a single amino acid or a small percentage of amino acids in the encoded 

sequence is a "conservatively modified variant" where the alteration results in the substitution of 
an amino acid with a chemically similar amino acid. Conservative substitution tables providing 
functionally similar amino acids are well known. Such conservatively modified variants are in 
addition to and do not exclude polymorphic variants, interspecies homologs, and alleles of the 

25 invention. Typically conservative substitutions include for one another: 1) Alanine (A), Glycine 
(G); 2) Aspartic acid (D), Glutamic acid (E); 3) Asparagine (N), Glutamine (Q); 4) Arginine 
(R), Lysine (K); 5) Isoleucine (I), Leucine (L), Methionine (M), Valine (V); 6) Phenylalanine 
(F), Tyrosine (Y), Tryptophan (W); 7) Serine (S), Threonine (T); and 8) Cysteine (C), 
Methionine (M) (see, e.g., Creighton (1984) Proteins: Structure and Molecular Properties 

30 Freeman). 

Macromolecular structures such as polypeptide structures can be described in terms of 
various levels of organization. For a general discussion of this organization, see, e.g., Alberts, 
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et al. (eds. 2001) Molecular Biology of the Cell (4th ed.) Garland; and Cantor and Schimmel 
(1980) Biophysical Chemistry Part I: The Conformation of Biologica l Macromolecules 
Freeman. "Primary structure" refers to the amino acid sequence of a particular peptide. 
"Secondary structure" refers to locally ordered, three dimensional structures within a 
5 polypeptide. These structures are commonly known as domains. Domains are portions of a 
polypeptide that often form a compact unit of the polypeptide and are typically 25 to 
approximately 500 amino acids long. Typical domains are made up of sections of lesser 
organization such as stretches of p-sheet and cc-helices. "Tertiary structure" refers to the 
complete three dimensional structure of a polypeptide monomer. "Quaternary structure" refers 
10 to the three dimensional structure formed, usually by the noncovalent association of 
independent tertiary units. Anisotropic terms are also known as energy terms. 

"Nucleic acid" or "oligonucleotide" or "polynucleotide" or grammatical equivalents used 
herein means at least two nucleotides covalently linked together. Oligonucleotides are typically 
from about 5, 6, 7, 8, 9, 10, 12, 15, 25, 30, 40, 50, or more nucleotides in length, up to about 
15 100 nucleotides in length. Nucleic acids and polynucleotides are apolymers of any length, 
including longer lengths, e.g., 200, 300, 500, 1000, 2000, 3000, 5000, 7000, 10,000, etc. A 
nucleic acid of the present invention will generally contain phosphodiester bonds, although in 
some cases, nucleic acid analogs are included that may have at least one different linkahge, e.g., 
phosphoramidate, phosphorothioate, phosphorodithioate, or O-methylphophoroamidite linkages 
20 (see Eckstein (1992) Oligonucleotides and Analogues: A Pr actical Approach Oxford Univ. 
Press); and peptide nucleic acid backbones and linkages. Other analog nucleic acids include 
those with positive backbones; non-ionic backbones, and non-ribose backbones, including those 
described in U.S. Patent Nos. 5,235,033 and 5,034,506, and Chapters 6 and 7 of Sanghvi and 
Cook (eds. 1994) Carbohydrate Modifications in Antisense Research ACS Symposium Series 
25 580. Nucleic acids containing one or more carbocyclic sugars are also included within one 

definition of nucleic acids. Modifications of the ribose-phosphate backbone may be done for a 
variety of reasons, e.g., to increase the stability and half-life of such molecules in physiological 
environments or as probes on a biochip. Mixtures of naturally occurring nucleic acids and 
analogs can be made; alternatively, mixtures of different nucleic acid analogs, and mixtures of 
30 naturally occurring nucleic acids and analogs may be made. 

A variety of references disclose such nucleic acid analogs, including, e.g., 
phosphoramidate (Beaucage, et ai. (1993) Tetrahedron 49:1925-1963 and references therein; 
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Letsinger (1970) J. Org. Cbem. 35:3800-3803; Sprinzl, et al. (1977) Eur. J. Biochem. 81 :579- 
589; Letsinger, et al. (1986) Nucl. Acids Res. 14:3487-499; Sawai, et al. (1984) Chem. Lett. 
805, Letsinger, et al. (1988) J. Am. Chem. Soc. 110:4470-4471; and Pauwels, et al. (1986) 
Chemica Scripta 26:141-149), phosphorothioate (Mag, et al. (1991) Nucleic Acids Res. 
19:1437-441 ; and U.S. Patent No. 5,644,048), phosphorodithioate (Brill, et al. (1989) J. Am. 
Chem. Soc. 1 1 1:2321-2322), O-methylphophoroamidite linkages (see Eckstein (1992) 
Oligonucleotides and Analogues: A Practical Approach. Oxford Univ. Press), and peptide 
nucleic acid backbones and linkages (see Egholm (1992) J. Am. Chem. Soc. 114:1895-1897; 
Meier, et al. (1992) Chem. Int. Ed. Engl. 31:1008-1010: Nielsen (1993) Nature 365:566-568; 
Carlsson, et al. (1996) Nature 380:207, all of which are incorporated by reference). Other 
analog nucleic acids include those with positive backbones (Denpcy, et al. (1995) Proc. Natl. 
Acad. Sci. USA 92:6097-101; non-ionic backbones (U.S. Patent Nos. 5,386,023, 5,637,684, 
5,602,240, 5,216,141, and 4,469,863; Kiedrowski, et al. (1991) Angew. Chem. Intl. Ed. English 
30:423-426; Letsinger, et al. (1988) J. Am. Chem. Soc. 1 10:4470-4471; Letsinger, et al. (1994) 
Nucleoside and Nucleotide 13:1597; Chapters 2 and 3 in Sanghvi and Cook (eds. 1994) 
Carbohydrate Modifications in Antisense Research ACS Symposium Series 580; Mesmaeker, et 
al. (1994) Bioorganic and Medicinal Chem. Lett. 4:395-398; Jefls, et al. (1994) J. Biomolecular 
NMR 34:17; Horn, et al. (1996) Tetrahedron Lett. 37:743) and non-ribose backbones, including 
those described in U.S. Patent Nos. 5,235,033 and 5,034,506, and Chapters 6 and 7 in Sanghvi 
and Cook (eds. 1994) Carbohydrate Modifications in Antisense Research ACS Symposium 
Series 580. Nucleic acids containing one or more carbocyclic sugars are also included within 
one definition of nucleic acids (see Jenkins, et al. (1995) Chem. Soc. Rev, pp 169-176). Several 
nucleic acid analogs are described in Rawls (page 35, June 2, 1997) C&E News . 

Particularly preferred are peptide nucleic acids (PNA) which includes peptide nucleic 
acid analogs. These backbones are substantially non-ionic under neutral conditions, in contrast 
to the highly charged phosphodiester backbone of naturally occurring nucleic acids. This 
results in at least two advantages. The PNA backbone exhibits improved hybridization kinetics. 
PNAs have larger changes in the melting temperature (T^ for mismatched versus perfectly 
matched basepairs. DNA and RNA typically exhibit a 2-4° C drop in T m for an internal 
mismatch. With the non-ionic PNA backbone, the drop is closer to 7-9° C. Similarly, due to 
their non-ionic nature, hybridization of the bases attached to these backbones is relatively 
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insensitive to salt concentration. In addition, PNAs are not degraded by cellular enzymes, and 
thus can be more stable. 

The nucleic acids may be single stranded or double stranded, as specified, or contain 
portions of both double stranded or single stranded sequence. The depiction of a single strand 
5 also defines the sequence of the complementary strand; thus the sequences described herein also 
provide the complement of the sequence. The nucleic acid may be DNA, both genomic and 
cDNA, RNA, or a hybrid, where the nucleic acid may contain combinations of deoxyribo- and 
ribo-nucleotides, and combinations of bases, including uracil, adenine, thymine, cytosine, 
guanine, inosine, xanthine hypoxanthine, isocytosine, isoguanine, etc. "Transcript" typically 
10 refers to a naturally occurring RNA, e.g., a pre-mRNA, hnRNA, or mRNA. As used herein, the 
term "nucleoside" includes nucleotides and nucleoside and nucleotide analogs, and modified 
nucleosides such as amino modified nucleosides. In addition, "nucleoside" includes non- 
naturally occurring analog structures. Thus, e.g., the individual units of a peptide nucleic acid, 
each containing a base, are referred to herein as a nucleoside. 
15 A "label" or a "detectable moiety" is a composition detectable by spectroscopic, 

photochemical, biochemical, immunochemical, physiological, chemical, or other physical 
means. In general, labels fall into three classes: a) isotopic labels, which may be radioactive or 
heavy isotopes; b) immune labels, which may be antibodies, antigens, or epitope tags; and c) 
colored or fluorescent dyes. The labels may be incorporated into the cancer nucleic acids, 
20 proteins, and antibodies. For example, the label should be capable of producing, either directly 
or indirectly, a detectable signal. The detectable moiety may be a radioisotope, such as 3 H, 
14 C, 32 P, 35 S, or 125 I, electron-dense reagents, a fluorescent or chemiluminescent compound, 
such as fluorescein isothiocyanate, rhodamine, or luciferin, or an enzyme (e.g., as commonly 
used in an ELISA), biotin, digoxigenin, or haptens and proteins or other entities which can be 
25 made detectable such as alkaline phosphatase, beta-galactosidase, or horseradish peroxidase. 
Methods are known for conjugating the antibody to the label. See, e.g., Hunter, et al. (1962) 
Nature 144:945; David, et al. (1974) Biochemistry 13:1014-1021; Pain, et al. (1981) L 
Immunol. Meth. 40:219-230; andNygren (1982) J. Histochem. and Cvtochem. 30:407-412. 

An "effector" or "effector moiety" or "effector component" is a molecule that is bound 
30 (or linked, or conjugated), either covalently, through a linker or a chemical bond, or 

noncovalently, through ionic, van der Waals, electrostatic, or hydrogen bonds, to an antibody. 
The "effector" can be a variety of molecules including, e.g., detection moieties including 

15 



WO 03/042661 



PCT/US02/36810 



radioactive compounds, fluorescent compounds, enzymes or substrates, tags such as epitope 
tags, toxins; activatable moieties, chemotherapeutic agents; lipases; antibiotics; chemoattracting 
moieties, immune modulators (micA/B), or radioisotopes, e.g., emitting "hard" beta, radiation. 

A "labeled nucleic acid probe or oligonucleotide" is one that is bound, e.g., covalently, 
through a linker or a chemical bond, or noncovalently, through ionic, van der Waals, 
electrostatic, or hydrogen bonds to a label such that the presence of the probe may be detected 
by detecting the presence of the label bound to the probe. Alternatively, methods using high 
affinity interactions may achieve the same results where one of a pair of binding partners binds 
to the other, e.g., biotin, streptavidin. 

As used herein a "nucleic acid probe or oligonucleotide" is a nucleic acid capable of 
binding to a target nucleic acid of complementary sequence through one or more types of 
chemical bonds, usually through complementary base pairing, e.g., through hydrogen bond 
formation. As used herein, a probe may include natural (e.g., A, G, C, or T) or modified bases 
(7-deazaguanosine, inosine, etc.). In addition, the bases in a probe may be joined by a linkage 
other than a phosphodiester bond, preferably one that does not functionally interfere with 
hybridization. Thus, e.g., probes may be peptide nucleic acids in which the constituent bases 
are joined by peptide bonds rather than phosphodiester linkages. Probes may bind target 
sequences lacking complete complementarity with the probe sequence depending upon the 
stringency of the hybridization conditions. The probes are preferably directly labeled, e.g., with 
isotopes, chromophores, lumiphores, chromogens, or indirectly labeled, e.g., with biotin to 
which a streptavidin complex may later bind. By assaying for the presence or absence of the 
probe, one can detect the presence or absence of the select sequence or subsequence. Diagnosis 
or prognosis may be based at the genomic level, or at the level of RNA or protein expression. 

The term "recombinant" when used with reference, e.g., to a cell, or nucleic acid, 
protein, or vector, indicates that the cell, nucleic acid, protein, or vector, has been modified by 
the introduction of a heterologous nucleic acid or protein or the alteration of a native nucleic 
acid or protein, or that the cell is derived from a cell so modified. Thus, e.g., recombinant cells 
express genes that are not found within the native (non-recombinant) form of the cell or express 
native genes that are otherwise abnormally expressed, under expressed, or not expressed at all. 
By the term "recombinant nucleic acid" herein is meant nucleic acid, originally formed in vitro, 
in general, by the manipulation of nucleic acid, e.g., using polymerases and ehdonucleases, in a 
form not normally found in nature. In this maimer, operably linkage of different sequences is 

16 



WO 03/042661 



PCT/US02/36810 



achieved. Thus an isolated nucleic acid, in a linear form, or an expression vector formed in 
vitro by ligating DNA molecules that are not normally joined, are both considered recombinant 
for the purposes of this invention. It is understood that once a recombinant nucleic acid is made 
and reintroduced into a host cell or organism, it will replicate non-recombinantly, e.g., using the 
5 in vivo cellular machinery of the host cell rather than in vitro manipulations; however, such 
nucleic acids, once produced recombinantly, although subsequently replicated non- 
recombinantly, are still considered recombinant for the purposes of the invention. 

Similarly, a "recombinant protein" is a protein made using recombinant techniques, e.g., 
through the expression of a recombinant nucleic acid as depicted above. A recombinant protein 
10 is distinguished from naturally occurring protein by at least one or more characteristics. The 
protein may be isolated or purified away from some or most of the proteins and compounds 
with which it is normally associated in its wild type host, and thus may be substantially pure. 
An isolated protein is unaccompanied by at least some of the material with which it is normally 
associated in its natural state, preferably constituting at least about 0.5%, more preferably at 
1 5 least about 5% by weight of the total protein in a given sample. A substantially pure protein 
comprises at least about 75% by weight of the total protein, with at least about 80% being 
preferred, and at least about 90% being particularly preferred. The definition includes the 
production of a cancer protein from one organism in a different organism or host cell. 
Alternatively, the protein may be made at a significantly higher concentration than is normally 
20 seen, through the use of an inducible promoter or high expression promoter, such that the 

protein is made at increased concentration levels. Alternatively, the protein may be in a form 
not normally found in nature, as in the addition of an epitope tag or amino acid substitutions, 
insertions and deletions, as discussed below. 

The term "heterologous" when used with reference to portions of a nucleic acid indicates 
25 that the nucleic acid comprises two or more subsequences that are not normally found in the 
same relationship to each other in nature. For instance, the nucleic acid is typically 
recombinantly produced, having two or more sequences, e.g., from unrelated genes arranged to 
make a new functional nucleic acid, e.g., a promoter from one source and a coding region from 
another source. Similarly, a heterologous protein will often refer to two or more subsequences 
30 that are not found in the same relationship to each other in nature (e.g., a fusion protein). 

A "promoter" is typically an array of nucleic acid control sequences that direct 
transcription of a nucleic acid. As used herein, a promoter includes necessary nucleic acid 
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sequences near the start site of transcription, such as, in the case of a polymerase II type 
promoter, a TATA element. A promoter also optionally includes distal enhancer or repressor 
elements, which can be located as much as several thousand base pairs from the start site of 
transcription. A "constitutive" promoter is a promoter that is active under most environmental 
and developmental conditions. An "inducible" promoter is active under environmental or 
developmental regulation. The term "operably linked" refers to a functional linkage between a 
nucleic acid expression control sequence (such as a promoter, or array of transcription factor 
binding sites) and a second nucleic acid sequence, e.g., wherein the expression control sequence 
directs transcription of the nucleic acid corresponding to the second sequence. 

An "expression vector" is a nucleic acid construct, generated recombinantly or 
synthetically, with a series of specified nucleic acid elements that permit transcription of a 
particular nucleic acid in a host cell. The expression vector can be part of a plasmid, virus, or 
nucleic acid fragment. Typically, the expression vector includes a nucleic acid to be transcribed 
in operable linkage to a promoter. 

The phrase "selectively (or specifically) hybridizes to" refers to the binding, duplexing, 
or hybridizing of a molecule selectively to a particular nucleotide sequence under stringent 
hybridization conditions when that sequence is present in a complex mixture (e.g., total cellular 
or library DNA or RNA). 

The phrase "stringent hybridization conditions" refers to conditions under which a probe 
will hybridize to its target subsequence, typically in a complex mixture of nucleic acids, but to 
no other sequences. Stringent conditions are sequence-dependent and will be different in 
different circumstances. Longer sequences hybridize specifically at higher temperaturesf An 
extensive guide to the hybridization of nucleic acids is found in "Overview of principles of 
hybridization and the strategy of nucleic acid assays" in Tijssen (1993) Hybridization with 
Nucleic Probes (Laboratory Techniques in Biochemistry and Molecular Biology) (vol. 24) 
Elsevier. Generally, stringent conditions are selected to be about 5-10° C lower than the 
thermal melting point (T m ) for the specific sequence at a defined ionic strength pH. The T m is 

the temperature (under defined ionic strength, pH, and nucleic concentration) at which 50% of 
the probes complementary to the target hybridize to the target sequence at equilibrium (as the 
target sequences are present in excess, at T m , 50% of the probes are occupied at equilibrium). 

Stringent conditions will be those in which the salt concentration is less than about 1.0 M 
sodium ion, typically about 0.01-1.0 M sodium ion concentration (or other salts) at pH 7.0 to 
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8.3 and the temperature is at least about 30° C for short probes (e.g., about 10-50 nucleotides) 
and at least about 60° C for long probes (e.g., greater than about 50 nucleotides). Stringent 
conditions may also be achieved with the addition of destabilizing agents such as formamide. 
For selective or specific hybridization, a positive signal is typically at least two times 
5 background, preferably 10 times background hybridization. Exemplary stringent hybridization 
conditions can be as following: 50% formamide, 5x SSC, and 1% SDS, incubating at 42° C, or, 
5x SSC, 1% SDS, incubating at 65° C, with wash in 0.2x SSC, and 0.1% SDS at 65° C. For 
PCR, a temperature of about 36° C is typical for low stringency amplification, although 
annealing temperatures may vary between about 32°-48° C depending on primer length. For 
10 high stringency PCR amplification, a temperature of about 62° C is typical, although high 
stringency annealing temperatures can range from about 50-65° C, depending on the primer 
length and specificity. Typical cycle conditions for both high and low stringency amplifications 
include a denaturation phase of 90-95° C for 30-120 sec, an annealing phase lasting 30-120 sec, 
and an extension phase of about 72° C for 1-2 min. Protocols and guidelines for low and high 
15 stringency amplification reactions are provided, e.g., in Innis, et al. (1990) PCR Protocols: A 
Guide to Methods and Applications Academic Press, NY. 

Nucleic acids that do not hybridize to each other under stringent conditions are still 
substantially identical if the polypeptides which they encode are substantially identical. This 
occurs, e.g., when a copy of a nucleic acid is created using the maximum codon degeneracy 
20 permitted by the genetic code. In such cases, the nucleic acids typically hybridize under 

moderately stringent hybridization conditions. Exemplary "moderately stringent hybridization 
conditions" include a hybridization in abuffer of 40% formamide, 1 M NaCl, 1% SDS at 37° C, 
and a wash in IX SSC at 45° C. A positive hybridization is typically at least twice background. 
Alternative hybridization and wash conditions can be utilized to provide conditions of similar 
25 stringency. Additional guidelines for determining hybridization parameters are provided in 
numerous references, e.g„ AusubeL et al. (eds. 1991 and supplements) Current Protocols in 

Molecular Biology Wiley. 

The phrase "functional effects" in the context of assays for testing compounds that 
modulate activity of a cancer protein includes the determination of a parameter that is indirectly 
30 or directly under the influence of the cancer protein or nucleic acid, e.g., a physiological, 

functional, physical, or chemical effect, such as the ability to decrease cancer. It includes ligand 
binding activity, cell viability; cell growth on soft agar; anchorage dependence; contact 
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inhibition and density limitation of growth; cellular proliferation; cellular transformation; 
growth factor or serum dependence; tumor specific marker levels; invasiveness into Matrigel; 
tumor growth and metastasis in vivo; mRNA and protein expression in cells undergoing 
metastasis; and other characteristics of cancer cells. "Functional effects" include in vitro, in 

5 vivo, and ex vivo activities. 

By "determining the functional effect" is meant assaying for a compound that increases 
or decreases a parameter that is indirectly or directly under the influence of a cancer protein 
sequence, e.g., physiological, functional, enzymatic, physical, or chemical effects. Such 
functional effects can be measured, e.g., changes in spectroscopic characteristics (e.g., 

10 fluorescence, absoibance, refractive index), hydrodynamic (e.g., shape), chromatographic, or 
solubility properties for the protein, measuring inducible markers or transcriptional activation of 
the cancer protein, measuring binding activity or binding assays, e.g., binding to antibodies or 
other ligands, and measuring growth, cellular proliferation, cell viability, cellular 
transformation, growth factor or serum dependence, tumor specific marker levels, invasiveness 

15 into Matrigel, tumor growth and metastasis in vivo, mRNA and protein expression, and other 
characteristics of cancer cells. The functional effects can be evaluated by many means, e.g., 
microscopy for quantitative or qualitative measures of alterations in morphological features, 
measurement of changes in RNA or protein levels for cancer-associated sequences, 
measurement of RNA stability, identification of downstream or reporter gene expression (CAT, 

20 luciferase, #-gal, GFP; and the like), e.g., via chemiluminescence, fluorescence, colorimetric 
reactions, antibody binding, inducible markers, and ligand binding assays. 

"Inhibitors", "activators," and "modulators" of cancer polynucleotide and polypeptide 
sequences are used to refer to activating, inhibitory, or modulating molecules or compounds 
identified using in vitro and in vivo assays of cancer polynucleotide and polypeptide sequences. 

25 Inhibitors are compounds that, e.g., bind to, partially or totally block activity, decrease, prevent, 
delay activation, inactivate, desensitize, or down regulate the activity or expression of cancer 
proteins, e.g., antagonists. Antisense or inhibitory nucleic acids may seem to inhibit expression 
and subsequent function of the protein. "Activators" are compounds that increase, open, 
activate, facilitate, enhance activation, sensitize, agonize, or up regulate cancer protein activity. 

30 Inhibitors, activators, or modulators also include genetically modified versions of cancer 

proteins, e.g., versions with altered activity, as well as naturally occurring and synthetic ligands, 
antagonists, agonists, antibodies, small chemical molecules, and the like. Such assays for 
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inhibitors and activators include, e.g., expressing the cancer protein in vitro, in cells, or cell 
membranes, applying putative modulator compounds, and then determining the functional 
effects on activity, as described above. Activators and inhibitors of cancer can also be identified 
by incubating cancer cells with the test compound and determining increases or decreases in the 
expression of 1 or more cancer proteins, e.g., 1, 2, 3, 4, 5, 10, 15, 20, 25, 30, 40, 50, or more 
cancer proteins, such as cancer proteins encoded by the sequences set out in Tables 2A-80. 

Samples or assays comprising cancer proteins that are treated with a potential activator, 
inhibitor, or modulator are compared to control samples without the inhibitor, activator, or 
modulator to examine the extent of inhibition. Control samples (untreated with inhibitors) are 
assigned a relative protein activity value of 100%. Inhibition of a polypeptide is achieved when 
the activity value relative to the control is about 80%, preferably 50%, more preferably 25-0%. 
Activation of a cancer polypeptide is achieved when the activity value relative to the control 
(untreated with activators) is about 1 10%, more preferably 150%, more preferably 200-500% 
(e.g., two to five fold higher relative to the control), more preferably 1000-3000% higher. 

The phrase "changes in cell growth" refers to any change in cell growth and proliferation 
characteristics in vitro or in vivo, such as cell viability, formation of foci, anchorage 
independence, semi-solid or soft agar growth, changes in contact inhibition and density 
limitation of growth, loss of growth factor or serum requirements, changes in cell morphology, 
gaining or losing immortalization, gaining or losing tumor specific markers, ability to form or 
suppress tumors when injected into suitable animal hosts, and/or immortalization of the cell. 
See, e.g., pp. 231-241 in Freshney (1994) Culture of Animal Cells a Manual of Basic Technique 
(2d ed.) Wiley-Liss. 

"Tumor cell" refers to precancerous, cancerous, and normal cells in a tumor. 
"Cancer cells," "transformed" cells or "transformation" in tissue culture, refers to 
spontaneous or induced phenotypic changes that do not necessarily involve the uptake of new 
genetic material. Although transformation can arise from infection with a transforming virus 
and incorporation of new genomic DNA, or uptake of exogenous DNA, it can also arise 
spontaneously or following exposure to a carcinogen, thereby mutating an endogenous gene. 
Transformation is associated with phenotypic changes, such as immortalization of cells, 
aberrant growth control, nonmorphological changes, and/or malignancy. See, Freshney (2000) 
Culture of Animal Cells: A Manual of Basic Technique (4th ed.) Wiley-Liss. 
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"Antibody" refers to a polypeptide comprising a framework region from an 
immunoglobulin gene or fragments thereof that specifically binds and recognizes an antigen. 
The recognized immunoglobulin genes include the kappa, lambda, alpha, gamma, delta, epsilon, 
and mu constant jegion genes, as well as the myriad immunoglobulin variable region genes. 
Light chains are classified as either kappa or lambda. Heavy chains are classified as gamma, 
mu, alpha, delta, or epsilon, which in turn define the immunoglobulin classes, IgG, IgM, IgA, 
IgD, and IgE, respectively. Typically, the antigen-binding region of an antibody or its 
functional equivalent will be most critical in specificity and affinity of binding. See Paul (ed. 
1 999) Fundamental Immunology (4th ed.) Raven. 

An exemplary immunoglobulin (antibody) structural unit comprises a tetramer. Each 
tetramer is composed of two identical pairs of polypeptide chains, each pair having one "light" 
(about 25 kD) and one "heavy" chain (about 50-70 kD). The N-terminus of each chain defines a 
variable region of about 100 to 1 10 or more amino acids primarily responsible for antigen 
recognition. The terms variable light chain (VjJ and variable heavy chain (Vjj) refer to these 

light and heavy chains respectively. 

Antibodies exist, e.g., as intact immunoglobulins or as a number of well-characterized 
fragments produced by digestion with various peptidases. Thus, e.g., pepsin digests an antibody 
below the disulfide linkages in the hinge region to produce F(ab)'2 a dimer of Fab which itself 
is a fight chain joined to Vh-CjiI by a disulfide bond. The F(ab)'2 may be reduced under mild 
conditions to break the disulfide linkage in the hinge region, thereby converting the F(ab)'2 
dimer into an Fab* monomer. The Fab 1 monomer is essentially Fab with part of the hinge, region 
(see Paul (ed. 1999) Fundamental Immunology (4th ed.) Raven. While various antibody 
fragments are defined in terms of the digestion of an intact antibody, one of skill will appreciate 
that such fragments may be synthesized de novo either chemically or by using recombinant 
DNA methodology. Thus, the term antibody, as used herein, also includes antibody fragments 
either produced by the modification of whole antibodies, or those synthesized de novo using 
recombinant DNA methodologies (e.g., single chain Fv) or those identified using phage display 
libraries (see, e.g., McCafferty, et al. (1990) Nature 348:552-554). 

For preparation of antibodies, e.g., recombinant, monoclonal, or polyclonal antibodies, 
many techniques known. See, e.g., Kohler and Milstein (1975) Nature 256:495-497; Kozbor, et 
al. (1983) Immunology Today 4:72; Cole, et al. (1985) pp. 77-96 in Reisfeld and Sell (1985) 

Monoclonal Antibodies and Cancer Therapy Liss; Coligan (1991) Current Protocols in 
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Immunology Lippincott; Harlow and Lane (1988) Antibodies: A Laboratory Man ual CSH 
Press; and Goding (1986) Monoclonal Antibodies: Pr inciples and Practice (2d ed.) Academic 
Press. Techniques for the production of single chain antibodies (U.S. Patent 4,946,778) can be 
adapted to produce antibodies to polypeptides of this invention. Also, transgenic mice, or other 
organisms such as other mammals, may be used to express humanized antibodies. 
Alternatively, phage display technology can be used to identify antibodies and heteromeric Fab 
fragments that specifically bind to selected antigens. See, e.g., McCafferty, et al. (1990) Nature 
348:552-554; Marks, et al. (1992) Biotechnology 10:779-783. 

A "chimeric antibody" is an antibody molecule in which (a) the constant region, or a 
portion thereof, is altered, replaced, or exchanged so that the antigen binding site (variable 
region) is linked to a constant region of a different or altered class, and/or species, or an entirely 
different molecule which confers new properties to the chimeric antibody, e.g., an enzyme, 
toxin, hormone, growth factor, drug, effector function, chemoattractant, immune modulator, 
etc.; or (b) the variable region, or a portion thereof, is altered, replaced, or exchanged with a 
variable region having a different or altered antigen specificity. 
Identification of cancer-associated sequences 

In one aspect, the expression levels of genes are determined in different patient samples 
for which diagnosis information is desired, to provide expression profiles. An expression 
profile of a particular sample is essentially a "fingerprint" of the state of the sample; while two 
states may have any particular gene similarly expressed, the evaluation of a number of genes 
simultaneously allows the generation of a gene expression profile that is characteristic of the 
state of the cell. That is, normal tissue may be distinguished from cancerous or metastatic 
cancerous tissue, or cancer tissue or metastatic cancerous tissue can be compared with tissue 
from surviving cancer patients. By comparing expression profiles of tissue in known different 
cancer states, information regarding which genes are important (including both up-and down- 
regulation of genes) in each of these states is obtained. Molecular profiling may distinguish 
subtypes of a currently collective disease designation, e.g., different forms of a cancer. 

The identification of sequences that are differentially expressed in cancer versus non- 
cancer tissue allows the use of this information in a number of ways. For example, a particular 
treatment regime may be evaluated: does a chemotherapeutic drug act to down-regulate cancer, 
and thus tumor growth or recurrence, in a particular patient Alternatively, a treatment step may 
induce other markers which may be used as targets to destroy tumor cells. Similarly, diagnosis 
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and treatment outcomes may be done or confirmed by comparing patient samples with the 
known expression profiles. Maliganant disease may be compared to non-malignant conditions. 
Metastatic tissue can also be analyzed to determine the stage of cancer in the tissue, or origin of 
primary tumor, e.g., metastasis from a remote primary site. Furthermore, these gene expression 
5 profiles (or individual genes) allow screening of drug candidates with an eye to mimicking or 
altering a particular expression profile; e.g., screening can be done for drugs that suppress the 
cancer expression profile. This may be done by making biochips comprising sets of the 
important cancer genes, which can then be used in these screens. These methods can also be 
done on the protein basis; that is, protein expression levels of the cancer proteins can be 

10 evaluated for diagnostic purposes or to screen candidate agents. In addition, the cancer nucleic 
acid sequences can be administered for gene therapy purposes, including the administration of 
antisense nucleic acids, or the cancer proteins (including antibodies and other modulators 
thereof) administered as therapeutic drugs. 

Thus the present invention provides nucleic acid and protein sequences that are 

15 differentially expressed in cancer relative to normal tissues and/or non-malignant disease, or in 
different types of related diseases, herein termed "cancer sequences." As outlined below, cancer 
sequences include those that are up-regulated (e.g., expressed at a higher level) in cancer, as 
well as those that are down-regulated (e.g., expressed at a lower level). In a preferred 
embodiment, the cancer sequences are from humans; however, cancer sequences from other 

20 organisms may be useful in animal models of disease and drug evaluation; thus, other cancer 
sequences are provided, from vertebrates, including mammals, including rodents (rats, mice, 
hamsters, guinea pigs, etc.), primates, farm animals (including sheep, goats, pigs, cows, Horses, 
etc.) and pets (e.g., dogs, cats, etc.). Cancer sequences from other organisms may be obtained 
using the techniques outlined below. 

25 Cancer sequences can include both nucleic acid and amino acid sequences. In a 

preferred embodiment, the skin cancer sequences are recombinant nucleic acids. These nucleic 
acid sequences are useful in a variety of applications, including diagnostic applications, which 
will detect naturally occurring nucleic acids, as well as screening applications; e.g., biochips 
comprising nucleic acid probes or PCR microtiter plates with selected probes to the cancer 

30 sequences. 

A cancer sequence can be initially identified by substantial nucleic acid and/or amino 
acid sequence homology to the cancer sequences outlined herein. Such homology can be based 



WO 03/042661 



PCT/US02/36810 



upon the overall nucleic acid or amino acid sequence, and is generally determined as outlined 
below, e.g., using homology programs or hybridization conditions. 

For identifying cancer-associated sequences, the cancer screen typically includes 
comparing genes identified in different tissues, e.g., normal and cancerous tissues, cancer and 
5 non-malignant conditions, non-malignant conditions and normal tissues, or tumor tissue 
samples from patients who have metastatic disease vs. non metastatic tissue. Other suitable 
tissue comparisons include comparing cancer samples with metastatic cancer samples from 
other cancers, such as lung, stomach, gastrointestinal cancers, etc. Samples of different stages 
of cancer, e.g., survivor tissue, drug resistant states, and tissue undergoing metastasis, are 
10 applied to biochips comprising nucleic acid probes. The samples are first microdissected, if 

applicable, and treated for preparation of mRNA. Suitable biochips are commercially available, 
e.g., from Affymetrix, Santa Clara, CA. Gene expression profiles as described herein are 
generated and the data analyzed. 

In one embodiment, the genes showing changes in expression as between normal and 
15 disease states are compared to genes expressed in other normal tissues, including, and not 
limited to lung, heart, brain, liver, stomach, kidney, muscle, colon, small intestine, large 
intestine, spleen, bone, and/or placenta. In a preferred embodiment, those genes identified 
during the cancer screen that are expressed in a significant amount in other tissues (e.g., 
essential organs) are removed from the profile, although in some embodiments, this is not 
20 necessary (e.g., where organs may be dispensible, e.g., female or male specific). That is, when 
screening for drugs, it is usually preferable that the target expression be disease specific, to 
minimize possible side effects on other organs were there expression. 

In a preferred embodiment, cancer sequences are those that are up-regulated in cancer; 
that is, the expression of these genes is higher in the cancer tissue as compared to non-cancer or 
25 non-malignant tissue. "Up-regulation" as used herein often means at least about a two-fold 
change, preferably at least about a three fold change, with at least about five-fold or higher 
being preferred. Another embodiment is directed to sequences up-regulated in non-malignant 
conditions relative to normal. Umformity among relevant samples is also preferred. 

Unigene cluster identification numbers and accession numbers herein are for the 
30 GenBank sequence database and the sequences of the accession numbers are hereby expressly 
incorporated by reference. GenBank is available, see, e.g., Benson, et al. (1998) Nuc. Acids 
Res. 26:1-7; and htto://www.ncbi.nlm.nih.gov/. Sequences are also available in other databases, 
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e.g., European Molecular Biology Laboratory (EMBL) and DNA Database of Japan (DDBJ). 
In some situations, the sequences may be derived from assembly of available sequences or be 
predicted from genomic DNA using exon prediction algorithms, such as FGENESH. See 
Salamov and Solovyev (2000) Genome Res. 10:516-522. In other situations, sequences have 

5 been derived from cloning and sequencing of isolated nucleic acids. 

In another preferred embodiment, cancer sequences are those that are down-regulated in 
the cancer, that is, the expression of these genes is lower in cancer tissue as compared to non- 
cancerous tissue. "Down-regulation" as used herein often means at least about a two-fold 
change, preferably at least about a three fold change, with at least about five-fold or higher 

1 0 being preferred. 
Informatics 

The ability to identify genes that are over or under expressed in cancer can additionally 
provide high-resolution, high-sensitivity datasets which can be used in the areas of diagnostics, 
therapeutics, drug development, pharmacogenetics, protein structure, biosensor development, 

15 and other related areas. For example, the expression profiles can be used in diagnostic or 

prognostic evaluation of patients with cancer or related diseases. See Tables 1-3. Or as another 
example, subcellular toxicological information can be generated to better direct drug structure 
and activity correlation (see Anderson (June 1 1-12, 1998) Pharmaceutical Proteomics: Targets. 
Mechanism, and Function, paper presented at the BBC Proteomics conference, Coronado, CA). 

20 Subcellular toxicological information can also be utilized in a biological sensor device to 
predict the likely toxicological effect of chemical exposures and likely tolerable exposure 
thresholds (see U.S. Patent No. 5,811,231). Similar advantages accrue from datasets relevant to 
other biomolecules and bioactive agents (e.g., nucleic acids, saccharides, lipids, drugs, and the 
like). 

25 Thus, in another embodiment, the present invention provides a database that includes at 

least one set of assay data. The data contained in the database is acquired, e.g., using array 
analysis either singly or in a library format. The database can be in a form in which data can be 
maintained and transmitted, but is preferably an electronic database. The electronic database of 
the invention can be maintained on any electronic device allowing for the storage of and access 

30 to the database, such as a personal computer, but is preferably distributed on a wide area 
network, such as the World Wide Web. 
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The focus of the present section on databases that include peptide sequence data is for 
clarity of illustration only. Similar databases can be assembled for assay data acquired using an 

assay of the invention. 

The compositions and methods for identifying and/or quantitating the relative and/or 
5 absolute abundance of a variety of molecular and macromolecular species from a biological 
sample representing cancer, e.g., the identification of cancer-associated sequences described 
herein, provide an abundance of information which can be correlated with pathological 
conditions, predisposition to disease, drug testing, therapeutic monitoring, gene-disease causal 
linkages, identification of correlates of immunity and physiological status, among others. 
10 Although the data generated from the assays of the invention is suited for manual review and 
analysis, in a preferred embodiment, data processing using high-speed computers is utilized. 
An array of methods for indexing and retrieving biomolecular information is available. 
■ For example, U.S. Patents 6,023,659 and 5,966,712 disclose a relational database system for 

storing biomolecular sequence information in a manner that aUows sequences to be catalogued 
15 and searched according to one or more protein function hierarchies. U.S. Patent 5,953,727 

discloses a relational database having sequence records containing information in a format that 
allows a collection of partial-length DNA sequences to be catalogued and searched according to 
association with one or more sequencing projects for obtaining full-length sequences from the 
collection of partial length sequences. U.S. Patent 5,706,498 discloses a gene database retrieval 
20 system for making a retrieval of a gene sequence similar to a sequence data item in a gene 

database based on the degree of similarity between a key sequence and a target sequence. U.S. 
Patent 5,538,897 discloses a method using mass spectroscopy fragmentation patterns of 
peptides* identify amino acid sequences in computer databases by comparison of predicted 
mass spectra with experimentally-derived mass spectra using a closeness-of-fit measure. U.S. 
25 Patent 5,926,818 discloses a multi-dimensional database comprising a functionality for multi- 
dimensional data analysis described as on-line analytical processing (OLAP), which entails the 
consolidation of projected and actual data according to more than one consolidation path or 
dimension. U.S. Patent 5,295,261 reports a hybrid database structure in which the fields of each 
database record are divided into two classes, navigational and informational data, with 
30 navigational fields stored in a hierarchical topological map which can be viewed as a tree 

structure or as the merger of two or more such tree structures. See also Baxevanis, et al. (2001) 
gjoinfomaticsLAP^ctica] Guuidg to the Analysis ofGgnes and Proteins Wiley, Mount (2001) 



27 



WO 03/042661 



PCTYUS02/36810 



Bioinformatics: Sequence and Genome Analysis CSH Press, NY; Durbin, et al. (eds. 1999) 
Biological Sequence Analysis: Probabilistic Models of Proteins and Nucleic Acids Cambridge 
University Press; Baxevanis and Oeullette (eds. 1998) Bioinformatics: A Practical Guide to the 
Analysis of Genes and Proteins (2d e&) Wiley-Liss; Rashidi and Buehler (1999) 
Bioinformatics: Basic Applications in Biological Science and Medicine CRC Press; Setubal, et 
al. (eds. 1997) Introduction to Computational Molecular Biology Brooks/Cole; Misener and 
Krawetz (eds. 2000) Bioinformatics: Methods and Protocols Humana Press; Higgins and Taylor 
(eds. 2000) Bioinformatics: Sequence. Structure, and Databanks: A Practical Approach Oxford 
University Press; Brown (2001) Bioinformatics: A Biologists Guide to Biocomouting and the 
Internet Eaton Pub.; Han and Kamber (2000) Data Mining: Concepts and Techniques ' 
Kaufinann Pub.; and Waterman (1995) Introduction to Computational Biology: Maps. 
Sequences, and Genomes Chap and Hall. 

The present invention provides a computer database comprising a computer and 
software for storing in computer-retrievable form assay data records cross-tabulated, e.g., with 
data specifying the source of the target-containing sample from which each sequence specificity 
record was obtained. 

In an exemplary embodiment, at least one of the sources of target-containing sample is 
from a control tissue sample known to be free of pathological disorders. In a variation, at least 
one of the sources is a known pathological tissue specimen, e.g., a neoplastic lesion or another 
tissue specimen to be analyzed for cancer. In another variation, the assay records cross-tabulate 
one or more of the following parameters for each target species in a sample: (1) a unique 
identification code, which can include, e.g., a target molecular structure and/or characteristic 
separation coordinate (e.g., electrophoretic coordinates); (2) sample source; and (3) absolute 
and/or relative quantity of the target species present in the sample. 

The invention also provides for the storage arid retrieval of a collection of target data in 
a computer data storage apparatus, which can include magnetic disks, optical disks, magneto- 
optical disks, DRAM, SRAM, SGRAM, SDRAM, RDRAM, DDR RAM, magnetic bubble 
memory devices, and other data storage devices, including CPU registers and on-CPU data 
storage arrays. Typically, the target data records are stored as a bit pattern in an array of 
magnetic domains on a magnetizable medium or as an array of charge states or transistor gate 
states, such as an array of cells in a DRAM device (e.g., each cell comprised of a transistor and 
a charge storage area, which may be on the transistor). In one embodiment, the invention 
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provides such storage devices, and computer systems built therewith, comprising a bit pattern 
encoding a protein expression fingerprint record comprising unique identifiers for at least 10 
target data records cross-tabulated with target source. 

When the target is a peptide or nucleic acid, the invention preferably provides a method 
5 for identifying related peptide or nucleic acid sequences, comprising performing a computerized 
comparison between a peptide or nucleic acid sequence assay record stored in or retrieved from 
a computer storage device or database and at least one other sequence. The comparison can 
include a sequence analysis or comparison algorithm or computer program embodiment thereof 
(e.g., FASTA, TFASTA, GAP, BESTFIT) and/or the comparison may be of the relative amount 
10 of apeptide or nucleic acid sequence in apool of sequences determined from a polypeptide or 

nucleic acid sample of a specimen. 

The invention also preferably provides a magnetic disk, such as an IBM-compatible 
(DOS, Windows, Windows95/98/2000, Windows NT, OS/2) or other format (e.g., Linux, 
SunOS, Solaris, AH, SCO Unix, VMS, MV, Macintosh, etc.) floppy diskette or hard (fixed, 
15 Winchester) disk drive, comprising a bit pattern encoding data from an assay of the invention in 
a file format suitable for retrieval and processing in a computerized sequence analysis, 
comparison, or relative quantitation method. 

The invention also provides a network, comprising a plurality of computing devices 
linked via a data link, such as an Ethernet cable (coax or lOBaseT), telephone line, ISDN line, 
20 wireless network, optical fiber, or other suitable signal transmission medium, whereby at least 
one network device (e.g., computer, disk array, etc.) comprises a pattern of magnetic domains 
(e.g., magnetic disk) and/or charge domains (e.g., an array of DRAM cells) composing aTrit 
pattern encoding data acquired from an assay of the invention. 

The invention also provides a method for transmitting assay data that includes 
25 generating an electronic signal on an electronic communications device, such as a modem, 
ISDN terminal adapter, DSL, cable modem, ATM switch, or the like, wherein the signal 
includes (in native or encrypted format) a bit pattern encoding data from an assay or a database 
comprising a plurality of assay results obtained by the method of the invention. 

In a preferred embodiment, the invention provides a computer system for comparing a 
30 query target to a database containing an array of data structures, such as an assay result obtained 
by the method of the invention, and ranking database targets based on the degree of identity and 
gap weight to me target data. A central processor is preferably initialized to load and execute 
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the computer program for alignment and/or comparison of the assay results. Data for a query 
target is entered into the central processor via an I/O device. Execution of the computer 
program results in the central processor retrieving the assay data from the data file, which 
comprises a binary description of an assay result. 

The target data or record and the computer program can be transferred to secondary 
memory, which is typically random access memory (e.g., DRAM, SRAM, SGRAM, or 
SDRAM). Targets are ranked according to the degree of correspondence between a selected 
assay characteristic (e.g., binding to a selected affinity moiety) and the same characteristic of 
the query target and results are output via an I/O device. For example, a central processor can 
be a conventional computer (e.g., Intel Pentium, PowerPC, Alpha, PA-8000, SPARC, MIPS 
4400, MIPS 10000, VAX, etc.); a program can be a commercial or public domain molecular 
biology software package (e.g., UWGCG Sequence Analysis Software, Darwin); a data file can 
be an optical or magnetic disk, a data server, a memory device (e.g., DRAM, SRAM, SGRAM, 
SDRAM, EPROM, bubble memory, flash memory, etc.); an I/O device can be a terminal 
comprising a video display and a keyboard, a modem, an ISDN terminal adapter, an Ethernet 
port, a punched card reader, a magnetic strip reader, or other suitable I/O device. 

The invention also preferably provides the use of a computer system, such as that 
described above, which comprises: (1) a computer; (2) a stored bit pattern encoding a collection 
of peptide sequence specificity records obtained by the methods of the invention, which maybe 
stored in the computer; (3) a comparison target, such as a query target; and (4) a program for 
alignment and comparison, typically with rank-ordering of comparison results on the basis of 
computed similarity values. See, e.g., Ewens and Grant (2001) Statistical Methods in 
Bioinformatics: An Introduction Springer-Verlag. Mathematical approaches can also be used to 
conclude whether similarities or differences in the gene expression exhibited by different 
samples are significant. See, e.g., Golub, et al. (1999) Science 286:531-537; Duda, et al. (2001) 
Pattern Classification Wiley, and Hastie, et al. (2001) The Elements of Statistical Learning: 
Data Mining, Inference, and Prediction Springer-Verlag. One approach to determine whether a 
sample is more similar to or has maximum similarity with a given condition between the sample 
and one or more pools representing different conditions for comparison; the pool with the 
smallest vector angle is then chosen as the most similar to the biological sample among the 
pools compared. 
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Characteristics of cancer-associated proteins 

Cancer proteins of the present invention may be classified as secreted proteins, 
transmembrane proteins, or intracellular proteins. In one embodiment, the cancer protein is an 
intracellular protein. Intracellular proteins may be found in the cytoplasm and/or in the nucleus. 
Intracellular proteins are involved in all aspects of cellular function and replication (including, 
e.g., signaling pathways); aberrant expression of such proteins often results in unregulated or 
disregulated cellular processes (see, e.g., Alberts, et al. (eds. 1994) Molecular Biology of the 
Cell (3d ed.) Garland). For example, many intracellular proteins have enzymatic activity such 
as protein kinase activity, protein phosphatase activity, protease activity, nucleotide cyclase 
activity, polymerase activity, and the like. Intracellular proteins also serve as docking proteins 
that are involved in organizing complexes of proteins, or targeting proteins to various 
subcellular localizations, and are involved in maintaining the structural integrity of organelles. 

An increasingly appreciated concept in characterizing proteins is the presence in the 
proteins of one or more structural motifs for which defined functions have been attributed. In 
addition to the highly conserved sequences found in the enzymatic domain of proteins, highly 
conserved sequences have been identified in proteins that are involved in protein-protein 
interaction. For example, Src-homology-2 (SH2) domains bind tyrosine-phosphorylated targets 
in a sequence dependent manner. PTB domains, which are distinct from SH2 domains, also 
bind tyrosine phosphorylated targets. SH3 domains bind to proline-rich targets. In addition, PH 
domains, tetratricopeptide repeats and WD domains to name only a few, have been shown to 
mediate protein-protein interactions. Some of these may also be involved in binding to 
phospholipids or other second messengers. These motifs can be identified on the basis of amino 
acid sequence; thus, an analysis of the sequence of proteins may provide insight into both the 
enzymatic potential of the molecule and/or molecules with which the protein may associate. 
One useful database is Pfam (protein families), which is a large collection of multiple sequence 
alignments and hidden Markov models covering many common protein domains. Versions are 
available via the internet from Washington University in St. Louis, the Sanger Center in 
England, and the Karolinska Institute in Sweden. See, e.g., Bateman, et al. (2000) Nuc. Acid s 
Res, 28:263-266; Sonnhammer, et al. (1997) Proteins 28:405^20 ; Bateman, et al. (1999) Nuc, 
) Acids Res. 27:260-262; and Sonnhammer, et al. (1998) Nuc. Acids Res. 26:320-322. 
In another embodiment, the cancer sequences are transmembrane proteins. 
Transmembrane proteins are molecules that span a phospholipid bilayer of a cell. They may 
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have an intracellular domain, an extracellular domain, or both. The intracellular domains of 
such proteins may have a number of functions including those already described for 
intracellular proteins. For example, the intracellular domain may have enzymatic activity 
and/or may serve as a binding site for additional proteins. Frequently the intracellular domain 
of transmembrane proteins serves both roles. For example certain receptor tyrosine kinases 
have both protein kinase activity and SH2 domains. In addition, autophosphorylation of 
tyrosines on the receptor molecule itself, creates binding sites for additional SH2 domain 
containing proteins. 

Transmembrane proteins may contain from one to many transmembrane domains. For 
example, receptor tyrosine kinases, certain cytokine receptors, receptor guanylyl cyclases and 
receptor serine/threonine protein kinases contain a single transmembrane domain. However, 
various other proteins including channels and adenylyl cyclases contain numerous 
transmembrane domains. Many important cell surface receptors such as G protein coupled 
receptors (GPCRs) are classified as "seven transmembrane domain" proteins, as they contain 7 
membrane spanning regions. Characteristics of transmembrane domains include approximately 
17 consecutive hydrophobic amino acids that may be followed by charged amino acids. 
Therefore, upon analysis of the amino acid sequence of a particular protein, the localization and 
number of transmembrane domains within the protein may be predicted (see, e.g., PSORT web 
site http://psort.nibb.ac.jp/). Important transmembrane protein receptors include, but are not 
limited to the insulin receptor, insulin-like growth factor receptor, human growth hormone 
receptor, glucose transporters, transferrin receptor, epidermal growth factor receptor, low 
density lipoprotein receptor, epidermal growth factor receptor, leptin receptor, and interleukin 
receptors, e.g., BL-1 receptor, DL-2 receptor, etc. 

The extracellular domains of transmembrane proteins are diverse; however, conserved 
motifs are found repeatedly among various extracellular domains. Conserved structure and/or 
functions have been ascribed to different extracellular motifs. Many extracellular domains are 
involved in binding to other molecules. In one aspect, extracellular domains are found on 
receptors. Factors that bind the receptor domain include circulating ligands, which may be 
peptides, proteins, or small molecules such as adenosine and the like. For example, growth 
factors such as EGF, FGF, and PDGF are circulating growth factors that bind to their cognate 
receptors to initiate a variety of cellular responses. Other factors include cytokines, mitogenic 
factors, neurotrophic factors, and the like. Extracellular domains also bind to cell-associated 
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molecules. In this respect, they may mediate cell-cell interactions. Cell-associated ligands can 
be tethered to the cell, e.g., via a glycosylphosphatidylinositol (GPI) anchor, or may themselves 
be transmembrane proteins. Extracellular domains may also associate with the extracellular 
matrix and contribute to the maintenance of the cell structure. 

Cancer proteins that are transmembrane are particularly preferred in the present 
invention as they are readily accessible targets for immunotherapeutics, as are described herein. 
In addition, as outlined below, transmembrane proteins can be also useful in imaging 
modalities. Antibodies may be used to label such readily accessible proteins in situ. 
Alternatively, antibodies can also label intracellular proteins, in which case samples are 
typically permeablized to provide access to intracellular proteins. In addition, some membrane 
proteins can be processed to release a soluble protein, or to expose a residual fragment. 
Released soluble proteins may be useful diagnostic markers, processed residual protein 
fragments may be useful lung markers of disease. 

It will also be appreciated that a transmembrane protein can be made soluble by 
removing transmembrane sequences, e.g., through recombinant methods. Furthermore, 
transmembrane proteins that have been made soluble can be made to be secreted through 
recombinant means by adding an appropriate signal sequence. 

In another embodiment, the cancer proteins are secreted proteins; the secretion of which 
can be either constitutive or regulated. These proteins may have a signal peptide or signal 
sequence that targets the molecule to the secretory pathway. Secreted proteins are involved m 
numerous physiological events; e.g., if circulating, they often serve to transmit signals to 
various other cell types. The secreted protein may function in an autocrine manner (actmg on 
the cell that secreted the factor), a paracrine manner (acting on cells in close proximity to the 
cell that secreted the factor), an endocrine manner (acting on cells at a distance, e.g, secretion 
, into the blood stream), or exocrine (secretion, e.g., through a duct or to adjacent epithelial 
surface as sweat glands, sebaceous glands, pancreatic ducts, lacrimal glands, mammary glands, 
wax producing glands of the ear, etc.). Thus secreted molecules often find use in modulating or 
altering numerous aspects of physiology. Cancer proteins that are secreted proteins are 
particularly preferred in the present invention as they serve as good targets for diagnostic 
0 markers, e.g., for blood, plasma, serum, or stool tests. Those which are enzymes may be 
antibody or small molecule targets. Others may be useful as vaccine targets, e.g., via CTL 
mechanisms. 
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Use of cancer nucleic acids 

As described above, cancer sequence is initially identified by substantial nucleic acid 
and/or amino acid sequence homology or linkage to the cancer sequences outlined herein. Such 
homology can be based upon the overall nucleic acid or amino acid sequence, and is generally 
determined as outlined below, using either homology programs or hybridization conditions. 
Typically, linked sequences on a mRNA are found on the same molecule. 

As detailed elsewhere, percent identity can be determined using an algorithm such as 
BLAST. A preferred method utilizes the BLASTN module of WU-BLAST-2 set to the default 
parameters, with overlap span and overlap fraction set to 1 and 0.125, respectively. Alignment 
may include the introduction of gaps in the sequences to be aligned. In addition, for sequences 
which contain either more or fewer nucleotides than those of the nucleic acids described, the 
percentage of homology may be determined based on the number of homologous nucleosides in 
relation to the total number of nucleosides. Thus, e.g., homology of sequences shorter than 
those of the sequences identified will be determined using the number of nucleosides in the 
shorter sequence. 

In one embodiment, the nucleic acid homology is determined through hybridization 
studies. Thus, e.g., nucleic acids which hybridize under high stringency to a described nucleic 
acid, or its complement, or is also found on naturally occurring mRNAs is considered a cancer 
sequence. In another embodiment, less stringent hybridization conditions are used; e.g., 
moderate or low stringency conditions may be used; see Ausubel, supra, and Tijssen, supra. 

The cancer nucleic acid sequences of the invention, e.g., the sequences in Tables 1-80, 
can be fragments of larger genes, e.g., they are nucleic acid segments, "Genes" in this context 
includes coding regions, non-coding regions, and mixtures of coding and non-coding regions. 
Accordingly, using the sequences provided herein, extended sequences, in either direction, of 
the cancer genes can be obtained, using techniques well known for cloning either longer 
sequences or the full length sequences; see Ausubel, et al., supra. Much can be done by 
informatics and many sequences can be clustered to include multiple sequences corresponding 
to a single gene, e.g., systems such as UniGene (see, http://www.ncbi.nlm.nih.gov/UniGene/). 

Once a cancer nucleic acid is identified, it can be cloned and, if necessary, its constituent 
parts recombined to form the entire cancer nucleic acid coding regions or the entire mRNA 
sequence. Once isolated from its natural source, e.g., contained within a plasmid or other vector 
or excised therefrom as a linear nucleic acid segment, the recombinant cancer nucleic acid can 
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be further used as a probe to identify and isolate other cancer nucleic acids, e.g., extended 
coding regions. It can also be used as a "precursor" nucleic acid to make modified or variant 
cancer nucleic acids and proteins. 

The cancer nucleic acids of the present invention are used in several ways. In one 
5 embodiment, nucleic acid probes to the cancer nucleic acids are made and attached to biochips 
to be used in screening and diagnostic methods, as outlined below, or for administration, e.g., 
for gene therapy, vaccine, RNAi, and/or antisense applications. Alternatively, cancer nucleic 
acids that include coding regions of cancer proteins can be put into expression vectors for the 
expression of cancer proteins, again for screening purposes or for adininistration to a patient. 
10 In a preferred embodiment, nucleic acid probes to cancer nucleic acids (both the nucleic 

acid sequences outlined in the figures and/or the complements thereof) are made. The nucleic 
acid probes attached to the biochip are designed to be substantially complementary to the cancer 
nucleic acids, e.g., the target sequence (either the target sequence of the sample or to other 
probe sequences, e.g., in sandwich assays), such that hybridization of the target sequence and 
15 the probes of the present invention occurs. As outlined below, this complementarity need not 
be perfect; there may be any number of base pair mismatches which will interfere with 
hybridization between the target sequence and the single stranded nucleic acids of the present 
invention. However, if the number of mutations is so great that no hybridization can occur 
under even the least stringent of hybridization conditions, the sequence is not a complementary 
20 target sequence. Thus, by "substantially complementary" herein is meant that the probes are 
sufficiently complementary to the target sequences to hybridize under normal reaction 
conditions, particularly high stringency conditions, as outlined herein. 

A nucleic acid probe is generally single stranded but can be partially single and partially 
double stranded. The strandedness of the probe is dictated by the structure, composition, and 
25 properties of the target sequence. In general, the nucleic acid probes range from about 8-100 
bases long, with from about 10-80 bases being preferred, and from about 30-50 bases being 
particularly preferred. That is, generally whole genes are not used. In some embodiments, 
much longer nucleic acids can be used, up to hundreds of bases. 

In a preferred embodiment, more than one probe per sequence is used, with either 
30 overlapping probes or probes to different sections of the target being used. That is, two, three, 
four or more probes, with three being preferred, are used to build in a redundancy for a 
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particular target The probes can be overlapping (e.g., have some sequence in common), or 
separate. In some cases, PCR primers may be used to amplify signal for higher sensitivity. 

Nucleic acids can be attached or immobilized to a solid support in a wide variety of 
ways. By "immobilized" and grammatical equivalents herein is meant the association or 
5 binding between the nucleic acid probe and the solid support is sufficient to be stable under the 
conditions of binding, washing, analysis, and removal as outlined. The binding can typically be 
covalent or non-covalent. By "non-covalent binding" and grammatical equivalents herein is 
meant one or more of electrostatic, hydrophilic, and hydrophobic interactions. Included in non- 
covalent binding is the covalent attachment of a molecule, e.g., streptavidin to the support and 

10 the non-covalent binding of the biotinylated probe to the streptavidin. By "covalent binding" 
and grammatical equivalents herein is meant that the two moieties, the solid support and the 
probe, are attached by at least one bond, including sigma bonds, pi bonds, and coordination 
bonds. Covalent bonds can be formed directly between the probe and the solid support or can 
be formed by a cross linker or by inclusion of a specific reactive group on either the solid 

15 support or the probe or both molecules. Immobilization may also involve a combination of 
covalent and non-covalent interactions. 

In general, the probes are attached to the biochip in a wide variety of ways. As 
described herein, the nucleic acids can either be synthesized first, with subsequent attachment to 
the biochip, or can be directly synthesized on the biochip. 

20 The biochip comprises a suitable solid substrate. By "substrate" or "solid support" or 

other grammatical equivalents herein is meant a material that can be modified for the 
attachment or association of the nucleic acid probes and is amenable to at least one detection 
method. Often, the substrate may contain discrete individual sites appropriate for individual 
partitioning and identification. The number of possible substrates is very large, and include, but 

25 are not limited to, glass and modified or functionalized glass, plastics (including acrylics, 
polystyrene and copolymers of styrene and other materials, polypropylene, polyethylene, 
polybutylene, polyurethanes, TeflonJ, etc.), polysaccharides, nylon or nitrocellulose, resins, 
silica or silica-based materials including silicon and modified silicon, carbon, metals, inorganic 
glasses, plastics, etc. In general, the substrates allow optical detection and do not appreciably 

30 fluoresce. See WO 0055627. 

Generally the substrate is planar, although other configurations of substrates may be 
used as well. For example, the probes may be placed on the inside surface of a tube for flow- 
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through sample analysis to minimize sample volume. Similarly, the substrate may be flexible, 
such as a flexible foam, including closed cell foams made of particular plastics. 

In a preferred embodiment, the surface of the biochip and the probe may be derivatized 
with chemical functional groups for subsequent attachment of the two. Thus, e.g., the biochip is 
derivatized with a chemical functional group including, but not limited to, amino groups, 
carboxy groups, oxo groups, and thiol groups, with amino groups being particularly preferred. 
Using these functional groups, the probes can be attached using functional groups on the probes. 
For example, nucleic acids containing amino groups can be attached to surfaces comprising 
amino groups, e.g., using linkers; e.g., homo-or hetero-bifunctional linkers as are well known 
(see 1994 Pierce Chemical Company catalog, technical section on cross-linkers, pages 155- 
200). In addition, in some cases, additional linkers, such as alkyl groups (including substituted 
and heteroalkyl groups) may be used. 

In this embodiment, oligonucleotides are synthesized, and then attached to the surface of 
the solid support. Either the 5 1 or 3 1 terminus may be attached to the solid support, or 
attachment may be via linkage to an internal nucleoside. In another embodiment, the 
immobilization to the solid support may be very strong, yet non-covalent. For example, 
biotinylated oligonucleotides can be made, which bind to surfaces covalently coated with 
streptavidin, resulting in attachment. 

Alternatively, the oligonucleotides may be synthesized on the surface. For example, 
photoactivation techniques utilizing photopolymerization compounds and techniques are used. 
In a preferred embodiment, the nucleic acids can be synthesized in situ, using known 
photolithographic techniques, such as those described in WO 95/25116; WO 95/35505; U.S. 
Patent Nos. 5,700,637 and 5,445,934; and references cited within, all of which are expressly 
incorporated by reference; these methods of attachment form the basis of the Affymetrix 
GeneChip™ technology. 

Often, amplification-based assays are performed to measure the expression level of 
cancer-associated sequences. These assays are typically performed in conjunction with reverse 
transcription. In such assays, a cancer-associated nucleic acid sequence acts as a template in an 
amplification reaction (e.g., Polymerase Chain Reaction, or PCR). In a quantitative 
amplification, the amount of amplification product will be proportional to the amount of 
template in the original sample. Comparison to appropriate controls provides a measure of the 
amount of cancer-associated RNA. Methods of quantitative amplification are well known. 
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Detailed protocols for quantitative PCR are provided, e.g., in Innis, et al. (1990) PCR Protocols: 
A Guide to Methods and Applications Academic Press 

In some embodiments, a TaqMan based assay is used to measure expression. TaqMan 
based assays use a fluorogenic oligonucleotide probe that contains a 5' fluorescent dye and a 3' 
5 quenching agent. The probe hybridizes to a PCR product, but cannot itself be extended due to a 
blocking agent at the 3' end. When the PCR product is amplified in subsequent cycles, the 5' 
nuclease activity of the polymerase, e.g., AmpliTaq, results in the cleavage of the TaqMan 
probe. This cleavage separates the 5' fluorescent dye and the 3' quenching agent, thereby 
resulting in an increase in fluorescence as a function of amplification (see, e.g., literature 

1 0 provided by Peridn-Elmer, e.g., www2.perkin-elmer.com). 

Other suitable amplification methods include, but are not limited to, ligase chain 
reaction (LCR) (see Wu and Wallace (1989) Genomics 4:560-569, Landegren, et al. (1988) 
Science 241:1077-1080, and Barringer, et al. (1990) Gene 89:117-122), transcription 
amplification (Kwoh, et al. (1989) Proc. Natl. Acad. Sci. USA 86:1 173-1 177), self-sustained 

15 sequence replication (Guatelli, et al. (1990) Proc. Natl. Acad. Sci. USA 87: 1 874-1 878), dot 
PCR, linker adapter PCR, etc. 
Expression of cancer proteins from nucleic acids 

In a preferred embodiment, cancer nucleic acids, e.g., encoding cancer proteins, are used 
to make a variety of expression vectors to express cancer proteins which can then be used in 

20 screening assays, as described below. Expression vectors and recombinant DNA technology are 
well known (see, e.g., Ausubel, supra, and Fernandez and Hoeffler (eds. 1999) Gene Expression 
Systems Academic Press) to express proteins. The expression vectors maybe either self- 
replicating extrachromosomal vectors or vectors which integrate into a host genome. Generally, 
these expression vectors include transcriptional and translational regulatory nucleic acid 

25 operably linked to the nucleic acid encoding the cancer protein. The term "control sequences" 
refers to DNA sequences used for the expression of an operably linked coding sequence in a 
particular host organism. Control sequences mat are suitable for prokaryotes, e.g., include a 
promoter, optionally an operator sequence, and a ribosome bmding site. Eukaryotic cells are 
known to utilize promoters, polyadenylation signals, and enhancers. 

30 Nucleic acid is "operably linked" when it is placed into a functional relationship with 

another nucleic acid sequence. For example, DNA for a presequence or secretory leader is 
operably linked to DNA for a polypeptide if it is expressed as a preprotein that participates in 
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the secretion of the polypeptide; a promoter or enhancer is operably linked to a coding sequence 
if it affects the transcription of the sequence; or a ribosome binding site is operably linked to a 
coding sequence if it is positioned so as to facilitate translation. Generally, "operably linked" 
means that the DNA sequences being linked are contiguous, and, in the case of a secretory 
leader, contiguous and in reading phase. However, enhancers do not have to be contiguous. 
Linking is typically accomplished by ligation at convenient restriction sites. If such sites do not 
exist, synthetic oligonucleotide adaptors or linkers are used in accordance with conventional 
practice. Transcriptional and translational regulatory nucleic acid will generally be appropriate 
to the host cell used to express the cancer protein. Numerous types of appropriate expression 
vectors and suitable regulatory sequences are known for a variety of host cells. 

In general, transcriptional and translational regulatory sequences may include, but are 
not limited to, promoter sequences, ribosomal binding sites, transcriptional start and stop 
sequences, translational start and stop sequences, and enhancer or activator sequences. In a 
preferred embodiment, the regulatory sequences include a promoter and transcriptional start and 
stop sequences. 

Promoter sequences may be either constitutive or inducible promoters. The promoters 
may be either naturally occurring promoters or hybrid promoters. Hybrid promoters, which 
combine elements of more than one promoter, are also known, and are useful in the present 
invention. 

An expression vector may comprise additional elements. For example, the expression 
vector may have two replication systems, thus allowing it to be maintained in two organisms, 
e.g., in mammalian or insect cells for expression and in a prokaryotic host for cloning ancl 
amplification. Furthermore, for integrating expression vectors, the expression vector often 
contains at least one sequence homologous to the host cell genome, and preferably two 
homologous sequences which flank the expression construct. The integrating vector may be 
directed to a specific locus in the host cell by selecting the appropriate homologous sequence 
for inclusion in the vector. Constructs for integrating vectors are available. See, e.g., 
Fernandez and Hoeffler, supra; and Kitamura, et al. (1995) Proc. Natl Ac ad. Sci. USA 92:9146- 
9150. 

In addition, in a preferred embodiment, the expression vector contains a selectable 
marker gene to allow the selection of transformed host cells. Selection genes are well known 
and will vary with the host cell used. 
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The cancer proteins of the present invention are usually produced by culturing a host cell 
transformed with an expression vector containing nucleic acid encoding a cancer protein, under 
the appropriate conditions to induce or cause expression of the cancer protein. Conditions 
appropriate for cancer protein expression will vary with the choice of the expression vector and 

5 the host cell, and will be easily ascertained through routine experimentation or optimization. 
For example, the use of constitutive promoters in the expression vector will require optimizing 
the growth and proliferation of the host cell, while the use of an inducible promoter requires the 
appropriate growth conditions for induction. In addition, in some embodiments, the timing of 
the harvest is important. For example, the baculoviral systems used in insect cell expression are 

10 lytic viruses, and thus harvest time selection can be crucial for product yield. 

Appropriate host cells include yeast, bacteria, archaebacteria, fungi, and insect and 
animal cells, including mammalian cells. Of particular interest are Saccharomyces cerevisiae 
and other yeasts, E. coli, Bacillus subtilis, Sf9 cells, C129 cells, 293 cells, Neurospora, BHK, 
CHO, COS, HeLa cells, HUVEC (human umbilical vein endothelial cells), THP1 cells (a 

15 macrophage cell line), and various other human cells and cell lines. 

In a preferred embodiment, the cancer proteins are expressed in mammalian cells. 
Mammalian expression systems maybe used, and include retroviral and adenoviral systems. 
One expression vector system is a retroviral vector system such as is generally described in 
PCT/US97/01019 and PCTYUS97/01048. Of particular use as mammalian promoters are the 

20 promoters from mammalian viral genes, since the viral genes are often highly expressed and 
have a broad host range. Examples include the SV40 early promoter, mouse mammary tumor 
virus LTR promoter, adenovirus major late promoter, herpes simplex virus promoter, and the 
CMV promoter (see, e.g., Fernandez and Hoeffler, supra). Typically, transcription termination 
and polyadenylation sequences recognized by mammalian cells are regulatory regions located 3 ! 

25 to the translation stop codon and thus, together with the promoter elements, flank the coding 
sequence. Examples of transcription terminator and polyadenlyation signals include those 
derived from SV40. 

Methods of introducing exogenous nucleic acid into mammalian hosts, as well as other 
hosts, are available, and will vary with the host cell used. Techniques include dextran-mediated 
30 transfection, calcium phosphate precipitation, polybrene mediated transfection, protoplast 

fusion, electroporation, viral infection, encapsulation of the polynucleotide^) in liposomes, and 
direct microinj ection of the DNA into nuclei. 
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In a preferred embodiment, cancer proteins are expressed in bacterial systems. 
Promoters from bacteriophage may also be used. In addition, synthetic promoters and hybrid 
promoters are also useful; e.g., the tac promoter is a hybrid of the trp and lac promoter 
sequences. Furthermore, a bacterial promoter can include naturally occurring promoters of non- 
bacterial origin that have the ability to bind bacterial RNA polymerase and initiate transcription. 
In addition to a functioning promoter sequence, an efficient ribosome binding site is desirable. 
The expression vector may also include a signal peptide sequence that provides for secretion of 
the cancer protein in bacteria. The protein is either secreted into the growth media (gram- 
positive bacteria) or into the periplasmic space, located between the inner and outer membrane 
of the cell (gram-negative bacteria). The bacterial expression vector may also include a 
selectable marker gene to allow for the selection of bacterial strains that have been transformed. 
Suitable selection genes include genes which render the bacteria resistant to drugs such as 
ampicillin, chloramphenicol, erythromycin, kanamycin, neomycin, and tetracycline. Selectable 
markers also include biosynthetic genes, such as those in the histidine, tryptophan, and leucine 
biosynthetic pathways. These components are assembled into expression vectors. Expression 
vectors for bacteria are well known, and include vectors for Bacillus subtilis, E. coli, 
Streptococcus cremoris, and Streptococcus lividans, among others (e.g., Fernandez and 
Hoeffler, supra). The bacterial expression vectors are transformed into bacterial host cells using 
techniques such as calcium chloride treatment, electroporation, and others. 

In one embodiment, cancer proteins are produced in insect cells using, e.g., expression 
vectors for the transformation of insect cells, and in particular, baculovirus-based expression 
vectors. 

In a preferred embodiment, a cancer protein is produced in yeast cells. Yeast expression 
systems are well known, and include expression vectors for Saccharomyces cerevisiae, Candida 
albicans and C. maltosa, Hansenula polymorpha, Kluyveromyces fragilis and K. lactis, Pichia 
guillerimondii and P. pastoris, Schizosaccharomyces pombe, and Yarrowia lipolytics 

The cancer protein may also be made as a fusion protein, using available techniques. 
Thus, e.g., for the creation of monoclonal antibodies, if the desired epitope is small, the cancer 
protein may be fused to a carrier protein to form an immunogen. Alternatively, the cancer 
protein may be made as a fusion protein to increase expression, or for other reasons. For 
example, when the cancer protein is a cancer peptide, the nucleic acid encoding the peptide may 
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be linked to other nucleic acid for expression purposes. Fusion with detection epitope tags can 
be made, e.g., with FLAG, His6, myc, HA, etc. 

In a preferred embodiment, the cancer protein is purified or isolated after expression. 
Cancer proteins may be isolated or purified in a variety of ways depending on what other 
5 components are present in the sample and the requirements for purified product, e.g., natural 
conformation or denatured. Standard purification methods include ammonium sulfate 
precipitations, electrophoretic, molecular, immunological, and chromatographic techniques, 
including ion exchange, hydrophobic, affinity, and reverse-phase HPLC chromatography, and 
chromatofocusing. For example, the cancer protein may be purified using a standard anti- 

10 cancer protein antibody column. Ultrafiltration and diafiltration techniques, in conjunction with 
protein concentration, are also useful. See, e.g., Walsh (2002) Proteins: Biochemistry and 
Biotechnology Wiley; Hardin, et al. (eds. 2001) Cloning. Gene Expression and Protein 
Purification Oxford Univ. Press; Wilson, et al. (eds. 2000) Encyclopedia of Separation Science 
Academic Press; and Scopes (1993) Protein Purification Springer-Verlag. The degree of 

15 purification necessary will vary depending on the use of the cancer protein. In some instances 
no purification will be necessary. 

Once expressed and purified if necessary, the cancer proteins and nucleic acids are 
useful in a number of applications. They may be used as immunoselection reagents, as vaccine 
reagents, as screening agents, therapeutic entities, for production of antibodies, as transcription 

20 or translation inhibitors, etc. 
Variants of cancer proteins 

Also included within one embodiment of cancer proteins are amino acid variants of the 
naturally occurring sequences, as determined herein. Preferably, the variants are preferably 
greater than about 75% homologous to the wild-type sequence, more preferably greater than 

25 about 80%, even more preferably greater than about 85%, and most preferably greater than 
90%. In some embodiments the homology will be as high as about 93-95% or 98%. As for 
nucleic acids, homology in this context means sequence similarity or identity, with identity 
being preferred. This homology will be determined using standard techniques, as are outlined 
above for nucleic acid homologies. 

30 Cancer proteins of the present invention may be shorter or longer than the wild type 

amino acid sequences. Thus, in a preferred embodiment, included within the definition of 
cancer proteins are portions or fragments of the wild type sequences herein. In addition, as 
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outlined above, the cancer nucleic acids of the invention may be used to obtain additional 
coding regions, and thus additional protein sequence. 

In one embodiment, the cancer proteins are derivative or variant cancer proteins as 
compared to the wild-type sequence. That is, as outlined more fully below, the derivative 
cancer peptide will often contain at least one amino acid substitution, deletion, or insertion, with 
amino acid substitutions being particularly preferred. The amino acid substitution, insertion, or 
deletion may occur at many residue positions within the cancer peptide. 

Also included within one embodiment of cancer proteins of the present invention are 
amino acid sequence variants. These variants typically fall into one or more of three classes: 
substitutional, insertional, or deletional variants. These variants ordinarily are prepared by site 
specific mutagenesis of nucleotides in the DNA encoding the cancer protein, using cassette or 
PCR mutagenesis or other techniques, to produce DNA encoding the variant, and thereafter 
expressing the DNA in recombinant cell culture as outlined above. However, variant cancer 
protein fragments having up to about 100-150 residues may be prepared by in vitro synthesis 
using established techniques. Amino acid sequence variants are characterized by the 
predetermined nature of the variation, a feature that sets them apart from naturally occurring 
allelic or interspecies variation of the cancer protein amino acid sequence. The variants 
typically exhibit a similar qualitative biological activity as a naturally occurring analogue, 
although variants can also be selected which have modified characteristics. 

While the site or region for introducing an amino acid sequence variation is often 
predetermined, the mutation per se need not be predetermined For example, in order to 
optimize the performance of a mutation at a given site, random mutagenesis may be conducted 
at the target codon or region and the expressed cancer variants screened for the optimal 
combination of desired activity. Techniques for making substitution mutations at predetermined 
sites in DNA having a known sequence are well known, e.g., M13 primer mutagenesis and PCR 
mutagenesis. Screening of mutants is often done using assays of cancer protein activities. 

Amino acid substitutions are typically of single residues; insertions usually will be on 
the order of from about 1-20 amino acids, although considerably larger insertions may be 
tolerated. Deletions generally range from about 1-20 residues, although in some cases deletions 
may be much larger. 

Substitutions, deletions, insertions, or combination thereof may be used to arrive at a 
final derivative. Generally these changes are done on a few amino acids to minimize the 
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alteration of the molecule. However, larger changes may be tolerated in certain circumstances. 
When small alterations in the characteristics of the cancer protein are desired, substitutions are 
generally made in accordance with the amino acid substitution relationships described. 

The variants typically exhibit essentially the same qualitative biological activity and will 
elicit the same immune response as a naturally-occurring analog, although variants also are 
selected to modify the characteristics of cancer proteins as needed. Alternatively, the variant 
may be designed such that a biological activity of the cancer protein is altered. For example, 
glycosylation sites may be added, altered, or removed. 

Substantial changes in function or immunological identity are sometimes made by 
selecting substitutions that are less conservative than those described above. For example, 
substitutions may be made which more significantly affect: the structure of the polypeptide 
backbone in the area of the alteration, for example the alpha-helical or beta-sheet structure; the 
charge or hydrophobicity of the molecule at the target site; or the bulk of the side chain. 
Substitutions which generally are expected to produce the greatest changes in the polypeptide's 
properties are those in which (a) a hydrophilic residue, e.g., serine or threone is substituted for 
(or by) a hydrophobic residue, e.g., leucine, isoleucine, phenylalanine, valine, or alanine; (b) a 
cysteine or proline is substituted for (or by) another residue; (c) a residue having an 
electropositive side chain, e.g., lysine, arginine, or histidine, is substituted for (or by) an 
electronegative residue, e.g., glutamic or aspartic acid; (d) a residue having a bulky side chain, 
e.g., phenylalanine, is substituted for (or by) one not having a side chain, e.g., glycine; or (e) a 
proline residue is incorporated or substituted, which changes the degree of rotational freedom of 
the peptidyl bond. 

Variants typically exhibit a similar qualitative biological activity and will elicit the same 
immune response as the naturally-occurring analog, although variants also are selected to 
modify the characteristics of the skin cancer proteins as needed. Alternatively, the variant may 
be designed such that the biological activity of the cancer protein is altered. For example, 
glycosylation sites may be altered or removed. 

Covalent modifications of cancer polypeptides are included within the scope of this 
invention. One type of covalent modification includes reacting targeted amino acid residues of 
a cancer polypeptide with an organic derivatizing agent that is capable of reacting with selected 
side chains or the N-or C-terminal residues of a cancer polypeptide. Derivatization with 
bifiinctional agents is useful, for instance, for crosslinking cancer polypeptides to a water- 
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insoluble support matrix or surface for use in a method for purifying anti-cancer polypeptide 
antibodies or screening assays, as is more fully described below. Commonly used crosslinking 
agents include, e.g., l,l-bis(diazoacetyl)-2-phenylethane, glutaraldehyde, N- 
hydroxysuccinimide esters, e.g., esters with 4-azidosalicylic acid, homobifunctional 
imidoesters, including disuccinimidyl esters such as 3,3 , ^itMobis(succihimidylpropionate), 
bifunctional maleimides such as bis-N-maleimido-l,8-octane and agents such as methyl-3-((p- 
azidophenyl)dithio)propioimidate. 

Other modifications include deamidation of glutaminyl and asparaginyl residues to the 
corresponding glutamyl and aspartyl residues, respectively, hydroxylation of proline and lysine, 
phosphorylation of hydroxyl groups of serinyl, threonyl, or tyrosyl residues, methylation of the 
amino groups of the lysine, arginine, and histidine side chains (e.g., pp. 79-86, Creighton (1992) 
Proteins: Structure and Molecular Properties Freeman), acetylation of the N-terminal amine, 
and amidation of a C-terminal carboxyl group. 

Another type of covalent modification of the cancer polypeptide included within the 
scope of this invention comprises altering the native glycosylation pattern of the polypeptide. 
"Altering the native glycosylation pattern" is intended for purposes herein to mean deleting one 
or more carbohydrate moieties found in native sequence cancer polypeptide, and/or adding one 
or more glycosylation sites that are not present in the native sequence cancer polypeptide. 
Glycosylation patterns can be altered in many ways. Different cell types to express cancer- 
associated sequences can result in different glycosylation patterns. 

Addition of glycosylation sites to cancer polypeptides may also be accomplished by 
altering the amino acid sequence thereof. The alteration may be made, e.g., by the addition of, 
or substitution by, one or more serine or threonine residues to the native sequence cancer 
polypeptide (for O-linked glycosylation sites). The cancer amino acid sequence may optionally 
be altered through changes at the DNA level, particularly by mutating the DNA encoding the 
cancer polypeptide at preselected bases such that codons are generated that will translate into 
the desired amino acids. 

Another means of increasing the number of carbohydrate moieties on the cancer 
polypeptide is by chemical or enzymatic coupling of glycosides to the polypeptide. See, e.g., 
WO 87/05330; pp. 259-306 in Aplin and Wriston (1981) CRC Crit. Rev. Biochem. 

Removal of carbohydrate moieties present on the cancer polypeptide may be 
accomplished chemically or enzymatically or by mutational substitution of codons encoding for 
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amino acid residues that serve as targets for glycosylation. Chemical deglycosylation 
techniques are applicable. See, e.g., Sqjar and Bahl (1987) Arch. Biochem. Biophys. 259:52-57 
and Edge, et al. (1981) Anal. Biochem. 118:131-137. Enzymatic cleavage of carbohydrate 
moieties on polypeptides can be achieved by the use of a variety of endo-and exo-glycosidases. 

5 See, e.g., Thotakura, et al. (1987) Meth. Enzvmol. 138:350-359. 

Another type of covalent modification of cancer comprises linking the cancer 
polypeptide to one of a variety of nonproteinaceous polymers, e.g., polyethylene glycol, 
polypropylene glycol, or polyoxyalkylenes, in the manner set forth in U.S. Patent Nos. 
4,640,835; 4,496,689; 4,301,144; 4,670,417; 4,791,192, or 4,179,337. 

10 Cancer polypeptides of the present invention may also be modified in a way to form 

chimeric molecules comprising a cancer polypeptide fused to another heterologous polypeptide 
or amino acid sequence. In one embodiment, such a chimeric molecule comprises a fusion of a 
cancer polypeptide with a tag polypeptide which provides an epitope to which an anti-tag 
antibody can selectively bind. The epitope tag is generally placed at the amino-or carboxyl- 

1 5 terminus of the cancer polypeptide. The presence of such epitope-tagged forms of a cancer 
polypeptide can be detected using an antibody against the tag polypeptide. Also, provision of 
the epitope tag enables the cancer polypeptide to be readily purified by affinity purification 
using an anti-tag antibody or another type of affinity matrix that binds to the epitope tag. In an 
alternative embodiment, the chimeric molecule may comprise a fusion of a cancer polypeptide 

20 with an immunoglobulin or a particular region of an immunoglobulin. For a bivalent form of 
the chimeric molecule, such a fusion could be to the Fc region of an IgG molecule. 

Various tag polypeptides and their respective antibodies are available. Examples"* 
include poiy-histidine (poly-his) or poly-histidine-glycine (poly-his-gly) tags; HIS6 and metal 
chelation tags, the flu HA tag polypeptide and its antibody 12CA5 (Field, et al. (1988) Mol. 

25 Cell. Biol. 8:2159-2165); the c-myc tag and the 8F9, 3C7, 6E10, G4, B7, and 9E10 antibodies 
thereto (Evan, et al. (1985) Molecular and Cellular Biology 5:3610-3616); and the Herpes 
Simplex virus glycoprotein D (gD) tag and its antibody (Paborsky, et al. (1990) Protein 
Engineering 3(6):547-553). Other tag polypeptides include the Flag-peptide (Hopp, et al. 
(1988) BioTechnology 6:1204-1210); the KT3 epitope peptide (Martin, et al. (1992) Science 

30 255:192-194); tubulin epitope peptide (Skinner, et al. (1991) J. Biol. Chem. 266:15163-15166); 
and the T7 gene 10 protein peptide tag (Lutz-Freyermuth, et al. (1990) Proc. Natl. Acad. Sci. 
USA 87:6393-6397). 
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Also included are other cancer proteins of the cancer family, and cancer proteins from 
other organisms, which are cloned and expressed as outlined below. Thus, probe or degenerate 
polymerase chain reaction (PCR) primer sequences may be used to find other related cancer 
proteins from humans or other organisms. Particularly useful probe and/or PCR primer 
sequences include the unique areas of the cancer nucleic acid sequence. Preferred PCR primers 
are from about 15-35 nucleotides in length, with from about 20-30 being preferred, and may 
contain inosine as needed. The conditions for PCR reaction have been well described (e.g., 
Innis, PCR Protocols, supra). 

In addition, cancer proteins can be made that are longer than those encoded by the 
nucleic acids of the Tables, e.g., by the elucidation of extended sequences, the addition of 
epitope or purification tags, the addition of other fusion sequences, etc. 

Cancer proteins may also be identified as being encoded by cancer nucleic acids. Thus, 
cancer proteins are encoded by nucleic acids that will hybridize to the sequences of the 
sequence listings, or their complements, as outlined herein. 
Antibodies to cancer proteins 

In a preferred embodiment, when the cancer protein is to be used to generate antibodies, 
e.g., for immunotherapy or immunodiagnosis, the cancer protein should share at least one 
epitope or determinant with the full length protein. By "epitope" or "determinant" herein is 
typically meant a portion of a protein which will generate and/or bind an antibody or T-cell 
receptor in the context of MHC. Thus, in most instances, antibodies made to a smaller cancer 
protein will be able to bind to the full-length protein, particularly linear epitopes. In a preferred 
embodiment, the epitope is unique; that is, antibodies generated to a unique epitope show little 
or no cross-reactivity. In a preferred embodiment, the epitope is selected from a protein 
sequence set out in the tables. 

Methods of preparing polyclonal antibodies exist (e.g., Coligan, supra; and Harlow and 
Lane, supra). Polyclonal antibodies can be raised in a mammal, e.g., by one or more injections 
of an immunizing agent and, if desired, an adjuvant Typically, the immunizing agent and/or 
adjuvant will be injected in the mammal by multiple subcutaneous or intraperitoneal injections. 
The immunizing agent may include a protein encoded by a nucleic acid of Tables 2A-80 or 
fragment thereof or a fusion protein thereof. It may be useful to conjugate the immunizing 
agent to a protein known to be immunogenic in the mammal being immunized. Examples of 
such immunogenic proteins include but are not limited to keyhole limpet hemocyanin, serum 
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albumin, bovine thyroglobulin, and soybean trypsin inhibitor. Examples of adjuvants which 
may be employed include Freund ! s complete adjuvant and MPL-TDM adjuvant 
(monophosphoryl Lipid A, synthetic trehalose dicorynomycolate). Various immunization 
protocols may be used. 

5 The antibodies may, alternatively, be monoclonal antibodies. Monoclonal antibodies 

may be prepared using hybridoma methods, such as those described by Kohler and Milstein 
(1975) Nature 256:495. In a hybridoma method, a mouse, hamster, or other appropriate host 
animal, is typically immunized with an immunizing agent to elicit lymphocytes that produce or 
are capable of producing antibodies that will specifically bind to the immunizing agent. 

10 Alternatively, the lymphocytes may be immunized in vitro. The immunizing agent will 

typically include a polypeptide encoded by a nucleic acid of the tables or fragment thereof, or a 
fusion protein thereof. Generally, either peripheral blood lymphocytes ("PBLs") are used if 
cells of human origin are desired, or spleen cells or lymph node cells are used if non-human 
mammalian sources are desired. The lymphocytes are then fused with an immortalized cell line 

1 5 using a suitable fusing agent, such as polyethylene glycol, to form a hybridoma cell (e.g., pp. 
59-103 in Goding (1986) Monoclonal Antibodies: Principles and Practice Academic Press). 
Immortalized cell lines are usually transformed mamm alian cells, particularly myeloma cells of 
rodent, bovine, or human origin. Usually, rat or mouse myeloma cell lines are employed. The 
hybridoma cells may be cultured in a suitable culture medium that preferably contains one or 

20 more substances that inhibit the growth or survival of the unfused, immortalized cells. For 

example, if the parental cells lack the enzyme hypoxanthine guanine phosphoribosyl transferase 
(HGPRT or HPRT), the culture medium for the hybridomas typically will include 
hypoxanthine, aminopterin, and thymidine ("HAT medium"), which substances prevent the 
growth of HGPRT-deficient cells. 

25 In one embodiment, the antibodies are bispecific antibodies. Bispecific antibodies are 

monoclonal, preferably human or humanized, antibodies that have binding specificities for at 
least two different antigens or that have binding specificities for two epitopes on the same 
antigen. In one embodiment, one of the binding specificities is for a protein encoded by a 
nucleic acid of the tables or a fragment thereof, the other one is for another antigen, and 

30 preferably for a cell-surface protein or receptor or receptor subunit, preferably one that is tumor 
specific. Alternatively, tetramer-type technology may create multivalent reagents. 
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In a preferred embodiment, the antibodies to cancer protein are capable of reducing or 
eliminating a biological function of a cancer protein, in a naked form or conjugated to an 
effector moiety, as is described below. That is, the addition of anti-cancer protein antibodies 
(either polyclonal or preferably monoclonal) to cancer tissue (or cells containing cancer) may 
5 reduce or eliminate the cancer. Generally, at least a 25% decrease in activity, growth, size, or 
the like is preferred, with at least about 50% being particularly preferred and about a 95-100% 
decrease being especially preferred. 

In a preferred embodiment the antibodies to the cancer proteins are humanized 
antibodies (e.g., Xenerex Biosciences, Medarex, Inc., Abgenix, Inc., Protein Design Labs, Inc.) 
10 Humanized forms of non-human (e.g., murine) antibodies are chimeric molecules of 

immunoglobulins, immunoglobulin chains or fragments thereof (such as Fv, Fab, Fab 1 , F(ab ! )2 
or other antigen-binding subsequences of antibodies) which contain minimal sequence derived 
from non-human immunoglobulin. Humanized antibodies include human immunoglobulins 
(recipient antibody) in which residues from a complementary determining region (CDR) of the 
15 recipient are replaced by residues from a CDR of a non-human species (donor antibody) such as 
mouse, rat, or rabbit having the desired specificity, affinity, and capacity. In some instances, Fv 
framework residues of a human immunoglobulin are replaced by corresponding non-human 
residues. Humanized antibodies may also comprise residues which are found neither in the 
recipient antibody nor in the imported CDR or framework sequences. In general, a humanized 
20 antibody will comprise substantially all of at least one, and typically two, variable domains, in 
which all or substantially all of the CDR regions correspond to those of a non-human 
immunoglobulin and all or substantially all of the framework (FR) regions are those of a human 
immunoglobulin consensus sequence. The humanized antibody optimally also will typically 
comprise at least a portion of an immunoglobulin constant region (Fc), typically that of a human 
25 immunoglobulin (Jones, et al. (1986) Nature 321 :522-525; Riechmann, et al. (1988) Nature 
332:323-329; and Presta (1992) Curr. On. Struct. Biol. 2:593-596). Humanization can be 
essentially performed following the method of Winter and co-workers (Jones, et al. (1986) 
Nature 321:522-525; Riechmann, et al. (1988) Nature 332:323-327; Verhoeyen, et al. (1988) 
Science 239: 1534-1536), by substituting rodent CDRs or CDR sequences for corresponding 
30 sequences of a human antibody. Accordingly, such humanized antibodies are chimeric 

antibodies (U.S. Patent No. 4,816,567), wherein substantially less than an intact human variable 
domain has been substituted by corresponding sequence from a non-human species. 
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Human antibodies can also be produced using phage display libraries (Hoogenboom and 
Winter (1992) J. Mol. Biol. 227:381-388; Marks, et al. (1991) J. Mol. Biol. 222:581-597) or 
human monoclonal antibodies (e.g., p. 77, Cole, et al. in Reisfeld and Sell (1985) Monoclonal 
Antibodies and Cancer Therapy Liss; and Boerner, et al. (1991) J. Immunol. 147:86-95). 
5 Similarly, human antibodies can be made by introducing human immunoglobulin loci into 
transgenic animals, e.g., mice in which the endogenous immunoglobulin genes have been 
partially or completely inactivated. Upon challenge, human antibody production is observed, 
which closely resembles that seen in humans in nearly all respects, including gene 
rearrangement, assembly, and antibody repertoire. This approach is described, e.g., in U.S. 

10 Patent Nos. 5,545,807; 5,545,806; 5,569,825; 5,625,126; 5,633,425; 5,661,016, and in the 

following scientific publications: Marks, et al. (1992) Bio/Technology 10:779-783; Lonberg, et 
al. (1994) Nature 368:856-859; Morrison (1994) Nature 368:812-13; Fishwild, et al. (1996) 
Nature Biotechnology 14:845-851; Neuberger (1996) Nature Biotechnology 14:826; and 
Lonberg and Huszar (1995) Intern. Rev. Immunol 13:65-93. 

15 By immunotherapy is meant treatment of cancer with an antibody raised against cancer 

proteins. As used herein, immunotherapy can be passive or active. Passive immunotherapy as 
defined herein is the passive transfer of antibody to a recipient (patient). Active immunization 
is the induction of antibody and/or T-cell responses in a recipient (patient). Induction of an 
immune response is the result of providing the recipient with an antigen to which antibodies are 

20 raised. The antigen may be provided by injecting a polypeptide against which antibodies are 
desired to be raised into a recipient, or contacting the recipient with a nucleic acid capable of 
expressing the antigen and under conditions for expression of the antigen, leading to an immune 
response. 

In a preferred embodiment the cancer proteins against which antibodies are raised are 
25 secreted proteins as described above. Without being bound by theory, antibodies used for 
treatment may bind and prevent the secreted protein from binding to its receptor, thereby 
inactivating the secreted cancer protein, e.g., in autocrine signaling. 

In another preferred embodiment, the cancer protein to which antibodies are raised is a 
transmembrane protein. Without being bound by theory, antibodies used for treatment may 
30 bind the extracellular domain of the cancer protein and prevent it from binding to other proteins, 
such as circulating ligands or cell-associated molecules. The antibody may cause down- 
regulation of the transmembrane cancer protein. The antibody may be a competitive, non- 
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competitive or uncompetitive inhibitor of protein binding to the extracellular domain of the 
cancer protein. The antibody may also be an antagonist of the cancer protein. Further, the 
antibody may prevent activation of the transmembrane cancer protein, or may induce or 
suppress a particular cellular pathway. In one aspect, when the antibody prevents the binding of 
other molecules to the cancer protein, the antibody prevents growth of the cell. The antibody 
may also be used to target or sensitize the ceil to cytotoxic agents, including, but not limited to 
TNF-ct, TNF-p, EL-1, INF-y, and IL-2, or chemotherapeutic agents including 5FU, vinblastine, 
actinomycin D, cisplatin, methotrexate, and the like. In some instances the antibody may 
belong to a sub-type that activates serum complement when complexed with the transmembrane 
protein thereby mediating cytotoxicity or antigen-dependent cytotoxicity (ADCC). Thus, 
cancer may be treated by administering to a patient antibodies directed against the 
transmembrane cancer protein. Antibody-labeling may activate a co-toxin, localize a toxin 
payload, target a drug loaded liposome, or otherwise provide means to locally ablate cells. 

In another preferred embodiment, the antibody is conjugated to an effector moiety. The 
effector moiety can be various molecules, including labeling moieties such as radioactive labels 
or fluorescent labels, or can be a therapeutic moiety. In one aspect the therapeutic moiety is a 
small molecule that modulates the activity of a cancer protein. In another aspect the therapeutic 
moiety may modulate the activity of molecules associated with or in close proximity to a cancer 
protein. The therapeutic moiety may inhibit enzymatic or signaling activity such as protease or 
collagenase or protein kinase activity associated with cancer, or be an attractant of other cells, 
such as NK cells. See, e.g., USSN 09/544,494. 

In a preferred embodiment, the therapeutic moiety can also be a cytotoxic agent. In this 
method, targeting the cytotoxic agent to cancer tissue or cells results in a reduction in the 
number of afflicted cells, thereby reducing symptoms associated with cancer. Cytotoxic agents 
are numerous and varied and include, but are not limited to, cytotoxic drugs or toxins or active 
fragments of such toxins. Suitable toxins and their corresponding fragments include diphtheria 
A chain, exotoxin A chain, ricin A chain, abrin A chain, curcin, crotin, phenomycin, enomycin, 
saporin, auristatin, and the like. Cytotoxic agents also include radiochemicals made by 
conjugating radioisotopes to antibodies raised against cancer proteins, or binding of a 
radionuclide to a chelating agent that has been covalently attached to the antibody. Targeting 
the therapeutic moiety to transmembrane cancer proteins not only serves to increase the local 
concentration of therapeutic moiety in the cancer afflicted area, but also serves to reduce 
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deleterious side effects that may be associated with the untargeted.therapeutic moiety. 
Antibody fragments may be used to target toxin loaded liposomes. 

In another preferred embodiment, the cancer protein against which the antibodies are 
raised is an intracellular protein. In this case, the antibody may be conjugated to a protein 
5 which facilitates entry into the cell. In one case, the antibody enters the cell by endocytosis. In 
another embodiment, a nucleic acid encoding the antibody is administered to the individual or 
cell. Moreover, wherein the cancer protein can be targeted within a cell, e.g., the nucleus, an 
antibody thereto may contain a signal for that target localization, e.g., a nuclear localization 
signal. 

10 The cancer antibodies of the invention specifically bind to cancer proteins. By 

"specifically bind" herein is meant that the antibodies bind to the protein with a of at least 
about 0.1 mM, more usually at least about 1 fjM, preferably at least about 0.1 jiM or better, and 
most preferably, 0.01 fiM or better. Selectivity of binding to the specific target and not to 
related sequences is often also important 

15 Detection of cancer sequence for diagnostic and therapeutic applications 

In one aspect, the RNA expression levels of genes are determined for different cellular 
states in the cancer phenotype. Expression levels of genes in normal tissue (e.g., not 
undergoing cancer) and in cancer tissue (and in some cases, for varying severities of cancer that 
relate to prognosis, as outlined below), or in non-malignant disease are evaluated to provide 

20 expression profiles. A gene expression profile of a particular cell state or point of development 
is essentially a "fingerprint" of the state of the cell. While two states may have a particular gene 
similarly expressed, the evaluation of a number of genes simultaneously allows the generation 
of a gene expression profile that is reflective of the state of the cell. By comparing expression 
profiles of cells in different states, information regarding which genes are important (including 

25 both up- and down-regulation of genes) in each of these states is obtained. Then, diagnosis may 
be performed or confirmed to determine whether a tissue sample has the gene expression profile 
of normal or cancerous tissue. This will provide for molecular diagnosis of related conditions. 

"Differential expression," or grammatical equivalents as used herein, refers to qualitative 
or quantitative differences in the temporal and/or cellular gene expression patterns within and 

30 among cells and tissue. Thus, a differentially expressed gene can qualitatively have its 

expression altered, including an activation or inactivation, in, e.g., normal versus cancer tissue. 
Genes may be turned on or turned off in a particular state, relative to another state thus 
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permitting comparison of two or more states. A qualitatively regulated gene will exhibit an 
expression pattern within a state or cell type which is detectable by standard techniques. Some 
genes will be expressed in one state or cell type, but not in both. Alternatively, the difference in 
expression may be quantitative, e.g., in that expression is increased or decreased; e.g., gene 
expression is either upregulated, resulting in an increased amount of transcript, or 
downregulated, resulting in a decreased amount of transcript. The degree to which expression 
differs need only be large enough to quantify via standard characterization techniques as 
outlined below, such as by use of Affymetrix GeneChip™ expression arrays. See, Lockhart 
(1996) Nature Biotechnology 14:1675-1680. Other techniques include, but are not limited to, 
quantitative reverse transcriptase PCR, northern analysis, and RNase protection. As outlined 
above, preferably the change in expression (e.g., upregulation or downreguiation) is at least 
about 50%, more preferably at least about 100%, more preferably at least about 150%, more 
preferably at least about 200%, with from 300 to at least 1000% being especially preferred. 

Evaluation may be at the gene transcript or the protein level. The amount of gene 
expression may be monitored using nucleic acid probes to the RNA or DNA equivalent of the 
gene transcript, and the quantification of gene expression levels, or, alternatively, the final gene 
product itself (protein) can be monitored, e.g., with antibodies to the cancer protein and standard 
immunoassays (ELIS As, etc.) or other techniques, including mass spectroscopy assays, 2D gel 
electrophoresis assays, etc. Proteins corresponding to cancer genes, e.g., those identified as 
being important in a cancer or disease phenotype, can be evaluated in a cancer diagnostic test. 
In a preferred embodiment, gene expression monitoring is performed simultaneously on a 
number of genes. Multiple protein expression monitoring can be performed as well. 

In this embodiment, the cancer nucleic acid probes are attached to biochips as outlined 
herein for the detection and quantification of cancer sequences in a particular cell. The assays 
are further described below in the example. PCR techniques can be used to provide greater 
sensitivity. 

In a preferred embodiment nucleic acids encoding the cancer protein are detected. 
Although DNA or RNA encoding the cancer protein may be detected, of particular interest are 
methods wherein an mRNA encoding a cancer protein is detected. Probes to detect mRNA can 
be a nucleotide/deoxynucleotide probe that is complementary to and hybridizes with the mRNA 
and includes, but is not limited to, oligonucleotides, cDNA, or RNA. Probes also should 
contain a detectable label, as defined herein. In one method the mRNA is detected after 
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immobilizing the nucleic acid to be examined on a solid support such as nylon membranes and 
hybridizing the probe with the sample. Following washing to remove the non-specifically 
bound probe, the label is detected. In another method, detection of the mRNA is performed in 
situ. In this method permeabilized cells or tissue samples are contacted with a detectably 
5 labeled nucleic acid probe for sufficient time to allow the probe to hybridize with the target 
mRNA. Following washing to remove the non-specifically bound probe, the label is detected. 
For example a digoxygenin labeled riboprobe (RNA probe) that is complementary to the mRNA 
encoding a cancer protein is detected by binding the digoxygenin with an anti-digoxygenin 
secondary antibody and developed with nitro blue tetrazolium and 5-bromo-4-chloro-3-indoyl 
10 phosphate. 

In a preferred embodiment, various proteins from the three classes of proteins as 
described herein (secreted, transmembrane, or intracellular proteins) are used in diagnostic 
assays. The cancer proteins, antibodies, nucleic acids, modified proteins, and cells containing 
cancer sequences are used in diagnostic assays. This can be performed on an individual gene or 

1 5 corresponding polypeptide level. In a preferred embodiment, the expression profiles are used, 
preferably in conjunction with high throughput screening techniques to allow monitoring for 
expression profile genes and/or corresponding polypeptides. 

As described and defined herein, cancer proteins, including intracellular, 
transmembrane, or secreted proteins, find use as markers of cancer, e.g., for prognostic or 

20 diagnostic purposes. Detection of these proteins in putative cancer tissue allows for detection, 
prognosis, or diagnosis of cancer or similar disease, and for selection of therapeutic strategy. In 
one embodiment, antibodies are used to detect cancer proteins. A preferred method separates 
proteins from a sample by electrophoresis on a gel (typically a denaturing and reducing protein 
gel, but may be another type of gel, including isoelectric focusing gels and the like). Following 

25 separation of proteins, the cancer protein is detected, e.g., by immunoblotting with antibodies 
raised against the cancer protein. 

In another preferred method, antibodies to the cancer protein find use in in situ imaging 
techniques, e.g., in histology. See, e.g., Asai, et al. (eds. 1993) Methods in Cell Biology: 
Antibodies in Cell Biology (vol. 37) Academic Press. In this method, cells are contacted with 

30 from one to many antibodies to the cancer protein(s). Following washing to remove non- 
specific antibody binding, the presence of the antibody or antibodies is detected. In one 
embodiment the antibody is detected by incubating with a secondary antibody that contains a 
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detectable label. In another method the primary antibody to the cancer protein(s) contains a 

detectable label, e.g., an enzyme marker that can act on a substrate. In another preferred 

embodiment each one of multiple primary antibodies contains a distinct and detectable label. 

This method finds particular use in simultaneous screening for a plurality of cancer proteins. 

Many other histological imaging techniques are also provided by the invention. 

In a preferred embodiment the label is detected in a fluorometer which has the ability to 

detect and distinguish emissions of different wavelengths. In addition, a fluorescence activated 

cell sorter (FACS) can be used in the method. 

In another preferred embodiment, antibodies find use in diagnosing cancer from blood, 
serum, plasma, stool, and other samples. Such samples, therefore, are useful as samples to be 
probed or tested for the presence of cancer proteins. Antibodies can be used to detect a cancer 
protein by previously described immunoassay techniques including ELISA, immunoblotting 
(western blotting), immunoprecipitation, BIACORE technology and the like. Conversely, the 
presence of antibodies may indicate an immune response against an endogenous cancer protein. 

In a preferred embodiment, in situ hybridization of labeled cancer nucleic acid probes to 
tissue arrays is done. For example, arrays of tissue samples, including cancer tissue and/or 
normal tissue, are made. In situ hybridization (see, e.g., Ausubel, supra) is then performed. 
When comparing the fingerprints between an individual and a standard, a diagnosis, a 
prognosis, or a prediction may be based on the findings. It is further understood that the genes 
which indicate the diagnosis may differ from those which indicate the prognosis and molecular 
profiling of the condition of the cells may lead to distinctions between responsive or refractory 
conditions or may be predictive of outcomes. 

In a preferred embodiment, the cancer proteins, antibodies, nucleic acids, modified 
proteins, and cells containing cancer sequences are used in prognosis assays. As above, gene 
expression profiles can be generated that correlate to cancer, clinical, pathological, or other 
information, in terms of long term prognosis. Again, this may be done on either a protein or 
gene level, with the use of genes being preferred Single or multiple genes may be useful in 
various combinations. As above, cancer probes may be attached to biochips for the detection 
and quantification of cancer sequences in a tissue or patient. The assays proceed as outlined 
above for diagnosis. PCR method may provide more sensitive and accurate quantification. 
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Assays for therapeutic compounds 

In a preferred embodiment, the proteins, nucleic acids, and antibodies as described 
herein are used in drug screening assays. The cancer proteins, antibodies, nucleic acids, 
modified proteins, and cells containing cancer sequences are used in drug screening assays or 

5 by evaluating the effect of drug candidates on a "gene expression profile" or expression profile 
of polypeptides. In a preferred embodiment, the expression profiles are used, preferably in 
conjunction with high throughput screening techniques, to allow monitoring for expression 
profile genes after treatment with a candidate agent (e.g., Zlokarnik, et al. (1998) Science 
279:84-88; Heid f 1996) Genome Res. 6:986-994. 

10 In a preferred embodiment, the cancer proteins, antibodies, nucleic acids, modified 

proteins and cells containing the native or modified cancer proteins are used in screening 
assays. That is, the present invention provides novel methods for screening for compositions 
which modulate the cancer phenotype or an identified physiological function of a cancer 
protein. As above, this can be done on an individual gene level or by evaluating the effect of 

15 drug candidates on a "gene expression profile". In a preferred embodiment, the expression 

profiles are used, preferably in conjunction with high throughput screening techniques, to allow 
monitoring for expression profile genes after treatment with a candidate agent, see Zlokarnik, 
supra. 

Having identified the differentially expressed genes herein, a variety of assays may be 
20 performed. In a preferred embodiment, assays may be run on an individual gene or protein 

level. That is, having identified a particular gene as up regulated in cancer, test compounds can 
be screened for the ability to modulate gene expression or for binding to the cancer protein. 
'Modulation" thus includes both an increase and a decrease in gene expression. The preferred 
amount of modulation will depend on the original change of the gene expression in normal 
25 versus tissue undergoing cancer, with changes of at least 10%, preferably 50%, more preferably 
100-300%, and in some embodiments 300-1000% or greater. Thus, if a gene exhibits a 4-fold 
increase in cancer tissue compared to normal tissue, a decrease of about four-fold is often 
desired; similarly, a 10-fold decrease in cancer tissue compared to normal tissue often provides 
a target value of a 10-fold increase in expression to be induced by the test compound. 
30 The amount of gene expression may be monitored using nucleic acid probes and the 

quantification of gene expression levels, or, alternatively, the gene product itself can be 
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monitored, e.g., through the use of antibodies to the cancer protein and standard immunoassays. 

Proteomics and separation techniques may also allow quantification of expression. 

In a preferred embodiment, gene expression or protein monitoring of a number of 

entities, e.g., an expression profile, is monitored simultaneously. Such profiles will typically 
5 involve a plurality of those entities described herein. 

In this embodiment, the cancer nucleic acid probes are attached to biochips as outlined 

herein for the detection and quantification of cancer sequences in a particular cell. 

Alternatively, PCR may be used. Thus, a series, e.g., of microtiter plate, may be used with 

dispensed primers in desired wells. A PCR reaction can then be performed and analyzed for 
10 each well. 

Modulators of cancer 

Expression monitoring can be performed to identify compounds that modify the 
expression of one or more cancer-associated sequences, e.g., a polynucleotide sequence set out 

15 in the tables. Generally, in a preferred embodiment, a test modulator is added to the cells prior 
to analysis. Moreover, screens are also provided to identify agents that modulate cancer, 
modulate cancer proteins, bind to a cancer protein, or interfere with the binding of a cancer 
protein and an antibody or other binding partner. 

The term "test compound" or "drug candidate" or "modulator" or grammatical 

20 equivalents as used herein describes a molecule, e.g., protein, oligopeptide, small organic 
molecule, polysaccharide, polynucleotide, etc., to be tested for the capacity to directly or 
indirectly alter the cancer phenotype or the expression of a cancer sequence, e.g., a nucleic acid 
or protein sequence. In preferred embodiments, modulators alter expression profiles, or 
expression profile nucleic acids or proteins provided herein. In one embodiment, the modulator 

25 suppresses a cancer phenotype, e.g., to a normal or non-malignant tissue fingerprint. In another 
embodiment, a modulator induced a cancer phenotype. Generally, a plurality of assay mixtures 
are run in parallel with different agent concentrations to obtain a differential response to the 
various concentrations. Typically, one of these concentrations serves as a negative control, e.g., 
. at zero concentration or below the level of detection. 

30 Drug candidates encompass numerous chemical classes, though typically they are 

organic molecules, preferably small organic compounds having a molecular weight of more 
. than 100 and less than about 2,500 daltons. Preferred small molecules are less than 2000, or 
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less than 1500, or less than 1000, or less than 500 D. Candidate agents comprise functional 
groups necessary for structural interaction with proteins, particularly hydrogen bonding, and 
typically include at least an amine, caibonyl, hydroxyl or carboxyl group, preferably at least two 
of the functional chemical groups. The candidate agents often comprise cyclical carbon or 

5 heterocyclic structures and/or aromatic or polyaromatic structures substituted with one or more 
of the above functional groups. Candidate agents are also found among biomolecules including 
peptides, saccharides, fatty acids, steroids, purines, pyrimidines, derivatives, structural analogs, 
or combinations thereof. Particularly preferred are peptides. 

In one aspect, a modulator will neutralize the effect of a cancer protein. By "neutralize" 

10 is meant that activity of a protein is inhibited or blocked and the consequent effect on the cell. 

In certain embodiments, combinatorial libraries of potential modulators will be screened 
for an ability to bind to a cancer polypeptide or to modulate activity. Conventionally, new 
chemical entities with useful properties are generated by identifying a chemical compound 
(called a "lead compound") with some desirable property or activity, e.g., inhibiting activity, 

15 creating variants of the lead compound, and evaluating the property and activity of those variant 
compounds. Often, high throughput screening (HTS) methods are employed for such an 
analysis. See, e.g., Janzen (2002) High Throughout Screening: Methods and Protocols 
Humana; Devlin (ed. 1997) High Throughput Screening: The Discovery of Bioactive 
Substances Dekker; and Mei and Czarnik (eds. 2002) Integrated Drug Discovery Techniques 

20 Dekker. 

In one preferred embodiment, high throughput screening methods involve providing a 
library containing a large number of potential therapeutic compounds (candidate compounds). 
Such "combinatorial chemical libraries" are then screened in one or more assays to identify 
those library members (particular chemical species or subclasses) that display a desired 

25 characteristic activity. The compounds thus identified can serve as conventional "lead 
compounds" or can themselves be used as potential or actual therapeutics. 

A combinatorial chemical library is a collection of diverse chemical compounds 
generated by either chemical synthesis or biological synthesis by combining a number of 
chemical "building blocks" such as reagents. For example, a linear combinatorial chemical 

30 library, such as a polypeptide (e.g., mutein) library, is formed by combining a set of chemical 
building blocks called amino acids in every possible way for a given compound length (e.g., the 
number of amino acids in a polypeptide compound). Millions of chemical compounds can be 
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synthesized through such combinatorial mixing of chemical building blocks (Gallop, et al. 
(1994^1 J. Med. Chem. 37:1233-1251). 

Preparation and screening of combinatorial chemical libraries is well known. Such 
combinatorial chemical libraries include, but are not limited to, peptide libraries (see, e.g., U.S. 
Patent No. 5,010,175, Furka (1991) Pept. Prot. Res. 37:487-493, Houghton, et al. (1991) Nature 
354:84-88), peptoids (PCT Publication No WO 91/19735), encoded peptides (PCT Publication 
WO 93/20242), random bio-oligomers (PCT Publication WO 92/00091), benzodiazepines (U.S. 
Pat. No. 5,288,514), diversomers such as hydantoins, benzodiazepines and dipeptides (Hobbs, et 
al. (1993) Proc. Natl. Acad. Sci. USA 90:6909-6913, vinylogous polypeptides (Hagihara, et al. 
(1992) J. Amer. Chem. Soc. 114:6568-570), nonpeptidal peptidomimetics with a Beta-D- 
Glucose scaffolding (Hirschmann, et al. (1992) J. Amer. Chem. Soc. 114:9217-9218), 
analogous organic syntheses of small compound libraries (Chen, et al. (1994) J. Amer. Chem. 
Soc. 116:2661-662), oligocarbamates (Cho, et al. (1993) Science 261:1303-1305), and/or 
peptidyl phosphonates (Campbell, et al. (1994) J. Org. Chem. 59:658). See, generally, Gordon, 
et al. (1994) J. Med. Chem. 37:1385-1401, nucleic acid libraries (see, e.g., Stratagene, Corp.), 
peptide nucleic acid libraries (see, e.g., U.S. Patent 5,539,083), antibody libraries (see, e.g., 
Vaughn, et al. (1996) Nature Biotechnology 14(3):309-314, andPCT/US96/10287), 
carbohydrate libraries (see, e.g., Liang, et al. (1996) Science 274:1520-1522, and U.S. Patent 
No. 5,593,853), and small organic molecule libraries (see, e.g., benzodiazepines, page 33 Baum 
(Jan 18, 1993) C&EN: isoprenoids, U.S. Patent No. 5,569,588; thiazolidinones and 
metathiazanones, U.S. Patent No. 5,549,974; pyrrolidines, U.S. Patent Nos. 5,525,735 and 
5,519,134; morpholino compounds, U.S. Patent No. 5,506,337; benzodiazepines, U.S. Patent 
No. 5,288,514; and the like). 

Devices for the preparation of combinatorial libraries are commercially available (see, 
e.g., 357 MPS, 390 MPS, Advanced Chem Tech, Louisville KY, Symphony, Rainin, Woburn, 
MA, 433 A Applied Biosystems, Foster City, CA, 9050 Plus, Millipore, Bedford, MA). 

A number of well known robotic systems have also been developed for solution phase 
chemistries. These systems include automated workstations like the automated synthesis 
apparatus developed by Takeda Chemical Industries, LTD. (Osaka, Japan) and many robotic 
systems utilizing robotic arms (Zymate II, Zymark Corporation, Hopkinton, Mass.; Orca, 
Hewlett-Packard, Palo Alto, Calif.), which mimic manual synthetic operations performed by a 
chemist The above devices are suitable for use with the present invention. The nature and 
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implementation of modifications to these devices (if any) so that they can operate as discussed 
herein will be apparent In addition, numerous combinatorial libraries are themselves 
commercially available (see, e.g., ComGenex, Princeton, N.J., Asinex, Moscow, Ru, Tripos, 
Inc., St. Louis, MO, ChemStar, Ltd, Moscow, RU, 3D Pharmaceuticals, Exton, PA, Martek 
5 Biosciences, Columbia, MD, etc.). 

The assays to identify modulators are amenable to high throughput screening. Preferred 
assays thus detect enhancement or inhibition of cancer gene transcription, inhibition, or 
enhancement of polypeptide expression, and inhibition or enhancement of polypeptide activity. 
High throughput assays for the presence, absence, quantification, or other properties of 

10 particular nucleic acids or protein products are well known. Similarly, binding assays and 

reporter gene assays are similarly well known. Thus, e.g., U.S. Patent No. 5,559,410 discloses 
high throughput screening methods for proteins, U.S. Patent No. 5,585,639 discloses high 
throughput screening methods for nucleic acid binding (e.g., in arrays), while U.S. Patent Nos: 
5,576,220 and 5,541,061 disclose high throughput methods of screening for ligand/antibody 

15 binding. 

In addition, high throughput screening systems are commercially available (see, e.g., 
Zymark Corp., Hopkinton, MA; Air Technical Industries, Mentor, OH; Beckman Instruments, 
Inc. Fullerton, CA; Precision Systems, Inc., Natick, MA, etc.). These systems typically 
automate entire procedures, including sample and reagent pipetting, liquid dispensing, timed 

20 incubations, and final readings of the microplate in detectors) appropriate for the assay. These 
configurable systems provide high throughput and rapid start up as well as a high degree of 
flexibility and customization. The manufacturers of such systems provide detailed protocols for 
various high throughput systems. Thus, e.g., Zymark Corp. provides technical bulletins 
describing screening systems for detecting the modulation of gene transcription, ligand binding, 

25 and the like. 

In one embodiment, modulators are proteins, often naturally occurring proteins or 
fragments of naturally occurring proteins. Thus, e.g., cellular extracts containing proteins, or 
random or directed digests of proteinaceous cellular extracts, may be used. In this way libraries 
of proteins may be made for screening in the methods of the invention. Particularly preferred in 
30 this embodiment are libraries of bacterial, fungal, viral, and mammalian proteins, with the latter 
being preferred, and human proteins being especially preferred. Particularly iisefiil test 
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compound will be directed to the class of proteins to which the target belongs, e.g., substrates 
for enzymes or ligands and receptors. 

In a preferred embodiment, modulators are peptides of from about 5-30 amino acids, 
with from about 5-20 amino acids being preferred, and from about 7-15 being particularly 
preferred. The peptides may be digests of naturally occurring proteins, random peptides, or 
"biased" random peptides. By "randomized" or grammatical equivalents herein is meant that 
each nucleic acid and peptide consists of essentially random nucleotides and amino acids, 
respectively. Since generally these random peptides (or nucleic acids, discussed below) are 
chemically synthesized, they may incorporate a nucleotide or amino acid at any position. The 
synthetic process can be designed to generate randomized proteins or nucleic acids, to allow the 
formation of all or most of the possible combinations over the length of the sequence, thus 
forming a library of randomized candidate bioactive proteinaceous agents. 

In one embodiment, the library is fully randomized, with no sequence preferences or 
constants at any position. In a preferred embodiment, the library is biased. That is, some 
positions within the sequence are either held constant, or are selected from a limited number of 
possibilities. For example, in a preferred embodiment, the nucleotides or amino acid residues 
are randomized within a defined class, e.g., of hydrophobic amino acids, hydrophilic residues, 
sterically biased (either small or large) residues, towards the creation of nucleic acid binding 
domains, the creation of cysteines, for cross-linking, prolines for SH-3 domains, serines, 
threonines, tyrosines, or histidines for phosphorylation sites, etc., or to purines, etc. 
Modulators of cancer can also be nucleic acids, as defined above. 
As described above generally for proteins, nucleic acid modulating agents maybe 
naturally occurring nucleic acids, random nucleic acids, or "biased" random nucleic acids. For 
example, digests of prokaryotic or eukaryotic genomes may be used as is outlined above for 
proteins. 

In a preferred embodiment, the candidate compounds are organic chemical moieties, a 
wide variety of which are available in the literature. 

After the candidate agent has been added and the cells allowed to incubate for some 
period of time, the sample containing a target sequence to be analyzed is added to the biochip. 
If required, the target sequence is prepared using known techniques. For example, the sample 
may be treated to lyse the cells, using known lysis buffers, electroporation, etc., with 
purification and/or amplification such as PCR performed as appropriate. For example, an in 
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vitro transcription with labels covalently attached to the nucleotides is performed. Generally, 
the nucleic acids are labeled with biotin-FITC or PE, or with cy3 or cy5. 

In a preferred embodiment, the target sequence is labeled with, e.g., a fluorescent, a 
chemiluminescent, a chemical, or a radioactive signal, to provide a means of detecting the target 
5 sequence's specific binding to a probe. The label also can be an enzyme, such as, alkaline 
phosphatase or horseradish peroxidase, which when provided with an appropriate substrate 
produces a product that can be detected. Alternatively, the label can be a labeled compound or 
small molecule, such as an enzyme inhibitor, that binds but is not catalyzed or altered by the 
enzyme. The label also can be a moiety or compound, such as, an ejpitope tag or biotin which 

10 specifically binds to streptavidin. For the example of biotin, the streptavidin is labeled as 

described above, thereby, providing a detectable signal for the bound target sequence. Unbound 
labeled streptavidin is typically removed prior to analysis. 

These assays can be direct hybridization assays or can comprise "sandwich assays", 
which include the use of multiple probes, as is generally outlined in U.S. Patent Nos. 5,681,702, 

15 5,597,909, 5,545,730, 5,594,117, 5,591,584, 5,571,670, 5,580,731, 5,571,670, 5,591,584, 

5,624,802, 5,635,352, 5,594,1 18, 5,359,100, 5,124,246, and 5,681,697, all of which are hereby 
incorporated by reference. In this embodiment, in general, the target nucleic acid is prepared as 
outlined above, and then added to the biochip comprising a plurality of nucleic acid probes, 
under conditions that allow the formation of a hybridization complex. 

20 A variety of hybridization conditions may be used in the present invention, including 

high, moderate, and low stringency conditions as outlined above. The assays are generally run 
under stringency conditions which allows formation of the label probe hybridization complex 
only in the presence of target Stringency can be controlled by altering a step parameter that is a 
thermodynamic variable, including, but not limited to, temperature, formamide concentration, 

25 salt concentration, chaotropic salt concentration, pH, organic solvent concentration, etc. 

These parameters may also be used to control non-specific binding, as is generally 
outlined in U.S. Patent No. 5,681,697. Thus it may be desirable to perform certain steps at 
higher stringency conditions to reduce non-specific binding. 

The reactions outlined herein may be accomplished in a variety of ways. Components 

30 of the reaction may be added simultaneously, or sequentially, in different orders, with preferred 
embodiments outlined below. In addition, the reaction may include a variety of other reagents. 
These include salts, buffers, neutral proteins, e.g., albumin, detergents, etc. which may be used 
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to facilitate optimal hybridization and detection, and/or reduce non-specific or background 
interactions. Reagents that otherwise improve the efficiency of the assay, such as protease 
inhibitors, nuclease inhibitors, anti-microbial agents, etc., may also be used as appropriate, 
depending on the sample preparation methods and purity of the target. 

The assay data are analyzed to determine the expression levels, and changes in 
expression levels as between states of individual genes, forming a gene expression profile. 

Screens are performed to identify modulators of the cancer phenotype. In one 
embodiment, screening is performed to identify modulators that can induce or suppress a 
particular expression profile, thus preferably generating the associated phenotype. In another 
embodiment, e.g., for diagnostic applications, having identified differentially expressed genes 
important in a particular state, screens can be performed to identify modulators that alter 
expression of individual genes. In an another embodiment, screening is performed to identify 
modulators that alter a biological function of the expression product of a differentially 
expressed gene. Again, having identified the importance of a gene in a particular state, screens 
are performed to identify agents that bind and/or modulate the biological activity of the gene 
product. 

In addition, screens can be done for genes that are induced in response to a candidate 
agent or treatment process. After identifying a modulator based upon its ability to suppress a 
cancer expression pattern leading to a normal expression pattern (or its converse), or to 
modulate a single cancer gene expression profile so as to mimic the expression of the gene from 
normal tissue, a screen as described above can be performed to identify genes that are 
specifically modulated in response to the agent. Comparing expression profiles betweenhormal 
tissue and agent treated cancer tissue reveals genes that are not expressed in normal tissue or 
cancer tissue, but are expressed in agent treated tissue. These agent-specific sequences can be 
identified and used by methods described herein for cancer genes or proteins. In particular, 
these sequences and the proteins they encode find use in marking or identifying agent treated 
cells. In addition, antibodies can be raised against the agent induced proteins and used to target 
novel therapeutics, e.g., toxin loaded liposomes, to the treated cancer tissue sample. 

Thus, in one embodiment, a test compound is administered to a population of cancer 
cells that have an associated cancer expression profile. By "administration" or "contacting" 
herein is meant that the candidate agent is added to the cells in such a manner as to allow the 
agent to act upon the cell, whether by uptake and intracellular action, or by action at the cell 
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surface. In some embodiments, nucleic acid encoding a proteinaceous candidate agent (e.g., a 
peptide) may be put into a viral construct such as an adenoviral or retroviral construct, and 
added to the cell, such that expression of the peptide agent is accomplished, e.g., PCT 
US97/01019. Regulatable gene therapy systems can also be used. 
5 Once a test compound has been administered to the cells, the cells can be washed if 

desired and are allowed to incubate under preferably physiological conditions for some period 
of time. The cells are then harvested and a new gene expression profile is generated, as outlined 
herein. 

Thus, e.g., cancer or non-malignant tissue may be screened for agents that modulate, 
10 e.g., induce or suppress a cancer phenotype. A change in at least one gene, preferably many, of 
the expression profile indicates that the agent has an effect on cancer activity. By defining such 
a signature for the cancer phenotype, screens for new drugs that alter the phenotype can be 
devised. With this approach, the drug target need not be known and need not be represented in 
the original expression screening platform, nor does the level of transcript for the target protein 
15 need to change. 

In a preferred embodiment, as outlined above, screens may be done on individual genes 
and gene products (proteins). That is, having identified a particular differentially expressed 
gene as important in a particular state, screening of modulators of either the expression of the 
gene or the gene product itself can be done. The gene products of differentially expressed genes 

20 are sometimes referred to herein as "cancer proteins" or a "cancer modulatory protein". The 
cancer modulatory protein may be a fragment, or alternatively, be the full length protein to the 
fragment encoded by the nucleic acids of the Tables. Preferably, the cancer modulatory protein 
is a fragment. In a preferred embodiment, the cancer amino acid sequence which is used to 
determine sequence identity or similarity is encoded by a nucleic acid of the Tables. In another 

25 embodiment, the sequences are naturally occurring allelic variants of a protein encoded by a 
nucleic acid of the Tables. In another embodiment, the sequences are sequence variants as 
further described herein. 

Preferably, the cancer modulatory protein is a fragment of about 14-24 amino acids 
long. More preferably the fragment is a soluble fragment. Preferably, the fragment includes a 

30 non-transmembrane region. In a preferred embodiment, the fragment has an N-terminal Cys to 
aid in solubility. In one embodiment, the C-terminus of the fragment is kept as a free acid and 
the N-terminus is a free amine to aid in coupling, e.g., to cysteine. 
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In one embodiment the cancer proteins are conjugated to an immunogenic agent as 
discussed herein. In one embodiment the cancer protein is conjugated to BS A. 

Measurements of cancer polypeptide activity, or of cancer or the cancer phenotype can 
be performed using a variety of assays. For example, the effects of the test compounds upon the 
function of the cancer polypeptides can be measured by examining parameters described above. 
A suitable physiological change that affects activity can be used to assess the influence of a test 
compound on the polypeptides of this invention. When the functional consequences are 
determined using intact cells or animals, one can also measure a variety of effects such as, in the 
case of cancer associated with tumors, tumor growth, tumor metastasis, neovascularization, 
hormone release, transcriptional changes to both known and uncharacterized genetic markers 
(e.g., northern blots), changes in cell metabolism such as cell growth or pH changes, and 
changes in intracellular second messengers such as cGMP. In the assays of the invention, 
mammalian cancer polypeptide is typically used, e.g., mouse, preferably human. 

Assays to identify compounds with modulating activity can be performed in vitro. For 
example, a cancer polypeptide is first contacted with a potential modulator and incubated for a 
suitable amount of time, e.g., from 0.5-48 hours. In one embodiment, the cancer polypeptide 
levels are determined in vitro by measuring the level of protein or mRNA. The level of protein 
is typically measured using immunoassays such as western blotting, ELIS A, and the like with 
an antibody that selectively binds to the cancer polypeptide or a fragment thereof. For 
measurement of mRNA, amplification, e.g., using PCR, LCR, or hybridization assays, e.g., 
northern hybridization, RNAse protection, dot blotting, are preferred. The level of protein or 
mRNA is typically detected using directly or indirectly labeled detection agents, e.g., 
fluorescently or radioactively labeled nucleic acids, radioactively or enzymatically labeled 
antibodies, and the like, as described herein. 

Alternatively, a reporter gene system can be devised using a cancer protein promoter 
operably linked to a reporter gene such as luciferase, green fluorescent protein, CAT, or 0-gal. 
The reporter construct is typically transfected into a cell. After treatment with a potential 
modulator, the amount of reporter gene transcription, translation, or activity is measured 
according to standard techniques. 

In a preferred embodiment, as outlined above, screens may be done on individual genes 
and gene products (proteins). That is, having identified a particular differentially expressed 
gene as important in a particular state, screening of modulators of the expression of the gene or 
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the gene product itself can be done. The gene products of differentially expressed genes are 
sometimes referred to herein as "cancer proteins." The cancer protein may be a fragment, or 
alternatively, the Ml length protein to a fragment shown herein. 

In one embodiment, screening for modulators of expression of specific genes is 

5 performed. Typically, the expression of only one or a few genes are evaluated. In another 
embodiment, screens are designed to first find compounds that bind to differentially expressed 
proteins. These compounds are then evaluated for the ability to modulate differentially 
expressed activity. Moreover, once initial candidate compounds are identified, variants can be 
further screened to better evaluate structure activity relationships. 

10 In a preferred embodiment, binding assays are done. In general, purified or isolated 

gene product is used; that is, the gene products of one or more differentially expressed nucleic 
acids are made. For example, antibodies are generated to the protein gene products, and 
standard immunoassays are run to determine the amount of protein present. Alternatively, cells 
comprising the cancer proteins can be used in the assays. 

15 Thus, in a preferred embodiment, the methods comprise combining a cancer protein and 

a candidate compound, and determining the binding of the compound to the cancer protein. 
Preferred embodiments utilize the human cancer protein, although other mammalian proteins 
may also be used, e.g., for the development of animal models of human disease. In some 
embodiments, as outlined herein, variant or derivative cancer proteins may be used. 

20 Generally, in a preferred embodiment of the methods herein, the cancer protein or the 

candidate agent is non-diffusably bound to an insoluble support, preferably having isolated 
sample receiving areas (e.g., a microtiter plate, an array, etc.). The insoluble supports may be 
made of a composition to which the compositions can be bound, is readily separated from 
soluble material, and is otherwise compatible with the overall method of screening. The surface 

25 of such supports may be solid or porous and of a convenient shape. Examples of suitable 

insoluble supports include microtiter plates, arrays, membranes, and beads. These are typically 
made of glass, plastic (e.g., polystyrene), polysaccharides, nylon or nitrocellulose, teflon™, etc. 
Microtiter plates and arrays are especially convenient because a large number of assays can be 
carried out simultaneously, using small amounts of reagents and samples. The particular 

30 manner of binding of the composition is typically not crucial so long as it is compatible with the 
reagents and overall methods of the invention, maintains the activity of the composition, and is 
nondiffusable. Preferred methods of binding include the use of antibodies (which do not 
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sterically block either the ligand binding site or activation sequence when the protein is bound 
to the support), direct binding to "sticky" or ionic supports, chemical crosslinking, the synthesis 
of the protein or agent on the surface, etc. Following binding of the protein or agent, excess 
unbound material is removed by washing. The sample receiving areas may then be blocked 
through incubation with bovine serum albumin (BSA), casein, or other innocuous protein or 
other moiety. 

In a preferred embodiment, the cancer protein is bound to the support, and a test 
compound is added to the assay. Alternatively, the candidate agent is bound to the support and 
the cancer protein is added. Novel binding agents include specific antibodies, non-natural 
binding agents identified in screens of chemical libraries, peptide analogs, etc. Of particular 
interest are screening assays for agents that have a low toxicity for human cells. A wide variety 
of assays may be used for this purpose, including labeled in vitro protein-protein binding assays, 
electrophoretic mobility shift assays, immunoassays for protein binding, functional assays 
(phosphorylation assays, etc.), and the like. 

The determination of the binding of the test modulating compound to the cancer protein 
maybe done in a number of ways. In a preferred embodiment, the compound is labeled, and 
binding determined directly, e.g., by attaching all or a portion of the cancer protein to a solid 
support, adding a labeled candidate agent (e.g., a fluorescent label), washing off excess reagent, 
and determining whether the label is present on the solid support. Various blocking and 
washing steps may be utilized as appropriate. 

In some embodiments, only one of the components is labeled, e.g., the proteins (or 
proteinaceous candidate compounds) can be labeled. Alternatively, more than one component 
can be labeled with different labels, e.g., 125 I for the proteins and a fluorophor for the 
compound Proximity reagents, e.g., quenching or energy transfer reagents are also useful. 

In one embodiment, the binding of the test compound is determined by competitive 
binding assay. The competitor may be a binding moiety known to bind to the target molecule 
(e.g., a cancer protein), such as an antibody, peptide, binding partner, ligand, etc. Under certain 
circumstances, there may be competitive binding between the compound and the binding 
moiety, with the binding moiety displacing the compound. In one embodiment, the test 
compound is labeled. Either the compound, or the competitor, or both, is added first to the 
protein for a time sufficient to allow binding, if present. Incubations may be performed at a 
temperature which facilitates optimal activity, typically between about 4-40° C. Incubation 
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periods are typically optimized, e.g., to facilitate rapid high throughput screening. Typically 
between 0.1-1 hour will be sufficient. Excess reagent is generally removed or washed away. 
The second component is then added, and the presence or absence of the labeled component is 
followed, to indicate binding. 

5 In a preferred embodiment, the competitor is added first, followed by a test compound. 

Displacement of the competitor is an indication that the test compound is binding to the cancer 
protein and thus is capable of binding to, and potentially modulating, the activity of the cancer 
protein. In this embodiment, either component can be labeled. Thus, e.g., if the competitor is 
labeled, the presence of label in the wash solution indicates displacement by the agent. 

1 0 Alternatively, if the test compound is labeled, the presence of the label on the support indicates 
displacement. 

In an alternative embodiment, the test compound is added first, with incubation and 
washing, followed by the competitor. The absence of binding by the competitor may indicate 
that the test compound is bound to the cancer protein with a higher affinity. Thus, if the test 

1 5 compound is labeled, the presence of the label on the support, coupled with a lack of competitor 
binding, may indicate that the test compound is capable of binding to the cancer protein. 

In a preferred embodiment, the methods comprise differential screening to identity 
agents that are capable of modulating the activity of the cancer proteins. In one embodiment, 
the methods comprise combining a cancer protein and a competitor in a first sample. A second 

20 sample comprises a test compound, a cancer protein, and a competitor. The binding of the 

competitor is determined for both samples, and a change, or difference in binding between the 
two samples indicates the presence of an agent capable of binding to the cancer protein and 
potentially modulating its activity. That is, if the binding of the competitor is different in the 
second sample relative to the first sample, the agent is capable of binding to the cancer protein. 

25 Alternatively, differential screening is used to identify drug candidates that bind to the 

native cancer protein, but cannot bind to modified cancer proteins. The structure of the cancer 
protein may be modeled, and used in rational drug design to synthesize agents that interact with 
that site. Drug candidates that affect the activity of a cancer protein are also identified by 
screening drugs for the ability to either enhance or reduce the activity of the protein. 

30 Positive controls and negative controls may be used in the assays. Preferably control 

and test samples are performed in at least triplicate to obtain statistically significant results. 
Incubation of all samples is for a time sufficient for the binding of the agent to the protein. 
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Following incubation, samples are washed free of non-specifically bound material and the 
amount of bound, generally labeled agent determined. For example, where a radiolabel is 
employed, the samples may be counted in a scintillation counter to determine the amount of 
bound compound. 

A variety of other reagents may be included in the screening assays. These include 
reagents like salts, neutral proteins, e.g., albumin, detergents, etc., which may be used to 
facilitate optimal protein-protein binding and/or reduce non-specific or background interactions. 
Also reagents that otherwise improve the efficiency of the assay, such as protease inhibitors, 
nuclease inhibitors, anti-microbial agents, etc., maybe used. The mixture of components may 
be added in an order that provides for the requisite binding. 

In a preferred embodiment, the invention provides methods for screening for a 
compound capable of modulating the activity of a cancer protein. The methods comprise 
adding a test compound, as defined above, to a cell comprising cancer proteins. Preferred cell 
types include almost any cell. The cells contain a recombinant nucleic acid that encodes a 
cancer protein. In a preferred embodiment, a library of candidate agents are tested on a plurality 
of cells. 

In one aspect, the assays are evaluated in the presence or absence or previous or 
subsequent exposure of physiological signals, e.g., hormones, antibodies, peptides, antigens, 
cytokines, growth factors, action potentials, pharmacological agents including 
chemotherapeutics, radiation, carcinogenics, or other cells (e.g., cell-cell contacts). In another 
example, the determinations are determined at different stages of the cell cycle process. 

In this way, compounds that modulate cancer agents are identified. Compounds with 
pharmacological activity are able to enhance or interfere with the activity of the cancer protein. 
Once identified, similar structures are evaluated to identify critical structural feature of the 
compound. 

In one embodiment, a method of inhibiting cancer cell division is provided. The method 
comprises administration of a cancer inhibitor. In another embodiment, a method of inhibiting 
cancer is provided. The method may comprise administration of a cancer inhibitor. In a further 
embodiment, methods of treating cells or individuals with cancer are provided, e.g., comprising 
administration of a cancer inhibitor. 

In one embodiment, a cancer inhibitor is an antibody as discussed above. In another 
embodiment, the cancer inhibitor is an antisense molecule. 
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A variety of cell growth, proliferation, viability, and metastasis assays are available, as 
described below. 

Soft agar growth or colony formation in suspension 

Normal cells require a solid substrate to attach and grow. When the cells are 
5 transformed, they lose this phenotype and grow detached from die substrate. For example, 
transformed cells can grow in stirred suspension culture or suspended in semi-solid media, such 
as semi-solid or soft agar. The transformed cells, when transfected with tumor suppressor 
genes, regenerate normal phenotype and require a solid substrate to attach and grow. Soft agar 
growth or colony formation in suspension assays can be used to identify modulators of cancer 
10 sequences, which when expressed in host cells, inhibit abnormal cellular proliferation and 
transformation. A therapeutic compound would reduce or eliminate the host cells' ability to 
grow in stirred suspension culture or suspended in semi-solid media, such as semi-solid or soft. 

Techniques for soft agar growth or colony formation in suspension assays are described, 
e.g., in Freshney (1998) Culture of Ani mal Cells: A Manual of Basic Igchnjg ue (3d ed.) Wiley- 
15 Liss; Freshney (2000) Culture of Ani mal Cells: A Manual of Basic Technique (4th ed.) Wiley- 
Liss; and Garkavtsev, et al. (1996) Nature Genet. 14:415-20. 
Contact inhibition and density hmitation of growth 

Normal cells typically grow in a flat and organized pattern in a petri dish until they 
touch other cells. When the cells touch one another, they are contact inhibited and stop 
20 growing. When cells are transformed, however, the cells are not contact inhibited and continue 
to grow to high densities in disorganized foci. Thus, the transformed cells grow to a higher 
saturation density than normal cells. This can be detected morphologically by the formation of 
a disoriented monolayer of cells or rounded cells in foci within the regular pattern of normal 
surrounding cells. Alternatively, labeling index with ( 3 H)-thymidine at saturation density can 
be used to measure density limitation of growth. See Freshney (2000), supra. The transformed 
cells, when transfected with tumor suppressor genes, regenerate a normal phenotype and 
become contact inhibited and would grow to a lower density. 

In this assay, labeling index with ( 3 H)-thymidine at saturation density is a preferred 
method of measuring density hmitation of growth. Transformed host cells are transfected with 
a cancer-associated sequence and are grown for 24 hours at saturation density in non-limiting 
medium conditions. The percentage of cells labeling with (3H)-mymidme is detennined 
autoradiographically. See, Freshney (1998), supra. 
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Growth factor or serum dependence 

Transformed cells typically have a lower serum dependence than their normal 
counterparts (see, e.g., Temin (1966) J. Natl. Cancer Insti. 37:167-175; Eagle, et al.(1970) J. 
Exp. Med. 13 1:836-879); Freshney, supra. This is in part due to release of various growth 
factors by the transformed cells. Growth factor or serum dependence of transformed host cells 
can be compared with that of control. 
Tumor specific markers levels 

Tumor cells release an increased amount of certain factors (hereinafter "tumor specific 
markers") than their normal counterparts. For example, plasminogen activator (PA) is released 
from human glioma at a higher level than from normal brain cells (see, e.g., Gullino 
"Angiogenesis, tumor vascularization, and potential interference with tumor growth" pp. 178- 
184 in Mihich (ed. 1 985^ Biological Responses in Cancer Plenum. Similarly, tumor 
angiogenesis factor (TAP) is released at a higher level in tumor cells than their normal 
counterparts. See, e.g., Folkman (1992) Sem. Cancer Biol. 3:89-96. 

Various techniques which measure the release of these factors are described in Freshney 
(1998), supra. Also, see, Unkeless, et al. (1974) LBioLChem. 249:4295-4305; Strickland and 
Beers (1976^ J. Biol. Chem. 251:5694-5702; Whur, et al. (1980) Br. J. Cancer 42:305-312; 
Gullino "Angiogenesis, tumor vascularization, and potential interference with tumor growth" 
pp. 178-184 in Mihich (ed. 1985) Biological Re s ponses in Cancer Plenum; Freshney (1985) 
Anticancer Res. 5:111-130. 
Invasiveness into Matrigel 

The degree of invasiveness into Matrigel or some other extracellular matrix constituent 
can be used as an assay to identify compounds that modulate cancer-associated sequences. 
Tumor cells exhibit a good correlation between malignancy and invasiveness of cells into 
Matrigel or some other extracellular matrix constituent In this assay, tumorigenic cells are 
typically used as host cells. Expression of a tumor suppressor gene in these host cells would 
decrease invasiveness of the host cells. 

Techniques described in Freshney (1994), supra, can be used Briefly, the level of 
invasion of host cells can be measured by using filters coated with Matrigel or some other 
extracellular matrix constituent. Penetration into the gel, or through to the distal side of the 
filter, is rated as invasiveness, and rated histologically by number of cells and distance moved, 
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or by prelabeling the cells with 125 I and counting the radioactivity on the distal side of the filter 
or bottom of the dish. See, e.g., Freshney (1984), supra. 
Tumor growth in vivo 

Effects of cancer-associated sequences on cell growth can be tested in transgenic or 
immune-suppressed mice. Knock-out transgenic mice can be made, in which the cancer gene is 
disrupted or in which a cancer gene is inserted. Knock-out transgenic mice can be made by 
insertion of a marker gene or other heterologous gene into the endogenous cancer gene site in 
the mouse genome via homologous recombination. Such mice can also be made by substituting 
the endogenous cancer gene with a mutated version of the cancer gene, or by mutating the 
endogenous cancer gene, e.g., by exposure to carcinogens. 

A DNA construct is introduced into the nuclei of embryonic stem cells. Cells containing 
the newly engineered genetic lesion are injected into a host mouse embryo, which is re- 
implanted into a recipient female. Some of these embryos develop into chimeric mice that 
possess germ cells partially derived froiti the mutant cell line. Therefore, by breeding the 
chimeric mice it is possible to obtain a new line of mice containing the introduced genetic lesion 
(see, e.g., Capecchi, et al. (1989) Science 244:1288-1292). Chimeric targeted mice can be 
derived according to Hogan, et al. (1988) Manipulating the Mouse Embryo: A Laboratory 
Manual CSH Press; and Robertson (ed. 1987) Teratocarcinomas and Embryonic Stem Cells: A 
Practical Approach IRL Press, Washington, D.C. 

Alternatively, various immune-suppressed or immune-deficient host animals can be 
used. For example, genetically athymic "nude" mouse (see, e.g., Giovanella, et al. (1974) J. 
Natl. Cancer Inst. 52:921-930), a SCBD mouse, a thymectomized mouse, or an irradiated mouse 
(see, e.g., Bradley, et al. (1978) Br. J. Cancer 38:263-272; Selby, et al. (1980) Br. J. Cancer 
41 :52-61) can be used as a host. Transplantable tumor cells (typically about 10^ cells) injected 
into isogenic hosts will produce invasive tumors in a high proportions of cases, while normal 
cells of similar origin will not. In hosts which developed invasive tumors, cells expressing a 
cancer-associated sequences are injected subcutaneously. After a suitable length of time, 
preferably about 4-8 weeks, tumor growth is measured (e.g., by volume or by its two largest 
dimensions) and compared to the control. Tumors that have statistically significant reduction 
(using, e.g., Student's T test) are said to have inhibited growth. 
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Polynucleotide modulators of cancer 
Antisense and RNAi Polynucleotides 

In certain embodiments, the activity of a cancer- associated protein is down-regulated, or 
entirely inhibited, by the use of an inhibitory or antisense polynucleotide, e.g., a nucleic acid 
complementary to, and which can preferably hybridize specifically to, a coding mRNA nucleic 
acid sequence, e.g., a cancer protein mRNA, or a subsequence thereof. Binding of the antisense 
polynucleotide to the mRNA reduces the translation and/or stability of the mRNA. 

In the context of this invention, antisense polynucleotides can comprise naturally- 
occurring nucleotides, or synthetic species formed from naturally-occurring subunits or their 
close homologs. Antisense polynucleotides may also have altered sugar moieties or inter-sugar 
linkages. Exemplary among these are the phosphorothioate and other sulfur containing species. 
Analogs are comprehended by this invention so long as they function effectively to hybridize 
with the cancer protein mRNA. See, e.g., Isis Pharmaceuticals, Carlsbad, CA; Sequitor, Inc., 
Natick,MA. 

Such antisense polynucleotides can readily be synthesized using recombinant means, or 
can be synthesized in vitro. Equipment for such synthesis is sold by several vendors, including 
Applied Biosystems. The preparation of other oligonucleotides such as phosphorothioates and 
alkylated derivatives is also well known. 

Antisense molecules as used herein include antisense or sense oligonucleotides. Sense 
oligonucleotides can, e.g., be employed to block transcription by binding to the anti-sense 
strand. The antisense and sense oligonucleotide comprise a single-stranded nucleic acid 
sequence (either RNA or DNA) capable of binding to target mRNA (sense) or DNA (antisense) 
sequences for cancer molecules. A preferred antisense molecule is for a cancer sequences in the 
Tables, or for a ligand or activator thereof. Antisense or sense oligonucleotides, according to 
the present invention, comprise a fragment generally at least about 14 nucleotides, preferably 
from about 14-30 nucleotides. The ability to derive an antisense or a sense oligonucleotide, 
based upon a cDNA sequence encoding a given protein is described in, e.g., Stein and Cohen 
(1988) Cancer Res. 48:2659-2668; and van der Krol, et al. (1988) BioTechniques 6:958-976. 

RNA interference is a mechanism to suppress gene expression in a sequence specific 
manner. See, e.g., Brumelkamp, et al. (2002) Sciencexpress (21March2002); Sharp (1999) 
Genes Dev. 13:139-141; and Cathew (2001) Curr. Op. Cell Biol. 13:244-248: In mammalian 
cells, short, e.g., 21 nt, double stranded small interfering RNAs (siRNA) have been shown to be 
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effective at inducing an RNAi response. See, e.g., Elbashir, et al. (2001) Nature 41 1:494-498. 
The mechanism may be used to downregulate expression levels of identified genes, e.g., 
treatment of or validation of relevance to disease. 
Ribozymes 

In addition to antisense polynucleotides, ribozymes can be used to target and inhibit 
transcription of cancer-associated nucleotide sequences. A ribozyme is an KNA molecule that 
catalytically cleaves other RNA molecules. Different kinds of ribozymes have been described, 
including group I ribozymes, hammerhead ribozymes, hairpin ribozymes, RNase P, and axhead 
ribozymes (see, e.g., Castanotto, et al. (1994) Adv. in Pharmacology 25: 289-317 for a general 
review of the properties of different ribozymes). 

The general features of hairpin ribozymes are described, e.g., in Hampel, et al. (1990) 
Nucl. Acids Res. 18:299-304; European Patent Publication No. 0 360 257; U.S. Patent No. 
5,254,678. Methods of preparation are described in, e.g., WO 94/26877; Ojwang, et al. (1993) 
Proc. Natl. Acad. Sci. USA 90:6340-6344; Yamada, et al. (1994) Human Gene Therapy 1:39- 
45; Leavitt, et al.(1995) Proc. Natl. Acad. Sci. USA 92:699-703; Leavitt, et al. (1994) Human 
Gene Therapy 5:1 151-120; and Yamada, et al. (1994) Virology 205: 121-126. 

Polynucleotide modulators of cancer may be introduced into a cell containing the target 
nucleotide sequence by formation of a conjugate with a ligand binding molecule, as described in 
WO 91/04753. Suitable ligand binding molecules include, but are not limited to, cell surface 
receptors, growth factors, other cytokines, or other ligands that bind to cell surface receptors. 
Preferably, conjugation of the ligand binding molecule does not substantially interfere with the 
ability of the ligand binding molecule to bind to its corresponding molecule or receptor, or 
block entry of the sense or antisense oligonucleotide or its conjugated version into the cell. 
Alternatively, a polynucleotide modulator of cancer may be introduced into a cell containing the 
target nucleic acid sequence, e.g., by formation of an polynucleotide-lipid complex, as described 
in WO 90/10448. It is understood that the use of antisense molecules or knock out and knock in 
models may also be used in screening assays as discussed above, in addition to methods of 
treatment 

Thus, in one embodiment, methods of modulating cancer in cells or organisms are 
provided. In one embodiment, the methods comprise administering to a cell an anti-cancer 
antibody that reduces or eliminates the biological activity of an endogenous cancer protein. 
Alternatively, the methods comprise administering to a cell or organism a recombinant nucleic 
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acid encoding a cancer protein. This may be accomplished in any number of ways. In a 
preferred embodiment, e.g., when the cancer sequence is down-regulated in cancer, such state 
may be reversed by increasing the amount of cancer gene product in the cell. This can be 
accomplished, e.g., by overexpressing the endogenous cancer gene or administering a gene 
encoding the cancer sequence, using known gene-therapy techniques. In a preferred 
embodiment, the gene therapy techniques include the incorporation of the exogenous gene using 
enhanced homologous recombination (EHR), e.g., as described in PCT/US93/0386. 
Alternatively, e.g., when the cancer sequence is up-regulated in cancer, the activity of the 
endogenous cancer gene is decreased, e.g., by the administration of a cancer antisense or other 
inhibitor, e.g., RNAi. 

In one embodiment, the cancer proteins of the present invention may be used to generate 
polyclonal and monoclonal antibodies to cancer proteins. Similarly, the cancer proteins can be 
coupled, using standard technology, to affinity chromatography columns. These columns may 
then be used to purify cancer antibodies useful for production, diagnostic, or therapeutic 
purposes. In a preferred embodiment, the antibodies are generated to epitopes unique to a 
cancer protein; that is, the antibodies show little or no cross-reactivity to other proteins. The 
cancer antibodies may be coupled to standard affinity chromatography columns and used to 
purify cancer proteins. The antibodies may also be used as blocking polypeptides, as outlined 
above, since they will specifically bind to the cancer protein. 
Methods of identifying variant cancer-associated sequences 

Without being bound by theory, expression of various cancer sequences is correlated 
with cancer. Accordingly, disorders based on mutant or variant cancer genes may be 
determined. In one embodiment, the invention provides methods for identifying cells 
containing variant cancer genes, e.g., determining all or part of the sequence of at least one 
endogenous cancer gene in a cell. In a preferred embodiment, the invention provides methods 
of identifying the cancer genotype of an individual, e.g., determining all or part of the sequence 
of at least one cancer gene of the individual. This is generally done in at least one tissue of the 
individual, and may include the evaluation of a number of tissues or different samples of the 
same tissue. The method may include comparing the sequence of the sequenced cancer gene to 
a known cancer gene, e.g., a wild-type gene. 

The sequence of all or part of the cancer gene can then be compared to the sequence of a 
known cancer gene to determine if any differences exist. This can be done using known 
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homology programs, such as Bestfit, etc. In a preferred embodiment, the presence of a 
difference in the sequence between the cancer gene of the patient and the known cancer gene 
correlates with a disease state or a propensity for a disease state, as outlined herein. 

In a preferred embodiment, the cancer genes are used as probes to determine the number 

5 of copies of the cancer gene in the genome. 

In another preferred embodiment, the cancer genes are used as probes to determine the 
chromosomal localization of the cancer genes. Information such as chromosomal localization 
finds use in providing a diagnosis or prognosis in particular when chromosomal abnormalities 
such as translocations, and the like are identified in the cancer gene locus. 

1 0 Administration of pharmaceutical and vaccine compositions 

In one embodiment, a therapeutically effective dose of a cancer protein or modulator 
thereof, is administered to a patient By "therapeutically effective dose" herein is meant a dose 
that produces effects for which it is administered. The exact dose will depend on the purpose of 
the treatment, and will be ascertainable using Jcnown techniques. See, e.g., Ansel,' et al. (1999) 

15 Pharmaceutical Dosage Forms and Drug Delivery Lippincott; Lieberman (1992) Pharmaceutical 
Dosage Forms (vols. 1-3) Dekker, ISBN 0824770846, 082476918X, 0824712692, 0824716981; 
Lloyd (1999) The Art. Science and Technology of Pharmaceutical Compounding Amer. 
Pharmaceut. Assn.; and Pickar (1998) Dosage Calculations Thomson. Adjustments for cancer 
degradation, systemic versus localized delivery, and rate of new protease synthesis, as well as 

20 the age, body weight, general health, sex, diet, time of administration, drug interaction, and the 
severity of the condition may be necessary. U.S. Patent Application No. 09/687,576, further 
discloses the use of compositions and methods of diagnosis and treatment in cancer. 

A "patient" for the purposes of the present invention includes both humans and other 
animals, particularly mammals. Thus the methods are applicable to both human therapy and 

25 veterinary applications. In the preferred embodiment the patient is a mammal, preferably a 
primate, and in the most preferred embodiment the patient is human. 

The administration of the cancer proteins and modulators thereof of the present 
invention can be done in a variety of ways, including, but not limited to, orally, subcutaneously, 
intravenously, intranasally, transdermally, intraperitoneally, intramuscularly, intrapulmonary, 

30 vaginally, rectally, or intraocularly. In some instances, e.g., in the treatment of wounds and 

inflammation, the cancer proteins and modulators may be directly applied as a solution or spray. 
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The pharmaceutical compositions of the present invention comprise a cancer protein in a 
form suitable for administration to a patient. In the preferred embodiment, the pharmaceutical 
compositions are in a water soluble form, such as being present as pharmaceutically acceptable 
salts, which is meant to include both acid and base addition salts. "Pharmaceutically acceptable 
5 acid addition salt" refers to those salts that retain the biological effectiveness of the free bases 
and that are not biologically or otherwise undesirable, formed with inorganic acids such as 
hydrochloric acid, hydrobromic acid, sulfuric acid, nitric acid, phosphoric acid, and the like, and 
organic acids such as acetic acid, propionic acid, glycolic acid, pyruvic acid, oxalic acid, maleic 
acid, malonic acid, succinic acid, fumaric acid, tartaric acid, citric acid, benzoic acid, cinnamic 
10 acid, mandelic acid, methanesulfonic acid, ethanesulfonic acid, p-toluenesulfonic acid, salicylic 
acid, and the like. "Pharmaceutically acceptable base addition salts" include those derived from 
inorganic bases such as sodium, potassium, lithium, ammonium, calcium, magnesium, iron, 
zinc, copper, manganese, aluminum salts, and the like. Particularly preferred are the 
ammonium, potassium, sodium, calcium, and magnesium salts. Salts derived from 
1 5 pharmaceutically acceptable organic non-toxic bases include salts of primary, secondary, and 
tertiary amines, substituted amines including naturally occurring substituted amines, cyclic 
amines and basic ion exchange resins, such as isopropylamine, trimemylamine, memylamine, 
triethylamine, tripropylamine, and ethanolamine. 

The pharmaceutical compositions may also include one or more of the following: carrier 
20 proteins such as serum albumin; buffers; fillers such as microcrystalline cellulose, lactose, corn 
and other starches; binding agents; sweeteners and other flavoring agents; coloring agents; and 
polyethylene glycol. 

The pharmaceutical compositions can be administered in a variety of unit dosage forms 
depending upon the method of administration. For example, unit dosage forms suitable for oral 

25 administration include, but are not limited to, powder, tablets, pills, capsules and lozenges. It is 
recognized that cancer protein modulators (e.g., antibodies, antisense constructs, ribozymes, 
small organic molecules, etc.) when administered orally, should be protected from digestion. 
This is typically accomplished either by complexing the molecule(s) with a composition to 
render it resistant to acidic and enzymatic hydrolysis, or by packaging the molecules) in an 

30 appropriately resistant carrier, such as a liposome or a protection barrier. Means of protecting 
agents from digestion are available. 
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The compositions for administration will commonly comprise a cancer protein 
modulator dissolved in a phaimaceutically acceptable carrier, preferably an aqueous carrier. A 
variety of aqueous carriers can be used, e.g., buffered saline and the like. These solutions are 
sterile and generally free of undesirable matter. These compositions may be sterilized by 
5 conventional, well known sterilization techniques. The compositions may contain 

phannaceutically acceptable auxiliary substances as required to approximate physiological 
conditions such as pH adjusting and buffering agents, toxicity adjusting agents, and the like, 
e.g., sodium acetate, sodium chloride, potassium chloride, calcium chloride, sodium lactate, and 
the like. The concentration of active agent in these formulations can vary widely, and will be 
10 selected primarily based on fluid volumes, viscosities, body weight, and the like in accordance 
with the particular mode of administration selected and the patient's needs (e.g., (1980) 
Remington's Pharmaceutical Science (18th ed.) Mack, and Hardman and Limbird (eds. 2001) 
Goodman and Gilman: The Pharmacological Basis of Therapeutics (10th ed.) McGraw-Hill. 
Thus, a typical pharmaceutical composition for intravenous administration would be 
15 aboutO.l to lOmg per patient per day. Dosages from 0.1 up to about 100 mg per patient per 
day may be used, particularly when the drug is admimstered to a secluded site and not into the 
blood stream, such as into a body cavity or into a lumen of an organ. Substantially higher 
dosages are possible in topical administration. Actual methods for preparing parenterally 
administrable compositions will be known or apparent 
20 The compositions containing modulators of cancer proteins can be administered for 

therapeutic or prophylactic treatments. In therapeutic applications, compositions are 
administered to a patient suffering from a disease (e.g., a cancer) in an amount sufficientto cure 
or at least partially arrest the disease and its complications. An amount adequate to accomplish 
this is defined as a "therapeutically effective dose." Amounts effective for this use will depend 
upon the severity of the disease and the general state of the patient's health Single or multiple 
a<iministrations of the compositions may be administered depending on the dosage and 
frequency as required and tolerated by the patient. In any event, the composition should 
provide a sufficient quantity of the agents of this invention to effectively treat the patient. An 
amount of modulator that is capable of preventing or slowing the development of cancer in a 
mammal is referred to as a "prophylactically effective dose." The particular dose required for a 
prophylactic treatment will depend upon the medical condition and history of the mammal, the 
particular cancer being prevented, as well as other factors such as age, weight, gender, 
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administration route, efficiency, etc. Such prophylactic treatments may be used, e.g., in a 
mammal who has previously had cancer to prevent a recurrence of the cancer, or in a mammal 
who is suspected of having a significant likelihood of developing cancer based, at least in part, 
upon gene expression profiles. Vaccine strategies may be used, in either a DNA vaccine form, 
or protein vaccine. 

It will be appreciated that the present cancer protein-modulating compounds can be 
administered alone or in combination with additional cancer modulating compounds or with 
other therapeutic agent, e.g., other anti-cancer agents or treatments. 

In numerous embodiments, one or more nucleic acids, e.g., polynucleotides comprising 
nucleic acid sequences set forth in the Tables, such as RNAi, antisense polynucleotides or 
ribozymes, will be introduced into cells, in vitro or in vivo. The present invention provides 
methods, reagents, vectors, and cells useful for expression of cancer-associated polypeptides 
and nucleic acids using in vitro (cell-free), ex vivo or in vivo (cell or organism-based) 
recombinant expression systems. 

The particular procedure used to introduce the nucleic acids into a host cell for 
expression of a protein or nucleic acid is application specific. Many procedures for introducing 
foreign nucleotide sequences into host cells may be used. These include the use of calcium 
phosphate transfection, spheroplasts, electroporation, liposomes, microinjection, plasma 
vectors, viral vectors, and other well known methods for introducing cloned genomic DNA, 
cDNA, synthetic DNA, or other foreign genetic material into a host cell (see, e.g., Berger and 
Kimmel (1987) Guide to Molecular Cloning Techniques from Methods in Enzymology (vol. 
152) Academic Press; Ausubel, et al. (eds. 1999 and supplements) Current Protocols Lippincott; 
and Sambrook, et al (2001) Molecular Cloning: A Labo ratory Manual (3d ed., Vol. 1-3) CSH 
Press. 

In a preferred embodiment, cancer proteins and modulators are administered as 
therapeutic agents, and can be formulated as outlined above. Similarly, cancer genes (including 
both the full-length sequence, partial sequences, or regulatory sequences of the cancer coding 
regions) can be administered in a gene therapy application. These cancer genes can include 
inhibitory applications, e.g., as inhibitory RNA, gene therapy (e.g., for incorporation into the 
genome), or antisense compositions. 

Cancer polypeptides and polynucleotides can also be administered as vaccine 
compositions to stimulate HTL, CTL, and antibody responses. Such vaccine compositions can 
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include, e.g., lipidated peptides (see, e.g.,Vitiello, et al. (1995) J. Clin. Invest. 95:341-349), 
peptide compositions encapsulated in poly(DHactide-co-glycolide) ("PLG") microspheres 
(see, e.g., Eldridge, et al. (1991) Molec. Immunol. 28:287-294,; Alonso, et al. (1994) Vaccine 
12:299-306; Jones, et al. (1995) Vaccine 13:675-681), peptide compositions contained in 

5 immune stimulating complexes (ISCOMS) (see, e.g., Takahashi, et al. (1990) Nature 344:873- 
875; Hu, et al. (1998) Clin Exp Immunol. 1 13:235-243), multiple antigen peptide systems 
(MAPs) (see, e.g., Tarn (1988) Proc. Natl. Acad. Sci. USA 85:5409-5413; Tarn (1996) L 
Immunol. Methods 196:17-32), peptides formulated as multivalent peptides; peptides for use in 
ballistic delivery systems, typically crystallized peptides, viral delivery vectors (Perkus, et al., p. 

10 379, in Kaufinann (ed. 1996) Concepts in Vaccine Development de Gruyter; Chakrabarti, et al. 
(1986) Nature 320:535-537; Hu, et al. (1986) Nature 320:537-540; Kieny, et al. (1986) 
Bio/Technology 4:790-795; Top, et al. (1971) J. Infect. Pis. 124:148-154; Chanda, et al. (1990) * 
Virology 175:535-547), particles of viral or synthetic origin (see, e.g., Kofler, et al. (1996) L 
Immunol. Methods 192:25-35; Eldridge, et al. (1993) Sem. Hematol. 30:16-24; Falo, et al. 

15 (1995) Nature Med. 1:649-653), adjuvants (Warren, et al. (1986) Annu. Rev. Immunol. 4:369- 
388; Gupta, et al. (1993) Vaccine 1 1:293-306), liposomes (Reddy, et al. (1992) J. Immunol. 
148:1585-1589; Rock (1996) Immunol. Today 17:131-137), or, naked or particle absorbed 
cDNA (Ulmer, et al. (1993) Science 259:1745-1749; Robinson, et al. (1993) Vaccine 1 1:957- 
960; Shiver, et al., p 423, in Kaufinann (ed. 1996) Concepts in Vaccine Development de 

20 Gruyter; Cease and Berzofsky (1994) Annu. Rev. Immunol. 12:923-989; and Eldridge, et al. 

(1993) Sem. Hematol. 30:16-24). Toxin-targeted delivery technologies, also known as receptor 
mediated targeting, such as those of Avant hnmunotherapeutics, Inc. (Needham, Massachusetts) 
may also be used. 

Vaccine compositions often include adjuvants. Many adjuvants contain a substance 
25 designed to protect the antigen from rapid catabolism, such as aluminum hydroxide or mineral 
oil, and a stimulator of immune responses, such as lipid A, Bortadella pertussis, or . 
Mycobacterium tuberculosis derived proteins. Certain adjuvants are commercially available as, 
e.g., Freund's Incomplete Adjuvant and Complete Adjuvant (Difco Laboratories, Detroit, MT); 
Merck Adjuvant 65 (Merck and Company, Inc., Railway, NJ); AS-2 (SmithKline Beecham, 
30 Philadelphia, PA); aluminum salts such as aluminum hydroxide gel (alum) or aluminum 

phosphate; salts of calcium, iron, or zinc; an insoluble suspension of acylated tyrosine; acylated 
sugars; cationically or anionically derivatized polysaccharides; polyphosphazenes; 
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biodegradable microspheres; monophosphoryl lipid A and quil A. Cytokines, such as GM-CSF, 
interleukin-2, -7, -12, and other like growth factors, may also be used as adjuvants. 

Vaccines can be administered as nucleic acid compositions wherein DNA or RNA 
encoding one or more of the polypeptides, or a fragment thereof^ is administered to a patient. 
This approach is described, for instance, in Wolff et. al. (1990) Science 247:1465-1468, as well 
aslLS. Patent Nos. 5,580,859; 5,589,466; 5,804,566; 5,739,118; 5,736,524; 5,679,647; WO 
98/04720; and in more detail below. Examples of DNA-based delivery technologies include 

< 

"naked DNA", facilitated (bupivicaine, polymers, peptide-mediated) delivery, cationic lipid 
complexes, and particle-mediated ("gene gun") or pressure-mediated delivery (see, e.g., U.S. 
Patent No. 5,922,687). 

For therapeutic or prophylactic immunization purposes, the peptides of the invention can 
be expressed by viral or bacterial vectors. Examples of expression vectors include attenuated 
viral hosts, such as vaccinia or fowlpox. This approach involves the use of vaccinia virus, e.g., 
as a vector to express nucleotide sequences that encode cancer polypeptides or polypeptide 
fragments. Upon introduction into a host, the recombinant vaccinia virus expresses the 
immunogenic peptide, and thereby elicits an immune response. Vaccinia vectors and methods 
useful in immunization protocols are described in, e.g., U.S. Patent No. 4,722,848. Another 
vector is BCG (Bacille Calmette Guerin). BCG vectors are described in Stover, et al. (1991) 
Nature 35 1 :456-460. A wide variety of other vectors are availablel for therapeutic 
administration or immunization, e.g., adeno and adeno-associated virus vectors, retroviral 
vectors, Salmonella typhi vectors, detoxified anthrax toxin vectors, and the like. See, e.g., 
Shata, et al. (2000) Mol Med Today 6:66-71; Shedlock, et al. (2000) J. Leukoc. Biol. 68:793- 
806; Hipp, et al. (2000) In Vivo 14:571-85. 

Methods for the use of genes as DNA vaccines are well known, and include placing a 
cancer gene or portion of a cancer gene under the control of a regulatable promoter or a tissue- 
specific promoter for expression in a cancer patient. The cancer gene used for DNA vaccines 
can encode full-length cancer proteins, but more preferably encodes portions of the cancer 
proteins including peptides derived from the cancer protein. In one embodiment, a patient is 
immunized with a DNA vaccine comprising a plurality of nucleotide sequences derived from a 
cancer gene. For example, cancer-associated genes or sequence encoding subfragments of a 
cancer protein are introduced into expression vectors and tested for their immunogenicity in the 
context of Class I MHC and an ability to generate cytotoxic T cell responses. This procedure 
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provides for production of cytotoxic T cell responses against cells which present antigen, 
including intracellular epitopes. 

In a preferred embodiment, DNA vaccines include a gene encoding an adjuvant 
molecule with the DNA vaccine. Such adjuvant molecules include cytokines that increase the 
5 immunogenic response to the cancer polypeptide encoded by the DNA vaccine. Additional or 
alternative adjuvants are available. 

In another preferred embodiment, cancer genes find use in generating animal models of 
cancer. When the cancer gene identified is repressed or diminished in cancer tissue, gene 
therapy technology, e.g., wherein inhibitory or antisense RNA directed to the cancer gene will 
10 also diminish or repress expression of the gene. Animal models of cancer find use in screening 
for modulators of a cancer-associated sequence or modulators of cancer. Similarly, transgenic 
animal technology, including gene knockout technology, e.g., as a result of homologous 
recombination with an appropriate gene targeting vector, will result in the absence or increased 
expression of the cancer protein. When desired, tissue-specific expression or knockout of the 
1 5 cancer protein may be necessary. 

It is also possible that the cancer protein is overexpressed in cancer. As such, transgenic 
animals can be generated that o verexpress the cancer protein. Depending on the desired 
expression level, promoters of various strengths can be employed to express the transgene. 
Also, the number of copies of the integrated transgene can be determined and compared for a 
20 determination of the expression level of the transgene. Animals generated by such methods will 
find use as animal models of cancer and are additionally useful in screening for modulators to 
treat cancer. 

Kits for Use in Diagnostic and/or Prognostic Applications 

For use in diagnostic, research, and therapeutic applications suggested above, kits are 

25 also provided by the invention. In diagnostic and research applications, such kits may include 
atfleast one of the following: assay reagents, buffers, cancer-specific nucleic acids or antibodies, 
hybridization probes and/or primers, antisense polynucleotides, ribozymes, dominant negative 
cancer polypeptides or polynucleotides, small molecule inhibitors of cancer-associated 
sequences etc. A therapeutic product may include sterile saline or another pharmaceutical^ 

30 acceptable emulsion and suspension base. 

In addition, the kits may include instructional materials containing instructions (e.g., 
protocols) for the practice of the methods of this invention. While the instructional materials 
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typically comprise written or printed materials, they are not limited to such. A medium capable 
of storing such instructions and communicating them to an end user is contemplated by this 
invention. Such media include, but are not limited to, electronic storage media (e.g., magnetic 
discs, tapes, cartridges, chips), optical media (e.g., CD ROM), and the like. Such media may 

5 include addresses to internet sites that provide such instructional materials. 

The present invention also provides for kits for screening for modulators of cancer- 
associated sequences. Such kits can be prepared from readily available materials and reagents. 
For example, such kits can comprise one or more of the following materials: a cancer-associated 
polypeptide or polynucleotide, reaction tubes, and instructions for testing cancer-associated 

10 activity. Optionally, the kit contains biologically active cancer protein. A wide variety of kits 
and components can be prepared according to the present invention, depending upon the 
intended user of the kit and the particular needs of the user. Diagnosis would typically involve 
evaluation of a plurality of genes or products. The genes will typically be selected based on 
correlations with important parameters in disease which may be identified in historical or 

15 outcome data. 



EXAMPLES 

Example 1: Gene Chip Analysis 

Molecular profiles of various normal and cancerous tissues were determined and 
20 analyzed using gene chips. RNA was isolated and gene chip analysis was performed as 

.described (Glynne, et al. (2000) Nature 403:672-676; Zhao, et al. (2000) Genes Dev. 14:981- 
993). 
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TaWe 1 Csfe medical commons, abnormalities, or organs affected by disease, referred to In Tables 2A and 3A. for which markers have been identified, and other related medical 
conditions (including various stages and/or metastases) in which those markers wffl abo be useful, ag, in therapeutic, diagnostic prognostic subseffing, vaccine, and other ir- 



10 



30 
35 



blood ve^angogenescc hematomas, lymphangtamas. angiosarcoma, lymphangiosarcoma Kaposfs sarcoma, wound healing, fissue remodefing, psoriasis, Ischemic heart 
alsease, mflammatary dfeeases (e.g„ arthrifis. asthma, chronic bronchifis), atherosclerosis, endometriosis, presumed ocular histoplasmosis syndrome, hypoxia, solid tumors 
bmphornas, lyniptaerafis, hymphangius, autoimmune diseases (e.g., RA, SLE. juvenile chronic arthrifis, pigmented vifonodular synovitis, etc.), retinal Reclamation ' 
^ajwnes^ diabetic retinopathy, macular degeneration, presumed ocular histoplasmosis syndrome, etc), sderiSstajiincthritis, hypertrophic scars (keloid), birth control, 

bladder carcinoma in situ, papillary carcinomas, transitional cell carcinoma, squamous ceil carcinoma 

S S^^r 5 ^^^ ^ffi". 8 "* extraskeletal onriedive tissues, including the peripheral nervoirs system {eg. chondrosarcoma, osteosarcoma) 

breast ductal carcinoma in situ, lobular carcinoma in s&u 
ID cervix: cancer of the cervix, vagina, or vufva 

fZrS^, 3 ^ 1 ? Peking cell adenocarcinoma squamous cell carcinoma, adenosoxiamooa carcinoma, untfrtfaenfeted cartwrtLu 
STSSl.SSSJT ^IT^^STV 1 ^ composilB) ' ""P" Wal "w» (•»• =arcoma ofters), infemmatay bowel disease (e.g, Zto 
t-vj carcinoma, papillary villous carcmoma, mucinous adenccarcinoma, melanoma) ^ 

fi ^/J^^^^^:^_^ ? Sfc hy E eree P sitivay P^nio™fis,intersti8al pneumonitis, nonspecific idiopathic pneumonitis), chronic obstructive pulmonary disease 

9c . . (e,g, emphysema, chronic bronchitis), asthma, bronchiectasis, rirrhosis (liver fibrosis), renal fibrosis, scleroderma, wound healing 

Sr.." ^7°* ^ t**^** Sh ? ses ' n2S0 ^ oral carity, oral pharynx. lip, larynx, hypopharynx, salivary glands, paragangliomas, esophagus 

kidney: tor cell (i^papTlary) icaranona, papillary carcmorna, cfiromophobe renal carcinoma, hypernephroma, adenocarcinoma sporadic lerSScinWh^to rend 
Imdcr^^i!!^^^ feease^cadnoina crf the renal pelvis, ureteral carcinoma, fibroma, papillary adenoma, angiomyofipoma, oncocytoma 

tl^ni ^ leukemia ' W^^oma, large B^eB lymphoma. Burkitt lymphoma plasma cell neoplasms, mantle cell 

^□malymphoplasn^cytic lymphoma, peripheral T-ceH lymphoma, adult T-cell leukerrua/ryrr^h^ HodgWn disease, acute myelogenous leukemia (mSmveloaenous 
teukemra tJiymic fypapbsb. hairy cell leukemia, malignant translation, inappropriate actrvafcn or abnomialities of leukocytes^ 
prearrsor T (^lymphocytes .monocytes, neutrophils, eosinophils, basophils, dendritic cells, lymphoblasts). arthritis, irrflammaSon, leutocytosis, lymphadenific 
tymphangiLrs, bacteremia, chronic nonspedfc lymphadenitis, psoriasis, wound heafing ww*. 

^ H SSoi 9 oV M?duct B * q ' ^ ePithSCal hm ^ tan " r WtecoruCfons ' P^ 3 ^ ^9nant epithelial tumors, primary malignant mesenchymal tumors, tumors of the 

^ 1009 "ft? 1 , . Un ^ ard !S ma ^ caidrioma )' R0(VsmaD <*« carcinomas (e.g., squamous cell carcinoma aoerwearcinoma, lame cefl lung carcinoma carcinoid 
p^utanatous). fibrose; (kCopathte pulrronary fitoosis. hypersensiMy pneumonifis/irtersfifial pneumonitis, nonspecific idiopathic pneumonitis), chronic obstmcuVe pulmonary 
disease fe.g., emphysema, chronic bronchitis), asthma, bronchiectasis, esophageal cancer u^uouve puimunary 

ovary: ovarian carcinoma (ag epithelial (serous tumors, mucinous tumors, endometrioid tumors), germ eel (e^ teratomas, dwiccardncrrias, poryembryomas embrvomal 
40 caS* SJo^f ^ tUmQr ' dySg8nninoma ' Sonadoblastoma), stromal c^rcrncmas (e.g. granulosa! stromal cell tumors)), fallout tube rarcirioma. peritonea) 

pancreas: 3dwo^^ma, d^^enoc^mom, mucinous cyst adenocarcinoma acinar cell carcinoma unclassified large ceS carcinorna small cell carcinoma 
■^rSS^^ ^ mUcin0U5 actenoma ' papa,ar * cystic "^P^ sero«s cyst adenoma, diabetes melitis, chronic pancreatitis 

^^^^^ 

45 p^staffiT ^ and flermcefl tumors, piostatrcirttraepimelial neoplasia (PIN), hormone independent prostate cancer, benign restate hyperplasia, 

8ldn ^°r^!!f C 3l lenti9 ° j^T ,ocaHzed hyperplasia of melanocytes), nevoceliular nevi {congenital or acquired neoplasm of melanocytes), actinic keratosis ' 
{^ergrowth of outer layers of skin), basal cell carcrncma Merkel cell carcinoma benign fibrous rusfocytoma (dermal neoplasms of fforobiasts and rrLocytes) 
Z^^^^Z? ^ difr T ntialed fibrosarcoma of the skin), xarrfhomas (tumor-Gke collections of foamy histiocytes within the dermis), dermal vascular 
50 ^^^^^^ 

808 ^Jnl?^!^ ^' 9 -?fr^ Bpc^aicoma ^myosarcoma, histiocytoma, fibrohisBccyfc sarcoma) smooth muscle tumors (ag, rtabdomyoma, 

^T^*™f^!* bl0 °? ( e -9- angiosarcoma lymphangiosarcorna, Kaposi's sarcoma), perivascular tumors (e.g., glomus tumors, 

™ s '° p ^ ncytoma ^ sy" 0 ^ t^ors (e-9-. mesothefioma), neural tumors (e.g., neurofibroma, neurofibrosarcoma malignant peripheral nerve sheath tumors, granular cell 
5 5 f?*T*^ ««P«» atosteW Ewing's sarcoma, schwannoma neuroma gangSneuroma). paraganglioZoSletal 

U^S^ sa^Ia 5 chorrdros^rcoma ostr^osarcoma), pturipotenfial mrasenchymal tumors, epitheEod sarcomas. mabdoW turrors desmoplastic smafl cefl 

^lelor^S^ adeno^cairthoma carcinoid, leiornyosarcoma gaslriSs (chronic atrophic K pylori associated), hype^lastic polyps, lipoma 

60 feS ^H!l5fll^ e f^ c f c T iaS ' ! e ! atofnas ' choriccarcmomas. yolk sac tumors), sex chord stromal tumors Oncfudrng Leytfig cell tumors, 

OU Sertoli cell tumors, and Granulosa cell tumors), germ cell and gonadal stromal elements (ag.. gonadoWastomas). adnexal and paratesfJcularLors (eg nSe&macsoft 

ussue sarcomas, and adnexal of the rete testes), miscellaneous neoplasms Onctuding carcinoid, lymphoma, and cysts) ^ 

[esornyesarcoma, nonspecific sarcomas), mixed tumors (eg., malignant mixed muflerian tumors, adenosarcoma) 

65 

70 If !LS 7 f ' ^ 798 551 ff^" n " mbere ^ ^ ,acking UnrgeneiD-s for Tables 2A-72A. 76A, and 79A, respectively. For each probeset is listed gene duster number 
Z^fFF^^* 1 * ^^w^compT^ using seo^ie^ These slices were du^r^edoT 

7 S 1^ ^^Z? 0, 76C i and 790 fist 9enomic P osifon5n 9 fof Pkeys lacking Unlgene ID'S and accession numbers in Tables 2A-72A, 75A, and 79A, respectively For each predicted 
° exon ts rtsted genomic sequence source used for prediction. Nucleotide locations of each prKDctr^ exon ere also fisted P 

Table 2A, Disease Indications and Preferred Utilities for Selected Genes 
8 q Table 2A provides preferred disease indications and preferred utilities for about 41 3 selected genes. These genes were identified using Eos/Af^metnx Genechip arrays. 



Pkey: Unique Bos probeset identifier number 

BcAccn: Exemplar Accession number 
UnigenelD: Unrgene ID number 
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(monoclonal aniibody target), sjn. (smaQ molecule target) 



1 0 Pkey; ExAccn; UnigenelD; Unigene Title; Disease; Ufiffly 

102892; BE440042; Hs.83326; matrix meta!toproteinase 3 (st headnk; niAb«<fiag+sm 
104865; T79340; Hs-22575; B-cell CLL/tymphoma 6, member ; angio; CTL 
104978; AI199268; Hs.19322; Homo sapiens, Simiiar to RIKEN; colon, lung, pros, Wad, stom; CTL 
1 5 109424; NM.005329; Hs.85962; hyaluronan synthase 3; Wad, King; mAb*sm 

110765; AK000322; Hs. 18457; hypothetic^ protein OJ20315; colon, pros, stom, titer; mAb+diag 
110906; AA035211; Hs.17404; SOX7 SRY (sexdeterniming regj; angio, Wad; CTL 
115522; BE614387; Hs^33893; c-Myc target JP01; colon, lung, blad, pane; OTL 
116176; AA31 1152; ttL28B708; hypothetical protein FL)21562;cotoir, CTL 
20 118695; AK000465; Hs.50081; KIAA1 199 protein; colon, lung; (Sag 

123049; BE047680; Hs.211869; dickkopf (Xenopus laevis) homo; EWS; mAb+diag 
131486; F06972; Hs.27372; endothefiat tyrosine kinase (E; angb; CTL+sm 
133370; AF245505; Hs.72157; AdBcan; breast, lung, parte; diag 
310016; AW449612; Hs.152475; ESTs; colon; CTL 
25 322303; AI357412; Hs.157601; ESTs; colon, pros, fibro, breast; CTL+dlag 

400289; X07820; Hs.2258; matrix metaBoprotemase 10 (s; angio, blad. lung, cerv, ovar, headnk, esoph; rnAb+diag+sm 
400297; AI1 27076; Hs.288381; hypothetical protein DKFZp5640; breast. Wad, colon, pros; mAb 
400303; AA242758; Hs.79136; UV-1 protein, estrogen regula; breast ovar, pros, stom, uter, Wad, lung, headnk; mAb 
400843; ; ; NM_003105':Homo sapiens sorffl; Wad; sm 
30 402075; ; ; ENSPOOO00251O56*Plasma membra; blad, lung, headnk, cerv, mela. esoph; mAb+diag 
402901; ; ; NM_025206*:Homo sapiens hypolh; Wad ; CTL 
404287; ; ; FGENESH predicted novel CU&do; pane, lung, colon, uter, esoph; mAb+sm 
404662; ; ; orthotog of mouse polydomain p; pane; diag 
404875; ; ; NM_022819*:Homo sapiens priosph; blad; CTL+sm 
3 5 404977; ; ; Insulin-like growth factor 2 (; blad, ovar, sarc; mAb+diag 
405033; ; ; C1002652 , :gi|544327|spIQ04799l; Wad; s jti 
406400; ; ; kaJEkrein 8 {neuropsrn/ovasin; ovar, uter; diag 
406964; M21305; ; FGENES predicted novel secrete; angio. Wad, fibro, sarc; diag 
407603; AW955705; Hs.62604; Homo sapiens, done IMAGE4299; g&o, Wad; CTL 
40 407792; A107771 5; Hs.39384; putative secreted Dgand homot; ovar, uter. cerv, pane; mAb+diag 

407811; AW1 90902; Hs.40098; cysteine knotsuperfamily 1, B; blad, pane, stom, uter, lung, esoph; diag 

407835; T79340; Hs^2575; B-cefl CLUtymprwma 6, member ; angio; CTL 

407975; X89426; Hs.41716; endothelial cell-specific mole; angio, renal; diag 

408243; Y00787; Hs.624; interieukin 8; blad, stom, headnk. cerv.jtung, angio, esoph, pane; diag 
45 408367; AK001 178; Hs.44424; Homo sapiens orphan neurotrans; mela; iMb+sm 

408369; R38438; Hs.118747; SLC15A2 Solute carrier famBy ; pros, lung, ftbro. uter, gflo. cerv, ovar; mAb 

408380; AF123050; Hs.44532; drubiquifin; king, blad, headnk, pane. stom. fibro, esoph, mela; CTL 

408482; NMJXW576; Hs.45743; adenosine A2b receptor, lung, esoph, headnk, colon; mAb+sm 

408562; A143S323; Hs.31141; roundabout (axon guidance rece; uter, fibro, sarc; rnAb+sm 
5 0 408790; AW580227; Hs.47860; neurotrophic lyrosine kinase, ; lung; rnAb+sm 

408908; BE296227;Hs^50822;serineAhreonine kinase 15; Waa\ lung, headnk, stom^; s.m. 

409041; AB033025; Hs.50081; Hypomefical protein, XP_05186; uter, ovar, lung, colon, stom, headnk, breast pane; CTL+diag 

409079; W87707; Hs.82065; Interieukin 6 signal transduce; breast pros; mAb+s.m. 

409103; AF251237; HS.11220B; XAGE-1 protein; lung; CTL 
55 409178* BE393948; Hs.5091 5; kallikrein 5; ovar, breast mela; diag 

409220; BE243323; Hs.51233; tumor necrosis factor receptor, angio, renal, colon, stom; mAb+s.m 

409420; Z15008; Hs.54451; larrtinm, gamma 2 (nicein {100k; lung, headnk, pane, stom, cerv, esoph. blad; diag 

409632; W74001; Hs.55279; serine (or cysteine) proteinas; lung, Wad, headnk; diag 

409663; AT743750; Hs.98306; K1AA1862 protein: renal; CTL 
60 409757; NIUL001898; Hs.123114; cystatin SN; pane, stom. lung. Wad; diag 

409889; AW630041; Hs.56937; suppression of tomorigerticity ; colon, ovar, pros; mAb+sm 

409893; AW247090; Hs.57101; rninichiorriosome maintenance def; rung, cerv, Wad, test esoph; CTL+s.m. 

409956; AW103364; Hs.727; kihiKn, beta A (acfivin A, ac; breast pane, ovar, colon, headnk, tung, blad, esoph; diag 

410001; AB041036; Hs.57771; kaH&rein 11; ovar, pros, uter. cerv, lung ; diag 
65 410055; AJ250839; Hs.58241; gene for serne/lhreonine prot renal; sm 

410153; BE311926; Hs.15830; hypothetical protein FU12691; renal.Wad; CTL 

410274; AA381807; Hs.336402; hypoxia-lnduciWe protein 2; tung, renal; CTL 

41 0309; BE043077; Hs.278153; alpr&Z8-slatyttransferase II; pane; sm 

410407; X66839; Hs.63287; carbonic anhydrase IX; renal, lung, colon, stom, ovar, uter, blad, sarc; mAb+sm 
70 410418; D31382; Hs.63325; transmembrane protease, serine; cobn, Wad, lung, ovar, pane, headnk; rnAb+diag+sm 

41 1274; NM_002776; Hs.69423; kallikrein 10; colon, ovar, uter, cerv, headk. pane; diag 

41 141 1; AA345241; Hs.55950; ESTs, Weakly similar to WAA13; renal; rnAb+sm 

41 1773; NNUJ06799; Hs.72026; protease, serine. 21 (testisln; ovar; diag 

41 1975; A1916058; Hs. 144583; 3-UTRof: dead ringer (Drosoph; test colon; CTL 
75 412078; X69699; Hs.73149; paired box gene 8; ovar; CTL 

412140; AA219691; Hs.73625; RAB6 Interacting, kinesn-Bke; lung, blad, headnk, breast ovar, pane, angio, test mela; sm 

412314; AA825247; Hs.356084; G protein-coupled receptor 27 ; ovar, uter, test mAb+s.m. 

412609; Z48804; Hs.74124; ocular albinism 1 (Netfleship-; rneta; sm 

412628; A1972402; Hjl306051; hypothetical protein MGC2648; pros; diag 
80 412709; AL022327; Hs.7451B; KIAA0027 protein: gGo, sarc; rnAb+sm 

412719; AW016610; Hs.816; ESTs; tung, headnk, Wad. gBo, cerv, sarc; sm 

412959; D87458; Hs.75090; K1AA0282 protein; gfo; CTL+sm 

41 3048; M93221; Hs.751 82; mannose receptor, C type 1 ; fibro, pane; mAb 
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413053; ALQ35737; Hs.75184; chifinase Mke 1 (cartilage ; g&>, ovar, Wad, lung ; diag 

413278; BE563085; Hs.833; foterferon-sfirnulated protein,; pane, lung. Wad, breast cerv, ovar, headnk, esoph, mela; CTL+sjn. 

41 3324; V00571; Hs.75294; corticotropin releasing hormon; Wad; diag 

41 3385; M34455; Hs.840; ndoleanraie-pyrrote 2,3 diaxyg; Wad, lung, mela, fibro, liter, sarc; s.m 

413554; AA319146; Hs.75426; secretogranin II (chromogranin; pane, gBo; diag 

413719; BE439580; Hs.75498; small mducibte cytokine subfa; leuk, pane, lung, headnk, cerv, colon, uter, stem, esoph; diag 

414555; M38569; Hs.76422; phosphoBpase A2, group I1A (p; pros; sm 

414577; Al 056548; Hs.378938; hypothefical protein FU20992 ; angio; CTl-Kfiag 

414774; X02419; Hs.77274; piasrrnnogen activator, urotdna; lung. Wad, headnk. pane, stem, ovar. esoph; (flag 

414812; X72755; Hs.77367; monokine induced by gamma inte; breast Wad, lung, Ebro, pane, colon, headnk. cerv, stom, renal, ovar, test mela, esoph; diag 

414883; M926960; Hs.348669; COC28 protein kinase 1; ting, ovar, stom, colon, eery, headnk, test sjtl 

414907; X90725; Hs.77597; pdo (DrosopmaHike kinase; Wad, lung, ovar, test sjn. 

414991; C17898; ; Homo sapiens up-regulated by B; fibro, lung; mAb*diag 

415138; CI 8356; Hs.295944; tissue factor pathway inhibito; angio, pane, stom, lung, uter; CTL-Kfiag 

415539; AI733881; Hs.72472; NAME OMITTED ... receptor kinase: breast mAb+sjn. 

415668; AW957684; Hs.306814; Homo sapiens lysyl oxidase-tik; mela; diag 

415669; NM005025; Hs.78589; serine {or cysteine) proteinas; rung; rnArWiag+sjrL 

415817; U88967; Hs.78867; protein tyrosine phosphatase, ; hing, gDo, headnk, cerv. mela, esoph, fibro; mAb+s.m 

415929; AA724373; Hs.304950; Homo sapiens rrrucdipin-3 (MCOL; mela; mAb 

416091; AF295370; Hs.283082; defensin, beta 3; headnk, esoph, mela; CTbxfiag 

416209; AA236776; Hs.79078; MAD2 (mitofic arrest deficient lung, headnk, colon, uter, stem; CTL-^.m 

416250; AA581386; Hs.73452; Kremen Z esoph, lung. cerv. ovar; mAb*s.m 

416530; US2801; Hs.79361; kalSkrein 6 (neurosin, zyme); ovar, uter, diag 

416636; N32536; Hs.42645; solute carrier family 16 {mono; breast pane, uter, mela; mAb+sm 

416658; U03272; Hs.79432; fibrillin 2 (congenital contra; lung, ovar, uter, Wad, angio, test sarc; diag 

416835; D54745; Hs.80247; chotecystofcinin; pros, EWS, gfio ; (Sag 

41 6857; AA18S775; Hs.292453; FGENESH predicted TM containin; gfio; mAtHSja 

416965; N26223; Hs.160436; MDAC1; fibro. ovar, uter; mAb 

417034; NMJJ06183; Hs.80962; neurotensin; hmg, headnk, cerv; diag 

417079; U65590; Hs.B1 134; interfeukin 1 receptor antagon; Wad, lung, headnk, cerv, esoph; diag 

4171 65; AA431323; Hs.42146; Paired box protein Pax-3; mela sarc; CTL 

417389; BE260964; Hs.B2045; midkine (neurite growlh-prornot ovar, hmg, Wad, uter, cerv, pane, stom, mela, test colon, sarc; rnAb+diag 

41 7433; BE270266; Hs.821 28; 5T4 oncofetal trophoWast glyc; pane, breast Wad. lung, headnk, cerv, uter, ovar, stom, renat mAb 

417771; AA804698; Hs.82547; retinoic acid receiptor respond; Wad, cerv, pane, pros, ovar; mAb 

417866; AW067903; Hs.82772; collagen, type XI, alpha 1; lung, pane, breast ovar, headnk, stom, sarc; CTL 

417931; W95642; Hs.82961; trefoil factor 3 (intestinal); ovar, pane, stom, colon, uter, pros; diag 

41 7933; X02308; Hs.82962; Irrymidyiate synthetase; blad. lung, angio, colon, pane, esoph; sjtl 

416007; M13509; Hs.83169; matrix metaQoprotelnase 1 (in; lung, Wad, fibro, headnk, pane, stom, colon, ovar, esoph, mela; mAb+dtag+s.m. 

418030; BE207573; Hs.83321; neuromedin B; gHo, pane; diag 

418064; BE387287; Hs.83384; S100 calrium-bmamg protein, ; mela; diag 

418281; U09550; Hs.1 154; oviductal glycoprotein 1, 1 20k; uter, ovar; CR+diag 

418478; U38945; Hs.1174; eyefrrwJependent kinase inrribi; lung, Wad. ovar, headnk, pane, cerv, mela, sarc; s.m. 

418505; AA084248; Hs. 372651; Unknown protein for MGC.29643 ; angio, ovar, glio, uter, lung, Wad, pane, mela, sarc; mAb+diag 

418526; BE019020; Hs.85838; solute carrier family 16 (mono; lung, Wad, renat pane, stom, colon, ovan mAb+sjn. 

418558; AW082266; Hs.86131; Fas CTNFRSF6^associated viad; esoph, headnk; sm 

418678; NM.001327; Hs.872K; cancer/tesfis antigen (NY-ESO-; lung, blad. stom. ovar, pane, esoph, cerv, sarc; CTL 

418738; AW388633; Hs.6682; solute carrier family 7, (catt angio, lung, ovar, blad, colon, stom, pane, uter, leuk; mAb+sjn 

418830; BE513731; Hs.348874; hypothefical protein MGC4816; lung; CTL 

418867; D31771; Hs.89404; msh (Drosophila) homeo box horn; Wad; s.m. 

418870; AF147204; Hs.89414; chemokfne (C-X-C motif), recep; leuk, ovar. breast blad, renal; mAb+s.m. 

419080; AW150B35; Hs.18878; hypothefical protein FU21620; renat lower uter, lung; CTL 

419121; AA374372; Hs.89626; paralhyroid rtormon&-like hormo; hmg, esoph, headnk, Wad; diag 

419171; NM_002B46; Hs.89655; protein tyrosine phosphatase, ; hmg; mAb+s.m. 

419172;AW338625;Hs^2026;ESTs; simiar to TRANSMEMBRAN; angio, renal; mAb+sja 

419183; U60669; Hs.89663; cytochrome P450, subfamily XXI; blad, lung, headnk, pane; CTL+sm 

41 921 6; AU07671 8; Hs. 1 64021 ; small Inducible cytokine subfa; pane, lung, stem, cerv, pros, headnk, esoph; diag 

419235; AW47041 1; Hs.288433; neurctrirmn; pane, fibro, headnk, lung; mAtndiag 

419452; U33635; Hs.90572; PTK7 protein tyrosine kinase 7; ovar, pros, lung, breast uter, test pane, stem, sarc; mAb+s.m. 

41 9508; AW997938; Hs.90786; ATP-binding cassette, sub-fanx gHo, omuc, stom, hmg, pane, colon, renat uter; mAb+sjn. 

419556; U29615; Hs.91093; chifinase 1 {erntotriosidase}; lung, fibro, test; mAb^fiag 

419704; AA429104; Hs.45057; ESTs; gfio; CTL+sm 

41 9723; AL120193; Hs.339810; longevity assurance (LAG1 , S. ; gfio; mAb+diag 

419741; NM_007019; Hs.93002; ubtquiSn carrier protein E2-C; Wad, lung, colon, ovar, test esoph, mela, sarc; CTL+s.m 

41 9833; AA251 131; Hs.220697; Homo sapiens tryptophanyMRNA; fibro, stom, Wad. esoph, uter; diag 

420159; AI572490; Hs.99785; Homo sapiens cONA: FU21245 ft Wad. stom; mAb 

420162; BE378432; Hs.95577; cycSn-depenrJent kinase 4; lung, mela, sarc; s.m. 

420370; Y13645; Hs.97234; uroplakin 2; Wad; mAb 

420440; NMJJ02407; Hs.97644; mammaglobin Z ovar, uter, cerv; diag 

420602; AF060877; Hs,99236; regulator of G^ratein signal!; headnk, gfio, cerv, mela; CTL+s.m. 

42061 Oe AI683183; Hs.99348; distress homeo box 5; uter, endo, lung; CTL 

420737; L08095; Hs.99899; CD70 ; tumor necrosis factor ; renat mAb+sjn. 

420876; AA918425; Hs. 177744; F6ENES predicted novel protein; pane, Wad; son. 

421066; AU076725; Hs.101408; branched chain amlnotransferas; blad, hmg; CTL+sm 

421 1 10; AJ250717; Hs.1355; cathepsin E; Wad, pane, stom, lung, fibro, ovar, esoph; srmdlag 

421340; F07783; Hs.1369; decay acceleraSng factor for ; angio. pane, stom; diag 

421379; Y15221; Hs.1 03982; small induciWe cytokine subfa; breast pane, headnk, lung, stom, Wad, cerv, colon, leuk. fibro. test mela, esoph; diag 
421471; U90545; Hs.327179; solute carrier family 17 (sodr, renat mAb+sm 
421474; U76362; Hs.104637; solute carrier family 1 (gtula; lung; mAb+sm 
421524; AA312082; Hs.105445; GONF family receptor alpha 1; breast mAb*sm 

421552; AF026692; Hs.1 05700; secreted frizzted-related prot breast ovar, pane, cerv, uter, pros, lung, stom, headnk; diag 

421563; NM_006433; Hs.105806; granulysin; fibro; diag 

421574; AJ0001 52; Hs.105924; defensin, beta Z headnk. lung; CTL-Kfiag 

421582; AI910275; Hs.350470; trefoil factor 1 (breast cance; breast pane, lung, omuc; diag 
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421659; NM.014459; Hs.106511; protocarlherin 17; fibre; mAb 
421753; BE314828; Hs.107911; ATP-blnding cassette, sub-fen* lung; mAtom 
421817; AF146074; Hs.108660; ATP-binrJng cassette, suWarni; lung, cerv. headnk. Wad; mAb^rn. 
421829; AB01833Q; Hs.108708; catdunVcabnoduBn-dependent p; pros; sm 
422048; NMJH2445; Hs.288126; spondin 2, extracellular matrr, pane, pros, sarc; cfiag 
422083; NM.001 141 ; Hs.1 1 1256; arachidonate 1S4ipoXygenas8. ; pros: sm 
422109; S73265; Hs.1 473; gastrin-releasing pepfide; pane, tung, colon, fibre; diag 
422158; L10343; Hs.112341; protease irirubitor 3. skirwter; headnk, Wad, lung, cerv, stem, esoph; diag 
422192; AA305159; Hs.11301 9; fls485; me!a; s.ra 

422260; AA315993; Hs.105484; regenerating gene type IV; colon, omuc, stem, pane; mAb^Dag 
422282: AF019225; Hs.1 14309; apofipoprotein U blad, lung, headnk, renal; (flag 
422283; AW411307; Hs.114311; COC45 (cell division cycle 45,; lung, blad, test, cerv, headnk. esoph; s.m. 
422330; D30783; Hs.1 15263; epiregufirr. pane, colon, Wad; mAb+<fiag 

422397; AJ 223386; Hs.116051; MYEOV Myeloma overexpressed gts pane, stom. colon, esoph, renal, blad; UL+s.m. 
422424; AI1 86431; Hs.295638; prostate oTfferentiafion facto; bted, pax. pros, angio, colon, stom, lung, mela; diag 
422578; AF239666; Hs.1 545; caudal type homeo box transcri; colon; CTL 
422627; BE336857; Hs.118787; transforming growth factor, be; colon, renal, sarc; mAb+diag 
422765; AW409701; Hs.1578; bacutaviral IAP repeat-contain; lung. Wad; s.m. 
422809; AK001379; Hs.121028; hypolhefical protein FU10549; blad, cer, tung, uter. angio, stom, test; sm 
) 422867; L32137; Hs.1 584; cartilage drgorrteric matrix pr; breast, ovar, pros, pane, lung, colon, uter, sarc; dag 

422956; BE545072; Hs.122579; ECT2 protein (Epithelial cell ; ovar, blad, pane, lung, headnk, colon^torrr, CTb»sm 
423161; AL049227; Hs.124776; downstream of cadherin 6 (by 3; renal, ovar, blad; mAb*sm 
423184; NM_004428; Hs.1624; ephrin-AI; pros, pane, renatcolon; mAb+sm 
423242; AL039402; Hs.1 25783; DEME-6 protein; breast, renal, ovar, pros, colon; CTL 
25 423508; AW604297; Hs.12971 1; hepatite A virus cellular rec; renal, colon; mAb 
423583; AL122055; Hs.129836; K1AA1028 protein; pros; s.m. 

423634; AW959908; Hs.1690; heparin-blnding growth factor ; tung, blad, headnk. pane; diag m 

42^73; BE003054; Hs.1695; matrix melaHoproteinase 12 (m; Wad, lung, headnk. ovar, pane, colon, stom, uter. cerv, esoph. test mAb^ag^s.m. 

423936- U77629; Hs.1 3563$ achaete-scute complex (Drosoprr, colon, stom, ovar; CTL 
30 42396V D13666; Hs.1 35348; periostin (OSF-2os): breast, colon. Wad, lung, fibre, pane, headnk, ovar, mela, sarc; mAlwfiag 

424008; R02740; Hs.13755S; putative chemoWne receptor, G; blad, headnk, stom, cerv, esoph; mAb+sm 

424046; AF027866; Hs.138202; serine (or cysteine) proteinase headnk, tung. cerv, diag 

424321; W74048; Hs.1765; lymphocyte-sfjecrfic protein ty; mela. fibro; sm 

424381; AA2B5249; Hs.146329; protein kinase Chk2 (CHEK2); tung, colon, test; sm 
35 424411; NNL005209; Hs.146549; crystaffin, beta A2; pane, sarc; sjti 

424502; AF242388; Hs.1495B5; lengsin; kmg; sm 

424503' NNL002205; Hs.149609; integrin, alpha 5 (fibronectin; pane, pros.8ngo, blad, rung; mAb+sm 
42462o! AA101043; Hs.151254; kalfikren 7 (chymotryptic, st ovar; (flag 

424687; J05070; Hs.151738; matrix metafloproteinase 9 (ge; headnk, pane, tung, Wad, uter, cerv, colon, stom, test, mela, sarc, diag 
40 424735- U31 875; Hs.272499; shortchaln alcohol dehydrogen; Wad, breast CTL-*m 

424825; AF207069; Hs.153357; procollagen-lysine, 2-oxogluta; mela; CR-^m 

424905; NM.002497; Hs.153704; MIMA (never in mitosis gene a); ovar, Wad, lung, headnk, pane, stom; sm 

424917; A1636208; Hs.96901 ; hypothetical protein FU23049; fibro, uter, ovar; CTL 

424943; AU077260;Hs.153924;de3th^octatri 
45 425009; X58288; Hs.154151; protein tyrosine phosphatase, ; renal, fibro; mAb+sm 

425071; NWL0139B9; Hs.154424; deiodinase, iodothyronfne, typ; pros, colon, stom. uter, cerv, headnk, esopn, pane; diag 

425115; R44664; Hs.123956; downstream of. G proteuvcoup; gfio; mAb+sm mAK+ffi „_ m 

425247; NM.005940; Hs.155324; matrix metalioproteinase 11 (s; breast, ovar, tung. colon, pane, headnk. stom, uter, cerv, Wad, esoph, sarc; mAb*diag^m 
425263; NM~001 197; Hs.155419; BCU-interacting killer (apopt pros; sm 
50 425322; U63630; Hs.155637; protein kinase, DNA-activaled^ hing, headnk; sm 
425535; AB007937; Hs.1 58287; syndecan 3; mela, glio; mAb+sm 

425650; NM_001944; Hs.1925; desmoglein 3 (pemphigus vulgar; lung, headnk, cerv, esoph, blad; mAb 
425721; AC002115; Hs.159309; uroplakin 1A; blad; mAb 

425723; NWL014420; Hs.159311; dickkopf (Xenopus laevis) homo; endo, uter, colon; CTL-nSag 
5 5 425734; AF056209; Hs.159396; pepfidylglycine alpha-amidafin; lung; sm 

425776; U25128; Hs.159499; paralhyroid hormone receptor 2; ovar, uter, lung; mAb+diag 

425842; AI5874S0; Hs.159623; NK-2 (Drosophfla) homolog B; pane, gtio; sm 

425852; AK001504; Hs.159651; death receptor 6, TNF superfam; Wad, lung, headnk; mAtHsm 

425883; AL13770B; Hs.161031; Homo sapiens mRNA; cDNA DKFZp4; blad, pane; mAb 
60 425998; AU076629; Hs.165950; fibroWast growth factor recep; renat mAb+sm 

426028; NM.001110; Hs.172028; adisintegrin and rnetailoprote; blad; mAb+diag 

426215; AW963419; Hs.155223; staruiiocafcm Z breast king, renal, colon, ovar, uter; rnAb+diag 

426227; U67058; Hs.154299; Human proteinase activated rec; pane, lung, colon, esoph, stom; mAb+sm 

426322; J05058; Hs.2012; transcobalamin I (vitamin B1 2 ; pane, Wad, stom; diag 
65 426344; H41821; Hs.322469; trartscripfional activator of t gtio; CTL+s.m. 

426427; M86699; Hs.169840; TTK protein kinase; ovar, lung, headnk, cerv, colon, uter, stom, test CTL+sm 

426451; A1908165; Hs.169946; GATA-Wnding protein 3 (T-cel; Wad, breast sm 

426514; BE616633; Hs.1701 95; bone morphogenetic protein 7 (; ovar, colon, blad, lung, cerv, rnAb+diag 

426600; NKL003378; Hs. 171 014; VGF nerve 
70 426761; A1015709; Hs.1 72089; PORMN Pro-oncosb receptor r, lung, esoph, pros, uter, pane, colon, ovar, headnk; mAb+s.m. 

426812; AF105365; Hs.172613; solute carrier family 12 (pota; renal; mAb+sm 

426890; AA393167; Hs.41294; ESTs; renal, colon, ovar, uter, stom; CTL 

427239; BE270447; Hs.356512; ubiquifin carrier protein; lung, Wad, test, mela, sarc; CTL+«m 

427335; AA448542; Hs.Z78444; G anfigen 7ft lung, headnk, Wad, mela, esoph, sarc; CTL 
75 427343; AIB80044; Hs.176977; protein kinase C binding prote; gto; CTL+sm 

427722; AK000123; Hs.180479; hypolhefical protein RJ20116; colon, stom, pane; CTL 

427747; AW41 1425; Hs.180655; serineflhreonine kinase 12; Wad, lung, ovar, stom, test esoph, sarc; sm 

427923; AW274357; Hs.301406; FGENESH predicted 11 TM protei; mela; mAb 

427969; NMJ0O1983; Hs.2230; epidermal growth factor (beta-; pane; mAb+diag 
80 428093; AW594505; Hs.1 04830; ESTs; ovar, pane; CTL 

428179; AI127772; Hs.380877; semrn/glucoccrtjcoid regulated; breast sm 

428187; A1687303; Hs.285529; G protein-coupled receptor 49; ovar, uter, colon, stom; mAb*sm 

428242; H55709; Hs.2250; leukemia inhibitory factor (ch; ovar, pane, leuk, rung; drag 
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428298; KM_003058; Hs.183572; sohrte earner femfly 22 (orga; renal; mAb+sm 

428330; L22524; Hs.2256; matrix meteQoproteinase 7 (ma; uter, ovar, fibro, pros, pane, lung. Wad, headnk, esoph, meta; mAb+<fiag+s.ra 

428368; BE440042; Hs.83326; matrix metaflopfotefoase 3 (st headnk, stem, esoph, colon; (flag 

423392; H10233; Hs.2265; secretory granule, neuroendocr; pane; diag 

428450; NM.014791; Hs.184339; WAA0175 gene product ovar, cerv, pane, hmg, blad, mela; s.m 

428479; Y0Q272; Hs.334562; cell division cyde 2, G1 to S; king, Wad, cobn, uter, ovar; sm 

428434; AF 104032; Hs.1 84601; solute carrier family 7 {cafio; lung, blad, headnk, cerv. esoph, giro, uter, stom, cobn. mela; mAb+s-m 

428486; AW583497; Hs.184604; pancreatic polypepSde; pane; diag 

428505; AL035461; Hs.2281 ; chromogranin B (secretogranin ; pane, lung; diag 

428513; BE22080S; Hs.184697; ptexin CI; mela, para; breast stom, headnk; mAb 

428579; NM_005756; Hs.184942; G protein-coupled receptor 64; ovar, EWS, uter; mAb+sm 

428864; AK001666; Hs.1 89095; similar to SALL1 (sal (Drosoph; Wad, ovar, pros, hmg, stom, test; CTL+sm 

428698; AA852773; Hs.334838; WAA1866 protein; breast, colon, lung, pane, stom, headnk, ovar, EWS; mAb 

428748; AW593206; Hs.98785; Ksp37 protein; lung, sarc; diag 

428758; M433988; Hs.98502; CA125 anfigen; mucin 16; ovar. cerv, hmg, pane, stom, renal; diag 
428778; AK000530; Hs.1 93326; fibroblast growth factor recep; ovar; rnAb+s-m. 

428953; AA306610; Hs.3481 83; tumor necrosis factor receptor; cerv, pane, colon, stom, headnk, renal; mAb+diag 
428969; AF120274; Hs.1 94689; artemin; lung, cerv; diag 

428970; BE276891; Hs.1 94591; relinoic acid Induced 3 (RAIG; stom. pane, colon, ovar, fibro; mAb+sm 
429149; AW193360; Hs.1 97962; Homofag of mouse ADP-ribosyiat gib; mAb+sm 

42921 1; AF052693; Hs.1 98249; gap junction protein, beta 5 (; king, blad, headnk, cerv, esoph, stom, mela; mAb+sm 

429263; AA019004; Hs.198396; ATP-binding cassette, sub-tami; lung; mAb+sm 

429276; AF056085; Hs.198612; G protein-coupled receptor 51; angio, Wad, gjio; mAb+sm 

429353; AL1 17406; Hs335891; ATP-binding cassette transport; breast pros ; mAb+sm 

429547; AW009166; Hs.99376; FGENESH predicted novel secret; pane, headnk, lung, ovar, diag 

429610; AB024937; Hs.21 1092; LUNX protein; PLUNC (palate lit lung, fibro; mAb+diag 

429903; AL1 341 97; Hs.93597; cycCn-dependent kinase 5, reg; lung, mela; sm 

429910; NMJW0857; Hs.2507; o^roxytryptamme (serotonin; le'to; mAb+sm 

430147; R60704; Hs.234434; hairyfenhancer-of-split relate; giio; s.m. 

430178; AW449612; Hs.152475; 3UTRot achaete-scutecomple; colon, stom, ovar, CTL 

430377; NM_001922; Hs.301865; dopachrome tautomerase (dopach; mela; CTL 

430413; AWB42182; Hs.241392; small inducible cytokine A5 (R; fibro, esoph, mela; diag 

430485; BE062109; Hs.241551; chloride channel, calcium acti; lung, blad, headnk, cerv, esoph; mAb+sm 

430822; AJ005371; Hs^48017; gtyceraldehyde-iphosphate deh; mela, sarc; s.m 

431130; NMJJ06103; HsJ2719; HE4; epWidyrnis-spedfic, whey; ovar, uter; dag 

431462; AW583672; Hs.25631 1; granin-fike neuroendocrine pep; pane, rung, gf». test; diag 

431515; NMJH2152; Hs.258583; EDG-7 (endothelial ditferenti; ovar, pros, lung, blad; mAb+sm 

431620; AA126109; Hs.264981; 2'-5-cfigoadenylaie synthetas; esoph, cerv; CTL+sm 

431629; AU077O25; Hs.265827; interferon, alpha-inducible pr, pane, uter, cerv, stom, esoph, mela; mAb-Kfiag 

431630; NMJ)02204; Hs.265829; integrin, alpha 3 (antigen CD4; ovar, pane, blad. headnk, mela, renal; mAb+sm 

431745; AW972448; Hs.1 63425; Novel FGENESH predicted cadher; fibro, ovar, uter; mAb 

431840; AA534908; Hs.2860; POU domain, class 5, transcrip; test, renal, Wad; CTL 

431846; BE019924; Hs.271580; uroplakin 1B; lung, Had, headnk, uter, cerv, stom, ovar, mAb+diag 

431958; X63629; Hs.2877; cadherin 3, type 1, P-cadherin; lung, blad, cerv, headnk, ovar, colon, pros, pane, breast, esoph, lest, mela; mAb+diag 

432101; AI918950; Hs.1 23642; EphA3; pros, pane, EWS sarc; s.m. 

432179; X75208; Hs.2913; EphB3; ovar, colon; mAb+sm 

432196; AW300888; Hs.273230; hypothetical protein FU 10830; renal; CTL 

432201; AI538613; Hs.298241; Transmembrane protease, serine; breast colon, ovar, stom, pane, uter, cerv, hmg ; mAb-Kfiag+sm 
432579; AF043244; Hs.278439; nucleolar protein 3 {apoptosis; renal; CTL 
432596; AJ224741 ; Hs.278461; matriBn 3; pane, breast sarc; diag 

432606; NfvL.002104; Hs.3066; granzyme K (serine protease, g; renat breast lung, stom, hepC, fibro, leuk; CTL 
432829; W60377; Hs£7772; ESTs; blad; CTL+sm 

432874; W94322; Hs^79651 ; melanoma inhibitory activity; pane, stom, mela, sarc; diag 

432990; AL036071 ; Hs.279899; tumor necrosis factor receptor; pros, renal; mAb+sm 

433001; AF217513; Hs-279905; done HQ0310 PRO0310p1; colon, breast hmg, blad, cerv, uter, test mela; s.m. 

433447; U29195; Hs.3281; neuronal pentraxin (I; mela, esoph, colon, renal; diag 

433848; AF09571 9; HsJ3764; (arboxypeptidase A4; headnk, esoph, lung; sm 

433667; AK000596; Hs.381B; htopaalcMce 1; renat CTL 

434206; AW136973; Hs. 3629 15; ESTs, Weakly simBar to S6989Q; colon, lung, stom; CTL+s.m. 
434276; AF1 23659; Hs.93605; leucine zipper, putative tumor, mela; s.m 
434293; NMJKW445; Hs.379S; EphB5; blad, pros; sm 

435013; H91923; Hs.1 10024; NM_020142:Homo sapiens NADrtub; renal, lung, sarc; CTL 

435472; AW972330; Hs.283022; triggering receptor expressed ; giio; mAb 

435505; AF200492; Hs^11238; interieuWn-1 homolog 1;Iung, headnk; diag 

436456; AW292677; Hs^4B122; metanm-concentrafing hormone ; mela. giio; mAb+sm 

436480; AJ271643; Hs.87469; putative acid-sensing ton chan; giio; mAb+sm 

436481; AA379597; Hs.5199; HSPC150 protein similar to uW; lung, Wad, colon, ovar, uter, headnk, test sm 

436576; Al 45821 3; Hs.77542; ESTs; renat pane, headnk, lung; mAb+sm 

436608; AA628980; Hs.1 92371; down syndrome craTcal region ; blad, rung, sarc; CTL+sm 

436895; AF037335; Hs^338; carbonic anhydrase XII; breast renal, ovar, gSo; mAb+s.m, 

436961; AW375974; Hs. 156704; ESTs; lung, pane, renat, uter, colon ; CTL 

436982; AB01 8305; Hs.5378; spondin 1, (f-spondin) extrace; ovar, fibro; (Sag 

437016; AU076916; Hs.5398; guanine mon phosphate synthetas; lung, blad, cerv, esoph, colon, headnk; sm 

437044; AL035864; Hs.69517; differentially expressed In Fa; headnk, cerv, lung, blad, breast pros, ovar, stom, esoph; CTL 

437789; AI581344; Hs.127812; ESTs, WeaWy similar to T17330; lung; CTL 

437852; BE001836; Hs.256897; putative GPCR; Wad, hmg; mAb+sm 

438380; T06430; Hs.6194; chondroitin sulfate proteoglye; gGo, mela; diag 

438549; BE386801; Hs.21 858; trinucreoBde repeat containin; mela, sarc; CTL+diag 

439018; AW300887; Hs^6538; membrane-spanning 4-domains, s; uter, stom, pros, fibro; mAb 

439223; AW238299; Hs35061 8; UL16 binding protein 2; king, headnk, cerv. esoph. leuk. Wad, colon; mAb 

439477; W69813; Hs.58042; ESTs, Moderately similar to GF; hmg; mAb+sm 

439569; AW602166; Hs.222399; CEGP1 protein; breast pros, Wad; diag 

439606; W79123; Hs.58561; G protein-coupled receptor 87; lung, Wad, headnk, cerv, esoph; mAb+sm 
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439738; BE246502; Hs.9598; sema domain, immunoglobulin do; blad. lung, cerv, renal; mAb+s.m. 

439979; AW600291; Hs.6823; hypothefical protein FU 10430; renal, cerv. pros, headnk, colon, test sarc; mAb 

440005; AK000517; Hs.6844; NALP2 protein; PYRIN-Containin; Wad, ovar, king, headnk. test; sm 

440065; W03476; Hs.266331; Homo sapiens Fc receptor hcmd; mela; (flag 

440304; BE 159984; Hs.1 25395; hepatitis A virus cellular rec; renal, colon, blad; mAb+sm 

440516; S42303; Hs.1 61; cadherin 2, type 1 . N-cadherin; glio. ovar, uter, renal, hepC; mAb+diag 

440672; AF083B11; Hs.7345; MA01 (mtofic arrest deficient; mela; s.m. 

441362; BE614410; Hs.23044; RAD51 {S. cerevis'rae) homotog ; king, blad, headnk, test, mela, esoph; sm 

442117; AW664964; Hs.128899; ESTs; hypothetical protein ton breast, lung, Wad. pane, headnk, stom, ovar, pros, sarc; mAb+sm 

442133; AW87413B; Hs.129017; ESTs; type la transmembrane p; ovar, uter, mAb 

442275; AW449467; Hs.54795; Homo sapiens secretoglobtn, fa; fibre; (Bag 

442652; AI005163; Hs.201378; Homo sapiens cDNA FU40427 fis; fibre, ovar, uter; CTL 

443105; X96753; Hs.9004; chondrollin sulfate proteoglye; mela; mAb+diag 

443247; BE614387; Hs.333893; c-Myc target JP01; colon, lung, blad, pane; CTL 

443324; R44013; Hs.164225; ESTs; fibre; rnAb+cfeg 

443426; AF09B158; Hs.9329; chromosome 20 open rearing fra; colon, lung, blad. stom. lest, mela, sarc; CTL 
443595; AF169312; Hs.9613; PPAR(gamrna) angfopoiefin relat renal; diag 
443646; AI085198; Hs.164226; TTinxnbospondin 1; angio, pane, uter; diag 
443659; NM_013409; Hs.9914; folBstatin; lung, cerv, headnk. blad, esoph; diag 
443987; AW163123; Hs.1 0071; seven transmembrane protein TM; renal; mAb+s.m. 

444006; BE395085; Hs.334762; type I transmembrane protein F; pane, colon, hing, ovar, renal, esoph, mela blad, stom, cerv; mAb 
444090; S69115; Hs.10306; natural Miter cell group 7 se; fibre, renal, mela; diag 

444371; BE540274; Hs.239; forkhead box M1; lung, headnk, Wad, gBo, test mela; sm ... , ». * 

444381; BE387335; Hs.283713; hypothefical protein BC014245; breast colon, blad, lung, pane, headnk, ovar, stom. uter, renal, angio, test mela, esoph. sarc; CTL-Kliag 

444488; AW1 92879; Hs.355660; ancient conserved domain prote; renal; mAb+s.m. 

444527; NNL005408; Hs.1 1 383; small inducible cytokine subfa; fibre, esoph; diag 

444781; NMJJ1440Q; Hs.1 1950; GPI-anchored metastasis-assod; lung, Mad, headnk, cerv; mAb+diag 

444783; AK001468; Hs.62180; anfflin (DrosophHa Scraps horn; ovar, lung, blad. headnk, pane, cerv, stom, uter. colon, esoph; CTL+s.m. 

445417; AK001058; Hs.12680; a dtsinlegrin-lke and metaBo; pane, headnk, stom, lung, esoph, sarc, colon; diag 

445537; AJ245671; Hs.12844; EGF-like^omain, muttipie 6; ovar. blad, uter, breast lung, headnk. renal, fibre, pane, cerv, sarc; mAb+diag 

445891* AW391342; Hs.199460; DPCR1 protein; stom, pane, esoph, omuc esoph; mAb 

445895; 029954; Hs.13421; WAAQ056 protein; pros; CTL 

446051; BEO48061; Hs.37054; ephrin-A3; colon, breast mAb+diag 

446163; AA026880; Hs.25252; prolactin receptor; breast cerv, uter, mAb+sm 

446341; ALD40763; Hs.310735; FGENESH prediction similar to ; mela; mAb+sm 

446619; AU076643; Hs.313; secreted phosphoprotein 1 (est ovar, fibre, pane, headnk, lung, colon, blad, mela, esoph, uter, sarc; diag 

446650; AB016625; Hs.15813; solute earner family 22 (org a; renal; mAb+sm 

446921; AB0121 13; Hs.16530; smal inducible cytokine subfa; breast pane, headnk, lung, fibre, mela; diag 

447033; AI357412; Hs.157601; Predicted gene: Eos cloned; se; colon, pros, fibre, breast ovar, lung, pane, sarc; CTL+diag 

447072; D61594; Hs.17279; tyrosylprotein sdfolransferas; gKo, pane; CTL+sm 

447131; NM 004585; Hs.17466; retinolc acid receptor respond; renal, breast stom. lung, mela, ovar; mAb+sm 

447208; BE315291; Hs^37971; hypothetical protein MGC5627; esoph, stom, colon; CTL+dag 

447269; NMJJ04861; Hs.17958; cerebroside (y^osphoadenyty; renal; CTL 

447342; AI1 99268; Hs.19322; Homo sapiens. Similar to R1KEN; colon, blad, pros, lung, stom, ovar; CTL 

447400; AK000322; Hs.18457; hypotheOcal protein FU20315; colon, pros, stom, uter; mAb+diag 

447674; BE270640; Hs.19192; cycfin-dependentldnase Z mela; sm 

448243; AW369771; Hs.367688; integral, beta 8; ovar, uter, lung, stom, headnk, glio, pane ; mAb+sm 

448610; NMJJ06157; Hs.21602; nei (chfckenH&e 1; mela sarc; diag 

448733; NMJJ05629; Hs.187958; solute carrier family 6 (neuro; rung, renal; mAb+s.m. 

448844; AI581519; Hs.177164; FGENESH predicted novel cell s; pane, lung, stom, omuc; mAb+sm 

449032; AA045573; Hs.22900; nuclear factor (erythroicWerr, colon, test stom; CU+sm 

449048; Z45051; Hs.22920; similar to S68401 (cattle) glu; pane, ovar, uter, gKo. headnk, lung, sarc; mAb 

449444; AW818436; Hs.351306; solute carrier family 16 (mono; renal pane; mAb+sm 

449523; NMJW0579; Hs.54443; chemokine {C-C motif) receptor; lung, pane, renal stom, hepC, fibre, leuk, mete; mAb+sm 

449720; AA31 1 152; Hs.288708; hypothetical protein FU21562; colon; CTL 

449722; BE280074; Hs.23960; eyefin B1; headnk, blad, lung, pane, angio, test mela, esoph; sm 

450001; NM_001044; Hs.406; solute carrier family 6 (neuro; renal; mAb+sm 

450375; AA009647; Hs.352537; a disintegrin and metalloprote; breast ovar. headnk, pane, tung, esoph, colon, sarc; mAb+diag+sm 
450531; AW301032; Hs.203800; (BC01 7500) Similar to hypolhet colon; CTL 

450701; H39960; Hs.288467; hypothefical protein XP.09B151; lung, headnk, pane, breast stom, ovar, esoph, colon, sarc; mAb+diag 

450726; AW204600; Hs.355462; HUMPSPBA Human pulmonary surfa; fibre, lung; sm 

450931; N25156; Hs.25648; tumor necrosis factor receptor, lung, renal* mAb+sm 

450983; AA3053B4; Hs.25740; ER01 (S. cerevisiae}-fike; blad, lung, ovar. pane; diag 

45131 0; AW250651 ; Hs.26213; Human DNA sequence from done ; colon, pane; CTL 

451527; AF022813; Hs.26518; transmembrane 4 superfamify me; renal; mAb 

451537; R56631 ; Hs.26550; retinoid X receptor, gamma; mela; CTL+sm 

451668; 243948; Hs.326444; cartilage acidic protein 1; blad, ovar, lung; mAb+diag 

451939; U80456; Hs.27311; stogie-minded (Drosophila) horn; pros; CTL 

451979; F06972; Hs.27372; endothelial tyrosine kinase (E; angio; CTL+sm 

451988; AF263928; Hs.27410; papHtomavirus regulatory fact renal; CTL 

452017; AF109302; Hs.27495; prostate cancer associated pro; pros; sm 

452097; AB002364; Hs.27916; a disintegrin-like and metallo; ovan mAb+sm+diag 

452190; H26735; Hs.91668; Homo sapiens done PP1498 unkm breast stom, pane; mAb 

452194; A1694413; Hs.373599; olfactory receptor, family 2. ; stom. pane, renat colon, mela, fibre; mAb+sm 

452203; X57522; Hs.352018; transporter 1, ATP-binding cas; cerv, esoph. blad, stom, mela, renal; mAb+sm 

452281; T93500; Hs.28792; Homo sapiens cONA FU11041 6s; breast headnk, pane. stom. lung, esoph, fibre; (Bag 

452401; NM-007115; Hs^9352; tumor necrosis factor, alpha* blad, breast pane, headnk^tom, hmg, leuk, renal, esoph; diag 

452431; UB8879; Hs^9499; ton-Eke receptor 3; renal, hepC; mAb 

452747; BE153855; Hs.61460; lg supenamily receptor LNIR; breast blad, lung, headnk, ovar, stom. uter. pane; mAb 

452838- U65011; Hs.30743; preferenfiaBy expressed antig; hing, ovar, breast mela, test esoph, renal, sarc; CTL 

452862; AW378065; Hs.8667; ADAMTS2 (a disinlegrin-fike a; headnk, breast colon, leuk, tung, bted, esoph, stom, sarc; mAb+diag 

453195; BE241876; Hs.32352; hypothetical protein DKFZp434K; renal; CTL 

453496; AA442103; Hs .33084; solute carrier famly 2 (feci!; renat pros; mAb+sm 
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453837; AU 38387; Hs^56126; baculovira! 1AP repeat-contain; renal, meta, sarc; s.m. 
453968; AA847843; Hs.6271 1; High moKSty group (ronhistorc. hmg, uter, Mad, test CTL+s.m. 
456546; Al 690321 ; Hs.203845; KCMK1 5 potassium channel, subf; ovar ; mAb+sm 
456652; NM_002448; Hs.1494; msh (Drosophila) homeo box horn; uter, ovar ; CTL 
457133; M5496& Hs.351221; v-Ki-ras2 Kirsten cat sarcoma ; pane; sjtl 
457489; AI693B15; Hs.127179; cryptic gene; pane, pros, lung; diag 
457819; AA057484; Hs.35406; FU20522 Hypothetical protein ; lung. cerv. headnk; iriAb+diag 
458079; AI796870; Hs.381 220; Homo sapiens similar to RfKEN ; mela. fibro, sarc; mAb 
458627; AW088642; Hs.97984; SRY {sex determining region Y); ovar, uter, test; CTL 

TABLE 28 

Pkey: Unique Eos probeset identifier number 
CAT number Gene duster number 
Accession: Genbank accession numbers 

Pkey CAT Number Accession 

414991 1785136.1 D78831 C1 7898 078863 

TABLE 2C 

Pkey: Unique number corresponding to an Eos probeset 

Ret Sequence source. The 7 digit numberemthtecoturrmareGenbank Identifier (GI) numbers. 'Dunham I. et aL" refers to the pubfoaSon entitled The DNA 

sequence of human chromosome 22.' Dunham L et at. Nature (1 999) 402:489495. 

Strand: Indicates DNA strand from which exons were predicted. 

NLpositon: Indicates nucleotide posifions of predicted exons. 



Pkey 


Ref 


Strand 


NLposifion 


400843 


9188605 


Plus , 


5863-5970,7653-7784,8892-9023,9673-9807. 


402075 


8117407 


Plus 


121907-122035.122804-122921,124019-12416 


402901 


8894222 


Minus 


175426-175657 


404287 


2326514 


Plus 


53134-53281 


4046B2 


9797231 


hfinus 


40977-41150 


404875 


9801324 


Phis 


96588-96732,97722-97831 


404977 


3738341 


Minus 


43081-43229 


405033 


7107731 


Minus 


• 142358-142546 


406400 


9256298 


Plus 


1553-1712,1878-2140,4252-4385,5922^077 



Table 3A. Disease Indications and Preferred Utfljfes for Selected Genes 

Table 3A provides preferred disease indications and preferred uOfiSes for about 2709 selected genes. These genes were identified using Eos/Affymetrix Genechip arrays. 

Pkey: Unique Eos probeset Identifier number 

ExAccn: Exemplar Accession number 
UnigenelD: Unigene ID number 
Unigene Title: Unigene gene Btle 

Disease: preferred diseases indicated for selected gene as described in table 1 and abbreviated as follows: blad (bladder (fiseases), anglo (bfood vessel diseases), EWS 
(bone diseases), gfio (brain diseases), breast (breast diseases), cerv (cervical diseases), colon (colorectal diseases), esoph (esophageal diseases), fibro (fibrosis 
diseases), headnk (head & neck diseases), leio 0etomyoma diseases), leuk (leukocyte diseases), hepC (fiver diseases), hmg (lung diseases), ovar (ovarian 
diseases), endo (ovarian endometrioid diseases), omuc (ovarian mucinous diseases), pane (pancreatic diseases), pros (prostate diseases), renal (renal diseases) 
sarc (soft tissue and bone diseases), mela (skin diseases), stom (stomach diseases), test (testicular diseases), uter (uterine (fiseases) 

Utility; preferred uSHties for selected gene as described in the text and abbreviated as follows: CTL (DNA vaccine target), diag (diagnostic or prognostic target) mAb 

(monodonai antibody target), sjtl (small moJecule target) " " 

Pkey; ExAccn; UntgenetD; Unigene Tula; Disease; UGKty* 

100125; R02740; Hs.137555; putative chemokine receptor; G; blad; mAb+sm 

100131; D12485; Hs.1 1951; ectonucteofide pyrcphospriatase; breast mAb 

100147; D13665; Hs.136348; periosfin (OSF-2os); breast, colon, blad, lung, fibro. pane; mAb+diag 

100241; BE273548; Hs.32963; cadherin 6, type 2, K-cadherin; blad; mAb 

100299; D49493; Hs.2171; growth oTffererttia6on factor ; EWS; diag 

100335; AW247529; Hs.6793; ptatetet-acfivating factor ace; breast, lung, blad; sm 

100365; AI878927; Hs.79284; mesoderm specific transcript (; colon, pros; diag 

100372; NMJJ14791; Hs.184339; KIAA0175 gene product ovar, lung, cerv, pane; s.m. 

100405; AW291587; Hs.82733; nidogen 2; angio; diag 

100420; D85983; Hs.1 18893; Melanoma associated gene; breast, pros, lung, colon, angio, leuk; diag 

100448; AF234B87; Hs.57652; cadherin. EGF LAG seven-pass G; breast mAb*s.m. 

100452; D87742; Hs.241552; KIAA0258 protem; pros; (fag 

100559; NM_000094; Hs.1 640; collagen, type VII, alpha 1 (e; lung; CTL-fs.m 

100654; A03758; Hs.184411; NM_000477*:Homo sapiens alburni; pros; diag 

100655; A03758; Hs.1B4411; EmpiricaDy selected from AFFX; pros; diag 

100668; LD5424; Hs.169610; CD44 anflgen (homing function ; lung, breast mAb 

100824; AI393237; Hs.193989; runt-related transcription fee; ovar, CTLfsjn 

100930; J04129; Hs.82269; progestagen-assoclated endomet tunr/, diag 

101063; D54745; Hs.80247; (fcolecystokmin; pros, EWS; diag 

1 01097; BE245301 ; Hs.89414; chemokine (C-X-C motif), recep; leuk, ovar, breast, Nad; mAlns m 
101 104; AW862258; Hs.1692B6; neuropepfide Y receptor Y1; breast, EWS; mAb 
1 01 1 92; BE247295; Hs.78452; solute earner family 20 (phos; angio; mAb+sjn. 
101193; L20861; Hs.152213; wingless-fype MMTV integration; blad, lung; diag 
101249; L18964; Hs.1904; protein kinase C. iota; ovar, sjh 
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101261; D30857; Hs.82353; protein C receptor, endothelial angio; mAb+sm 

101389; AW951430; Hs.78B88; diazepam binding inhibitor (GA; pros; rnAb+sm 

101431; BE 185289; Hs.1076; small profine-rich protein IB ; tung, Wad; diag 

101447; M21 305; ; gb:Human alpha satellite and s; angio, biad; (Sag 

101461; N98569; Hs.76422; phospholipase A2, group IIA (p; pros; (Sag 

101485; AA296520; Hs.89546; selectin E (endolheiiat adhesi; pros, ovar; mAb 

101506; JQ2931; Hs.62192; coagulation factor lit (fiiromb; pros; mAb 

101526; NMJJ02197; Hs.220529; aconitase 1. soluble; ting, colon, headnk, pane; mAb 

101543; M31 166; Hs.2050; pentaxbMeiated gene, rapidly; angio, ovar; diag 

101545; BE246154; Hs.1 54210; endothelial differentiation, s; angio; mAtHsm 

101560; AW958272; Hs.347326; intercellular adhesion molecul; angio; mAb 

101626; M57399; Hs.44; pletotrophin (heparin binding ; lung; diag 

101649; AW959908; Hs.1690; hepann-Wnding growth facta ; lung, Had; diag 

101714; M6B874; Hs.2115b7; phosphoGpase A2. group IVA (s angio; s.m. 

101724; L11690; Hs.1 98689; bullous pemphigoid arrfigen 1 {; breast, pros, Wad, lung; mAb+CTL 

101741; NM 003199; Hs.326198; transcription factor 4; angio; CTL-»sm 

101748; NM 001944; Hs.1925; desmoglein 3 (pemphigus vulgar, lung, biad, headnk, cerv; mAb 

101759; M80244; Hs.1 84601; solute carrier famBy 7 (catio; lung, glio, biad, headnk; mAb+sm 

101791; MB3822; Hs.62354; cell division cyde 4-f*e; pros; sm 

101804; M66699; Hs. 1 69840; TTK protein kinase; ovar, lung, Wad, cerv; CTL+s.m. 

101805; AA586894; Hs.112408; S100 calciunvbinding protein A; lung, breast biad; diag 

101809; M86849; Hs.323733; gap junction protein, beta 2, ; colon, Wad. lung, pane, headnk; mAb 

101839; AA446644; Hs.692; GA733-2 antigen; epithelial gl; ovar, pros; mAb 

101845; U88967; Hs.78667; protein tyrosine phosphatase, ; lung, gio, headnk, cerv; mAb+sm 

101851; BE260964; Hs.82045; midkine (neurite growuvprornot; lung. Wad, ovar, breast, pane; mAb+diag 

102009; BE245149; Hs.82643; protein tyrosine kinase 9; ovar, sm 

102012; BE259035; Hs.1 18400; singed (Drosophila)-lke (sea ; angio; diag 

102024; AA301867; Hs.76224; EGF-contalnlng fibuEn-iike ex; angio; diag 

102048; U07225; Hs.339; purinergic receptor P2Y, G-pro; Wad; mAb 

102076; BE299197; Hs.179665; r^drwlependent kinase inruW; pros; CTl+sm 

102125; NM 006456; Hs.288215; sialyltransferase; breast, lung, ovar, sm 

102136; AA300576; Hs.85769; acidic 82 kDa protein mRNA; ovan diag 

102151; T27013; Hs3132; steroidogenic acute regulatory; ovar; diag 

102154; U17760; Hs J5517; laminin, beta 3 (nicein (125kD; lung, biad, headnk; diag 

102178; AW178761; Hs.227948; serine (or cysteine) proteinas; Wad; mAb+diag 

102187; U20325; Hs.1707; cocaine- and amphetamine-regul; breast; diag 

102193; AL036335; Hs.313; secreted phosphoprotein 1 (ost ovar, lung, faro; diag 

102200; AA232362; Hs.317432; branched chain sminotransteras; ovar; sm 

102208; U22961; Hs.18441 1; gb:Human mRNA clone with simil; pros; diag 

10221 1; BE314524; Hs.78776; putative transmembrane protein; breast, Wad; mAb 

102283; AW161552; Hs.83381; guanine nucleotide binding pro; angio; CTUsm 

102297; NM_001504; Hs.1 98252; G protein-coupled receptor 9; breast mAb 

102304; AF015224; Hs.46452; mamrnaglobin 1; breast; diag 

102305; AL043202; Hs.90073; chromosome segregation 1 (yeas; ovar, lung, Wad ; diag 

102348; U37519; Hs.87539; aldehyde dehydrogenase 3 farnB; lung, Wad; sm. 

102380; U40434; Hs.155981; mesothelin; ovar, diag 

102394; NMJXB816; Hs.2442; a dismtegrin and metaBoprote; pane; sm. 

102455; U48705; Hs.75562; discoidin domain receptor fami; breast mAb 

102457; NM.001394; Hs.2359; dual specificity phosphatase 4; breast; sm 

102522; BE250944; Hs.183556; solute carrier family 1 (neutr; pros; mAb 

1025B1; AU077228; Hs.77256; enhancer of zeste (Drosophila); Wad, EWS, leuk; CTl+s.m. 

102610; U6501 1; Hs.30743; preferenfially expressed antig; lung, ovar, CTL 

102623; AW249285; Hs.37110; melanoma antigen, family A, 9; lung. Wad; mAb+CTL 

102669; U71207; Hs.29279; eyes absent (Drosoprrila) homor, lung, pros; CTL+s.m. 

102696; BE540274; Hs.239; forkhead box M1; lung, Wad; sm 

102725; AB026187; Hs.374280; protocadherin 11; EWS; mAb 

102742; U79293; Hs.159264; Human clone 23948 mRNA sequenc; breast ovar ; diag 

102745; AW753B65; Hs.74376; oifactomedm related ERlocai; EWS; diag 

102803; H48299; Hs.26126; clautfin 10; ovar; mAb 

102829; NMJKJ6183; Hs.80962; neurotensin; lung, ovar, headnk; diag 

102836; U94320, HS.15B330; neuropeptide Y receptor Y5; EWS; mAb 

102852; V00571; Hs.75294; corticotropin releasing hormon; biad; diag 

102898; NM.002205; Hs.149609; integrin, alpha 5 (fibronectin; angio, Wad, lung, pros; mAb+s.m. 

102915; X07820; Hs.2258; matrix metaltoproteinase 10 (s; angio. Wad, lung, ovar; mAb+diag+sm. 

102917; AI016712; Hs.287797; integrin, beta 1 (fibronectin ; angio; mAb 

102927; BE51 2730; Hs.651 14; kerafin 18; ovar; diag 

102968; AU076611; Hs.1 54672; methylene tetrahydrofolate deh; ovar, sm 

102994; X51730; Hs.2905; progesterone receptor, Wad; mAb+sm 

103003; A1910275; Hs.350470; trefoil factor 1 (breast cance; breast pane; (Eag 

103021; BE001596; Hs.85256; integrin, beta 4; tung biad; mAb 

103036; M13509; Hs.83169; matrix metalloproteinase 1 (in; angio, colon, Wad, lung, leuk, ovar, headnk, fibre, pa 
103037; BE018302; Hs.2894; placental growth factor, vascu; angio; diag 

103060; NM-005940; Hs.1 55324; matrix metalloproteinase 11 (s; breast lung, ovar, pane; mAb-Kfiag+sm 
103080; AU077231; Hs.82932; eyefin D1 (PRA01: parathyroid ; breast EWS; diag 
103095; NM_005424; Hs.78B24; tyrosine kinase with immunoglo; angio; mAb 
1031 11; NM.006103; Hs.2719; epioTdymis^pe* whey-acid; ovar, uter, diag 

1031 19; X63629, Hs.2877; cadherin 3, type 1. P-cadherin; lung, biad, ovar, colon, pros, pane, breast; mAb+diag 

103205; X72755; Hs.77367; monokine induced by gamma into; breast kmg; diag 

103210; X72925; Hs.69752; desmocollin 1; pros; mAb 

103280; U84722; Hs.76206; cadherin 5, type 2, VE-cadheri; angio, fibre; mAb+sm 

103299; NM 005756; Hs.184942; G protein-coupled receptor 64; ovan mAb+sm 

103312; Y12642; Hs.3185; lysosomal; lung. Wad; mAb 

103365; X90908; Hs.74126; fatty acid binding protein 6. ; biad; diag 
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103408; NMJJ01504; Hs.1 98252; G protehvcoupted receptor 9; breast ; mAb 

103478; BE514982; Hs38991; S100 calcium-binding protein A; lung, blad, headnk; (Sag 

103587; BE270256; Hs.82128; 5T4 oncofetal trophoWastgtyc; breast. Wad. lung; mAb 

103594; A1368680; Hs.816; SRY (sex determining region Y); lung, gBo; sjil 

1 03692; AW1 37912; Hs^27583; Homo sapiens chromosome X map ; angio; mAb+sjn. 

103739; AA115173; ; gtezn30d02s1 Stratagene neuro; pros; sjti 

103757; BE244567; Hs.348996; CGM00 protein; angio; diag 

103989; AA315993; Hs. 105484; regenerating gene type IV; colon, omuc; mAtmfiag 

104052; NM_002407; Hs.97644; rrarnmaglobin % ovan (Sag 

104115; AF183810; Hs.26102; opposite strand of. bichorhi; breast mAb 

104252; AF002246; I&210863; cell adhesion molecule with no; ovan diag 

104301; M768491; Hs.6783; hypoJhefical protein FU22724; ovan diag 

104308; M25117; Hs.355957; ribosomal protein S26; pros; diag 

104394; AA129551; Hs.172129; Homo sapiens cDNA: FU21409 G; colon; diag 

104542; R29657; ; gb:F1-1 1790 22 week old human ; pros; diag 

104608; AF143867; Hs.337588; ESTs, Moderately similar to S5; blad; mAb 

104559; AW969769; Hs.100343; ESTs; EWS; diag 

104660. BE2986S5; Hs.14846; Homo sapiens mRNA; cDNA DKFZpS; uter, colon, pros; mAb 

104667; A1239923; Hs.63931; dachshund (DrosopruTa) homolog; breast, pros, colon; diag 

104689; AA420450; Rs.380088; RatophiHn; lung; diag 

104691; U29590; Hs.37744; Homo sapiens beta-1 adrenergic; pros, EWS; mAb*sjn. 

104755; T49951; Hs.9029; DKFZP434G032 protein; breast, colon; dag 

104764; AI039243; Hs.278585; ESTs; angio; diag 

104785; AA0Z7167; Hs.380438; WAA0955 protein; angio; CIVsm 

104877; AI138635; Hs. 22958; intron of VEGFR; renal; diag 

104888; AW939591; Hs.5940; mucin 13, epithelial transmemb; colon, stem, uter; mAtHsjn. 

104919; AA026880; Hs^52S2; Homo sapiens cDNA RJ 13503 5s; breast, cerv, uter; mAtHSJn. 

104943; AF072873; Hs.1 14218; frizzled (DrosophilaJ homolog ; ovar; mAb-^m. 

104954; AW250651; Hs.26213; Human DNA sequence from done ; colon; diag 

104971; BE31 1926; Hs.15830; hypothefical protein RJ12691; Wad; CTL 

10501 2; AF0981 58; Hs.9329; chromosome 20 open reading fra; coton, lung, blad; CTL 

105038; AW503733; Hs.9414; K1AA1488 protein; breast angio; CTL+sjtl 

105039; AA907305; Hs.36475; ESTs; breast diag 

105093; AL137566; Hs.32405; Homo sapiens mRNA; cDNA DKFZp5; blad; diag 

105149; BE089288; Hs.8958; Homo sapiens cONA FLI12024 fis; pros; diag 

105175; AA305384; Hs.25740; EROI (S. cerevtsjaej-like; coton, lung; mAb 

105263; AW388633; Hs.6682; solute carrier family 7, (cafi; angio. tung. ovar, brad, pane; mAt>+s.m. 

105298; BE387790; Hs.26359; hypofiieucal protein RJ20287; ovar, tung; diag 

105301; AW352357; Hs.7457; MAGE1 protein; EWS; diag 

105316; AI671245; Hjl24835; hypothetical protein RJ14594; EWS; mAb 

105329; AA234561; Hs.22862; ESTs; breast, pros; CTUs.m. 

105330; AW338625; Hs^2026; ESTs; similar to TRANSMEMBRAN; angio; rnAinsja 

105370; AF179274; Hs. 22791; transmembrane protein with EGF; pros ; mAlns.m. 

105500; AW602166; Hs.222399; CEGP1 protein; breast pros; diag 

105503; AW963624; Hs.31707; ESTs, Weakly simaar to YEW4 Y; pros, breast colon; CTL+sjn. 

105507; BE268348; Hs3809S3; CCR4-NOT transcripfion complex; colon; diag 

105516; AK001269; HsJJ0738; hypothefical protein FU 10407; ovar; diag 

105564; BE616694; Hs.288042; hypothelical protein FU14299; breast diag 

105645; AW294631; Hs.351270; ESTs; pros; diag 

105715; BE621800; Hs.29444; putafive small membrane proter; colon; diag 

105743; BE246502; Hs.9598; sema domain, rmmunoglobuBn do; breast lung; mAb-*s.m. 

105746; AW151952; Hs.46679; hypothetical protein FU20739; breast CTL*s.m. 

105777; R42755; Hs.23096; ESTs; breast diag 

105782; H09748; Hs.57987; B^»D CLUlymphoma 1 1B (zinc ; EWS; CTL+sjn. 
105826; AA478756; Hs. 194477; E3 ubiquhm Ogase SMURF2; angio; sm 
105990; A1690586; Hs^9403; hypothefical protein RJ22050; breast dag 
106000; AW194426; Hs.20726; ESTs; breast diag 
105012; AI240665; HU52537; ESTs; breast lung; diag 
106014; AF1 23094; Hs.1 80566; mucosa associated lymphoid fa's; leuk; diag 
106083; BE2S0415; Hs.348198; hypothetical protein FU20262; pros; diag 
10S066; AW274357; Hs.301405; hypotheGca! protein PP3501; meta; CTL+s.m. 
1051 11; AW675398; Hs.6451; PRO0659 protein; EWS; CTL*s.m. 
106124; H93366; Hs.7567; branched chain aminotransferas; angio; sjn. 
106155; AA425414; Ht33287; nuclear factor l/B; breast, pros, angio; diag 
106373; AW503807; Hs.2t 907; histone acetyl transferase; breast sm 
106400; BE397649; Hsl279607; Homo sapiens cDNA RJ 13534 hs; coton; diag 
1 0641 4; BE568205; H&28827; niitogen-acBvated protein kma; breast s.m. 
106448; Z420S1; Hs^7004; ESTs; pros; (Bag 
106533; AL1347Q8; Hs.145998; ESTs; EWS; diag 
106574; BE044325; Hs.227280; U6 snRNA-associated Sm-iike pr, colon; diag 
106579; AA456135; Hs.23023; ESTs; pros; diag 

106632; NM JJ14400; Hs.1 1950; GPl-anchored metastasls^assoct; lung, Had, headnk; mAtwfiag 
105738; AW1 49266; Hs.25130; Homo sapiens cDNA FU14923 fis; ovar; drag 
106793; H94997; Hs.16450; ESTs; angio; diag 

1C6844; AA485055; Hs.1 5821 3; sperm associated antigen 6; breast mAb+CTL 
106906; AA861271; Hs.222024; transcripfion factor BMAL2; rung, blad; diag 
106990; AA280722; Hs.24758; ESTs. Weakly similar to 138022; breast diag 
107036; AI973016; Hs.15725; hypothetical protein SBB148; pros; diag 
107102; AB037765; Hs.30652; WAA1344 protein; pros, breast tfiag 
107105; AW963419; Hs.155223; stannfocatein 2; breast diag 
107136; AV661958; Hs.8207; 6K001 protein; breast colon; drag 

107151; AW378065; Hs.8687; ADAMTS2 (a disintegriivfike a; breast colon, leuk. lung. Wad; mAindiag 
107216; D51069; Hs.21 1579; melanoma cen adhesion motecut; angio; dag 
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107248; AW263124; Hs.350547; nuclear receptor co-fepressorA breast colon, pros; mAb*sm 

107284; NI^_Q05629; Hs.187958; solute carrier family 6 (neuro; lung; mAtHS.ni. 

1073B5; NM_005397; Hs.16426; podocalyxin-Kke; angio; diag 

107901; L42612; Hs.335952; keratin 6B; breast, blad, hing; (Sag 
5 107922; BE153855; Hs.61460; Ig superfamlly receptor LNIR; breast. Wad, lung; mAb 

107932; AW392555; Hs.18878; hypothetical protein FU21620; lung; CTL 

108055; AJ404672; Hs.334483; hypothetical protein FU23571; breast ovar. diag 

108059; S69002; Hs.234773; Homo sapiens cDNA: FU22281 ft ovar, CTL^sm 

108153; AW519204; Hs.40808; ESTs; pros; diag 
1 0 108186; AW068579; Hs.7780; Homo sapiens mRNA; cDNA DKFZpS; pros; diag 

108242;AA062746;Hs^55244;gb2m03g1Zs1 Stratagere come; pros; diag 

108282; AA065142; ; gb:zm50h11.r1 Stratagene fibro; pros; diag 

108505; AA063376; ; gbzn09g08.s1 Stratagene hNT n; pros; diag 

108579; AA115953; Hs.323423; ESTs, Moderately similar to B ; pros; diag 
1 5 108595; AB029Q00; Hs.70823; KIAA1 077 protein; breast, colon, hing; diag 

108732; AA258888; Hs.107476; ATP synthase, H+ transporting,; pros; sjtl 

108778; AF133123; Hs.90847; general transcription factor I; ovar, diag 

108828; AK001693; Hs.273344; DKFZP554O04S3 protein; breast; diag 

108860; AA133334; Hs.816; ESTs; lung; s.m. 
20 109001; A1056548; Hs.721 16; hypothetical protein FU20992 ; angio; CTL-Ktiag 

109032; AI219207; HsJ2222; hypothetical protein RJ13459; blad; CTL 

109077; AI732617; Hs.182362; ESTs; blad; diag 

109112; AW419196; Hs.257924; hypothetical protein RJ 13782; breast, pros, blad; diag 
109141; AF174600; Hs.5978; ESTs, Highly similar to AF1746; colon; CTL-nua 
25 109166; AA219691; Hs.73625; RAB6 interacting, kmesin-Oke; rung, blad, breast, colon, ovar, headnk. EWS; sm 
109220; AW958181; Hs.189998; ESTs; pros; (flag 

109273; AA375752; Hs.348140; Homo sapiens mRNA; cDNA DKFZpS; breast diag 

109292; AW975746; Hs.188662; K1AA1702 protein; breast; dag 

109454; AA232255; Hs.295232; ESTs, Moderately simitar to A4; ovar; diag 
30 109456; AW956580; Hs.42699; ESTs; angio, pane; diag 

109514; AA234087; Hs.262346; ESTs, WeaWy similar to S72482; breast ; diag 

109530; AA908645; Hs.19597; WAA1694 protein; pros; CTL*s.m. 

109648; H17800; Hs.7154; ESTs; ovar; diag 
^ _ 109680; AB037734; Hs.4993; KIAA1313 protein; ovar; diag 
3 5 1 10009; BE075297; Hs.6614; ESTs, Weakly simBar to A43932; breast colon; diag 

110151; H18835; Hs.31608; hypothetical protein FU20041; pros, EWS; diag 

110156; AA581322; Hs.4213; hypothetical protein MGC16207; lung, blad; diag 

110240; A1668594; Hs.176588; ESTs, Weakly similar to CP4Y.H; breast diag 

1 10278; AF061573; Hs.19492; protocadherin 8; EWS; mAb^.m. 
40 1 10675; H89355; Hs.2491 59; adrenergic. alpha-2A-, recepto; pros; mAb+s.m. 

110728; AA737106; Hs.32250; ESTs. Moderatety similar to 17; EWS; s.m. 

110844; A1740792; Hs.167531; methylcrotonoyl-Coenzyme A car, pros, pros; sja 

110915; BE0922B5; Hs.29724; hypothetical protein FU13187; breast pros; diag " 

110971; A1760098; Hs.21411; ESTs; pros; diag 
45 1 1 1 1 57; AL109729; Hs.99364; putative transmembrane protein; pros; mAb+sm 

111179; AK000136; Hs.10760; asporin (LRR class 1); breast colon; CTL+s.m. 

111185; AJ245671; Hs.12844; EGF-Hce-domain, muliipte 6; ovar, blad; mAtwfiag 

11 1223; AA852773; Hs.334838; KIAA1866 protein; breast colon, lung, EWS; mAb 

1 1 1299; AB033091; Hs.355925; WAA1265 protein; ovar; diag 
50 11 1357; BE314949; Hs.87128; hypothetica! protein FU23309; breast diag 

111384; N94606; Hs.288969; HSCARG protein; breast diag 

1 1 1900; AF131784; Hs.25318; Homo sapiens clone 25194 mRNA ; breast (Sag 

11 1929; AF027208; Hs.1 12360; prominin (mouse)-Cke 1; colon, breast fibro; mAb 
_,_ 112134; R41823; Hs.7413; ESTs; cafeyntentn-2; breast EWS; dag 
55 112244; AB029000; Hs.70823; WAA1077 protein; breast colon, blad, lung; diag 

112280; AA863360; H&26040; ESTs, Weakly similar to fatty ; breast s.m. 

112283; L14561; Hs.20952; ATPase, Ca++ transporting, pla; ovar; mAb 

112287; AB033O64; Hs^36463; KIAA1238 protein; breast ; diag 
„ 112971; 242387; Hs.83883; transmembrane, prostate androg; coton, pros, pros; mAb+sm 
60 113003; AW292315; Hs.7215; ESTs; EWS; diag 

113021; AL122055; Hs.129836; K1AA1028 protein; pros; s.m. 

1 1 3047; AI571940; Hs.7549; ESTs; breast coton; diag 

113073; N39342; Hs.103042; trtcrotobule-associaled protein; pros; CTL-^.m. 
r _ 113168; AW002393;Hs.337629;gb:wu61d05Jc1 NCLCGAPJ3C6 Horn; ovar; diag 
65 11 3195; H83265; Hs.8881; ESTs, Weakly similar to S41044; angio, lung; diag 

113230; T61430;;gfcyc06a03.s1 Stratagene hing ; Wad; oTag 

113361; T79589; Hs.63325; transmembrane protease, serine; colon, Wad, hing, ovar, pane, headnk; mAb«diag+s.m. 

113374; T79925; Hjl269165; ESTs, Weakly similar to ALUIJt leuk; diag 
„ n 113443; AW083920;Hs. 16098; claudin 2; colon, pane; mAb ' 
70 113471; AI765890; Hs.16341; MAWO binding protein; pros; diag 

1 13490; BE1781 10; Hs.173374; Homo sapiens cDNA FU10500 fis; colon; diag 

113950; AI267652; Hs.245107; Homo sapiens mRNA; cDNA DKFZp4; breast pros ; diag 

113970; W27249; Hs.8109; hypothetical protein FU21080; breast lung, stom, uter; diag 

114124; W57554; Hs.125019; lymphoid nuclear protein (LAF-; breast diag 
75 114251; H15261; Hs.21948; ESTs; breast *ag 

114292; A1815395; Hs.184641; fatty acid desaturase % breast s.m. 

114334; AB0377B4; Hs^2941; WAA1363 protein; ovar; diag 

114407; BE539976; Hs.103305; Homo sapiens mRNA; cDNA DKF2p4; breast colon, lung; diag 
114452; AI369275; H&243010; Homo sapiens cDNA FU14445 Ss; angio; diag 
80 114480; BE066778; Hs.151678; UDP-N-acetyl-alpha4)-ga{actosa; breast sjn. 

1 14531; AA053033; Hs.63325; transmembrane protease, serine; colon, blad, lung, ovar, pane, headnk; rnAthKfiag+sjn. 

114540; A1904232; Hs.75323; prohfoitm; breast diag 

1 14542; AW970128; Hs.9101 1 ; anterior gradient 2 (Xenepus t breast pros; diag 
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114587; AF086009; Hs^96398; gb:Homo sapiens fuB length in; cdon; drag 
112^ DEAD/H (AspOi^spMs) b; nan di+s.m. 

S££?S2? ?* 182339: ete h^^fector Pro. breast, colon; CTUsm 
- 1 14738; AA159181; Hs.54900; serologically defined colon cat pros' CTl^m 
-> 114908; AA454985; Hs.54973; cadherin^ke protein VR20; pros; cfiag 

114918; BE165762; Hs^3518; hypotheficaJ protein from BCRA; pros; diag 
114955; AI733881; Hs.72472; NAME OMITTED... receptor kinase; breSt mAfa 
]]™ ma^^; ^iS? 4 * 93PiuncfiD0 protein, beta 5 (; lung, blad. headnk; rnAtns.rn. 
i n 115221; AW355434; Hs.79741; hypothetical protein FU101 16; ovaV diag 
1 U 115239; BE251328; Hs.73291; hypothetical protein FU 10881; colon; diag 

115291; BE545072; Hs.122579; rrypolhefical protein FU 10451; ovar, king; CTl-»sm 
15412; AW131 168; Hs.372382; ESTs. Weakly similar to 138022; pro^ 

IS ^I 3 ?" (Drosoph3a Scraps horn; ovar, rung, Wad, headnk, pane, cerv, stem, uter, colon; CTL^m 

t 115574; AW992356; Hs.380750; Homo sapiens pyruvate dehydrog; ovar; sjtl 

13 1 15675; W87707; Hs.82065; interteukin 6 signal transduce; breast, pros; mAb^jn. 
1 15683; AF255910; Hs.54650; juncfional adhesion molecule 2; angio. gfo; mAb 

1 3S ASn^; 1 ^^ 6 Wte* serine; colon, blad, hmg, ovar, pane, headnk; mAb^ag+s.m. 
S * S^Ef l ? m0 sapiens - ^ WUEaSTOS pros, breast, colon; CTL^.m. 
OA 1 15819; AA486620; Hs.41 135; erutomucm-2; angio; diag 
ZU 1 15827; AA428000; Hs.283072; actin related protein 2/3 comp; anghr (fog 

115844; AI373062; Hs.332938; hypotheScal protein MGC5370; pros; diag 

NM - 005756; Hs.184942; G proteirKJoupted receptor 64; ovar, EWS, uter; mAb+s.rn. 

1 15892; AA291377; Hs. 50831; ESTs; ovar, blad lung; diag 

1 15909; AW872527; Hs.59761; ESTs, Weakly sirnDar to DAP1_H; ovar, hmg; diag 
25 115947; R47479;Hs.94761;KiM1691pro^;cokm;diag 

IS i£S ttS5 ^ fad ?ereiifiafr ^ ,un 9. "ad. breast, pros. ovar. headnk; CTL 

116003; BE275469; Hs.66493; Down syndrome critical region ; colon; mAb 

116011; AL359053; Hs.57664; Homo sapiens mRNA full length ; breast diaq 
„ 116028; 1^799; Hs.42644;thior^^ 

116107; AL133916; Hs.47860; hypothetical protein FU20093; hmg, breast; diag 

116202; BE159395; Hs.294092; ESTs; pros; dag ^ 

116238; AV660717; Hs.47144; DKFZP586N0819 protein; ovar diatj 

116301;AI^697()6;Hs.293332;ESTs;EWS;dTag 

116334; AL03845O; Hs.48948; ESTs; pros; diag 
3 J 116335; AK001100; Hs.41690; oesrnocoflin 3; lung, Wad, headnk; diag 

116393; A1972402; Hs.306051; hypothetical protein MGC2648; pros; diag 

116399; AA889120; Hs.110637; homeo box A10; pros; CTLhsjtt. 

1 16401; AW893940; Hs.59698; ESTs; ovar; diag 

- n 1 16416; AW753676; Hs.39982; ESTs; ovar; diag 

2!21 41: Hs - 351928 i S «Y (sex determining region Y); colon, breast angio, blad; diag 

116610; D80449; Hs.184841; ESTs; pros; diag 

116732; AW152225; Hs.165909; ESTs, Weakly similar to 138022; colon; diag 
A - 116787; AW36295S; Hs.356547; Homo sapiens cDNA FU14415 te, pros, breast colon ores- mAb 
45 116962; H79677; ; gb.-yu76g10.s1 Sc^eTfetal Dv; pros; diag ' 

117027; AW085208; Hs.1 30093; ESTs; breast ; diag 

117280; M18217; Hs. 1721 29; Homo sapiens cDNA: FU21409 ft breast colon, pros; diag 

1 17284; AK001701; Hs.183779; Homo sapiens cDNA FU10590 fis; pros; diag 
cr\ 11732 °: AB024937; Hs.21 1092; LUNX protein; PLUNC (palate hi; hmg; mAb+diag 
50 117367;AtW1793;Hs42502;ESTs;rjre^t;diag 9 ^ 

]™£ S^u 42 ^?^ fen% 16 (mono; breast ovar ; mAtHsm 

117425; AK000028; Hs.356100; ribosomal protein S24; pros; (flag 

117553; AF055634; Hs.44553; unc5 (Celegans homolog) c; teuk ; diag 

117602; N35020; Hs.44685; C3HC44Ike zinc finger protein; EWS; CTUsjil 

117921; AA021459; HsJS06480; Homo sapiens mRNA; cDNA DKFZp7; pros ; diag 

122*1552?* ^IS^F^ ST t™ 5 * 0 ^ ^ : ^ ^«ton; niAb 
118049; N53145; ; gb:yv55f09.s1 Soares fetal fiv; pros; diag 

118314; N48580; Hs.46692; ESTs; Wad, lung; diag 

118336; BE327311; Hs.47166; HT021; breast ovar, blad, pros; CTUs.ni 

OU 118368; N64339; Hs.48956; gap junction protem, beta 6 (; hmg, blad; mAb 

1 18417; AF080229; ; gb:Human endogenous retrovirus; pros; s.m 

118472; AL157545; Hs.1 73 179; bromodomain and PHD ringer con; breast diag 

118511; N75620; Hs.43157; ESTs; angio; diag 

- 118901; AW292577; Hs.94445; ESTs; breast diag 

CO 118905; AW973708; Hs.201925; Homo sapiens cDNA RJ13446 fis; breast dag 
1 19018; AA631 143; Hs.278695; Homo sapiens prostein mRNA. co; pros, pros; dJag 
119036; R95872; Hs.117572; chemokme binding protein 2; breast ovar; mAb 
1 19073; BE245360; Hs.45514; v-ets erylhroblastosis virus E; angb, pros; CTl-^m. 
7rt 9082; AF252297; Hs.91546; cytochrome P450 retinoid metab; EWS; drag 
70 119126; R45175; Hs.1 17183; ESTs; pros, breast colon; diag 
119279; N57568; Hs.48028; EST; breast diag 
119307; BE048061; Hs.37054; ephrin-A3; colon, breast mAt^diag 
119478; AI624342; Hs.1 79082; ESTs; breast diag 
119517; AA516531; Hs.55999; NK horneobox (Drosophila), famf; pros; cfiag 
n^^ 9475521 Hs ' 58086 ' branched Ch ^ n antinotransferas; ovar; sm 
L 1 ? 77 !^ 9056871 "s-3<W19:AI905687:IL^TO95.1901994J19B; breast diag 
IS NJJ-01662S; Hs.191381; hypothefcal protein; ovar, hmg; dl^T 
119789; BE393948; Hs.50915; kaliikrein 5; ovan cfiag 

™ 1 3 *^8S61: G protein-coupled receptor 87; lung, blad, headnk, cerv; mAb^m. 
50 19940, AUJ50097; Hs.272531; DKFZP586B0319 protein; pros; aiaT ^ ceDr ' nv ^ rci 

™SS JS 235 Hs - 180479: Protein RJ201 16; coton, lung; tfag 

^ « ^S 755 * "s- 125019 : ^hoid nuclear protein (LAF-; pros, breast diag 
120147; AI91 71 16; Hs.348941; hemoglobin, beta; EWS; diag 
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120206; H26735; Hs.91668; Homo sapiens done PP1498 unkn; breast ; mAb 
120242; AW959587; Hs.86366; ESTs; Wad; diag 
120328; AA323278; Hs.290905; ESTs, Weakly similar to protea; pros; sm 
120438; AW015242; Hs.99488; ESTs. Weakly simitar to YK54_Y; ovar, dag 
5 120471; AA251944; Hs.104058; CGt-29 protein; colon; diag 

120486; AW368377; Hs.137569; tumor protein S3 kDa with stro; lung, blad, headnk; (Sag 
120588; AA703226; Hs.16193; Homo sapiens mRNA; cDNA DKFZpS; pros; diag 
120624; AW407987; Hs.173518; M-phase phosphoprotein homotog; breast sjn. 
120830; AI56B170; Hs.95886; ESTs; EWS; diag 
1 0 120977; AA398155; Hs.97600; ESTs; breast, ovan diag 

121027; A1572490; Hs.99785; Homo sapiens cDNA: RJ21245 fi; blad; mAb 
121231; AA814948; Hs.95343; ESTs, Weakly similar to ALUC.H; EWS; diag 
121335; AA404418; ; gbxw37e02*1 SoaresJotaLfet angio; diag 
121362; AF050147; Hs.97932; chondromodufin I precursor, EWS; mAb 
15 121457; W07404; Hs.1 02558; hypothetical protein RJ 22055; cdon; diag 

121619; AA528339; Hs.178062; ESTs. Weakly similar to phosph; EWS; son 
121710; AF163474; Hs.96744; prostate androgeiwegutated tr, pros; diag 
121721; AL047051; Hs.199961; ESTs, Weakly similar to ALU7_H; pros; diag 
121723; AA243499; Hs.104800; hypothetical protein FU10134; breast; diag 
20 121748; BE536911; Hs.234545; hypothetical protein NUF2R; breast diag 
121779; AW513143; Hs.98367; SRY (sex determining region Y); ovan diag 
121791; AA815378; Hs.293317; ESTs, WeaWy similar to GGCIJi; blad, headnk, tung. ovan mAb+CTL 
121792; AW969726; Hs.98381; ESTs, Weakly similar to serine; EWS; (Sag 
121913; AI249368; Hs.98558; ESTs; protease inhfoitor 15 (; breast, pros; s.ra 
25 121920; AA428300; ; gb:zw1 8602^1 Soares ovary turn; ovar, uter, cerv; diag 

122041; AA677577; Hs.3B0213; Homo sapiens Chromosome 16 BAG; pros; diag 
122520; AW951324; Hs.173609; pregnancy specific beta-1-gtyc; colon; diag 
122797; AJ251027; Hs.99526; odorant-binding protein 2B (OB; breast diag 
122802; Al 687303; Hs.285529; G protein-coupled receptor 49; ovar, uter; mAb+s.m. 
30 122969; AW821252; Hs.104336; hypothetical protein; ovar; diag 

123005; AW369771; Hs.367688; inlegrin, beta 8; ovar, lung, headnk. giio; mAb+s.m. 
123044; AK001035; Hs.130881; B^ell CLUrymphoma 11A(zinc ; lung; diag 
123137; A1073913; Hs.100686; ESTs, Weakly simHar to JE0350; breast, colon, ovar, uter, lung, stom; diag 
123158; AF161426; Hs.218329; hypothetical protein; breast diag 
35 123160, AA488687; Hs.284235; ESTs, WeaWy similar to I38022; lung; diag 

123169; AI950087; Hs.369628; gbwq05c02j(1 NCl_CGAP_Kid12 H; ovan diag 
123209; AW968543; Hs-203270; ESTs, Weakly similar to ALU1.H; pros; diag 
123308; C14187; Hs.157208; ESTs; EWS; diag 
123339; AW188464; Hs.101515; ESTs; ovan diag 
40 123475; BE439553; Hs.12329; Homo sapiens, done IMAG&4098; pros; diag 
123494; AW179019; Hs.1 121 10; mitochondrial ribosomal protei; ovan diag 
123520; AA608550; ; gb:ae53d12^1 Stratagene lung ; pros; sm 
123533; AA608751; ; gtr.ae56h07.s1 Stratagene tung ; colon; diag 
123619; AA602964; Hs. 3563 18; gb:no97c02*1 NCLCGAP_Pr2 Horn; breast CTL+s.m. 
45 123689; AA399323; Hs.2B51 30; Homo sapiens plnch-2 protein m; ovan cfiag 
123709; AA706910; Hs.112742; ESTs; breast diag 
123829; AF251237; Hs.112208; XAGE-1 protein; lung, blad. test CTL 
123972; T46848; Hs.70337; fcnmunogfobufin superfamiry, me; ovan diag 
124006; AI147155; Hs.279727; ESTs; homotogue of PEM-3 JOon; breast, angio, lung, ovar, EWS; diag 
50 124059; BE387335; Hs.283713; ESTs, WeaWy similar to S54054; breast colon, blad, lung; CTl-Kfiag 
124153; AU077333; Hs.160483; erythrocyte membrane protein b; pros; mAb 
124352; AA640891; Hs.102406; ESTs; breast pros, ovar. lung; diag 
124526; N62096; Hs.293185; ESTs, WeaWy similar to JC7328; pros; mAb+sm 
124579; AI69381 5; Hs.127179; cryptic gene; pane; diag 
5 5 124777; R41933; Hs.140237; ESTs, Weakly similar to ALUIJ* pros, breast diag 
125103; AA570056; Hs.122730; ESTs. Moderately similar to W; colon; mAb 
125154; W38419; ; gbtzc78a07.s1 Pancreafc blet ovar, diag 
125250; W26524; Hs.356686; protein phosphatase 4 regulato; ovan ca+s.m. 
125266; W90022; Hs.1 86809; ESTs, Highly similar to LCT?_H; angio; diag 
60 125453; BE385523; Hs.1 8048; melanoma antigen, family A, 10; Wad; mAb+CTL 
125666; AL390172; Hs.317432; Homo sapiens cDNA RJ21270 ft ovan cflag 
125770; AA143045; Hs.81665; v-kH Hardy-Zuckerman 4 feline; EWS; diag 
125976; AA436760; Hs.35552; gtezv67d11.r1 SoaresJotaLfet pros; diag 
126399; AA088767; Hs.83883; transmembrane, prostate androg; pane; mAb+s.m. 
65 126645; AA316181; Hs.61635; six transmembrane epifoefial a; pros, breast tung, pane, headnk, EWS; mAb+CTL 
126758; AI559444; Hs.104679; ESTs; pros, breast mAb 
126799; AW753865; Hs.74376; olractomedin related ER locali; EWS; diag 
126872; AW450979; ; gb:UJ-HaMa-a-124MJU1 N; Mad; diag 
126892; AF121 856; Hs^84291; sorting nexin 6; ovan dag 
70 126960; AL390172; Hs317432; branched chain arninotransferas; ovan sjtu 
126966; R38438; Hs.1 18747; solute carrier family 15 (H+/p; pros; mAb 
127003; AWB16515; Hs.173540; ATPase, Class V, type 10O; pros; mAb 
127221; BE062109; Hs.241551; chloride channel, calcium acti; lung, blad, headnk, cerv, mAb+s.ra 
127240; AJ005583; Hs.86998; nudear factor of activated T-; pros; CTL+sjn. 
75 127425; AF183810; Hs.26102; trichorhinophalangeal syndrome; breast mAb 

127479; D31 152; Hs.179729; collagen, type X. alpha 1 (Sch; breast lung, headnk. pane; diag 
127537; A1926047; Hs.162859; ESTs; pros; diag 
127664; AA806164; Hs.116502; ESTs; EWS; diag 

128046; AA873285; Hs.357313; gb:ori68h05.5l NCI_CGAP_Kid5 Ho; pros, breast colon; diag 
80 128305; AI954968; Hs.365706; matrix Gla protein; breast diag 
128478; AA708205; Hs.100343; ESTs; EWS; CTL+sjn. 
126515; BE395085; Hs.334762; type I transmembrane protein F; pane; mAb 
128595; U31B75; Hs.272499; short-chain alcohol dehydrogen; blad, breast CTL+sjtl 
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128610: N48373; Hs. 10247; activated leucocyte cell adhes; breast pros, king, ovar; diag 

1 28734; ABOOS390; Hs. 104570; kaflikrein 8 (neuropsin/ovasin; ovar; (Bag 

1 28790; AF02S&2; Hs.105700; secretsd frizzled-reiated prat; breast cdon, pros, ovar, uter, pane; diag 

128797; NMJJ02975; Hs. 105927; stem cell growth factor; lymph; EWS, teuk; diag 

I28854; BE159181; Hs.168232; rrypothefical protein FU13B55; breast cfiag 

128925; R67419; Hs.21851; Homo sapiens cDNA FU12900 fis; breast diag 

1 28949; AA009647; Hs.352537; a disintegiin and metaOoprete; breast ovar, headnk, pane; mAb+diag^m 

128969; 242047; Hs.107479; Homo sapiens PR02751 mRNA, com; pros; diag 

129041; BE382756; Hs. 169902; solute carrier family 2 (fac* lung, Mad; mAb+sm 

129097; BE243933; Hs.108642; zinc finger protein 22 (KOX 15; ovar, CTUsjn. 

129099; AF 146074; Hs.108660; ATP-binding cassette. sub-femi; lung, blad, headnk ; mAb+sm 

129184; AW161450; Hs.109201; CGWS protein; pros; mAb 

123260; AF0772OO; Hs.279813; hypothetical protein; cdon; (fag 

129284; AA318224; Hs.296141; ESTs; colon; diag 

129362; U30246; Hs. 11 0736; solute carrier family 12 {sodt cdon, breast pros; mAb 

129366; BE220806; Hs. 184697; Homo sapiens clone 23785 mRNA ; breast diag 

129389; NM_01 2445; Hs.288126; spontfin 2, extracellular matri; colon, pros; diag 

123404; AI26770Q; Hs.351201; ESTs; pros, ovar, lung, blad, headnk, pane; diag 

123466; L42583; Hs.334309; kerafin 6A; lung, blad; diag 

129482; AA 188185; Hs.289043; spindfin; breast diag 

129534; AK002126; Hs.11260; hypothetical protein FU11264; pros; diag 

129571; X51630; Hs.1145; WBms tumor 1; ovar; CTL+sjn. 

129605; AF061812; Hs.1 15947; keratin 16 (focal non-epidermo; lung, blad, headnk; diag 

129620; D79338; Hs 239720; CCR4-NOT transcripflon complex; breast angio; diag 

129628; U38945; Hs.1 174; cyciin-dependent kinase inhibt lung, blad, ovar, headnk; sm 

129550; AF109298; Hs.1 18258; prostate cancer associated pro; pros, EWS; diag 

129689; AW748482; Hs.77873; B7 homolog 3; breast diag 

129703; BE388665; Hs.179999; Homo sapiens, clone 1MAGE3457; EWS, leuk; diag 

129720; AA156214; Hs.12152; APMCF1 protein; breast diag 

129750; AF056085; Hs.1 98612; G protein-coupled receptor 51; angio, blad; mAb+s.m. 

129869; AI222069; Hs.13015; hypothetical protein similart breast diag 

129912; AH 55096; Hs.1 0721 3; hypothefical protein RJ20585; ovar, CTL^.m. 

129936; AJ250717; Hs.1355; camepsln E; blad; sm^ag 

129953; AA412195; Hs.13740; ESTs; breast diag 

129977; NM_000399; Hs.1395; early growth response 2 (Krox-; EWS; CTL^sjn. 

130010; AA301116; Hs.142838; nucleolar phosphoprotein Nopp3; ovar; diag 

130057; AF027153; Hs.324787; solute earner famfly 5 finost breast mAb 

130095; AK001635; Hs. 14838; hypothefical protein FU 10773; breast diag 

130155; AA101043; Hs.151254; kallikrein 7 (crryrrwtrypfic, st ovar; diag 

130181; AF0521 19; Hs.1 51 608; Homo sapiens clone 23622 mRNA ; pros; diag 

130184; H58306; Hs.15165; refinoic acid induced 14; angio; diag 

130262; D6321 6; Hs.153684; mzzted-related protein; pane, EWS, stem, renal; diag 

130343; AB040914; Hs.278628; KIAA1481 protein; breast diag 

130376; R40873; Hs.155174; COC5 (cell division cyde 5, S; ovar; CTL^m, 

130385; AW067800; Hs.155223; stanrriocalcin 2; breast lung; mAtmftag 

130455; D90041; Hs.155356; N^cetyltransferase 1 (arytamr, breast sm 

130511; L32137; Hs.1584; cartilage ofigomeric matrix pr, breast ovar; diag 

130558; BE564937; Hs.15984; pp21 homolog; pros; CTL+sju. 

130577; M 69241; Hs.1 62; msufin-ltke growth factor bin; ovar; diag 

130604; AA383256; Hs.1 657; estrogen receptor 1; breast mAb+sm 

130627; BE003054; Hs.1695; matrix metalloprotemase 12 (m; lung, colon, blad, headnk, ovar, pane; mAb*<fiag*s.m. 

130637; AA356764; Hs.17109; integral membrane protein 2A; EWS; mAb^.m. 

130648; AI458165; Hs.17296; hypothetical protein MGC2376; colon; diag 

130867; BE246961; Hs. 17639; Homo sapiens ubiquitin protein; breast sjtl 

130690; AB006625; Hs.139033; paternally expressed 3; ovar; diag 

130714; Al 348274; Hs.18212; DNA segment on chromosome X (u; breast diag 

130760; AW379130; Hs.1 8953; phosphodiesterase 9A; pros; CTL-ts.m. 

130800; A1187292; Hs.19574; hypothetical protein MGC5469; colon, lung; diag 

130839; AB011169; Hs.380875; similar to S. cerevisiae SSM4; angio; diag 

130844; U76248; Hs.20191; seven m absentia (DrosophUa); breast diag 

130892; AL120837; Hs^0993; high-glucose-regulated protein; breast CH«s.m. 

130941; NM_000B59; Hs.2142; S^droxytryptarnine (serotonin; ovar; mAb 

130967; AA393071; Hs.1 82579; leucine arrcnopeptidase; ovar; sm 

130972; D81 866; Hs.374468; Homo sapiens mRNA; cDNA DKFZpS; angio; diag 

130987; BE613269; Hs.21893; hypothetical protein DKFZp761N; colon; diag 

131046; AA321643, Hs.2248; smafl indudble cytokine subfa; breast lung, Wad, ovar, fibre; cfiag 

131080; NMJJ01955; Hs^271; endotheBn 1; angio; diag 

131083; Y09763; Hs.22785; garrrrrra-arranobur/ric add (GABA); pros; mAb 

131148; AW953575; Hs.303125; p53-induced protein PIGPC1; breast colon, angio; diag 

131216; A1815485; Hs^43901; Homo sapiens cDNA FU20738 fis; colon, breast diag 

131228; AW207469; Hs.24485; chondroitm sulfate proteogryc; ovar; diag 

131244; AI638429; Hs.24763; RAN binding protein 1; lung, Wad, headnk; CTL+s.m. 

131288; AA278482; Hs.25328; ESTs, Moderately similar to AL; pros; drag 

131289; AA295696; Hs.333418; FXYD daman-containing ion tra; colon; dag 

131307; NfvL000025; Hs.2543, adrenergic, beta^-, receptor; EWS; mAb 

131313; R96290; Hs.75874; ribosomal protein L44; EWS; diag 

131492; A1452601; HS.28B869; nudear receptor subfamSy 2, ; pros; mAb+sjn. 

131544; AL355715; Hs38555; programmed cell death 9 (PDC09; breast (Sag 

131559; A1078599; Hs.10784; Irypothefical protein FU 20037; breast diag 

131564; T93500; Hjl28792; Homo sapiens cONA FU11041 fis; breast dag 

131603; X81334; Hs.2936; matrix rnetdbproternase 13 (d Wad; sm 

131643; AW410601; Hs.30026; HSPC182 protein; breast diag 

131739; AF017986; Hs.31386; secreted mzzled-related prot breast mAb+sm 
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131817; U2053S; Hs.3280; caspase 6, apoptostsweteted c; fibre, breast, cerv, lung, Had. pane, gfio; 
131885; BE502341; Hs.3402; ESTs; breast dag 
131919; T15803; Hs.272458; protein phosphatase 3 (formert pros, breast sm 
131925; AF151048; Hs.183180; anaphase promoting complex sub; breast diag 
5 131965; W792B3;Hs.35962;ESTs;tung,ovar;<Iiag 

131985; AA5Q3020; Hs.36563; hypothetical protein FU22418; breast ovar, (flag 
132050; AI257615; Hs.38022; ESTs; angio; diag 
132173; X89426;Hs.41716;endoWatcel^^ 

132180; NtO04460; Hs.418; fibroblast aebvafion protein^ colon, pane, esoph; mAb 
1 0 132191; AA507576; Hs.288361; Homo sapiens cDNA: FU22696 fi; ovar; (flag 
132349; AW975654; Hs.181286; serine protease inhibitor, Kaz; pros, blad; sm 
132354; BE1B5289; Hs.1076; small proSne-rich protein 1B ; lung; diag 
132358; NMJ03542; Hs.46423; H4 histone family, member G; pros; CTUsm 
132371; AA235448; Hs.222088; PRO2000 protein; breast diag 
1 5 132454; BE296227; Hs.250822; serine/threonine kinase 1 5; Wad, breast sm 
132490; NM.001290; Hs.4980; UM domain binding 2; angio; diag 
132520; AA257992; Hs.50651; Janus kinase 1 (a protein tyro; EWS; sm 
132528; T78736; Hs.50758; SMC4 (structural maintenance o; ovar; CTl^sm 
132543; BE568452; Hs.344037; protein regulator of cytokines; coton, lung; (Sag 
20 132572; AI929659; Hs.237825; signal recognifion particle 72; ovar diag 

132592; AW803564; Hs.268850; Homo sapiens cDNA: FU22528 k colon; diag 
132624; AA326108; Hs.33829; bHLH protein DEC2; war; diag 
132632; AU076916; Hs.5398; guanine monphosphale synthetas; ovar, lung; sm 
132669; W38586; Hs.380933; guanine nucleotide binding pro; colon; diag 
25 132710; W74001; Hs.55279; serine (or cysteine) proteinas; lung, blad, colon, headnk; diag 
132725; NM_006276; Hs.184167; splicing factor, arginme/seri; ovar, CTb*sm 
132767; BE182592; Hs.11281; small proine-rich protein 2A; lung; diag 
132791; AB029551; Hs.7910; R1NG1 and YY1 binding protein; pros; CTL+sm 
132837; AA370362; Hs.57958; EGF-TM7^atrophffin-related pr, angio; diag 
30 132856; NMJJ01448; Hs.58367; gr/pican 4; breast coton, pros; mAb 

132888; NMJJ05476; Hs.5920; UOP-N^tytgtucosarnine-2-epim; pros; sm 
132902; AI936442; Hs.59838; hypothetical protein FU10808; colon; diag 
132939; AB009284; Hs.61152; exostoses (mulBpte)-8ke 2; ovar; diag 
132964; A1362575; Hs.303171; ESTs; pros; diag 
35 132967; AA316181; Hs.61635; six transmembrane epithelial a; pros, pros; mAb+CTL 
132990; X77343; Hs .334334; transcription factor AP-2 alph; breast lung; CTL-*sm 
132994; AA112748; Hs.279905; ctone HQ0310 PRO0310p1; colon, breast sm 
133006; AW978436; Hs.62515; WAA0494gene product colon; diag 
133015; AJ002744; Hs.246315; UDP-N-acetyl-alpha-agaiactosa; breast colon, pros; sm 
40 133016; AI439688;Hs.6289; hypothetical^ 

133061; AJ186431; Hs.296638; prostate differentiation facto; angio. pros, blad; diag 
133063; AI654133; Hs.356247; thyroid receptor interacting p; pros; mAtHsm 
13307O. U92649; Hs.380136; a disintegrin and metanoprote; leuk; diag 
133179; U81599; Hs.66731; homeo box B 13; pros; CTL-^sm 
45 133199; AF231981; Hs.250175; homolog of yeast long chain po; breast angio; CR+sm 
133260; AA403045; Hs,6908; Homo sapiens cDNA: FU23197 fi; angio; diag 
133272; NMJM2776; Hs.69423; kaffikreki 10; colon, ovar, diag 
133314; AA102670; Hs.70725; gamma-arrunobutyric acid (GABA); breast pane; mAb 
133321; T79526; Hs.179516; integral type I protein; breast diag 
50 133391; AW103364; Hs.727; mhibin, beta A (activin A, ac; breast blad, lung; diag 
133415; X69699; Hs.73149; paired box gene 8; ovar, CTL 
133477; AW502935; Hs.740; PTK2 protein tyrosine kinase 2; breast sm 
133579; X75346; Hs.75074; mitogen-acfivated protein Wna; pros; diag 
133626; AW836130; Hs75277; hypothetical protein RJ13910; pros; diag 
5 5 133736; D49958; Hs .75819; glycoprotein M6A; pros; mAb 

133829; AW630088; Hs. 76550; Homo sapiens mRNA; cDNA OKFZp5; ovar; diag 
133860; S78296; Hs.76888; hypolhefical protein MGC12702; blad; diag 
133944; AW068579; Hs.7780; Homo sapiens mRNA; cDNA DKFZpS; pros; diag 
133975; C18356; Hs.295944; tissue factor pathway mhibito; angio, pane; CTL^frag 
60 133976; A19D8165; Hs.169946; GATA-binding protein 3 (T-celt breast Mad; mAtwm 
134100; AA460085; Hs.171075; repficafjon factor C (activato; pros; diag 
134110. U41060; Hs.79136; UV-1 protein, estrogen regute; breast Wad, ovar, pros; mAb 
134169; AI690916; Hs.178137; transducer of ERBB2. 1; breast CTL*«m 
134219; WL000402; Hs.80206; g!ucose-6-phosphate dehydrogen; breast sm 
65 134319; BE304999; Hs^85754; fumaraie hydrolase; coton; sm 

134326; AW903838; Hs.81800; chondroifJn sulfate proteoglyc; ovar, breast pane, tang; (flag 
134348; AW291946; Hs.82065; interteukm 6 signal transduce; breast mAtnsm 
134374; N22687; Hs.8236; ESTs; pros; diag 
134390; R35528; Hs.8258; DKFZP434D1335 protein; pros; CTL-*m 
70 134401; A1916662; Hs.211577; Knecfjn 1 (kinesin receptor); pros, breast mAb+sm 

134405; AW067903; Hs.82772; collagen, type XI, alpha 1; breast lung, ovar, headnk; CTL 
134470; X54942; Hs.83758; COC28 protein kinase 2; lung, blad. headnk; sm 
134520; BE091005; Hs.349506; activated RNA polymerase U tr, ovan sm 
134529; AW411479; Hs.848; FK506-b'mding protein 4 (59kD); breast diag 
75 134570; U66615; Hs.172280; SWI/SNF related, matrix associ; EWS; CTL*sm 
134654; AK001741; Hs.8739; hypothetical protein FU10879; breast ;(fiag 
134666; BE391929; Hs.8752; transmembrane protein 4; breast mAb+sm 
134691; AW382987; Hs.88474; prostaglandin-endoperoxide sym ovan sm 
134727; X80507; Hs.84520; yes-associated protein 65 kDa; blad; diag 
80 134731; D89377; Hs.89404; msh (DrosophHa) homeo box horn; Wad; sm 
134786; T29618; Hs^9640; TEK tyrosine kinase, endothefi; angio; sm 
134824; S78723; Hs^98623; 5-hydroxytryptamine (serotonin; Wad; mAb 
134856; BE281128; Hs.9030; TONDlt Wad; CTL^m 
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134868; AB020689; Hs.90419; K1AA0882 protein; breast; diag 

134924; BE294029; Hs.279903; Ras homolog enriched In brain ; breast; mAb 

134972; AL033527; Hs. 169252; v-myc avian myetocytomatosis v; ovar; CTL+sjti. 

134975; R50333; Hs.92186; Leman coHed-coil protein; breast diag 

134989; AW968058; Hs.92381; nudh (nucleoside diphosphate ; colon; diag 

135073; W55956; Hs-94030; Homo sapiens mRNA; cONA DKFZp5; angio; diag 

1351 17; VY52493; Hs34894; Homo sapiens cDNA FU 10561 fis; breast diag 

135166; M1358S7; Hs^80858; ESTs. Highly similar to A35661; pros; diag 

135235; AW298244; Hs^66195; EST* angio; diag 

135242; AI5B3187; Hs.9700; cycfin E1; ovar, CTb*m 

135243; BE463721; Hs.97101; putative G protenvcoupled rec; colon: mAb+sm 

135255; Y13545; HsJ97234; uropialdn 2; Wad; mAb 

135309; AI564123; Hs.355689; AOP-ribosylafion factor-tike 5; pros; diag 

135315; K81 136; Hs.334604; Homo sapiens mRNA for K1AA1 870; pros; drag 

135389; U05237; Hs.99872; fetal Alzheimer anfigen; pros, breast colon; CTL^m 

135400; X78592; HSJ99915; androgen receptor {c&rydrotest pros; mAb+sjn 

300254; AW183618; Hs.55610; solute carrier famSy 30 (zinc; pros, breast mAtnsja 

300256; AW591433; Hs.298241; Transrnemhrane protease, serine; breast colon, lung, ovar; mAb*<fiag*sjn. 

300318; AW444502; Hs.256982; ESTs, Weakly similar to NELIJt angio; CTL-Kftag 

300605; AI218847; Hs.152670; ESTs; pros; diag 

300921; AF146747; Hs.232165; polycythemia rubra vera 1; cet pros; mAb^jn. 

300923; AW 136372; Hs.1852; acid phosphatase, prostate; pros; sm 

301042; AI659131; Hs.356053; hypothefical protein MGC2849; pros; mAb 

301043; AI160316; Hs.149155; voltage-dependent anion channe; pros; mAb^m 

301050; AW136973; Hs.362915; ESTs, Weakly similar to S6989Q; colon, lung; CTL+S-m. 

301341; AA887801; Hs. 208229; G protein-coupled receptor; breast Ring; mAb+sm 

302001; AB02071 1; Hs.374965; WAA0904 protein; breast ; CTb*JTt 

302005; BE252922; Hs.123119; MAD (motors against decapenta; pros; diag 

302067; BE542706; Hs.222399; CEGP1 protein; breast diag 

302167; NM_006227; Hs.283007; phospholipid transfer protein; pros; mAb 

302225; NM_007231; Hs.16221 1; solute carrier family 6 (neuro; pane; mAb+sjn. 

302276; AW057736; Hs^23910; HER2 receptor tyrosine kinase ; breast mAtusm 

302290; AA179949; Hs.175563; Homo sapiens mRNA; cDNA DKFZpS; pros, breast diag 

302372; AL1 17406; Hs. 335891; ATP-binding cassette transport breast pros ; mAb+s.m 

302384; AI678059; Hs.202676; synaptonemal complex protein 2; breast cerv; diag 

302410; NM JXM917; Hs.21 8366; kallikrein 4 (prostase, enamel; pros; diag 

302468; AL133561; Hs^80155; DKFZP434B061 protein; pros; diag 

302562; BE149762; Hs.48956; gap junction protein, beta 6 C lung, Wad; mAb 

302881; AA508353; Hs.105314; retaxin 1 (H1); pros; diag 

303295; AA205625; Hs.208067; ESTs; Wad; diag 

303380; AW962764; Hs.303171; olfactory receptor, famfly 51,; pros; mAb 

303506; AA340605; Hs. 105887; ESTs, Weakly similar to Homolo; pros, breast cdon ; diag 

303699; BE143707; Hs.19525; hypothelica! protein FU22794; pros; diag 

303753; AW503733; Hs.9414; WAA1488 protein; pros, breast coton; CTl+s.m. 

305503; AA759177; r*L298148; ESTs, Weakly similar to KIAA05; pros; deg 

306273; AA936290; ; gbx>n70a01.s1 Soares_NFL_T GBC; pros; diag 

306676; AI005603; ; gb:ov15c10.s1 NCLCGAPJ3C3 Horn; rung; diag 

306840; AI077477; Hs.307912; ESTs; angio; diag 

309177; AI951 118; Hs.326736; Homo sapiens breast cancer ant breast pros; mAb+CTL 

309583; AW1 70035; Hs.326736; Homo sapiens breast cancer ant breast mAb+CTL 

309931; AW341683; Hs.343663; gb:hd13d01 jcI Soares_NFL_T_G8C; lung; mAb 

310382; AI734009; Hs.127699; WAA1603 protein; pros; diag 

310431; AI420227; Hs.366053; ESTs, Weakly similar to A46010; pros; diag 

310573; AW2921B0; Hs.156142; ESTs; pros; diag 

310636; A1814373; Hs.164175; ESTs; lung; cfiag 

310781; AI380797; Hs.158992; ESTs; breast ; drag 

310955; AI476732; Hs.253912; ESTs; breast angio; diag 

31 1034; BE567130; Hs.31 1389; ESTs, Highly similar to NKGDH; lung; mAb^m. 

311166; AIB21005; Hs.118599; intron ot BFF9 (GONFRa).; breast ; diag 

311251; A1655662; Hs.197698; ESTs; pros; diag 

311557; AF200492; Hs.21 1 238; rnterteukin-1 homolog 1; lung; diag 

31 1596; AI682088; Hs.79375; single-minded (DrosophBa) horn; pros; CTL 

31 1630; A1915444; Hs.372037; ESTs; colon. Wad. lung, ovar, pane, headnk; mAtwCag+sjn. 

311877; AA084248; HsJ72651; G poteirwxjupled receptor 39; ovar, angio, gib; mAb+s.m 

31 191 1; R19175; Hs.169793; ribosomal protein L32; pros; diag 

31 1928; T62216; Hs378028; ESTs; pros; diag 

312182; T94344; Hjl326263; ESTs; pros; diag 

312252; AI128388; Hs.143655; ESTs; Wad; diag 

312319; AA906997; Hs. 180780; TERA protein; colon; CTL+sm 

312521; AI263307; Hs.356901; H2B histone famfly, member U pros, breast lung; dag 

312544; AA51 6420; Hs.352340; ESTs, WeaHy similar to 138022; breast dlag 

312742; AJ650363; Hs.1 16462; ESTs; colon; diag 

312795; AW975014; Hs.26; ferrochelatase (protoporphyria; pros; s in. 

312857; BE083868; Hs.126914; KIAA1430 protein; colon, pros; CTL^sja 

31 2922; AA329256; Hs.378739; ESTs, Moderately similar to at pros; diag 

31 3328; AW44921 1; Hs.105445; GDNF famfly receptor alpha 1; breast ; mAtHs.m 

31 3513; AW298600; Hs.64313; ESTs, WeaHy similar to S59501 ; angio; mAtwun. 

313556; AA628517; Hs.11 6502; ESTs; angio; diag 

313665; AW751201; Hs.120932; ESTs; angio; (flag 

313774; AI916058; Hs.144583; ESTs; colon; CTL 

313915; C18863; Hs.1 63443; intron of periosfm (OSF-2os); breast diag 

313978; A1870175; Hs.13957; ESTs; angio; diag 

314078; AW129357; Hs^2970Q; ESTs; breast diag 



WO 03/042661 



314097; AA646744; Hs.269493; ESTs; breast; diag 

314121; AI732083; Hs.187619; ESTs; pros, breast; diag 

314171; AI821895; Hs.193481; ESTs; pes; diag 

314506; AA833655; Hs.206868; Homo sapiens cDNA RJ14056 fis; breast (Sag 

314547; AA399272; Hs.144341; ESTs; breast ; diag 

314558; AI873274; Hs.370280; ESTs; breast pros; dag 

314589; AK001432; Hs. 153408; Homo sapiens cDNA RJ10570 fis; lung. Wad; diag 

314691; AW207206; Hs^56982; ESTs; breast pros; cfiag 

314785; AI538226; Hs.32976; guanine nucleotide binding pro; colon, pros; diag 

31 4907; AW971082; HS.22288S; ESTs, Weakly similar to TRHY.H; pros; <fiag 

31500S; AI538613; Hs.298241; Trar*rnembrane protease, serine; breast colon, lung, ovar, mAb*diag^ra 

315033; AM 93046; Hs. 146133; ESTs; colon; diag 

315051; AW292425; Hs.163484; ESTs; breast pros, Had; diag 

315052; AA876910; Hs.134427; ESTs; pros, breast ; diag 

315196; AI367347; Hs.44898; Homo sapiens done TCCCTA00151; breast; diag 

315368; AB037745; Hs.104696; WAA1324 protein; pros; diag 

315408; AW273261; Hs.216292; ESTs; pros; diag 

315634; AA837085; Hs.372254; ESTs; breast pros; diag 

315720; AA292998; Hs.163900; ESTs; Wad; diag 

316177; AI904982; Hs^93102; downstream of breast cancer an; breast; mAb+CJL 

316442; AA760894; Hs.125350; ESTs; pros; diag 

3165B0; AA938198; Hs.146123; pory(A) polymerase gamma; breast angto; sm 

316886; AA836331; Hs. 170261; ESTs; breast ; diag 

316943; AW014875; Hs.137007; ESTs; Wad; diag 

317079; BE159984; Hs.125395; ESTs; Wad; mAb+sm 

317140; AA88543Q; Hs.2Q1925; Homo sapiens cONA FU13446 fis; breast diag 

317224; X73608; Hs.93029; sparc/bsteonectin, cwcv and ka; pros, angio; diag 

317548; BE568568; Hs.159066; ESTs; pros; CTL^sm 

317803; AW664964; Hs.128899; ESTs; breast lung, ovar, pros; mAb+s.m. 

317881; AI827248; Hs.224398; Homo sapiens cDNAFU 11469 fis; breast lung ; diag 

318240; A1085377; Hs.143610; ESTs; lung; diag 

318524; AK001050; Hs.159066; hypotheBca) protein aJ10188; pros, colon; CTl+s.m. 

318532; AW139377; Hs.127179; cryptic gene; pane; diag 

318744; AI793124; Hs.144479; ESTs; breast diag 

318754; W21423; Hs.44222; CGI-90 protein; pros; diag 

319080; AW967646; Hs.23023; ESTs; pros; (flag 

319795; AB037821; Hs.146858; protocadherin 10; pros, gfie; mAtHs.m. 

320066; BE305242; Hs.16098; daudin 2; colon, pane; diag 

320167; AA984373; Hs.90790; Homo sapiens cDNA: FU22930 fr. breast pros; diag 

320203; AL049227; Hs. 124776; downstream of cadherin 6 (by 3; renal, ovar, mAb+sm 

320211; AU039402; Hs.125783; DEME-6 protein; breast pros; CTL 

320322; AF077374; Hs.139322; small proGne-rich protein 3; lung; diag 

320324; AF071202; Hs.139336; ATP-Wntfing cassette, sub-famr. pros; mAb 

320561; AF085808; Hs.159330; uroplakin 3; pros. Wad; diag 

320590; U57058; Hs. 154299; Human proteinase activated res pros; mAb+sja 

320635; N50617; Hs.80506; small nuctear r&onucteoproler; angio tung; diag 

320736; AA315361; Hs.170195; bone morphogenetic protein 7 (; ovar; mAb+diag 

320796; AK001541; Hs.31218; secretory carrier membrane pro; pros, colon ; diag 

320896; BE019924; Hs.271580; uroplakin 1B; lung, blad, ovar, headnk; mAb+diag 

321023;AW294316;Hs.125608; ESTs; colon; diag 

321 107; AI732643; Hs.144151; downstream of breast cancer an; breast mAb+CTL 
321412; AI674383; Hs.22891 ; solute carrier family 7 (cafio; pros; mAb+sjn. 
321441; AF107493; Hs.201675; Homo sapiens LUCA-15 protein m; pros, breast ; diag 
321644; AW975944; Hs.237396; ESTs; breast pros ; diag 
321717; AW956580; Hs.42699; ESTs; angio; diag 

321905; AW270608; Hs.170195; bone morpnogenefic protein 7 (; ovar; mAb+diag 

321911; AF026944; Hs.293797; ESTs; angio, lung, blad; diag 

322035; AL137517; Hs.306201; hypothetical protein 0KFZp564O; breast blad; mAb 

322521; AF1 47347; ; gb:Homo sapiens foil length in; breast ; diag 

322706; AA018899; Hs.127179; crypfc gene; pane; diag 

322782; AA056060; Hs^02577; Homo sapiens cDNA FU12166 fis; pros; diag 

32281 8; AW043782; Hs.29361 6; ESTs; pros, breast, angio, glio ; diag 

322882; AW248508; H&279727; Homo sapiens cDNA FU 14035 fis; breast tung, ovar, angto, blad; diag 

322975; CI 6391; ; mtron of breast cancer anfige; breast ; mAb+CTL 

32316B; AL1 20862; Hs.124165; programmed ceB death 9 (PDCD9; breast ; diag 

323226; AF055019; Hs.355279; Homo sapiens done 24670 mRNA ; pros; diag 

323262; AL133990; Hs.190642; CEGP1 protein; breast pros, blad; diag 

323287; AA639902; Hs.10421 5; ESTs, Moderately similar to SP; pros; diag 

323332; AI829520; ; gb:wl19c06jc1 NCLCGAPJJtl Horn; breast ; diag 

323335; AI655499; Hs.161712; ESTs; pros, breast mAb 

323587; AI299709; Hs.131886; Homo sapiens cDNA: RJ22113 fi; colon; diag 

323817; AA410943; ; NAME OMITTED ... receptor kinase; breast ; mAb 

324261; BE069341; ; gb:QV3-BT0381 -270100-073^8 B; breast diag 

324295; AA434579; Hs. 143691; ESTs; pros; diag 

324338; AA927668; Hs.145078; regulator of ojnerenGafion (; colon; diag 

324430; AA464018; Hs.335798; Homo sapiens cDNA: FU23241 fi; pros, colon; diag 

324432; AA464510; Hs.152812; ESTs; breast lung, pane; diag 

324603; AW993522; Hs^99867; ESTs; pros, breast diag 

324617; AA508552; Hs.222874; ESTs. Weakly similar to I38Q22; pros; diag 

324658; AI694767; Hs. 129 179; Homo sapiens cDNA FU 13581 fis; pros ; diag 

324718; A1557019; Hs.1 16467; small nuclear protein PRAC; colon, pros; diag 

324865; AI541214; Hs.46320; Small f>roKne-nch protein SPR; lung, blad; diag 

324871; AI890347; Hsl271923; Homo sapiens cDNA: FU227B5 fi; colon; diag 
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324937; AI375572; Hs.172634; ESTs; breast diag 
325372; ; ; Phase 2 & 3 Exons; breast CTUsjn. 
325544; ;; Phase 2 & 3 Exons; breast angio; (Sag 
327035; ; ; Phase 2 & 3 Excns; hmg, angio; drag 
J 327075; ;;Phase2& 3 Exons; breast hm&diag 
327414; ; ; Phase 2 & 3 Exons; anglo; diag 
328700; ;; Phase 2 & 3 Exons; breast angio; flag 
33021 1; ; ; Phase 2 & 3 Exons; pros; CTL+sjh 

330468; L10343; Hs.112341; protease inhibitor 3; skuxler; tung, colon. Wad; dag 
1U 330493; M27826; Hs.334372; endogenous retroviral protease; tung, colon; sjrt 

330630; NM_002902; Hs.79088; refcutocalbin 2; EF-hand cate; pros; diag 

330762; AW407332; Hs.13014; ADP-ribosyiafion factor GTPase; pros; CTL^.m. 

330790; A1660243; Hs^18S45; Hu01 Chip Redos; pros, blad; (Sag 

33081 4; AI955040; Hs.265398; PAR-6 beta {pargfior&ig def; breast diag 
i 3 330827; AI961486; H<l249196; ESTs; tung, liter, diag 

330892; AFt 09293; Hs.1 18258; prostate cancer associated pro; pros; diag 

331014; AW770994; Hs.30340; hypothetical protein K1M1 1 65; colon; diag 

331151; R82331; Hs.121602; ESTs; pros, breast; diag 

331 183; T40769; Hs.8469; ESTs; colon; diag 
ZU 331237; W87874; HsJ25277; Homo sapiens cDNA FU10717 fis; angb; diag 

331490; AF216751; Hs.26813; COA14; pros; diag 

33157ft AI246482; Hs.243010; ESTs; angb; diag 

331614; N92293; Hs.206832; EST; Moderately similar to ALU; breast ; diag 
„ 331811; AW865727;Hs.9914;Hu01Chip Redos; lung; diag 
I J 3318B9; AA677577; Hs.380213; Homo sapiens ttronioscme 16 BAG; pros; diag 

331959; AA52691 1; Hs.82772; collagen; type XI; alpha 1; breast lung; CTL 

3321B0; AF134160; Hs.7327; clauoln 1; lung; mAb 

332247; AA669097; ; ESTs; pros, breast ; drag 

332396; AW579842; Hs.380730; hypothetical protein FU1 0697; pros; diag 
30 332453; L42583; Hs.334309; HuOl Chip Redos; lung; drag 

332466; AB018259; Hs.1 18140>KIAA0716 gene product angio; diag 
, 332530; M31669;Hs.1735;intobin;b^ 

332535; AF 167706; Hs.19280; cysteme-rich repeatcontamin; angto; diag 

332640; BE568452; Hs.344037; protein regulator of cytokines; blad. headnk; diag 

332645; AA284371; Hs.1 1 8064; ESTs; breast colon; diag 

332686; X69699; Hs.73149; paired box gene 8; ovan CTL^sm 

332697; X51405; Hs.75360; carbaxypeptidase E; pros; diag 

332740; BE409869; Hs.286241 ; Homo sapiens cDNA: FU22698 fi; pros; diag 

332798; ; ; C22000007:gi|12314195lemb|CAB9; pros, breast ; diag 
4U 333769; ; ; NM_005940*:Homo sapiens matrix; breast colon, lung; mAtwiag-Ki.m. 
• 333904; ;; Chromosome 22; pros; diag 

334223; ; ; NMJ)05080*:Homo sapiens X-box ; pros, breast diag 

334447; ; ; NM_012429^Homo sapiens SEC14 ; pros; diag 

335115; ; ; NM_005498*:Homo sapiens lecfin; pros; CTL+sjn. 
43 335809; ; ; NM_014509*:Homo sapiens kraken; breast CTL^sm 

335824; ; ; ENSP00000249072*:DJ222E13,1 (N; breast P«s; CTL4s.m. 

335825; ; ; ENSP00000249072*:W222E13.1 (N; breast diag 

335936; ; ; Chromosome 22; lung; diag 

336034; ; ; NM_007172Homo sapiens nucleop; breast angio; CTUsjtl 
->U 336152; ; ; NMJ)14246:Homo sapiens cadheri; breast ; mAb 

336636; ; ; C22000024^il10645308lgblAAG2; lung, breast CTUsjn. 

338008; ; ; NMJ)05940*:Homo sapiens matrix; lung, breast colon; mAb^a^m. 

338033; ; ; Chromosome 22; lung, angio; diag 

338158; ; ; NMJ>12399*:Homo sapiens phosph; tung, angto; cfiag 
D -> 338255; ; ; NM_014323*:Homo sapiens zinc t pros, breast colon ; CTL-^jtl 

400195; ; Hs.42650; NMJX)7057*:Homo sapiens ZW1 0 1 lung; CTL+sjn. 

400269; ; Hs.253495; Eos Controt fibro; drag 

400285; ; ; Eos Controt lung; diag 

400287; S39329; Hs.181350; kalfikrein 2, prostatic; pros; drag 
OU 400288; X06256; Hs.149609; integral, alpha 5 (fibronecfin; pane, pros ( angio, blad, lung; mAb+s.ra 

400290; H1B836; Hs.31608; hypothetical protein FU20041; pros, colon, EWS; mAb 

400294; N95795; Hs.278695; Homo sapiens prostein mRNA, co; pros, pros; mAb 

400295; W72838; Hs.348419; AI905687dL-BT095.19019W)19 B; breast diag 

400298; AA032279; Hs.61 635; six transmembrane epithelial a; pane, tung, headnk. slom, EWS. ovan mAb+CTL 
OD 400328; X87344; ; transporter 2, ATP^indmg cas; lung; mAb*s.m. 

400409; AH 53341; ; Homo sapiens winged Irafix/fork; brad; CTL-^jn. 

40041 9; AF084545; ; Target lung, sarc; diag 

400440; X83957; Hs.83870; nebuTm; sarc; diag 

400494; ; ; ENSPOQOQQ238970*:CIG30 (Fragme; angio; mAb 
/ \) 400517; ; ; lengsin; storn, cerv. uter. lung, pros, colon. hepC; dbg 

400651 ; ; ; ENSPOOOD022B031*:COPPER CHAPER; sanr, sjtl 

400665; ; ; NM_002425:Homo sapiens matrix ; lung; mAtHdiag^sm. 

400773; ;; NMJ)03105*:Homo saptens sorGl; Wad; mAb 

400844; ; ; NM_003105\Homo sapiens sortB; Mad; sjtl 
/ J 400846; ; ; sorfflb-rebted receptor. UJ>, Wad; mAb+s.m. 

400881; ; ; NM_025080:Homo sapiens hypothe; ovar; diag 

401093; ; ; C12000585*^il6330167|dbjiBAA8; brad, lung; CTL+sjn. 

401 234; ; ; rnitogen-activated prolan kina; angio; diag 

401424; ; ; NM_001172:Homo sapiens arginas; pros; sjtl 
OU 401486; ; ; C40o0547*:gi}475B508|rd]NP_00; headnk; mAb 

401704; ; ; NR4_021195*:Homo sapiens ctaudi; test mAb 

401732; ; ; NkL001176*:Homo sapiens GD; pane; diag 

401747; ; ; Homo sapiens keratin 17 (KRT17; Wad, tung. headnk, mera; diag 

100 
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401760; ;;TaiBetExon;blad,luRg l h8adn}<,esoph; (fag 
401780; ; ; NM_005557* :Homo sapiens kersQ; tung, Had. headnk, esoph, mela; (flag 
401781; ; ; Target Exon; lung, Wad, headnk, esoph, cerv; (flag 
401785; ; ; NM_002275*:Homo saptens kerati; lung; (flag 
5 401797;;; Target Exon; sarc; (flag 
401994; ; ; Target Exon; lung; (Sag 
402145; ; ; Target Exon; test CTb^m. 
402199; ; ; Target Exon; test CTL»*jn. 
402230; ; ; Fgenesh predided: CYTOCHROME ; Wad; (flag 
10 402239;;; Target Exon; Wad; (flag 

402250; ; ; NM_001436*--Homo sapiens fibril; btad; CTUs.m. 
402265; ; ; Target Exon; lung; diag 
402305; ; ; C19000735*:gil4508027lrefINP.O: blad; ObKun, 
402420; ; ; C1000823*:gil10432400IemblCAC1; lung; diag 
1 5 402424; ; ; NM_024901:Homo sapiens hypothe; Wad; CTL*sm 
402447; ; ; CT000201:gi|204416lgb|AAAD2627; esoph; mAb 
402474; ; ; NM_004079:Homo sapiens catheps; lung, colon, stom, fibre; (flag 
402550; ; ; Target Exon; Gbro; diag 
402604;;; Target Exon; gjio; diag 
20 402605;;; Target Exorn gBo; (flag 

402606; ; ; NM_024626:Homo sapiens hypothe; ovar, breast mAb 
402680; ; ; Target Exon; test mAb 
402777; ; ; C100265?:gii544327tsp!QM799}; Wad; diag 
402860; ; ; EKSP00000239210:OJ50O24.4 {nov, mela; CTbKun. 
2 5 402888; ; ; Target Exon; sarc; diag 
402992; ; ; Target Exon; sarc; diag 
402994; ; ; NrVL002463*:Homo sapiens myxovi; esoph; diag 
403046; ; ; NM_005656*:Homo sapiens transm; pros; mAb 
403047; ; ; NM_005656*:Homo sapiens transm; pros, biad, colon; mAb 
30 403071; ;;NM_003319^HorTOsapierafitm: sarc; diag 
403088; ; ; NM_003319*:Homo sapiens trtin ; sarc; (flag 
403171; ; ; C2001472*:gi|5809678lgbjAAB418; test diag 
403328; ; ; Target Exon; mela; diag 
403329; ; ; unnamed protein product [Homo ; lung; diag 
35 403381; ; ; ENSP00000231844*:Ecotropic vir. blad; CTUsjrf. 
403409; ; ; NM_005929:Homo sapiens anGgen; mela; mAb 
403433; ; ; NM_001622:Homo sapiens alpha-2; hepd diag 
403478; ; ; NM_022342:Homo sapiens kinesin; lung; CTL+s.m. 
403715;;; Target Exon; tung; diag 
40 403740; ; ; NMJH)1 076*:Homo sapiens UDP gt; pros, hepC, s.m 
403776; ; ; ENSP00000226542*:Small kiducib; pane; cfiag 
403903; ; ; C5001632^gqi0645308|gblAAG21; biad; CTL+s.m, 
404029; ; ; NM_018936*:Homo sapiens protoc; glio; mAb 
404049; ; ; NM_018937*:Homo sapiens protoc; gBo; mAb 
45 404210; ; ; NrVL005936:Homo sapiens myeloid; pane, uter, cerv, lung, ovar, pros, colon, stom; diag 
404240; ; ; NM_018950:Homo sapiens major tr, fibro; mAb 
404253; ; ; NrvL021058*:Homo sapiens H2B ht lung; CTL*s.m. 
404286; ; ; C6001909gl|704441|dbjjBAA1890; pane; (flag 
404298; ; ; C6001236*:gi|121715|sp|P26697|; lung; sm 
5 0 404403; ; ; Target Exon; Wad; diag 

404440; ; ; NrVL021048:Homo sapiens melanom; rung, blad; mAb+CTL 
404866; ; ; ENSPO0O002511 12*:Sodium/potass; pane; s.m. 
404877; ; ; NMJ)05365:Homo sapiens melanom; lung, blad; CTUs.m. 
404927; ; ; Target Exon; lung, headnk; diag 
5 5 404996; ; ; Target Exon; lung, headnk, esoph; diag 
405001; ;; interleuMn enhancer binding f, sarc; diag 
405025; ; ; Homo sapiens bone morphogenetr, angio; diag 
405121; ; ; mitogen-acGvated protein kinac angio, renal; sm 
. rt 405238; ; ; Target Exon; gjio; diag 
60 405239; ;; oxidative 3 alpha hydroxystero; gBo; sjtl 
405451; ; ; Homo sapiens glirfanrinytyeptid; mela; sm 
405545; ; ; Target Exon; cerv; mAb 
405546; ; ; NMJ)18833*:Homo sapiens transp; cerv; mAb 
405547; ; ; NM_018833*:Homo sapiens transp; cerv, mela; mAb 
65 405646; ; ; C12000200:gi|4657225lrefINPJ)0; lung; diag 
405704; ; ; NM_001844*:Homo sapiens collag; sarc; diag 
405770; ; ; NM_002362:Homo sapiens melanom; lung, esoph; mAb+CTl 
405849; ; ; Target Exon; pane; (Sag 

405932; ; ; C15000305:gi|3806122lgb|AAC691; blad. lung, headnk, cerv; CTUsm 
70 406081;;; Target Exon; blad; (Sag 

406137; ; ; NrvL000179":Homo sapiens rrrutS lung; CTL+sjtl 

406173; ; ; ENSP00000250148*:Growlh hormon; pane; CTbKsm 

406348; ; ; Target Exon; breast CTL^sjn. 

406360; ; ; Target Exon; lung, headnk; diag 
7 5 406399; ; ; NM_003122*:Homo sapiens serine; Mad; diag 

406434; ; ; NM_030579*:Homo sapiens cytoch; blad; diag 

405467; ; ; Target Exon; rung, headnk, blad; diag 

406506; ; ; Target Exon; angio; diag 

406547; ; ; Target Exon; test diag 
80 406627; T64904; Hs.163780; ESTs; angio; CTL+sjtl 

406671; AA129547; Hs.285754; metproto-oncogene (hepatocyte; pane, mAb 

406672; M26041; Hs. 198253; major Kstocompafibflrty compl; fibro; mAb 

406685; M18728; ; gfcHuman nonspecific crossreac; pane, colon, blad, headnk, stom, tung; mAb+CTl 
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406687; M31 126; Hs.352054; matrix mstaSopmteinase 1 1 (s; breast, lung, ovar, cerv, uler, pane, esoph, meia, sarc; mAb+tfiag+sjn. 
406690; M29540; Hs.220529; carcirioembiyonfc anfigerwdat lung, headnk, pane, stom, blad, colon, cerv; mAb+CTL 
406706; X03740; Hs^31581; myosin, heavy porypepfidel.s; sarc; diag 
40SB50; AJ62430Q; Hs.172928; collagen, type 1 atpha 1; sarc; CTUsm 
5 406906; Z25424; ; gbiftsaptens proteirvsaine/lh; Wad, tung; s jtl 
405337; U14622; ; ghiiuman transketdase-fike pr; test sm 
406967; M24349; ; gfcHuman parathyroid hormone-t lung; CTL+sm 
406974; M57293; ; gfcHuman parathyroid hcrmone-r lung, b!ad; (Sag 
40701 3; U35637; Hs.83870; gb:Human nebufin mRNA, partial; sarc; diag 
1 0 407034; U8454Q; ; gfcHuman dystrobrevin isoform ; glto; diag 

407103; AA424881; Hs.256301; bypolhefica) protein MGC13170; pros; diag 
407118;AA156790;Hs^2036;ESTs,Wea}dysirnilartD2223 H; pros; diag 
407122; H20276; Hs.31742; ESTs; pros; diag 

407137; T97307; ; gfcye53h05\s1 Scares fetal Ihr; king, blad, ovar, pros, pane, headnk; diag 
15 407168; R45175; Hs.117183; ESTs; pros, breast colon; diag 

407178; AA1 95651; Hs.352312; AP-2 beta transcripficn factor; breast ; CTL+sjn. 
407202; N58172; Hs.109370; ESTs; pros; dag 
407216; N91773; Hs.34B385; rysyJ oxidase; pane; (fiag 

407242; M 18728; ; gb:Human nonspecific crossreac; pane, colon, Wad, headnk, stom, rung, ovar, cerv; mAb 
ZD 407244; M 1 00 1 4; ; fibrinogen, gamma polypeptide; lung; diag > 

407245; X90568; Hs.172004; tilm; sarc; (fiag 

407251; U67611; Mm.29182; transaldolase 1; pros; sjr 

407252; AA659037; Hs. 163780; ESTs; angio; CTL^m 

407276; AI951 1 1 8; Hs.326736; Homo sapiens breast cancer ant; breast; mAb+CTL 
25 407289; AA135159; Hsi03349; Homo sapiens cDNA FU12149 fis; lung; diag 

407366; AF026942; Hs.17518; gb.Homo sapiens dg33 mRNA, pa; ovar, hepC, stom, mela, esoph; diag 

407581; R48402; Hs.173508; P3ECSL; Wad; CTL-sm 

407601; AC002300; Hs.37129; sodium channel, nonvottage-gat blad; mAb 

407619; AL050341; Hs.37165; collagen, type IX, alpha 2; sarc; diag 
30 407634; AW0 16569; Hs.136414; UDP-GteNAcbetaGal beta-1,3-N-; lung, headnk; s.ra 

407710; AW022727; Hjl23616; ESTs; test; diag 

407720; AB037776; Hs.38002; WAA1355 protein; lung; mAb 

407746; AK001962; Hs.38114; hypothefical protein FU11100; tung; diag 

407756; AA116021; Hs.38260; uKquitin specific protease 18; pane, lung, esoph, fibro, mela; CTL+sm 
35 407758; D50915; Hs^83S5; K1AA012S gene product; lung; diag 

407777; AA161071; Hs.71465; squalene epoxidase; pane, esoph; sjtl 

407782; AA608956; Hs.112619; ESTs, Moderately similar to PLh, lung; diag 

407786; AA687538; Hs.38972; tetraspan 1; pros, colon, uler, stom, ovar, cerv; mAb 

407788; BE514982; Hs.38991; S100 calciumtinding protein A; headnk, pane, Mad, lung, fibro; diag 
41) 407B1 8; AL021938; Hs.40154; jumonji (mouse) homotog; test; CTL+s.m. 

407824; AA147884; Hs.9812; Homo sapiens cDNA FU 14388 fis; sarc; diag 

407839; AA045144; Hs.161566; ESTs; blad, headnk; mAb 

407846; AA426202; Hs.40403; Cbp/p30Wnteractjng transacfi; mela; diag 

407853; AA336797; Hs.40499; dickkopf (Xenopus laevis) homo; colon, stom, renal, breast, ovar, uler, cerv; diag 
45 407856; AA045281; Hs.266175; phosphoprotein associated with; mela; diag 

407872; AB039723; Hs.40735; frizzled (Drosophua) homdog ; ovar; mAb 

407881; AW072003; Hs.40968; heparan sulfate (glucosamine} ; pane; $.m 

407910; AA650274; Ks.41296; GbronecSn leucine rich trans; fibro; mAb 

407944; R34008; Hs.239727; desrnocoBin Z hmg, headnk, esoph; mAb 
50 407949; W21874; Hs^47057; ESTs. Weakly similar to 210926; fibro, blad; diag 

407962; A1133530; Hs.62930; ESTs, Weakly similar to S59501; angio; mAb+sm 

408000; L1 1690; Hs.198589; buflous pemphigoid anOgen 1 (; breast pros. Wad, lung, headnk, cerv, esoph; mAb+CTL 

408015; AW1 36771; Hs.244349; epidermal drnerenfiafion comp; mete, sarc; diag 
- r 408045; AW138959; Hs.245123; ESTs; breast ; diag 
5 5 408056; AA312329; Hs.42331; ephrin-A4; ovar; diag 

408063; BE086548; Hs.381047; calcinaurin-Wndlng protein cs, pros, lung; diag 

408081; AW451597; Hs.167409; intron tfbasic+elix-toop-hel; ovar, gSo; diag 

408101; AW968504; HsJ78346; CDC2-related protein kinase 7; breast lung, stom; s.ra 
, 408122; AI432652; Hs.42824; hypothetical protein RJ10718; lung; diag 
60 408209; NM_004454; Hs.43697; ets variant gene 5 (ets-retate; mela; CTL+s jn. 

408296; AL117452;Hs.44155; DKF2P586G1517 protein; angto; diag 

408308; AL033377; Hs.44197; hypothetical protein DKFZp5640; pane, renal, colon; mAb 

408353; BE439838; Hs. 44298; mitochondrial ribosomal protei; hmg; (fiag 

408430; S79876; Hs.44926; dhpeptidytpepfidase fV (C026, ; pros; mAb 
65 408522; AI541 214; Hs.46320; Small profile-rich protein SPR; lung, Wad, headnk, eosph, cerv, diag 

408561; A1308037; Hs.84120; hypothetical protein M6C13016; mela; CTUsjti 

408570; AL046406; Hs.103483; WAA1798 protein; angio; CTl+s.m. 

408572; AA05561 1; Hs.226568; ESTs, Moderately similar to AL; lung; diag 

408591; AF0 15224; Hs.46452; mammaglobin 1 ; breast cerv; diag 
70 408611; NKL004367; Hs.46458; chemoWne (C-C motif) receptor; mela; mAb 

408833; AW963372; Ks.222088; PRO2000 protein; blad, lung, headnk. pros; diag 

408660; AA525775; Hs.89040; ESTs, Moderately stmflar to PC; ovar, pane, pros, esoph, sarc; diag 

408728; AL137379; Hs.47125; hypothetical protein FU13912; test diag 

408758; NM_003686; Hs.47504; exonudease 1 ; mela; CTL-^jn. 
75 408770; AW270608; Hs.170195; bone morphogenefJc protein 7 (; ovar; mAb+diag 

408771; AW732573; Hs.47584; potassium voltage-gated channe; lung; mAb 

408780; D31797; Hs.652; tumor necrosis factor (Bgand); leuk; diag 

408795; AW749126; Hs.170345; hypothetical protein RJ13710; ovar; diag 

408826; AF216077; Hs.48376; Homo sapiens clone HB-2 mRNA s; pane, pros; diag 
80 408833; AW612232; Hs^54835; ESTs; pros; diag 

408877; AA479033; Hs. 13031 5; ESTs, WeaWy similar to A47582; breast; diag 

408915; NM„016651; Hs.48950; heptacelKilar carcinoma novel ; pane, sarc; diag 

408930; AA146721; Hs.334686; hypothefica! protein aJ21588; Wad; Ca-^m. 
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408962; BE38B436; Hs.44317; SRY {sex determining region Y); mela; diag 

408992; AA059325; Hs.301 14; guanine nucleotide brmfing pro; lung; diag 

408996; AI979168; Hs.82226; glycoprotein (transmembrane) re mela; mAb+sjn. 

409012; AL117435; Hs.49725; DKF2P434I21 6 protein; sarc; CTl+s.m. 

409038; T97490; Hs^0002; small Inducible cytokine subfa; mela; diag 

409051; AAQ80912; ; gbzn04dQ3.r1 Stratagene hNT n; pros; sm 

409077; AA063037; Hs.66803; EST* lung; diag 

409093; BE243834; Hs.50441; CGJ-04 protein; lung; diag 

409123; AA063403; ; gfczm04d12^1 Stratagene come; pros; sjtl 

409142; AL136877; Hs.50758; SMC4 (structural maintenance o; ovar, lung, mela; diag 

409153; W03754; Hs.5081 3; hypolhefcal protein FU20B22; fibro; diag 

409200; AL042914; Hs.51039; K1AA0076 gene product; sarc; CTl+s.m. 

409203; AA780473; Hs.687; cytochrome P450. subfamily IVB; fibro, blad, ovar; diag 

40922B; R1681 1; Hs.22010; ESTs, Weakly similar to 210926; rung; mAb 

409231; AA446644; Hs.692; GA733-2 antigen; epithelial at; pros, ovar, breast, liter, pane, colon, stem; mAb 

409243; AB037761; Hs.51743; KIAA1 340 protein; test; diag 

409262; AK000631; Hs.52256; hypothefJcal protein FU20624; pros; CTL+sm 

409264; NM_014937; Hs.52463; WAA0966 protein; mela; CTL+SJn 

409269; AA576953; Hs 22972; steroid 5 alpha-red uctase 24; breast ovar, lung, pane, uteri mAb 

409327; L41 162; Hs.53563; collagen, type IX, alpha 3; colon, pane, sarc; CTL^jh 

409340; BE174629; Hs.321 130; hypothetical protein MGC2771; mela; CTUs.m. 

409342; AU077058; Hs.54089; BRCA1 associated RING domain 1; test; CTL^m 

409348; AI401535, Hs.146090; ESTs; renal, gGo; diag 

409361; NMJJ05982; Hs.54416; sine ocutis homeobox (Drosophi; blad, lung, pros; CTL+s.m, 

409389; AB007979; Hs.301281; Homo sapiens mRNA, chromosome ; gfio; diag 

409395; U46745; Hs^36678; dystrobrevin, alpha; gib; (Sag 

409402; AF208234; Hs.695; cystafin B (stefin B); blad; diag 

409415; AA579258; Hs.6083; Homo sapiens cDNA: FU21028 fi; mela; diag 

409421; AA199B83; Hs.67624; ESTs; test; diag 

409430, R21945; Hs.346735; splicing factor, arginine/seri; mela; diag 

409432; D49372; Hs.54460; smal inducWe cytokine subfa; stom, esoph; (Sag 

409433; AA074382; Hs. 135255; ESTs; gfio, sarc; diag 

409509; AL036923; Hs.322710; ESTs; angb; diag 

409512; AW979187; Hs.293591; melanoma differentiation assoc; mela. esoph; CTL+sm. 
409542; AA503020; Hs.36563; hypothetical protein FU2241 8; breast, ovar, diag 
409582; R27430; Hs.271565; ESTs; lung; diag 

409601; AF237621; Hs.80828; keratin 1 (epMermolySc hyper; headnk, mela, sarc; CR+sjn. 
409633; AW449822; Hs.55200; ESTs; sarc; diag 

409537; AA323948; Hs.55407; Homo sapiens mRNA; cONA DKFZp4; renal; diag 

409538; AW45042Q; Hs.21 335; ESTs; gib; dbg 

409570; AI368109; Hs.381 163; KIAA1855 protein; test; CTL*sm 

409703; NMJJ06187; Hs.56009; M-oligoadenylate synlhetas; pane, esoph, mela; sjtl 

409705; M37762; Hs.56023; brain-derived neurotrophic fee; hmg; diag 

409719; AI769160; Hs.10B681; Homo sapiens bran tumor assoc; lung; diag 

409731; AA125985; Hs.561 45; thymosin, beta, identified fat ; pros, sarc; CTb*s.m. 

409745; AA077391; ; gb:7B14E12 Chromosome 7 Fetal ; ovar, renal; CTUsjn. 

409935; AW51 1413; Hs.187393; ESTs; lung; diag 

409958; NM_001523; Hs.57697; hyabronan synthase 1; pane, ovar; mAb 

409988; N27687; Hs.334334; transcriptfon factor AP-2 alph; mela; diag 

410006; AW732308; Hs.57783; eukaryofic translation iniliafc test diag 

410037; AB020725; Hs.58009; KIAA0918 protein; pros; diag 

410044; BE566742; Hs.581 69; highly expressed in cancer, ri; blad; diag 

410048; W76467; Hs.343874; proline oxidase homolog; test; sjn. • 

410076; T05387; Hs.7991 ; ESTs; lung, pros; diag 

410079; U94362; Hs.380757; glycogenin 2; mela; diag 

410082; AA081594; Hs.158311; Musashi (Drosophila) homolog 1; pros; diag 

410102; AW248508; HsJ279727; ESTs; homotogue of PEM-3 [Cion; ovar, breast blad, lung, angb, sarc; diag 
410174; AA3O6O07; Hs.59461; DKFZP434C245 protein; mela; (Sag 
410240; AL157424; Hs.61289; synaptojanin Z angio; diag 
410247; AF181721; Hs.61345; RU2S; ovan CTL^JIL 

41 0268; AA31 61 81; Hs.61635; six transmembrane epithelial a; pane, pros, EWS; mAb+CTL 

410290; AA402307; Hs^22844; hypothetical protein DKFZp564A; mela; diag 

410310; J02931 ; Hs.62192; coagulafion factor III (thromb; pros, pane; mAb 

410361; BE391804; Hs.62661; guanylate binding protein 1, Y, mela, esoph, hepC, fibro, liter; diag 

410438; AW748012; Hs.45207; hypothetical protein K1AA1335; lung; CTL-*.m. 

410467; AF102546; Hs.63931; dachshund (Drosophila) homolog; breast colon, uter, stom; diag 

41048Q; R97457; Hs.63984; cadherin 13. H^adherin (heart; angio; mAb 

410491; AA465131; Hs.64001; Homo sapiens done 25218 mRNA ; mela, esoph; diag 

410530; M25809; Hs.64173; ATPase, H transporting, lysoso; ovar; mAb 

410553; AW016824; Hs.272068; hypotheScad protein MGC14128; blad, lung; diag 

410555; U92649; Ks.380136; a disintegrin and metalloprote; leuk, lung; mAb 

410561; BE540255; Hs.6994; Homo sapiens cDNA: FU22044 fi; lung; diag 

410565; AA373210; Hs.43047; Homo sapiens cDNA FU 13585 6s; pane; cfiag 

410600; AW575742; Hs.351676; ESTs, Moderately similar to S6; mela; mAb+s.m. 

410621; AA194329; Hs.172004; tifin; sarc; diag 

410681; AW246890; Hs.65425; calbindin 1. (28kO);lung; diag 

410687; U24389; Hs.65436; rysyl oxidase-fike 1; pane; diag 

410733; D84284; Hs.66052; CD38 antigen (p45); pros; mAb+CTL 

410763; AF279145; Hs.8966; hypothefica) protein FU21776; pane; mAb 

410855; X97795; Hs.66718; RAD54 (S.cerevtsiaeHIka; test CTL*s.m. 

410867; X63556; Hs.750; fibrillin 1 (Marfan syndrome); pane; diag 

410870; U81599; Hs.66731; homeo box B13; pros; CTL«s.m. 

410883; D43767; Hs.66742; Cai7 chemoteie (TARC) (SCYA1; leuk; cfiag 
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41 0889: X91 662; Hs.66744; twist (Drooph2a) homotog (ac; sarc; CTL»sm 

410929; H47233; Hs.30643; EST* ovar, test dag 

411078; A122202O; Hs.1 82364; CocoaCrisp; pros, gfio, breast <fiag 

41 1089; AA455454; Hs. 21 4291; cell division cyde 2-Cke 1 1 lung, fora; CTL+s.m. 

41 1243; AB039886; Hs.69319; CA11; esoph; dag 

41 1 248; AA551538; Hs.69321 ; Homo sapiens cONA FU14408 fis; blad; <fiag 

41 1 257; M6289S7; Hs.1 1 5274; Indian hedgehog protein (IHH) ; ovar. dag 

41 1263; BE297802; Hs.69360; kinesin-Gke 6 (mitoBc centra; king, Had, headnk; CTb»sm. 

41 1236; BE207307; Hs.101 14; growth suppressor 1; sarc; diag 

41 1358; R47479; Hs.94761; WM1691 protein; metarenai, sarc; mAb 

41 1388; X72925; Hs.69752; desmocoilin 1; headnk, mela; mAb 

411393; AW797437; Hs.69771; ^factor, properdin (COMPIEMEN; ovar; diag 

41 1558; AA 102670; Hs.70725; gamma-am'rrabutyric acid (GABA); pane, pros, stom, breast, uter, cerv. ovar mAb 
411573; AB 029000; HsJ0B23; K1AA1 077 protein; pane headnk, lung, stom; diag 
41 1579; ACQ05258; Hs70830; U6 snRNA-associated Sm-Gke pn hmg; diag 
411732; U47924; Hs71642; guanine nucleotide Wncfing pro; lung; (Sag 
411768; NMJM3371; Hs.71979; interleukin 19; ovar, utar, cerv; (Bag 

41 1 789; AF245505; Hs.721 57; AdDcan; breast, pane, hmg, stom, headnk, ovar, uter, esoph, sarc; diag 

411825; AK000334; Hs.352415; solute carrier family 39 {zinc; colon. ovanmAb 

41 1828; AW161449; Hs.72290; wingfe-type MMTV tntegrafion; ovar; diag 

41 1869; W20027; Hs.23439; ESTs; angio; diag 

41 1874; M096106; Hs.20403; ESTs; blad; diag 

411880; AWB72477; ; gb:hm30I03.x1 Na.CGAP.Thy4 Ho; blad; dag 

41 1945; AL033527; Hs.92137; L-myr>2 protein (MYCL2); blad, ovar, CTL«sm 

412006; AW451618; Hs.380683; ESTs; sarc; (Sag 

412026; AA383618; Hs.73073; testis-specrflc ankyrin motif ; test; diag 

412045; AA099802; Hs.83883; transmembrane, prostate andrag; pros; mAb+sm 

412099; U54198; Hs.73165; Interleukin 12 receptor, beta ; leuk, mela; mAb 

412104; AW205197; Hs.240951; Homo sapiens, Simflar to RIKEN; pane, fibro; dag 

412115; AK001763; Hs.73239; hypothetical protein FU 10901; lung, blad; CTL*sm 

412116; AW402166; Hs.784; Epstein-Barr virus induced gen; pane; mAb 

412133; U83460; Hs.380728; solute carrier family 31 (copp; pros; mAb 

412228; AW503785; Hs.73792; complement component {3d/Epste; mela; mAb 

412247; AF022375; Hs.73793; vascular endothelial growth fa; renal, gBo, blad, colon; dag 

412265; AA101325; Hs.86154; hypothefical protein RJ 12457; test; CU+sm 

412326; R07566; Hs.73817; small inducible cytokine A3 (h; pros, leuk; dag 

412351; AL135960; Hs.73828; T-cell acute lymphocytic leuke; angio; CTL*sm 

412420; AL035668; Hs.73853; bone morphogenetic protein 2, blad, gEo, rung, stom, angio; diag 

41 2448; L12964; Hs.73895; tumor necrosis factor receptor, leuk; mAb 

41 2471; M63193; Hs.73946; endothelial cell growth factor; cerv, mela, esoph; diag 

41 2490; AW803564; Hs.288850; Homo sapiens cONA: FU22528 fi; mela; dag 

412519; AA196241; Hs.73980; troponin T1. skeletal, stow, sarc; dag 

41 2530; AA766268; Hs.266273; hypothetical protein FU 13346; Wad, lung; dag 

41 2564; X83703; Hs.355934; cardiac ankyrin repeat protein; angio; diag 

41 2580; AA1 1 3262; Hs.1 7901 ; similar to CABLES [Homo sapien; mela; diag 

412610; X90908; Hs74126; fatty acid binding protein 6, ; Wad; diag 

412661; N32860; Hs.24611; ESTs, Weakly similar to 154374; blad; CTL+sm 

412715; NMJKXJ947; Hs.74519; primase, polypeptide 2A (5BkO); pros; sm 

412723; AA648459; Hs.335951 ; hypothetical protein AF301222; lung, blad, headnk, colon, stom, uter, dag 

412755; BE144306; Hs.179891; ESTs. Weakly simflar to P4HA.H; angio; sm 

412811; H06382; Hs.349705; ESTs; lung; diag 

412817; AL037159; Hs 74619; proteasome (prosorne, macropain; rung; sm 

412843; AF007555; Hs.74624; protein tyrosine prtosphatase, ; pros; mAb 

412856; BE386745; Hs.74631 ; basigjn (OK brood group); mela; mAb 

412926; AIB79076; Hs.75061; macrophage niyristoylated aJani; mela; CTL*sm 

412933; AW411491; Hs.75069; eukaryotic translafion etongat mela, renal; diag 

412970; AB026436; Hs.177534; dual specificity phosphatase 1; breast, mela; sm 

412986; XB1 1 20; Hs.751 10; cannabmoid receptor 1 (brain); gBo; mAb 

413004; T35901; Hs.751 17; interleukin enhancer bindng f; lung; diag 

41301 1; AW068115; Hs.821; Kglycan; lung; CTL+sm 

413049; NM_Q02151; Hs.823; hepsin (transmembrane protease; pros; mAb 

413095; AA494359; Hs.30715; potassium voltage-gated charme; pane, stom, renal, colon; mAb+sm 

413125; BE244589; Hs 75207; glyoxalase t; pros; sm 

413126; AW419203; Hs.174174; ESTs; angio; diag 

413129; AF292100; Hs.104613; RP42 homotog; lung; diag 

413132; NM.006823; Hs.75209; protein kinase (cAMP-dependerrt angio; CTL+s.m. 

413142; M81740; Hs.75212; ornithine decarboxylase 1; tung; s.m. 

413163; Y00815; Hs.75216; protein tyrosine phosphatase, ; pros; mAb 

413171; AA318325; Hs.75219; tyrosirase-feiated protein 1; mela; mAb 

413190; AA151802; Hs.40368; adaptor-related protein comple; mela; dag 

413219; AA878200; Hs.1 18727; Homo sapiens cDNA FU13692 fis; esoph, cerv; dag 

413223; AI732182; Hs.1 91866; ESTs; lung; dag 

413268; AL039079; Hs.75256; regulator of ^protein slgnall; headnk; CTL+sm 

413281;M861271; Hs.222024; transcriplion factor BMAL2; lung, blad, headnk, pane, angio; diag 

413313; NM.002047; Hs.293885; glycyl-tRNA synthetase; test sm 

413328; Y15723; Hs.75295; guanylate cyclase 1, soluble, ; pros; sm 

413335; AI613318; Hs.48442; ESTs; ovar; dag 

413364; BE536218; Hs.137516; Wgetin-Gke 1; lung; diag 

413372; H55532; Hs.349695; tubulin, alpha 2; test diag 

413435; X51405; Hs.75360; carbaxypepOdase E; pros, giro, pane, sarc; dag 

413436; AF238083; Hs.68061 ; sphingosine kinase 1 ; sarc; sm 

413472; BE242870; Hs.75379; sohite carrier family 1 {gfiar; gfio; mAb 

413566; AW604451; Hs.381 153; sproury (Drosophila) homotog 4; sarc; CTl«sm 
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413573; AI733859: Hs.149089; EST* lung; (fiag 
413582; AW295S47; Hs.71331; hypothetical protein MGC5350; lung; (flag 
413597; AW302885; Hs.117183; ESTs; pros; <fiag 
413623; AA8 25721; Hs.246973; intron of Btcaudal D homotog 1; ovar, pros; diag 
5 413691; AB023173; Hs.75478; ATPase, Class VI, type 1 1B; lung; mAb 
41371 1; AW291765; Hs.75486; heat shock transcnptkm facto; renal; diag 

413753; U17760; Hs.75517; iaminin, beta 3 (nicein (125kD; kmg, blad, headnk, pane, cerv, esoph, colon; (Sag 

413762; AW411479; Hs.848; FK506^xndmg protein 4 (59kD); test; diag 

413778; AA090235; Hs.75535; myosin, fight polypeptide 2, r, sac; diag 
10 413794; AF234532; Hs.61638; myosin X;mela: diag 

413804; T64682; ; gfcyc48b02/1 Stratagene fiver, blad; diag 

41 3308; J00287; Hs.350033; Homo sapiens mRNA for catdesmo; esoph; diag 

413B13; M96955; Hs.75561; teratocarcinoma^erived growth; colon; diag 

413833; 215005; Hs.75573; centromere protein E (312W3); tung; CTL*s.m, 
1 5 413842; M29383; Hs.856; interferon, gamma; leu* diag 

413869; NM 000878; Hs.75596; interfeukm 2 receptor, beta; fibro, renal; mAb 

413880; AI660842; Hs.110915; Interteukin 22 receptor pane, colon; mAb+s.m. 

413924; AL119964; Hs.75616; seladln-1; pros, breast, ovar, diag 

413943; AW294416; Rs. 144 687; Homo sapiens cDNA FLM2981 fis; Wad, lung; CTLhsjtl 
20 413985; AI018666; HsJ5667; synaptophysin; gto, sarc; mAb 

414004; AA737033; Hs.7155; ESTs, Moderately similar to 21; pane, mela; diag 

414020; NM_0029B4; Hs J5703; CCL4 Chemoklne (OC moGO fig; pros; diag 

414034; U89277; Hs.305985; early development regulator 1 ; test CTL+sm 

414035; Y00630; Hs.75716; serine {or cysteine) proteinas; king, cerv, headnk. blad; sjn. 
25 414053; BE391635; Hs.75725; transgeGn Z Wad; (fiag 

414061; NM.000699; Hs.300280; amylase, alpha 2A; pancreatic; ovar, diag 

414065; AW515373; Hs.271 249; Homo sapiens cDNA FU135B0 fis; pros; diag 

414085; AA1 14016; Hs.75746; aldehyde dehydrogenase 1 famfl; pros, pane, sarc; s.m. 

414142; AW368397; Hs.334485; hemicentin (fibulin 6); fibro. pane, sarc; diag 
30 414161; AA136106; Hs.184852; K1AA1553 protein; test; diag 

414166; AW888941; Hs.75789; N-myc downstream regulated; pros, renal; (flag 

414217; AI309298; Hs.279898; Homo sapiens cONA: FU23165 fi; glio; diag 

414219; W20010; Hs.75823; ALU-fused gene from chromosom; sarc; diag 

414221; AW450979; ; gb:UWH-B!3^a-12-0-Ul.s1 W; Wad; diag 
35 414251;AUI42306;rte.97689;VASAprotein;test;CTL^jn. . 

414259; W44633; Hs.301296; integrin, beta-like 1 (with EG; pane; diag 

414334; AA824298; Hs.21331; hypothefical protein FU10035; test; (fiag 

414359; M62194; Hs.75929; cadherin 11, type 2, OB-cadher, breast, ovar, uter, pros, colon, pane, sarc; mAb 

414368; W70171; Hs.75939; uridine monophosphate kinase; lung; s.m. 
40 414386; X00442; Hs.75990; haptoglobin; ovar, (fiag 

414416; AW409985; Hs.760B4; hypothefical protein MGC2721; Wad, lung; CTL*s.m. 

414420; AA043424; Hs.76095; Immediate early response 3; pane, colon; diag 

414430; AI346201; Hs.76118; uHquitki carboxyWerminal es; lung; sm 

414443; AU077268; Hs.76144; platelet-derived growth factor, sax, pane, headnk; mAb 
45 414476; AA301867; Hs.76224; EGF-containing fibunn-fike ex; angio; diag 

414477; U41635; Hs.76228; ampfified in osteosarcoma; sarc; (fiag 

414509; AW161311; Hs.76294; CD63 antigen (melanoma 1 anfig; mela; mAb 

414521; D2B124; Hs.76307; neuroblastoma, suppression of ; breast, ovar, uter, pros. Wad. pane, colon, stom, fibr, diag 

414565; AA502972; Hs. 183390; hypothetical protein FU 13590; pros; (fiag 
50 414569; AF109298; HS.11825B; prostate cancer associated pro; pros, EWS; diag 

414575; H11257; Hs.375743; Homo sapiens clone IMAGE45193; renal; diag 

414595; AA641726; Hs.289015; hypothetical protein MGC4171; blad; diag 

414602; AW630088; Hs.76550; Homo sapiens mRNA; cDNA DKFZp5; pros; mAb 

414683; S78296; Hs.76888; hypothetical protein MGC12702; Wad, lung, test; diag 
5 5 414732; AW410976; Hs.77152; nwiichromosome maintenance def; test Wad; diag 

414761; AU077228; Hs.77256; enhancer of zeste (Drosophla); lung, blad, test; CTL+SJn. 

414776; AA155598; Hs.212839; hypothefical protein FU14195;; angio; diag 

414786; AI246482; Hs.243010; Homo sapiens cDNA FU 14372 fis; angio; diag 

414799; AI752416; Hs.77326; insiMke growth factor bin; renal; diag 
60 414806; D14694; Hs.77329; phosphafldylserine synthase 1; lung; mAb 

414807; AI738616; Hs.77348; hydroxyprostaglandin dehydroge; Wad; s.ra 

414809; AM34699; Hs.77356; transferrin receptor (p90, C07; lung; mAb+sun. 

414825; X06370; Hs.77432; epidermal growth factor recent; gfio, lung, renal, esoph, pane, headnk, leuk ; mAtnsjn. 

414915; NM.002462; Hs .76391; myxovirus (influenza) resistan; esoph; diag 
65 414918; A1219207; Hs.72222; hypothefical protein FU13459; Wad; CTL 

414921; BE390551; Hs.77628; steroidogenic acute regulatory; breast diag 

414945; BE076358; Hs.77667; lymphocyte antigen 6 complex, ; meia; mAb 

414987; AA524394; Hs.294022; hypothetic^ protein FU14950; blad, pane, esoph; diag 

414998; NM_002543; Hs.77729; oxidised tow density fipoprote; fibro, ovar, pane, colon; mAb 
70 415003; M11437; Hs.77741; kininogen; pane; diag 

415025; AW207091; Hs.72307; ESTs; Wad; diag 

415091; AU044872; Hs.7791 0; 34iydroxy^3^thy1glutaryWCoe; lung, headnk; s.m. 

415178; D80503; Hs.46692; ESTs; blad; diag 

415214; AI445236; Hs.125124; EphB2; coton, stom; mAb 
75 415314; N88802; Hs.5422; glycoprotein M6B; mela; mAb 

415457; AW081710; Hs.7369; Homo sapiens testes specific A; fibro, ovar, uter; CTL*s.m. 

415511; AI732617; Hs.182362; ESTs; blad, ovar, renal; diag 

41S42; R13474; Hs.290263; ESTs, Weakly similar to 13BQ22; blad; diag 
_ 415724; NMJXJ3580; Hs.78687; neutral sphingomyelinase {N-SM; test CTUsm 

80 415752; BE314524; Hs.78776; putative transmembrane protein; endo, uter, breast, stom. Wad, mela; mAb 

415786; AW419196; Hs.257924; hypothetJcal protein FU13782; breast, pros, blad; diag 

415787; H01463; Hs.93534; ESTs; pros; diag 

415819; AU077330; Hs.360791; transcription elongation facto; test; CTb*.m. 
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415829; AW450198; Hs.163742; ESTs; test; diag 

415857; AA8661 15; Hs.127797; Homo sapiens cDNA FU 11381 fis; king, test dtag 

415910; U20350; Hs.78913; (monokine (C-X3-C) receptor 1; gib; mAb 

415947; U04045; Hs.78934; mirtS(Ecofi) homotog 2 (colo; test; (flag 

41 5989; AI267700; Hs.351 201; ESTs; pros.ovar, triad, lung, headnk. pane, colon, sarc; dtag 

415992; C05837; Hs.145807; hypothetical protein HJ13593; pros, fibro; mAb 

41 5999; AA172179; Hs.294029; ESTs; pros, uter ; (fiag 

41 601 8; AW138239; Hs.78977; proprotein convertase subtEBs; coton, pane, lung; diag 

416030; H15261; Hs.21948; ESTs; breast fibro; (fiag 

416055; BE267931; Hs.78996; proGrerating cell nuclear ant; blad, lung, headnk, mela; CTL«sm 

41611 1; AA033813; Hs.79018; chromafin assembly factor 1, s; lung, stom; CTL+sm 

416188; BE157260; Hs.79070; v-myc avian niyelocytornalosis v; pros; diag 

416201; AA467752; Hs.195161; ESTs; test; diag 

416208; AW291 168; Hs.41295; ESTs, Weakly similar to MU(2_H; lung; diag 

416224; NM.0O2902; Hs.79088; reticuiocalbcn 2, EF-hand cafe; ovar diag 

41 6225; AA577730; Hs.188684; ESTs, Weakly similar to PC4259; pros, Wad; diag 

416350; AF 188625; Hs. 189507; phosphoOpase A2, group I1D; test mela. fibro; dtag 

416370; N90470; Hs.203597; C038 anfigen (p45); pros, gBo; mAb+CTL 

416373; AA195845; Hs.73680; ESTs, Weakly similar to S1 2658; sarc; diag 

416402; NM_Q00715; Hs.1012; complement component 4-binding; fibro; diag 

416448; L13210; Hs.79339; lectin, gaiactoside-brnding, s; ovar, colon, stom; diag 

41 6498; U33632; Hs.79351 ; potassium channel, subfamily K; pane, stom, breast ovar, cdon; mAb 

41 6539; Y07909; Hs.79358; epithelial membrane protein 1; pros, headnk; diag 

41 6602; NM.006159; Hs. 387895; Protein kinase C-binding prate; breast; diag 

416640; BE262478; Hs. 13406; neuron-specific protein; mela; diag 

416661; AA634543; Hs.79440; IGHJ mRNAWidtng protein 3; blad, rung, headnk. cerv, pane, angio; diag 

416773; AK000340; Hs.79828; hypothetical protein FU20333; test CTL*sm 

416815; U41514; Hs.80120; UDP^ac«tyWpha-f>galactosa; angto; sm 

416819; U77735; Hs.80205; pim-2 oncogene; hmg, test (fiag 

416881; N32520; Hs. 141 358; ESTs; mela; diag 

416929; N20535; Hs.43265; melastaSn 1; mela; diag 

416975; NMJJ04131; Hs.1051; granzyme B (granzyme 2, cytoto; mela; sm 

417003; AL038170; Hs.80756; betaine-homocysteine methytira; blad; s.m 

417070; Z19077; Hs.172004; Kin; sarc; (fiag 

417105; X60992; Hs.81226; CDS antigen; fibro; mAb 

417115; AW952792; Hs.334612; small nuclear ribonucleoprotei; test CTV*m 

417124; BE122762; Hs.25338; ESTs; angio; diag 

417148; AA359896; HU74554; hypothetical protein RJ14902; pane; diag 

417151; AA194055; Hs.293858; ESTs; blad; (Dag 

417153; X57010; Hs.81343; collagen, type I. alpha 1 (or; pros, sarc; diag 

417218; AA005247; Hs.285754; met proto-encogene (hepatocyte; lung; mAb+s.m. 

417237; H86385; Hs.81737; pa!mitoyH>rotein fhioesterase; mela; sm 

417259; AW903838; Hs.81 800; chondroilin sulfate proteoglye; pane, breast (Sag 

417275; X63578; Hs.295449; parvalburnin; btad; diag 

417295; AW993524; Hs.43148; epithelial membrane protein 1; pros; diag 

417308; H50720; Hs.81892; K1M0101 gene product lung, headnk, blad, cerv, angio, mela, sarc; diag 

417312; AW888411; Hs^508l1; leukemia-associated phosphopro; blad; CTt-»sm 

417333; AL157545; Hs.173179; bromodomarn and PHD finger con; breast diag 

417355; D13168; Hs. 82002; endothefin receptor type B; gfio, mela; mAb 

417365; D508B3; Hs.82028; transforming growth factor, be; fibro, angio; mAb 

417366; BE185289; Hs.1076; small profine-rich protein 1B ; lung, Wad, headnk, pane, esoph, mela; dtag 

417370; T28551; Hs^74466; tryptciphanyWRNA synthetase; fibro, mela; diag 

417391; AW291946; Hs. 82065; interteukm 6 signal transduce; breast mAb+sm 

41 7400; AA653486; Hs.1 23072; RAB3B, member RAS oncogene fam; pros; diag 

41 7407; AA923278; Hs.290905; ESTs, Weakly similar to protea; lest pros; sm 

417409; BE272506; Hs.82109; syndecan 1; btad; (fiag 

417412; X16896; Hs.821 12; interteukin 1 receptor, type I; fibro, pros, pane; mAb 

417426; NM_002291 ; Hs.821 24; larninin, beta 1; angto; diag 

417437; U526B2; Hs.821 32; interferon regulatory factor 4; mela; CTt+sm 

417512; X76534; Hs.82226; glycoprotein (transmembrane) n; hmg, mela, headnk, pane, breast mAb 

417515; L24203; Hs.82237; ataxia-telangiectasia group D-; lung, headnk, blad; diag 

417542; J 041 29; Hs.82269; progestagen-associated endomet lung, mela; dtag 

417592; AA204664; Hs.1 82437; ESTs, Weakly similar to I54383; test diag 

417599; AA204688; Hs.62954; ESTs; blad, esoph; diag 

417621; AV654694; Hs.82316; tnterferon-mduced, hepatitis ; esoph; diag 

417696; BE241624; Hs.82401; CD69 anfigen (p60, early T-cet pros; mAb 

417705; AW1 34952; Hs.1 75220; hypothetical protein FU14541; test mAb 

417715; AW969587; Hs.86366; ESTs; blad, lung, headnk; diag 

417720; AA205625; Hs^08067; ESTs; blad, lung, esoph, headnk; diag 

41 7750; Al 267720; Hs.260523; synovial sarcoma translocated; sarc; diag 

417777; A1823763; Hs.7055; ESTs, Weakly similar to I7B885; test sm 

417791; AW965339; Hs.44269; ESTs; ovar, blad, rung, headnk; CTL4sm 

417801; AA417383; Hs.82582; tntegnn, betake 1 (with EG; pane fibro; diag 

417805; U38545; Hs.82587; phosphoBpase D1, phophaSdytc; angio; sm 

417831; H16423; Hs.82685; CD47 antigen (Rh-related anfig; ovar, mAb 

417843; W07361; Hs.22545; Homo sapiens cDNA FU12935 fis; pros; diag 

417847; AI52155B; Hs.7331; hypofhefical protein FU22316; ovan (flag 

417849; AW291587; Hs.82733; nidogen 2; angto, headnk; diag 

417874; BE616160; Hs.82829; protein tyrosine phosphatase, ; pane; mAb+sm 

417880; BE241595; Hs.82848; selecfin L {lymphocyte adhesio; mela; mAb 

41 7885; AA21 4584; ; ESTs; test ovan diag 

417900; BE250127; Hs.82906; CDC20 (cefl division cycle 20.; lung, stom, test blad, headnk, cerv, esoph; CTL+s.m 
41791 1; AA333387; Hs.82916; chaperonin containing TCP1 . str; test diag 
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417944; AU077196; Hs.82985; collagen, type V, alpha Z sarc; diag 
417975; AA641836; Hs.30085; hypothetical protein FU23186; colon, stem, rung; mAb 
417976; BE565892; Hs.83077; interleuWn 18 (toterferon-gam; colon, stom, fibres; diag 
418004; U37519; Hs.87539; aldehyde dehydrogenase 3 femfl; lung, headnk. esoph; s.m 
418036; 237976; Hs.83337; latent transtbrming growth fac; angto; diag 
418054; NNL002318; Hs.83354; rysyl oxidase^ 2; lung, angio, test sarc; diag 
418067; AI127958; Hs.83393; cystalin E/M; headnk, pane, blad; diag 
418068; AW971155; Hs.293902; ESTs, Weakly simaar to ISHUSS; Wad; sm 

4181 13; AI272141; Hs.83484; SRY (sex determining region Y); blad, breast, titer, colon, lung, ovar, glio, test, sarc; CTL+s.m 
418134; AA397769; Hs.86617; ESTs; test diag 

418140; BE613836; Hs.83551; rricrofibriliar-associated prot lung, headnk, esoph, ovar, sarc; diag 
418156; W17056; Hs33623; nuclear receptor subfemay 1. ; fibro; mAb*s.m. 
418203; X54942; Hs.83758; CDC28 protein kinase Z rung, blad, test, mela, stom; sjtl 
418216; AA662240; Hs.283099; AF15q14 protein; headnk. lung, blad; diag 
418245; AA088767; Hs.83883; transmembrane, prostate androg; pane; mAb+sjn. 

418283; S79895; Hs.83942; cathepsin K (pycncjcVsostosrs); breast, cerv, ovar, uter, pros, headnk, lung, pane, colon, stom; diag 

418318; U47732; Hs. 84072; transmembrane 4 superfamiry me; pane, pros, colon, stom, omuc; mAb 

41 8322; AA2841 66; Hs.841 1 3; cycCn-dependent kinase inhfa'; headnk, lung, blad; sjtu 

418338; NM_002522; Hs.84154; neuronal pentraxin I; sarc; diag 

418339; AA639902; Hs.104215; ESTs, Moderately similar to SP, pros; diag 

418345; AJ001696; Hs. 24 1407; serine (or cysteine) proteinas; cerv, lung; sm 

418371; M13560; Hs.84298; C074 anGgen (invariant polype; renal; mAb 

418379; AA218940; Hs.137516;fidgetjn-fike 1; lung; diag 

41 8394; AF132818; Hs.84728; Kruppel-like factor 5 (intesfi; pane; CTL^m. 

418396; AI765805; Hs.26691; SIC2A12 Solute earner family ; pros; mAb 

418397; NMJ301269; Hs.84746; chromosome condensation 1; lung; diag 

418399; AF131781; Hs.84753; hypothetical protein FU12442; test blad, sarc; diag 

418406; X73501; Hs.64905; cytokerafin 20; blad, coton; diag 

418432; M14156; Hs.851 12; insulin-like growth factor 1 (; pros, fibre, diag 

418460; M26315; Hs.85258; CDS antigen, alpha polypeptide; tlbro; mAb 

418462; BE001596; Hs.85266; integrin, beta 4; lung, blad, cerv, headnk, ovar; mAb 

418543; NMJW5329; Hs.85962, hyaturonan synthase 3; blad, lung; mAb 

418576; AW968159; Hs.302740; Epithelial calcium channel 2. ; pros; rnAb+sm 

418610; AW245993; Hs.32417; hypothetical protein MGC2742; pros; diag 

418641; BE243136; Hs.86947; a deintegrin and metalloprote; cerv, lung, pane, blad, headnk, stom; mAb 

41 8655; AA226354; Hs.1 1 1240; ESTs; pros; olag 

418661; NMJM1949; Hs.1 189; E2F transcripfion factor 3; ovar, lung, mela; CTL-»s.m. 

418663; AK001 1 00; Hs.41 890; desmocollin 3; lung, blad, headnk, cerv, esoph; mAb 

418683; U90908; Hs.87241; hypothetical protein from don; anglo; CTL^sjn. 

418686; 236830; Hs.87268; annexin A8; blad, rung; diag 

41 8693; AI750878; Hs.87409; thrombospondm 1; angio, pane; diag 

418596; AW959433; Hs.326290; hypothetical protein FU12581; test diag 

418739; AA310964; Hs.88012; SHP2 mteracfing transmembrane; mela; diag 

418756; AA252254; rte^26949; ESTs; test ; olag 

41 8825; AA228881; Hs.22394; hypothetical protein FU10893; angio; diag 

41 8829; AA516531; Hs.55999; NK homeobox (Drosophila), famfc pros; diag 

41 8882; NM JJ04996; Hs.89433; ATP-Wnding cassette, suWami; ovar, pros, breast lung; diag 

418883; BE387036; Hs.1211; acid phosphatase 5, tartrate n fibre; sja 

418888; AU076801; Hs.89436; cadherin 17, U cadherin (live; colon, stom, ovar, uter, pane; mAb+s.m. 

418918; X07871; Hs .89476; CD2 anGgen (p50), sheep red b; mela, fibro; mAb 

418932; L34059; Hs.89484; cadherin 4, type 1. R-cadhenn; gfto; mAb 

418941; AA452970; Hs.239527; E1B-55kDa^ssodated protein 5; angio, blad; diag 

41 8968; NMJJQQ078; Hs.89538; cholesteryl ester transfer pro; mela; diag 

418994; AA296520; Hs.89546; selecfin E (endothelial adhesh pros, angio; mAb 

419038; AW134924; Hs.58290; ESTs; pros; dag 

419073; AW372170; Hs.183918; transmembrane receptor Unc5H2 ; ovar, renal, blad, lung; mAb 

419078; M93119; Hs.89584; tosufinoma-associated 1; blad, lung, pane, sarc; diag 

419079; AW014636; Hs.18844; ESTs; esoph, lung, stom, coton; diag 

419086; NM_000216; Hs,89591; Kallmann syndrome 1 sequence; fibro; diag 

41 9092; J05581; Hs.89603; mucin 1, transmembrane; breast pane, king, blad, fibro; mAb 

419222; AD001528; Hs.89718; spermine synthase; pros; s.m. 

419223; X60111; Hs.1244; CD9 anfigen (p24); breast pros, ovar; mAb 

419231; AL046294; Hs.136245; ESTs, Weakly similar to T17227; fibro; diag 

419261; X07876; Hs.69791; wingless-type MMTV integration; pane; diag 

419254; AA877104; Hs.293872; ESTs, Weakly similar to ALUB.H; pros; diag 

419290; AI128114; Hs.1 12885; spinal cord-derived growth fac; pane; diag 

419356; Al 656166; Hs.7331; hypothetical protein FU22316; uter, ovar, diag 

419359; AL043202; Hs.90073; chromosome segregation 1 (yeas; lung, blad, test; diag 

419440; AB020689; Hs.90419; KIAA0882 protein; breast diag 

419485; AA489023; Hs.99807; ESTs. Weakly similar to unname; mela; diag 

419490; NMJW6144; Hs.90708; granzyme A (granzyme 1, cytolo; fibro; s.m. 

419519; AI198719; Hs.176376; ESTs: melar, diag 

419551; AW582256; Hs.91011; anterior gradient 2 (Xenepus 1; pane, pros, breast diag 
419559; Y07828; Hs.91096; ring finger protein; blad, colon, stonr, CTL«s.m. 
419568; AB026116; HS.28307B; hOAT4; renat mAb 
419569; AI971651; Hs.91143; jagged 1 (AlagiQe syndrome); headnk, lung; diag 
419628; H67546; Hs.49768; ESTs; mete, sarc; diag 

419667; AU077005; Hs.92208; a disintegrin and metalloprote; breast cerv, angio; mAb 

419693; AA133749; Hs.301350; FXYD dornain-containlng Ion tra; pros, breast ovar, pane, king; mAb 

419721; NM.001650; Hs.315359; aquaporin 4; glio, lung, fibro; mAb 

419743; AW408762; Hs.8957; Homo sapiens clone 24416 mRNA ; blad, headnk; diag 

419749; X73608; Hs.93029; sparc/osteonectin, ewev and ka; pros, pane, lung; diag 

419752; AA249573; Hs.152618; ESTs, Moderately similar to ZN; lung; diag 
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41 9839; U24577; Hs.93304; phosphdlpase A2, group VH (p- pros, hmrx diag 

41 9870; AW40391 1; Hs.266175; phosphoprotein associated with; meia; diag 

419875; AA853410; Hs.93557; prcenkephalin; sarc; diag 

419948; AB041035; Hs.93847; NM_.016931:Homo sapiens NADPH o; angio; mAb 
3 419956; AL1 37939; Hs.40096; cadherin 19, type 2; mela; mAb 

419968; X04430; Hs.93913; tnterleukin 6 (interferon, bet lung, pane, esoph; diag 

419981; AA897581;Hs.128773; ESTs; angio; diag 

420005; AW271 106; Hs.133294; ESTs; lung, test Had, colon; diag 

420062; AW411096; Hs.94785; TGF(betaHnduced fjanscripfio; test CTl+s.m. 
1U 420067; T52431; Hs.94795; Homo sapiens mRNA; cDNA DKFZpS; sac; diag 

420137; AA306478; Hs.95327; CO30 antigen, delta porypeptid; fibro; mAb 

420154; AI093155; Hs.95420; G anfigen famSy C 1 protein (; pros, tab; CTVs.m. 

420174; AI824144; Hs.199749; ESTs; angio; CTl«<uu. 

420203; BE276055; Hs.95972; sflver {mouse homotogj Eke; mala, sarc; mAb 
1 0 420209; AA256444; Hs.126485; hypothetical protein RJ 12604- angio; diag 

420218; AW958037; Hs.381 105; ribosomal protein L4; mela, pros; diag 

420255; NM_007289; Hs.1298; membrane metallo-endopepfldase; pros; mAb 

420255; U84722; Hs.76206; cadherin 5, type 2, VE-cadheri; angio, fibro; mAb 

420267; N37030; Hs.173337; ESTs; mela, sarc; diag 
ZU 420281; AI623693; Hs.323494; Predicted cation efflux pump; lung, Nad, ovar. pane; mAb 

420301; AA767526; Hs.22030; paired box gene 5 (B-ceB line; mete; diag 

420338; AAB25595; Hs.88269; Homo sapiens, clone MGC: 17339,; mela; mAb 

420340; NM.000734; Hs.97087; C032 anfigen, zeta polypeptide; fibro- mAb 
? S !E!5ZL : ; P ut3tfv8 G Prate^"Pted rec; colon, pros, Wad, headnk, pane, stom, ovar; mAb 

ZD 420347; AL033539; Ks.97124; Human DNA sequence from done ; test diag 

420360; U83171; Hs.97203; small inducible cytokine subfe; teufc diag . 

420367; AA259090; Hs.2S7028; ESTs; test diag 

420376; AL137471; Hs£7266; protocadherin 18; sarc; mAb*s.ra 

420378; NM.014143; Hs.97269; B7-H1 protein; teuk; mAb 
J U 420380; AA640891; Hs.102406; ESTs; lung; diag 

420424; AB033036; Hs.97594; WAA1210 protein; pros; diag 

420462; AF050147; Hs.97932; chondrumodufin 1 precursor; lung, EWS, sarc; mAb 

420474; L09753; Hs.1313; tumor necrosis factor (ligand); leuk; mAb 

420544; AA677577; Hs.380213; Homo sapiens Chromosome 1 6 BAC; pros; diag 
5 J 420576; AA297634; Hs.54925; KIAA1858 protein; sarc; diag 

420596; NrA002692; Hs.99185; polymerase (DNA directed), eps; test; CTL+sm 

420533; NrVL014581; Hs.274480; odoranWrinding protein 2B (OB; breast, endo; diaq 

420656; AA279098; Hs. 187636; ESTs; fibro; diag 
An 42071Q; N^007009; Hs.99875; 2Ma peDudda birufing protein; test diag ! 
4U 420729; AW964897; Hs.290825; ESTs; pros; diag 

420757; X78592; Hs.99915; androgen receptor (cfihydrotest pros; mAb^sm 

420759; T1 1832; Hs.127797; Homo sapiens cDNA FU1 1381 fis; test diag 

420783; AJ659838; Hs.99923; tecfin, galactosidettnding, s; rung, blad, headnk dan 

420789; AI670057; Hs.199882; ESTs;^al,; diag ^ 

420859; AW468397; Hs. 100000; S1 00 calcium-binding protein A; sarc; diag 

420908; AtD49974; Hs.100261 ; Homo sapiens mRNA; cDNA DKFZpS; pane; diag 

420923; AF097021; rte^73321; drffererrfialry expressed in he; blad, colon; diag 

420931; AF044197; Hs. 100431; small inducible cytokine B sub; breast lung, mela; (flag 

420981 ; L40904; Hs.100724; peroxisome proBferafive acfiv; colon; rnAb+sja 
JU 421016; AA504583; Hs.101047; transcription factor 3 (E2A im; test CTL-tsm 

421044; AF0B1871; Hs. 101 302; Human DNA sequence from done ; pane; (Bag 

421059; AI6541 33; Hs.356247; thyroid receptor interacting p; pros; mAtHsjn. 

421064; AI245432; Hs.101382; tumor necrosis factor, alpha-t Wad, uter diag 
- - 421070; AA283185; Hs.19327; ESTs; Wad; drag 

421100; AW351839; Hs.124660; Homo sapiens cDNA: FU21763 fc blad; diag 

421133; MB14971; Hs^6410; ESTs; rung; drag 

421 154; AA284333; Hs^87631 ; Homo sapiens cDNA FU14269 fis; BPH; drag 

421 155; H87879; Hs.102267; lysyl oxidase; headnk, pane, renal, sarc; diag 

421 218; NMJKJ0499; Hs.72912; cytochrome P450, suMamiry I (; Wad, angio; diag 
OU 421233; AA209534; Hi284243; tetraspan NET-6 protein; pros, breast ovan mAb 

421241; X91817; Hs.102866; transketotaselike 1; test sm 

421302; T34462; Hs. 103291; neuritin; uter, endo ; diag 

421305; BE397354; Hs.324830; diplheria toxin resistance pro; ovar; dag 
« 1?!?° 7: BE539976 : Hs.103305; Homo sapiens mRNA; cDNA DKFZp4; breast lung, angio, test sarc diag 
05 421341; AJ243212; Hs.279611; deleted in malignant bram turn; parZlung;<fii W ^ 

421350; AW3Q1608;Hs.278188; ESTs, Moderately simter to 15; test diag 

421373; AA808229; Hs^22088; ESTs; Wad; diag 

421433; AI829192; Hs.22380; ESTs; pros; diag 
A 421451; AA291377; Hjl50831; ESTs; ovar, blad. lung; diag 
/U 421458; NMJW3654; Hs.104576; carbohydrate (keratan sulrate ; sarc; sjn. 

421478; AI683243; Hs.g7258; ESTs, Moderately similar to S2; ovar, Wad. renaL uter diaq 

421481; AW391972;Hs.104696;KlAA1324 protein; pros; diag 

421502; AF111856; Hs.105039; solute carrier family 34 (sodi; ovar, fibro; mAb 
„ 421506; BE302796; Hs.105097; thymidine kinase 1, soluble; lung, headnk, esoph; s.m. 

^21508; NM.004833; Hs.1051 15; absent in melanoma 2; Wad, esoph, lung, mela; CTL-^m 

421535; AB002359; Hs.105478; phosphonTjc^lfbmrylglycmarnid; test s m. 

421537; BE383488; Hs.105547; neural prcTiferatjon, drfferen; pros; diag 

421566; NM_000399; Hs.1395; early growth response 2 (Krax-; pros; CTL*s m. 
or\ 42157ft NM_002975; Hs.105927; stem cell growth factor; lymph; sarc; mAb 
oU 421633; AF121860; Hs.106260; sorfing nexin 10; mela; drag 

421650; AA7B1795; Hs.343800; ESTs; mela; diag 

421666; AL035250; Hs.1408; endotheBn 3; mela; diag 

421727; Y13153; Hs.107318; kynurenlne 3fl»nooxygenase (ky; breast s.m. 
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421773; W59233; Hs.1 12457; EST* meia, esoph. sarc; drag 
421777; BE562088; Hs.108196; HSPC037 protein; esoph, cerv, lung; diag 
421779; AI879159; Hs.108219; wingless-type MMTV integrafion; colon, ovar, drag 
421798; N7488Q; Hs.355462; N-acytsphingosine amidohydrola; fibre; s.m. 
5 421814; L12350; Hs.108623; Ihrombospondin Z pane; diag 

421831; AA298836; Hs.22025; ESTs; similar to TRANSMEMBRAN; angio; mAiHS.ra 
421887; AW161450; Hs.109201; CGk86 protein; pros; mAb 
421896; NS2293; Hs.45107; ESTs; pros; (Sag 
421917; AB028943; Hs.109445; WAA1020 protein; test diag 
1 0 421920; BE551245; Hs.1438; garnma-arrwwbutyric acid (GABA); sarc, mAb 
421924; BE514514; Hs.109606; coronin, acfin-bkiding protein; fibre; (Sag 
421948; L42583; Hs.334309; keratin 6A; lung, headnk, Wad, esoph, cerv, mela; diag 
421952; AA3Q0900; Hs.98849; dynem Bght chain 2B (DNLC2B); fibro;c£ag 
421991; NM_014918; Hs.1 10488; WAA0990 protein; pane; diag 
1 5 421996; AW583807; Hs.1460; glucagon; pane; diag 

422002; X7007Q; Hs.1 10642; neurotensin receptor 1 (high a; cdon; mAb 
422027; AUD43100; Hs.288828; fatty acid amide hydrolase; pros; s.ra 
422033; AW245805; Hs.110903; claudhi 5 (transmembrane prote; gKo; mAb 
422087; X58968; Hs.1 1 1301; matrix metalloproteinase 2 (ge; sarc; dag 
20 422089; AA5231 72; Hs.103135; ESTs, Weakly similar to SFR4J* pros; drag 
422094; AF129535; Hs.272027; F-box only protein 5; Mad, !ung; CTL+s.m. 
422095; AI868872; Hs.282604; hypothefical protein FU 22704; lung, pane, ovar, breast; CTL+s.m. 
422099; AA156022; Hs.111518; hypothetical protein; angio; CTL+s.m. 
422100; AI096988; Hs.111554; ADP-ribosyIa6on factor-like 7; lung, esoph; CTL+sjn. 
25 4221 1 0; AI376736; Hs.121 555; secreted protein, acidic, cyst; pane; drag 
4221 1 9; AI277829; Hs.1 1 1862; K1AA0590 gene product btacfc diag 
422134; AW179019; Hs.112110; mitochondrial ribosomal proter; lung; diag 
422152; AA909249; Hs.112282; soMe carrier family 30(zinc; Wad; mAb+sjn. 
422163; AF027208; Hs.1 12360; promirdn (mouseJ-Oke 1; colon, breast, fibre; mAb 
30 422164; KM.014312; Hs.112377; corfic al thymocyte receptor {; blad; mAb+s.m. 

422168; AA585894; Hs.1 12408; S100 calcarm-binding protein A; lung, blad, headnk, breast, mela, esoph, sarc, cerv; CTl+sm 
422170; AI791949; Hs.1 12432; anfi-Muflerian hormone; uter, blad; diag 
422173; BE385828; Hs^50619; phorbofovlike protein MDS019 ; mela; diag 
422247; U18244; Hs.113602; solute carrier family 1 (high ; blad; mAb 
3 5 422278; AF072873; Hs.1 1421 8; frizzled (Drosophila) homotog ; ovar, headnk. Wad, cerv, lung. pane, stem; mAb 
422309; U79745; Hs.114924; solute carrier family 16 (mono; mela; mAb+sjn. 
422311; AF073515; Hs.1 14948; cytokine receptor-like factor ; lung, fibre; diag 
422355; AW403724; Hs.300697; coagulation factor VI! (serum ; fibre; diag 
. . 422363; T55979; Hs.1 15474; repEcafion factor C (activate; mela, colon; diag 
40 422398; AI476149; Hs.334489; hypothetical protein FU21992; fibre; CTL+s.m. 
422406; AF025441; Hs.116206; Opa-WeracGng protein 5; Wad, lung; diag 
422420; U03398; Hs.1524; tumor necrosis factor (Ogand); colon, pane, stem, teuk; mAb 
422423; AF2B3777; Hs.116481; CD72 antigen; spleen, leuk; mAb 
422440; NMJXJ4812; Hs.11 6724; aldo-keto reductase family 1, ; lung, headnk; sm 
45 422487; AJ010901; Hs.198267; mucin 4, tracheobronchial; lung, headnk, pane, sarc; diag 
422532; AL008726; Hs.1 181 26; protecfive protein for beta-ga; renal, mela; s.m. 
422565; BE259035; Hs.1 16400; singed (DrosoprulaJ-like (sea ; pane, test mela; diag 
422573; AW297985; Hs^95726; integrin, alpha V (vfoonecfi; pane, mAb+s.m. 
422596; AF063611; Hs.118633; 2 , -ff-oligoadenylate synthetas; esoph, mela; sja 
50 422603; BE242587; Hs.1 1 8651; hematopoietically expressed ho; angio; CTL+sjn. 
422633; X56B32; Hs.118804; enolase 3, (beta, muscle); sarc; sjil 
422658; AF231981; Hs.250175; homolog of yeast long chain po; pros; diag 
422689; AW856665; Hs.299797; gb:RC3-aO297-29010OO13<J03 C; test diag 
422726; U1 1690; Hs.1572; faciogenitat dysplasia (Aarsko; test diag 
55 422728; AW937826; Hs.1 03262; MAD (mothers against decapenta; pros; diag 
422789; AK001113; Hs.120842; hypothetical protein FU10251; test CTL+sjn. 
422835; BE218705; Hs.121378; metailoft'icnein-Bke 5, tesfe; breast diag 
422B71; AL031228; Hs.121509; collagen, type XI. alpha 2; sarc, diag 
422887; AI751848; Hs.49215; ESTs; sarc; CTL+sm 
60 422938; NMJKJ1809; Hs.1594; centromere protein A (17kD); lung, test CTL+s-m. 
422963; M79141; Hs.13234; ESTs; tung, pane; diag 
422997; BE018212; Hs.122908; DMA repiicafion factor test CTL+SJn. 
423017; AWt 78761; Hs.227948; serine (or cysteine) proteinas; blad, headnk, mela; mAb+diag 
423052; M28214; Hs.1 23072; RAB3B, member RAS oncogene fam; pros; diag 
65 423189; M59371; Hs.171596; EphA2; colon, ovar; mAb 

423195; AK001866; Hs.125139; hypothefical protein FU11004; fibre; CTUsm 
423198; M81933; Hs.1634; cell division cycle 25A; test CTL+sm 
423201; NMJW0163; Hs.125180; growth hormone receptor, pros; mAb 
423217; NM_000094; Hs.1640; collagen, type VII, alpha 1 (e; lung, esoph; diag 
70 423271; YV47225; Hs.1 26256; interteuidn 1, beta; blad, store, esoph; diag 
423309; BE006775; Hs.126782; sushi-repeat protein; lung, colon; diag 
423354; AB01 1 130; Hs.127436; calcium channel, volrage-depen; test fibre; mAb 
423387; AJ012074; Hs.348500; vasoactive intestinal peptide ; pros; mAb 
423397; NMJXM838; Hs.1 652; chemokine (C-C mofit) receptor, blad, mela; mAb 
75 423412; AF109300; Hs.351615; prostate cancer associated pro; pros; diag 
423422; AC005175; Hs.128425; NY-REN-24 antigen; gio; mAb+CTl 
423445; NMJM4324; Hs.128749; alplwnethylacyl-CoA racemase; pros; s.ra 
423453; AW450737; Hs.128791; CGI-09 protein; lung; CTL+s.m 
423458; AI204212; Hs.351 1 13; ESTs; test CTL+sm 
80 42351 1; AF035329; Hs.129715; gonadotropirHeleaslng hormone; lung; diag 
423515; AA327017; Hs.176594; ESTs; ovar; diag 
423541; AA296922; Hs.129778; serine protease inhibitor, Kaz; colon, pane diag 
423575; C18853; Hs.1 63443; Intron of periostin (OSF-2os); headnk, breast, pane, tung, fibre, esoph; (flag 
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423605; AF047826; Hs.129887; cadhenn 19, type 2; mete; mAb 

423542: AW452650; Hs. 157148; hypothetical protein MGC13204; lung: drag 

423662; AK001035; Hs.130881; B-cefl (XUIymphoma 11A (zinc ; lung; diag 

4236B5; BE350494; Hs.49753; uveal autoarigen with coiled ; pane, uter, colon: CTL^ju. 
0 423725: AJ403108; Hs.132127; hypoftefica) protein LOC57822; iung, headnk, hlad: (fiag 

423739: AA3981 55; Hs.97600; ESTs; breast, ovar, pane; diag 

4237B1; NM_0G6194; Hs.1 32576; paired box gene 9; headnk; CTL*sm 

423765; R23858; Hs. 143375; Homo sapiens, clone IMAGE3840; test diag 

423778; Y09267; Hs.1 32821; Bavin containing monooxygsnas; fibro; sm 
1 U 423779; AW071837; Hs.57971; TRANSCRIPTION FACTOR HES-5; gfio; diag 

423787; AJ 295745; Hs.236204; nuclear pore complex protein; test, esoph; diag 

423798; AF047033; Hs. 132904; solute canier family 4, sodiu; angio; mAb 

423799; AW026300; Hs. 1320)6; 19A24 protein; mela; mAb 

423849; AL157425; Hs.133315; Homo sapiens mRNA; cDNA DKFZp7; lung; diag 
1 5 423887; AUJ802O7; Hs.134585; 0KFZP434G232 protein; headnk, rung; diag 

423899; NM.001427; Hs.134989; engrailed homolog 2; mela; CTUsm 

423905; AW579960; Hs. 135150; lung type-I ce0 membrane-asso; test mAb 

423909; AJ 2231 83; Hs. 135 194; tmmtmogtobufin superfemily, me; test (flag 

423934; U89995; Hs. 159234; forkhead box E1 (thyroid trans; lung; CTl«sm 
ZU 424001; W67883; Hs.137476; paternally expressed 10; breast ovar; diag 

42401 Z AW368377; Hs.137589; tumor protein 63 kDa vrim stro; lung, Wad, headnk, esoph; diag 

424036; AA770688; Hs.348495; H2A histone family, member L; pane, ovar; CTL+sm 

424054; AA33451 1; Hs.26638; rnemtjranfrspaiuwg 4-ocrnains, s; pros, fibre; mAb 

424078; AB 006625; Hs.139033; paternally expressed 3; ovar, uter; CTL«sm 
ZD 424081; NMJJ06413; Hs.139120; ribonuclease P (30kD); test; s.m. 

424098; AF077374; Hs.139322; small proilne-rich protein 3; lung, blad, headnk, esoph, cerv; diag 

4241 25; M31669; Hs. 1735; inhibin, beta B (acflvin AB be; ovar, pros; diag 

424144; AA454033; Hs.41644; AKAP-associated sperm protein; fibre; diag 
„ 424153;M451737;Hs.141496;!^GE^ike2;rrjela;CTL4s.m. 
3U 424165; AW582904; Hs.142255; islet amyloid potypepfide; pane; mAb 

424212; NMJJ05814; Hs.143131; glycoprotein A33 (transmembran; colon, stom, ovar; mAb 

424218; AF031824; Hs.143212; cyslatin F (teukocystafin); mela, fibro; diag 

424244; AV647184; Hs.143601; hypothetica! protein hCLA-Jso; Wad; dag 

424252; AK000520; HsJ438l1;hvpowefica!^ 
OD 424264; D80400; Hs^39388; Human DNA sequence from clone ; blad; mAb 

424308; AW975531 ; Hs.154443; rruntrfiromosome maintenance def; blad, lung, test diag 

424310; AA338648; Hs.50334; testes devetopmenkelated NYO, fibre; diag 

424332; AA33B919; Hs.101615; ESTs; pros; diag 

424339; BE257148; Hs.145416; endoglycan; pros, lung; diag 
4U 424343; AW955360; Hs.4748; adenylate cyclase activating p; giio, ovar, uter; mAb 

424364; AW383226; Hs. 163 834; ESTs, Weakly similar to G01763; lung. blad. headnk, cerv; (fiag 

424399; AI905687; Hs.348419; A1905587:IL-BT095-1 90199-019 B; breast uter, headnk; diag 

424420; BE614743; Hs.146688; prostaglarufin E synthase; lung, blad; sm 

424440; AA340743; Hs.1 33208; ESTs; sarcjdlag 
4D 424441; X14850; Hs.147097; H2A histone family, member X; lung; olag 

424450; AL137526; Hs.147472; dynein intermediate chain 2; fibro; diag 

424522; AL134847; Hs.149957; ribosomal protein S6 kinase, 9; breast cerv, ovar, uter, Wad, colon, stom; sm 
424527; AW1 38558; Hs.334873; ESTs, Weakly similar to 154374; fibre; (Sag 
424578; AK001973; Hs.150890; hypothetical protein; test CTL+sm 
D U 424581; M62062; Hs.150917; catenin (cadheruvassodated p; gfio, ovar. uten mAtusm 
4245B6; NMJM3401; Hs.150930; X-ray repair complementing def; pane; CTL^sm 
424629; M90656; Hs.151393; gJutamate-cysteine Dgase, cat lung; CTL-^.m. 
424635; AA420687; Hs.115455; Homo sapiens cDNA FU14259 fts; giio; (fiag 
424576; Y08565;Hs.151678;UDP4J-ac€^^ 
D D 424704; A1263293; Hs.1 52096; cytochrome P450, subfamfly IIJ; renat sm 
424711; NM_005795; Hs.152175; calcitonin receptor-tike; angio; mAb 
424717; H03754; Hs.152213; wingtess-type MMTV integration; Wad, lung, headnk; diag 
424800; ALD35588; Hs.1 53203; MyoO famfly lnhibaor; test pros; diag 
424806; AA382523; Hs.105689; MSTP031 protein; angio; mAb 

424834; AK001432; Hs.153408; Homo sapiens cDNA RJ 10570 fis; lung, blad, ovar, headnk, esoph. cerv. uter diag 
424846; AU077324; Hs.1 832; neuropeptide Y; pros; diag 
424897; D53216; Hs.153684; frizzled-related protein; pane, EWS, stom, renal; (fiag 
424902; NMJM3B66; Hs.153687; Inositol po!yphosphate-4-phosp; pane, leuk, mela; CTUs.m. 
424954; NMJJ00546; Hs.1846; tumor protein p53 (Uf raument mela, colon; CTL+s.m. 
00 424971; AA479005; Hs. 154035; tumor suppressing suMransfera; pane, mela; CTL*sm 
424998; U58515; Hs.154138; chifinase 3-fike % gfio; dag 
425023; AW956889; Hs.154210; EDG-1 (endothefial difierenti; angio; mAb ' 
425048; H05468; Hs.164502; ESTs; lung, Had; diag 

425057; AA826434; Hs.1 61 9; achaelfrscute comptex (Drosoph; gEo, lung; CTL+s-m. 
/U 425088; AA663372; Hs.169395; hypomefical protem 

425154; NM_001851; Hs.154850; collagen, type IX, alpha 1; sarc; diag 

425159; NM.004341 ; Hs.154858; carbarroyVfihosphate synthetase; lung, test sm 

425200; BE255203.comp; Hs.1K101; ATP synthase, H transporting, ; pane; sm 

425206; NM_002153; Hs.155109; rrydroxysteroid (1 7-beta) dehyd; Wad; mAb 
/ J 42521 1; M18667; Hs.1867; progastricsin (pepsinogen C); fibro, esoph, pros; diag 

425234; AW152225; Hs,165909; ESTs, WeaWy similar to 138022; lung, angia blad, mela; diag 

425235; AA3531 13; Hs.105468; Homo sapiens cDNA: FU22743 fi; angio; diag 

425237; U07695; Hs, 155227; EphB4; lest mAb 

425245; AI751768; Hs.1 5531 4; WAA0095 gene product lung; diag 
O U 425259; ALO49280; Hs.1 45010; Homo sapiens mRNA; cDNA DKFZpS; pros- diag 

425262; D87119; Hs. 15541 8; GS3955 protein; mela. renal; CTL-^sm 

425266; J00077; Hs.155421; alphMetoprotein; lung; diag 

425274; BE281191; Hs.155462; rnirucliromosome maintenance det test diag 
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425289; AW139342; Hs.155530; Interferon, gamma-mdudble pn mela; CTI+sjil 
425308; M97639; Hs.1 55585; receptor tyrosine kinase-fike ; pros, sac; mAb 
425367; BE271 188; Hs.155975; protein tyrosine phosphatase, ; fibro; (Sag 

425371; D49441;Hs.t55981;mesofteTin;ov3r,liflig l fibrrj;inAb 
5 425397; J04088; Hs.156346; topoisomarase (DNA) li atpha (; lung, blad, pane, angio, test, mela, esoph; cn.*jn 

425427; A1652662; Hs.317432; branched chain arninotransferas; test; sjtl 

425428; AL1 10261; Hs.157211; DKFZP5B6B0621 protein; pane; diag 

425465; L18964; Hs.1904; protein kinase C. iota; ovar, pros, colon; sm 

425525; AA35B883; Hs.23871; ESTs; sarc; diag 
1 0 425545; N98529; Hs.1 58295; Homo sapiens, done MGC12401,; sarc; diag 

425555; AA359291; Hs.1 30757; Homo sapiens cDNA: FU23553 fc fibro; CTl«s.m. 

425572; AB01 1076; Hs.1 58307; undifferentiated embryonic cet test; CTUs.m. 

425601; AW629485; Hs.140720; GSK-3 binding protein FRAT2; test CTl+s.ra 

425606; U521 12; Hs.158331; renin-Wnding prolan; mela; (flag 
1 5 425628; NM 004476; Hs.1915; folate hydrolase (prostate-spe; pros; sjtl 

425638; NM~012337; Hs.158450; nasopharyngeal epithelium spec; fibro; CTl+SJn. 

425679; X05997; Hs.159177; lipase, gastric; esoph; sjtl 

425692; D90041; Hs.155956; liacetyltransferase 1 (arytami; breast sjtl 

425695; Nl^.005401; Hs.159238; protein tyrosine phosphatase, ; lung; mAb«s.m. 
20 425709; M383076; Hs.1 59274; outer dense fibre of sperm tat test diag 

425710; AF030880; Hs.1 59275; solute carrier family, member ; pros; mAb 

425722; AI659076; Hs.97031; hypothetical protein MGC13047; mela; diag 

425726; AF085808; Hs.159330; uroplakin 3; pros, blad; diag 

425769; U72513; Hs.159486; Human RPL13-2 pseudogene mRNA,; test diag 
25 42581 1; AL0391 04; Hs.1 59557; karyopherin alpha 2 (RAG cohon test diag 

425849; AJ 00 05 12; Hs.296323; serum/giucocorScoid regulated; lung, headnk; sjtl 

425921; NMJJ07231; Hs.162211; solute carrier family 6 (neuro; stom, pane; mAb 

425976; C75094; Hs.334514; NG22 protein; pros, ovar, mAb 

426027; NMJKJ2608; Hs.1976; plaieteWerived growth factor, sarc; diag 
30 426050; AF017307; Hs.166096; E74-0ke factor 3 (ets domain ; ovar, Wad, stom; CTl+sjn. 

426059; BE292842; Hs.1 651 20; interferon regulatory factor 7; esoph, cerv; CTL+s.m. 

426067; AW654691; Hs.97053; ESTs; lung; diag 

426088; AF038007; Hs.166196; ATPase. Class I, type 8B, memb; blad, rung; mAb 

426094; AF034611; Hs.166206; cubifin {intrinsic tactor-ccba; renal; diag 
35 426116; AA858729; Hs.144694; ESTs; fibro; diag 

426125; X87241; Hs.1 66994; FAT tumor suppressor (Drosophq colon, stom, pane, pros, renal, fibro, cerv; mAb 

426156; BE244537; Hs.1 67382; natriuretic peptide receptor A; ovar; mAb ^ 

426158; NMJ01 982; Hs.199067; v-erb-b2 avian erylhrobtastic ; breast, ovar, uter, pros, Wad, pane, colon, fibro, mela; dtag 

426172; AA371307; Hs.1 25056; ESTs; pros; diag 
40 426174; AA547959; Hs.1 1 5838; Homo sapiens simflar to Echbio; breast pros, to; diag 

426212; S71824; Hs.167988; neural cell adhesion molecule ; gfio; mAb 

426271; AF026547; Hs.1 69047; chondroifin sulfate proieoglye; glkr, (Sag 

426274; D38122; Hs.2007; tumor necrosis factor (Bgand); fibro, mela; mAb 

426300; U15979; Hs.169228; detta-IIke homotog (Drosophiia; ovar, sarc; mAb 
45 426310; NMJXJ0909; Hs.169266; neuropeptide Y receptor Y1; breast mAb 

426312; AF026939; Hs.181874; interferon-induced protein wit esoph, mela; diag 

426320; W47595; Hs.1 69300; transforming growth factor, be; ovar, pros, Wad, pane; diag 

426350; NM.003245; Hs.2022; transglutaminase 3 {E polypept cerv; sjtl 

426363; M58524; Hs.2025; transforming growth factor, be; pros; diag 
50 426370; R98288; rte^81706; sortflin 1; sarc; diag 

426416; AW612744; Hs.169824; killer ceD lecfin-Dke recept fibro; mAb 

426440; BE382755; Hs.169902; solute carrier family 2 (rac* rung, pane, ovar. blad, headnk, esoph; mAb 

426462; U59111; Hs.169993; dermatan sulphate proteoglycan; sarc; diag 

426470; AA528794; Hs.128644; ESTs; mela; diag 
55 426471; M22440; Hs.170009; traisforming growth factor, at headnk, renal, pane; diag 

426490; NM.001621; Hs.170087; aryl hydrocarbon receptor, pane; mAtHSjn. 

426501; AW043782; Hs.293616; ESTs; pros, breast gfo, rung, mela; mAb 

426502; Y07759; Hs.170157; myosin VA (heavy polypeptide 1; mela; diag 

426534; U58096; Hs.2051; testis specific protein, Y-Jin; test CTL+sjil 
60 426535; AU077012; Hs.170279; ESTs, Weakly similar to ubtaut angio; diag 

426555; NM_000372; Hs.2053; tyrosinase (oculocutaneous alb; mela, sarc; mAb 

426559; AB001914; Hs.170414; paired basic amino acid deavt; hepC, breast ovar, renal; diag 

426575; M74826; Hs.1 70808; glutamate decarboxylase 2 (pan; pane; sjtl 

426627; AF012359; Hs.1 95685; ESTs; test diag 
65 426635; BE395109; Hs.129327; hypothetical protein MGC13057; ovar. CTl*s,m. 

426682; AV660038; Hs.2056; UDP grycosyltransferase 1 farm; Wad, lung; s.m. 

426691; NNLQ062D1; Hs.171834; PCTAIRE protein kinase 1; ovar; CTL+s.m. 

426696; AW363332; Hs.171844; Homo sapiens cDNA: FU22296 fi; angio; mAb 

426721; AA383588; HsJ288545; ESTs, Weakly similar to T29012; fibro; diag 
70 426726; AA488915; Hs.171955; trophintn associated protein (; lest diag 

426747; AA535210; Hs.171995; kauTtoein 3, (prostate specit pros; diag 

426752; X69490; Hs.172004; fifin; sarc; <fiag 

426759; AI590401; Hs.21213; ESTs; mela; diag 

426793; X89887; Hs.172350; HIR (histone cell cyde regula; pros; CTL-^.m. 
75 426828; NNL000020; Hs.172670; acfivin A receptor type It-fik; angio; mAb 

426866; U02330; Hs.172816; neuregulin 1; esoph; CTL+sjtl 

426897; AW976570; Hs.97387; ESTs; lung; diag 
426900; AW163564; Hs.142375; ESTs; blad, pros; mAb 
426935; NMJKX30B8; Hs.172928; collagen, type I, alpha 1; test sarc; CTL+s.m. 
80 426966; AM93134; Hs.349204; sderostin; lung; diag 

426968; U07616; Hs.173034; amphiphysin (S6fT-Mann syndro; blad; mAb*CTL 
426991; AK001536; Hil214410; Homo sapiens cDNAFU 10674 fis; ovar, sarc; diag 
427080; AW068287; Hs.301 175; ras-related C3 botuEnum toxin; mela; diag 
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427099; AB032953; Hs.1 73560; odd Oz/ten-m homotog 2 (Drosop; headnk. esoph; <fiag 

427122; AW057736; Hs.32391 0; HER2 receptor tyrosine kinase ; breast mAb 

427244; AA40240Q; Hs.178045; ESTs; esoph; diag 

427260; AA663848; ; gb:ae70b06.s1 Stratogene schiz; lung; diag 
J 427274; NAU)05211;Hs.174142;cdorr/sfo^^ 

427298; AA400495; ; ESTs; test; diag 

427318; AF 185081; Hs.1 75783; zinc transporter; pros; mAb 

427333; AF067797; Hs.1 76558; aquaporin 8; pane, colon; mAb 

427344; NMJW0869; Hs.21 42; 54rydroxytryptamine (serotonin; ovar; mAb 
1 U 427356; AW023482; Hs.97849; ESTs; ovar, breast pros, Wad, tung; (feg 

427398; AW390020; Hs.20415; chromosome 21 open reading 6a; pros; dbg 

427427; AF077345; Hs.177936; lectin, superfamSy member 1 (; breast diag 

427441; AA412605; Hs.293266; SPANX family, member C; lung, esoph; CTL+sjtl 

427461; AA531527; Hs.332040; hypomeficat protein MGC13010; pros; mAb 
1 J 427474; U13192; Hs.2159; aggrecan 1 (chondrcifin sutfat sac; diag 

427486; AA974433; Hs.362432; fibroblast growth factor 4 (he; test diag 

427510; Z47542; Hs.1 7931 2; smaD nuclear RNA activating c lung; CTL+sjtl 

427515; T79526; Hs.1 7951 6; integral type I protein; pros; dfeg 

427521; AW973352; ; ESTs; test diag 
ZU 427528; AU077143; Hs.1 79555; rmrachromosome maintenance det mela; CTb»s.m. 

427535; R29543; Hs.21 64; pro-platelet basic protein (in; fibro; diag 

427546; AA405280; Hs. 36793; hypothetical protein FU 23188; rung; diag 

427550; BE242818; Hs.31 1609; nuclear RNA heBcase, DECO van mela; CTUsjn. 

427557; NMJJ02659; Hs.179657; plasminogen activator, urokina; pane, colon, stom, ovar, cerv, b!ad, lung, headnk. esoph; mAb 
25 427578;AI5913ra;Hs.169084;ESTs,Hk^ ^ 
427583; M82962; Hs.179704; meprin A, atpha (PABA peptide ; colon; mAb 
427584; BE410293; Hs.179718; v-myb avian myeloblastosis vin test CTl^sja 

427585; D31 152; Hs.179729; collagen, type X, alpha 1 (Sen; breast, lung, headnk, pancstom, colon, ovar, cerv, sanr diag 

427615; BE410107; Hs.179817; CQ-82 protein, PSOR1; pros; diag 8 
3\) 427634; AJ 399745; Hs.1 844 9; hypothetical protein MGC10820; mela, sarc; diag 

427647; W19744; Hs.1 8005 9; Homo sapiens cDNA FU20653 fis; sarc; diag 

427666; AI791495; Hs.180142; calmoduRn-like skin protein (; breast, cerv. b!ad, lung, headnk, esoph- diag 

427667; AK001279; Hs.180171; Homo sapiens cONA FU10417 fis; test diag 

427668; AA298760; Hs.180191; hypothetical protein FU14904; lung, test; diag 
-J J 427681; AB0 18263; Hs.284232; tumor necrosis factor receptor; ovar; mAb+sjrt. 

427698; AW972594; Hs.335499; ESTs; fibro; CTL+$m 

427701; AA411101; Hs.243886; nuclear autoantigenic sperm pn lung; mAb+CTL 

427715; BE245274; Hs.1 80428; KIAA1 181 protein; pros; diag 
. 427719; AI393122; Hs.134726; ESTs; test Wad; diag 
4U 42H30;AW250549;Hs.180577;gi^uIin; mela; diag 

427786; BE407863; Hs.256871; ESTs; esoph, blad; diag 

427809; M26380; Hs.180878; lipoprotein Bpase; ovar; mAb 

42781 1; M81057; Hs.180884; carboxypeptidase B1 (tissue); breast; sm 

427897; NMJJ17413; Hs.303084; apelin; pepfide ligand for APJ; angio, renal, pros; diag 
4Z> 42791 2; AL022310; Hs.181 097; tumor necrosis factor (ligand); angio; mAb 

427958; AA418000; Hs.376771 ; potassium intermediate/smafl c; pros, gOo; mAb 

427961; AW293165; Hs.1 43 134; ESTs; lung, sarc; diag 

428001; *fi7428; Hs^19907; ESTs, Moderately similar to Tr; mela; diag 

428004; AA449563; Hs.151393; gtutamate-cysteine Dgase, cat lung; sm. 
3U 428023; AL038843; Hs.374530; Homo sapiens cDNA: FU23S02 ft tunc dag 

428046; AW812795; Hs.337534; ESTs, Moderately similar to 13; lung, colon ; diag 

428062; AA420683; Hs.98321; hypothetical protein FU14103; angio; diag 

428087; AA100573; Hs.182421; troponin C2. fast sarc; CTL*sja 

428141; D50402; Hs.18261 1; solute carrier family 1 1 (prat glio; mAb 
DD 428153; AW513143; Hs.98367; SRY (sexdeterrnining region Y); ovar; diag 

428169; AI928984; Hs.1 82793; gotaj phosphoprotein 2; pros; diag 

428182; BE386042; Hs.293317; ESTs, Weakly similar to GGC1 H; blad, headnk. lung, ovar, sarc CU^m. 
428183; AW969726; Hs. 98381; ESTs, Weakly similar to serine; EWS; diag 
428206; AB020643; Hs.1 83006; K1AA0836 protein; angio; mAb 
OU 428221; U96781; Hs.183075; ATPase, Ca transporting, cardi; sarc sjn. 

42824* An^T^H^^ ECTs^d^^ bre3Sl ' ,Un9 ' ^ ^ slom - ^ ^ ^nal, test mela, esoph. hepC; . 

428293; BE250944; Hs.1 83556; solute carrier famfly 1 (neutr; pros; mAb 
- 428305; AA446628; Hs^799; cartilage linking protein 1; sarc; diag 
to 428329; AA426091 ; Hs.98453; ESTs, Moderately similar to R2; test diag 

428336; AA5031 15; Hs.183752; rrucrosemino protein, beta-; pros; diag 

428355; BE256452; Hs.2257; vitronectin (serum spreading f; colon; diag 

428398; AI249368; Hs.98558; ESTs; pros, breast ; diag 

428405; Y00762; Hs.2266; cholinergic receptor, nicofini; esoph, sarc mAb 
/U 428423; AU075517;Hs.184276; solute carrier tairiDy 9 (soolu; ovan CTL-»sjn. 

428434; AW363590; Hs.65551; Homo sapiens, Simflar to DNAs; hmg, fibro; diag 

428467; AK002121; Hs.184465; hypothetical protein FU11259; fibro; mAb 

428471; X57348; Hs.1 84510; strafifin; lung, headnk, colon, pane diag 

428645; AA431400; Hs.98729; ESTs. Weakly similar to 201720; lung; s jn. 
/ J 428651; AF196478; Hs.188401; annexin A10; blad, stom, pane; diag 

428667; AI375550; Hs.346868; nudeclar protein p40; homotog; fibro, uter; diag 

428722; U76456; Hs.190787; tissue inhibitor of metallopro; glio; diag 

428728; N&L016625; Hs.191381; hypothetical protein; ovar. lung, BPH; CTL+sjn. 

428771; AB028992; Hs.193143; WAA1069 protein; lung; CTL-»sjtl 
OU 428784; Y12851; Hs.1 93470; purinergic receptor P2X, 6gan; glio, mela; mAb 

428800; M57627; Hs.193717; interleukin 10; fibro; diag 

428801; AW277121; Hs.254881; ESTs; pros; diag 

428804; AK000713; Hs.193736; hypothetical protein FU20706; mela; diag 
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428810; AF058236; Hs.193788; nitric oxide synthase 2A (indu; lung; s.m. 
428819; AL1 35623; Hs.193914; WAA0575 gene product pros; CTL-^in. 
428824; W23S24; Hs.1730S9; ESTs; pane; diag 

428832; AA578229; Hs.324239; ESTs, Moderately simlar to ZN; pane, uter, (Bag 
5 428841; AI41843Q; Hs.104935; ESTs; renal; diag 

428848; NH/L000230; Hs.1 94236; lepDn (rmirine obesity homofog; sarc; diag 

428862; NM 000346; Hs.2316; SRY (sex (tetenraning region Y); pros, sarc; CTL+sm 

428927; AA441 837; Hs.90250; Homo sapiens hypolhefica! prat; fibro; mAb+tftag 

428928; BE409838; Hs.194657; cadherin 1, type 1, E-cadherin; pros, breast, stom, blad; mAb 
1 0 428949; AA442153; Hs.104744; hypotheScad protein DKFZp434J; sara; diag 

428957; NM 003881; Hs.194679; WNT1 inducible signaling palhw, cerv; diag 

428959; AF100779; HS.1946B0; WNT1 inducible signafing palhw; sarc; diag 

428977; AK001404; Hs, 194698; eyefin B2; test CTL+sm 

428981; BE313077; Hs.93135; ESTs, Weakly similar to ALU2_H; sarc; diag 
1 5 429002; AW248439; Hs.2340; juncfion plakoglobin; Wad; CTL*s.m. 

429010; Y18198; Hs.194725; one cut domain, tamfly member ; pane; diag 

429038- AU023513; Hs.194766; seizure related gene 6 (mouse); lung; mAb 

429058; AF138863; Hs.35254; hypothetical protein FLB6421; esoph; diag 

429065; AI753247; Hs.29643; Homo sapiens cDNA FU13103 fis; lung; diag 
20 429083; Y09397; Hs.227B17; BCL2-<elated protein A1; mela; diag 

4291 13; 028235; Hs.196384; prostag^dm^rrfejperoxide syn; angio, blad. stom; s.m. 

429120; AK001673; Hs.196530; hypotheBcal protem FU10811; test diag 

429150; AF1 20103; Hs.197366; smoolhened (Drosophiia) homoto; ovar; mAb 

429163; AA884766; ; gfcam20a10.s1 Soares_NFLJLGB C; pros; diag 
25 429170; NNL001394; Hs.2359; dual specificity phosphatase 4; breast, pancstom, lung, mela; s.m. 

429201; X03178; Hs.1 98246; grour>specific component (vita; pane; diag 

429220; AW207206; Hs.356962; ESTs; breast pros, BPH; diag 

429228; AI553633; Hs.356828; ESTs; lung, fibro, headnk, esoph; diag 

429259; AA420450; Hs.3B0088; Rakophilin; hmg, headnk; diag 
30 429290; AF203032; Hs.198760; neurotaament heavy porypepfi; pros; CTL^sjtl 

429299; AI620463; Hs.347408; hypothetical protein MGC13102; pros, cerv, diag 

429329; AA456140; Hs.99235; Homo sapiens pannexin 3 (PANX3; sarc; mAb 

429345; R11141;Hs.199M5; hypothec . . ™„ak 

429359; W00482- Hs.2399; matrix metalloproteinase 14 (rrr, headnk, breast cerv, ovar, Had, lung, esoph, mela, sarc; mAb 
35 429413; NW_014058; Hs.201877; DESC1 protein; lung, blad; diag 

429415; NMJXJ2593; Hs.202097; procoaagen Oendopeptidase en; sarc; diag 
429423; A1016712; Hs.380983; inlegrin. beta 1 (fibronectin ; angio; mAb 
429432; AI678059; Hs.202676; synaptonemal complex protein 2; breast cerv; diag 
429441; AJ224172; Hs.204096; fipophilm B (uteroglobin femi; breast pros, ovar; diag 
40 429466; M85835; Hs.12827; ESTs; glk> t uter, CTL*s.m. 

429469; M64590; Hs.380791; glycine dehydrogenase (decarbo; test sjn. 
429486; AF155827; Hs.203963; hypothetical protein FU 10339; blad, lung, headnk, test flag 
429500; X78565; HsiB9114; hexabrachion (tenasdn C, cyto; lung, gfio. headnk, mela, sarc; diag 
429504; X99133; Hs.204238; firjocalin 2 (oncogene 24p3) (N; ovar, lung, Wad; diag 
45 429505; AW820035; Hs.278579; a distntegrin and metaQoprote; colon, leuk; mAb 
429538; BE182592; Hs.139322; small proTine-rich protein 2A; lung, esoph; diag 
429563; BE619413; Hs.2437; eukaryotic translation inifiat lung; diag 
429586; T73510; Hs309153; angjopoietin-Bke 3; hepC; CTUsjn. 
429597; NMJ003816; Hs.2442; a disintegrin and melalloprote; pane, colon, stom, lung; mAb 
50 429509; AF002246; Hs^10863; ceO adhesion molecule with ho; ovar, mela; diag 

429612; AF062649; Hs.2525B7; pituitary tumor^ranstbrrning 1; lung, Wad. headnk: diag 
429655; U48959; Hs.211582; myosin, light polypeptide Wna; pros; sm 
429563; M68874; Hs.211587; phospholipase A2, group WA (c; angio, lung; sm 
429664; L20433; Hs.21 1588; POU domain, class 4, transcrip; sara, CTL+s.m. 
5 5 429736; AF125304; Hs.212680; tumor necrosis factor receptor; lung; mAb 

429747; M87507; Hs.2490; caspase 1, apoptosis-related c; colon, stem, fibro; sm 
429764; BE245076; Hs.216958; WAA0194 protein; pros; mAb 
429769; NMJJ04917; Hs.218366; kaffikrein 4 (proslase, enameh, pros; s.m. 
42S784; M89796; Hs.30; membrane-spanning 4^omatns, s; fibro; mAb 
60 429823; AA459443; Hs.181400; ESTs; sarc; diag 

429859; NMJJ07050; Hs.225952; protein tyrosine phosphatase, ; breast mAb+s.m. 
42991 B; AW873986; Hs. 1 19383; ESTs; pros, gfio; diag 
429921; AA526911; Hs.82772; collagen, type Xt alpha 1; headnk, pane, sarc; CTL 
429983, W92620; Hs.260855; ESTs; Wad; (Dag 
65 429986; AF092047; Hs.227277; sine oculis homeobox (Drosophi; lung; CTL-^jn. 
430014; H59354; Hs.374303; actiran, alpha 4; renat diag 
430016; NNL004736; Hs.227656; xenotropic and potytropic retn ovar, mAb 
430044; AA46451Q; Hs.1 5281 2; ESTs; breast lung, pane, headnk, ovar, stom, esoph; diag 
430056; X97548; Hs.228059; KRAB-associated protein 1; test CTL^sjtl 
70 430129; BE301708; Hs.233955; hypothetical protein RJ20401; angio; diag 

430130; AL137311; Hs.234074; Homo sapiens mRNA; cDNA DKFZp7; pros; mAb 
430144; AI732722; Hs.98927; ERGL protein; ERGlC-53«ke pr; pros; diag 
430152; AB001325; Hs.234642; aquaporin 3; blad, fibro; mAb 
430154; AW583058; Hs .234726; serine (or cysteine) proteinas; pros; diag 
75 430157; BE348706; Hs.278543; ESTs; blad; diag 

430168; AW968343; Hs.145582; DKFZP434I1735 protem; Wad; diag 
430223; NMJXJ2514; Hs.235935; nephroblastoma overexpressed g; mela; diag 
430226; BE245562; Hs.2551; adrenergic, beta-2-, receptor,; pros; mAb 
430228; AW950939; Hs.6382; ESTs. Wghly similar toT00391; gfio; (Bag 
80 430252; A1638774; Hs.1 05328; testes development-related NYO; test CTl^jn 
430253; AK001514; Hs.236844; hypothetical proteki FU10652; test CTL^m 
430255; AK000703; Hs.323822; Homo sapiens mRNA for WAA1551; test CTL+sm 
430259; BE550182; Hs.375142; RalGEF-fike protein 3, mouse h; ovar. CTL^s.m. 
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430280: AA361258; Hs^378S8; irterieukin 7 receptor; mela, King, pane, stem, esoph, headnk. fibre; mAb+sjn. 

430287; AW182459; Hs.125759; ESTs, Weakly simitar to LEU5..H; test diag 

430294; A1538226; Hs.32976; guanine nucteofide binding pro; pros; 6ag 

430337; M35707; Hs.239600; calmoduHiv^ke 3; lung; diag 

430354; AA954810; Hs.239784; human homolog of Drosophfla Sq ovar; diag 

430378; Z29572; H&2556; tumor necrosis factor receptor; lung.fibra, breast headnk, blad, breast, colon, store; dag 

430393; BE1 85030; Hs.241305; estrogen-responsive B box prot lung; diag 

4303%; D49742; Hs.241383; hyaluronan-btnding protein 2; pane; diag 

430407; H23551; Hs3974; ESTs; pane; diag 

430439; AL133561; Hs.380155; DKFZP434B061 protein; hmg, test diag 

430451; AA836472; Hs^97939; cathecsin B; ovar, lung, headnk, pane, store; diag 

430454; AW46901 1; Hs.105635; ESTs; lung; diag 

430476; M447465; Hs^563; tachykinin, precursor 1 (subst sanr. (Sag 

430487; D87742; Hs.241552; KIAA0268 protein; pros; diag 

430491; AL109791; Hs^41559; Homo sapiens mRNA fufl length ; ovar, diag 

430498; X02910; Hs^4l 570; tumor necrosis factor (TNF sup; teuJq diag 

430508; AI015435; Hs.1 04637; ESTs; lung; mAb+sre. 

430521; NMJI16383; Hs.242183; HOM-TES-85 tumor anfigen; test CTL+sm 

430540; AW245422; Hs.106357; Homo sapiens cDNA: FU221 05 tl; mela; mAb 

430553; AA481269; Hs.348628; ATP-binding cassette, sub-fami; lung; diag 

430594; AK000790; Hs.246885; hypothefical protein RJ20783; mela; diag 

430634; A1860651; Hs^6585; cateyphosine; ovar, diag 

430837; BE160081; Hs.256290*. SIMcaWumtfnding protein A; mela; diag 

430547; AC003682; Hs.127988; ESTs, Weakty similar to Z21 1Jt test diag 

430676; AF084866; Hs.372585; gbiHomo sapiens envelope prote; test diag 

430677; 226317; Hs.359784; desmoglein Z lung, colon; mAb 

430678; AI458174; Hs. 192855; ESTs; lung; diag 

430686; NMJKH942; Hs.2633; desmoglein 1; lung, headnk, mela; mAb 

430691; C14187; Hs. 157208; aristaless-related homeobox pn EWS, ovar, pane; diag 

430704; AW813091; Hs.335799; ESTs; stom; dag 

430770; M765694; Hs.123296; ESTs; mela; diag 

430832; AI073913; Hs.1 00686; ESTs, Weakly simaar to JE0350; breast colon, ovar, uter, lung, stom. fibro; diag 
430838; N46664; Hs.1 69395; hypothetical protein FLU 201 5; mela; CTL+sjn. 
430890; X54232; Hs2699; glypican 1; gRo, hmg. cerv, btad, esoph; mAb 
4309B5; AA49Q232; Hs^7323; ESTs, Weakly sim3ar to 178885; lung; mAb 
431009; BE149762; Hs.48956; gap junction protein, beta 6 (; lung, Wad, headnk, esoph; mAb 
431053; S40369; Hs.249141; Glutamate receptor subunit gKo; mAb 
431070; AW408164; Hs.249184; transcription factor 19 (SC1); Mad; diag 
431089; BE041395; Hs.374629; ESTs, Weakly similar to unknow; blad, lung, pros, angio, fibro; diag 
431099; Y13367; Hs.249235; phosphoinositide-3-kinase, da; pros; CTL*s.m. 
431 103; M57399; Hs.44; pleiotrophin (heparin binding ; sarc, meta; diag 
431124; AF284221; Hs.59506; doublesex and mab-3 related tr; lung; CTL-sm 
431151; BE207083; Hs.366053; gb:ba10d10.y1 NIH.MGCJ7 Homos; pros; mAb 
431164; AA493650; Hs.94367; thyroid transcription factor 1; fibro; CTUs.m. 
431 183; NM_006855; Hs750696; KDEl (Lys-Asp-Glu-Leu) endopla; mela, pros, pane, colon, stom; mAb 
431211; M86849; Hs.323733; gap |uncfion protein, beta 2. ; colon, Wad, lung, pane, headnk. esoph; mAb 
431217; NM.013427; Hs.250830; Rho GTPase activating protein ; pros; CTUs.m. 
431221; AA449015; Hs.286145; SRB7 (suppressor of RNAporyme; rung; CTL^jn. 
431222; X56777; Hs.273790; zona pellucida glycoprotein 3A; pros; diag 
431250; BE264649; Hs.251377; taxd resistance associated ge; esoph; diag 
431322; AW970622; Hs.376626; gb:EST382704 MAGE resequences,; Wad, ovar, uter; diag 
431347; A1133461; Hs^51664; insuCn-Oke growBi factor 2 (; Wad; mAb+diag 
431354; BE046956; Hs.251673; DMA (cytosine-5-Hnefliyllransf. test CTL-*jn. 
. 431360; NNL000427; Hs.251680; toricrin; mela. sarc; diag 
431362; A1874223; Hs.293560; ESTs; angio; diag 
431369; BE184455; Hs.251754; secretory leukocyte protease fc ovar. blad; diag 
431384; BE158000; Hs.334372; gb^R2-HT0377-150200-202-e03 H; lung; diag 
431385; BE178536; Hs.1 1090; membrane-spanning 4-domains, s; pane; diag 
431441; U81961; Hs.2794; sodium channel nonvoltage-gat ovar, pros, blad; mAb 
431448; AL137517; Hs.306201; hypothefical protein DKFZp5640; blad; mAb 
431457; NMJM2211; Hs.256297; Integrin, alpha 11; headnk; mAb 
431474; AL133990; Hs.190642; CEGP1 protein; breast pros, blad; diag 
431494; AA991355; Hs^98312; hypothetical protein DKFZp434A; lung; diag 
431512; BE270734; Hs.2795; lactate dehydrogenase A; pane; sm 
431548; AI834273; Hs.971 1; novel protein; lung, angio, pros; diag 
431553; X78075; Hs^799; cartilage linking protein 1; sarc; diag 
431579; AW971082; Hs^22885; ESTs, Weakly similar to TRHY H; pros; diag 
431616; AA50B552; Hs.222874; ESTs, Weakly similar to 138022*" pros, pane, coton ; mAb 
431674; AA098901; Hs.301642; G^rotein coupled receptor; ovar; mAb+s.m 
431723; AW058350; rte^78966; Homo sapiens mRNA; cDNA DKFZpS; fibro; (fiag 
431728; NMJJ07351; Hs.268107; rmrtSmerin; angio; diag 

431808; M30703; Hs^70833; amphireguTin (scrrwannoma-denV, breast headnk. pane, colon; diag 
431836; AF178532; Hs.27141 1 ; beta-site APP-deaving enzyme ; meta; mAb 
431870; AW449902; Hs.105500; ESTs; renal; diag 

431890; X 17033; Hs^71985; integrin, alpha 2 (CD49B, alph; Wad, headnk, lung, pane, cerv, stom; mAb 

431938; AA938471; Hs. 54431; specific granule protein (28 k; pane; diag 

431939; AW008061; Hs.231994; ESTs; renal, colon; diag 

431941; AK000106; Hs.272227; Homo sapiens cDNA FU20099 lis; cerv, gtkr, diag 

431989; AW972870; Hs.291069; ESTs; ovar; diag 

431992; NMJM2742; Hs.2891; protein kinase C, mu; pros, glio; sjtl 

432004; BE01 8302; Hs.2894; placental growth factor, vascu; renat cfiag 

432015; AL157504; Hs.1591 15; Homo sapiens mRNA; cDNA DKFZpS; blad; diag 

432023; AW273128; Hs. 300268; EST; lung; diag 
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432097; X51730; Hs.2905; progesterone receptor; Nad; mAb-»sm 
432117; AL035195; Hs.2909; protamine 1; test CTl+sm 
432128; AA1 27221; Hs.66; ESTs; angio; diag 

432141; BE410964; Hs272736; nuclear receptor binding prole; test; mAb+s.m. 
432189; AA527941; ; gb:nh30c04^1 NCLCGAP_Pr3 Horn; pros; diag 
432199; AI693815; Hs.127179; crypfc gene; pane; (Sag 

432210; AI5S7421; Hs.273330; Homo sapiens, done 1MAGE:3544; ovar, lung, blad; diag 
432222; A1204995; ; gb:an03c03jc1 Stralagene schfe; angio, Wad, fibro; diag 
432231; AA339977; Hs.274127; CLST 11240 protein; fibro; diag 
432239; X81334; Hs.2936; matrix metallopioteinase 13 (r, Wad, lung, headhk, esoph, sarc; s.m 
432240; AI694767; Hs.129179; Homo sapiens cONA FU13581 fis; pros; cfiag 
432305; M 62402; Hs.274313; insulin-like growth factor bin; cerr, diag 
432374; W68815; Hs.301885; Homo sapiens cONAFU11346 fis;cerv. lung, fibro, pros; diag 
432407; AA221036; ; gbzr03f12j1 Stralagene NT2 n; lung, testcclon; diag 
432415; T16971 ; ; ESTs. Weakly similar to A43932; ovar, pros; diag 
432432; AA541323; Hs.115831; ESTs; uter, pros; diag 
432435; BE218886; Hs.282070; ESTs; pros, uter, cotan, stom, fibro; diag 
432441; AW292425; Hs.163484; intron of hepatocyte nuclear f, Wad, fibro, pros; diag 
432473; A1202703; Hs.1S2414; ESTs; pros; diag 
20 432481; AW451645; Hs.151504; intron of collagen, type XI, a; sarc; (Sag 

432512; NMJJ03284; Hs.3017; transition protein 1 (during h; test; CTL*sm 
432519; AI221311; Hs.130704; ESTs, Weakly simflar to BCHU1A; fibro, ovar, uter; CTL^jti. 
432527; AW975028; Hs.102754; ESTs; pros, uter, ovar, cerv ; diag 
432542; AW08392O, Hs.16098; claudin 2; colon, pane; diag 
25 432583; AW023624; Hs.162282; potassium channel TASK-4; pota; rung; mAb 
432615; AA557191; Hs. 55028; ESTs, WeaWy similar to I54374; pros; diag 
432621; AI298501; Hs.21 192; ESTs, Weakly similar to T46428; pros; mAb 
432629; AW860548; Hs.280658; ESTs; ovar; drag 

432653- N62096; Hs.293185; ESTs, Weakly similar to JC7328; pros, rung ; mAtHsm 
30 432666; AW204069; Hs.351 118; ESTs. Weakly similar to unname; test; diag 

432706; NIVL013230; Hs.286124; CD24 antigen (smaB cell lung ; colon, ovar, pros; mAtnCTL 
432730; A1066520; Hs.131358; ESTs; test diag 
432731; R31 178; Hs.287820; ffcroneclin 1; pane, fibro; diag 
432788; AA521091; Hs.178499; Homo sapiens cDNA: RJ231 17 fi; lung, ovar; CTUsm 
35 432800; BE391046;Hs.278962;AIM-1 protein; mete, pros; mAb 

432842; AW674093; Hs.334822; hypomefcal protein MGC4485; Wad. lung, headnk; CTL+sm 
432850; X87723; Ks^HO; angiotensin receptor 2 (AT2); lew; mAb 
432855; AF0179B8; Hs.279565; secreted frizzled-related proi; pane; diag 
432867; AW016936; Hs.233364; ESTs; stom, colon; diag 
40 432878; BE386490; Hs.279663; Pain; mela; CTl+sm 

432887; AI926047; Hs.162859; AK056805: Homo sapiens cDNA FL; pros; (Sag 
432938; T27013; Hs.3132; steroidogenic acute regulatory; ovar; diag 
43366; AA6501 14; Hs.325198; ESTs; pros; diag 
43301 2; KM_004045; Hs.279910; ATX1 (antioxidant protein 1 , y, mela; (flag 
45 433013; AI697890; Hs.127337; axin 2 (conducfin, axil); colon; CTL-^m 

433043; W57554; Hs.125019; lymphoid nuclear protein (LAF-; pros, breast; diag 
433068; NMJM6456; Hs^88215; siaryltransferase; breast, ovar, mela; sm 
433078; AW015188; Hs.121575; Homo sapiens cDMA FU12231 fis; blad; diag 
433091; Y12642; Hs.3185; lymphocyte anfigen 6 complex, ; blad, lung, headnk, cerv; mAb 
50 433147; AF091434; Hs.43080; platelet derived growth factor, ovar. pane, fibro; diag 
433159; AB035898; Hs.150567; Wnesin4*e protein 2; ovar, uter, colon, blad; diag 
433170; AB037816; Hs.8982; WAA1395; angto; diag 
433183; AF231338; Hs.222024; transcription factor BMAL2; lung; diag 
433228; F28212; Hs.14953; KIAA1491 protein; test CTL*sm 
5 5 433258; AI806626; Hs.207300; ESTs, Weakly similar to ALUB Jt lung; diag 
433285; AW975944; Hs.237395; ESTs; breast pros ; diag 

433293; AF007835; Hs.32417; hypothetical protein MGC2742; fibro, pros, stem, pane; CTL-sjil 
433323; AA805132; Hs.159142; ESTs; pros; diag 
433334; A1927208; Hs. 23 1958; matrix metalloproteinase 28; pane sm 
60 433336; AF017986; Hs.31 386; secreted frizzled-retaled prot ovar, fibro, headnk, lung, pane, blad; diag 
433364; AI075407; Hs.296083; ESTs, Moderately similar to 15; mela; diag 
433365; AF026944; Hs.293797; ESTs; Wad; diag 
433376; A1249361; Hs.74122; caspase 4, apoptosis-related c; angio; sm 
4333B8; AI432672; Hs.288539; hypofliefical protein FU22191; ovar, CTUsm 
65 433404; T32982; Hs352670; Homo sapiens cDNA FU32054 fis; pros; (flag 

433437; U20536; Hs.3280; caspase 6, apoptosis-related c; fibro, breast cerv, lung, blad, pane, gfio. colon; 
433444; AW975324; Hs.129816; ESTs; pros; diag 
433466; AA508353; Hs.105314; relaxm 1 (H1); pros; diag 
433485; AI493076; Hs^06098; aldo-keto reductase family 1. ; lung; sm 
70 433495; AW373784; Hs.71; alpha-2-glycoprotein 1, zinc; breast pros; diag 
433576; BE080715; Hs.161091; ESTs; mela; diag 
433662; W07162; Hs.150826; RAB25 RAB25, member RAS oncoge; colon; diag 

433671; AW1 38797; Hs.132906; 19A24 protein; fibro; mAb 

433701; AW445023; Hs.15155; ESTs; test diag 
75 433724; AI827749; Hs.144924; serine/threonine protein kinas; test CTL+sm 

433764; AW753676; Hs.39982; zinc finger protein RINZF (NMj pros, ovar, dog 

433800; AI034361; Hs.135150; lung type-i cell membrane-asso; glio, lung, test; mAb 

433914; AF1 08138; Hs.1 12160; Homo sapiens DNA heficase homo; test; sm 

43401 1; AW953437; Hs.5486; clone FLB5214; pros; diag 
80 434105; AW952124; Hs.13094; presenflkis associated rhomboi; lung; diag 

434217; AW014795; Hs.23349; ESTs; angio; diag 

434262; AF121858; Hs.12169; sorting nexin 8; mela; CTL+sm 

434274; AA628539; Hs.57783; ESTs, Moderately similar to AU lest diag 

115 



WO 03/042661 



PCT/US02/36810 



10 
15 
20 
25 
30 
35 
40 
.45 
50 
55 
60 
65 
70 
75 
80 



434334; AA912476; Hs.116750; Homo sapiens cOMAFU1322l fe test dag 

434340; AI193043; Hs.353146; ESTs, WeaHy similar to T17226; lung; (Sag 

434360; AW015415; Hs.127780; ESTs; lung; diag 

434370; AF1 30988; Hs.58346; ectodysplasin 1, anNdroGc re; colon, stone dag 

434377; AW137148; HsJ0B593; intron of periosCn (OSF-2os); headnk; (Sag 

434398; M121098; Hs3838; serunvinducitite kinase (SNK); angio. breast CTL-«s.m. 

43441 1; M632649; Hs^01372; ESTs; store, feuk; (Sag 

434414;A798376;;gbolr34b07jc1Na CGAP 0*23 Ho; lung, test colon; (Sag 

434423; NM.006769; Hs.3844; UM domain onk} 4; pane; diag " 

434449; AW953484; Hs.3849; bypotheScal protein FU 22041 ; sac; diag 

434487; AF143867; Hs.337588; ESTs, Moderately similar to SB; Had; mPtmm 

434596; T59538; ; gbyb66g1Zs1 Slrabgeneovaiy; angio; sjn. 

434608; AA805443; Hs, 179909; hypothetical protein RJ22995; test CTL+sjil 

434509; R76593; ; gb7t6Ocll.il Soares placenta ; pros: diag 

434636: M083764; Hs.349208; hypothetical protein MGC317B; angio; diag 

434649; M738254; Hs.165390; ESTs, Highly similar to A40350; test; diag 

434565; AA642125;Hs.74502;gb:rtf60c0l5l NO CGAP Lym3 Ho; pane; diag 

434666; API 51 103; Hs. 112259; T cell receptor gamma locus; pros; mAb-Kun. 

434699: AA643587; Hs. 149425; Homo sapiens cDNA RJ 11980 fis; pane; diag 

434826; AF 155661; Hs.22265; pyruvate dehydrogenase phospha; mela; sm 

434846; AW295389; Hs.1 1 9768; ESTs; angio; diag 

434876; AF 160477; Hs.61460; Ig superfamOy receptor LUIR; lung, blad; mAb 

434927; H46612; Hs^93815; Homo sapiens HSPC285 mRNA, pan angio; diag 

434973; AW449285; Hs.313636; EST; pros; diag 

435045; BE297155; Hs.143698; ESTs; test; diag 

435047; AA454985; Hs.54973; cadherin-Bke protein VR20; pros; mAb 

435066; BE261750; Hs.4747; dyskeratosis congenita 1 , dysk; colon; CTL*sm 

435080; AI831760; Hs.1551 1 1; hypothetical protein FU14428; renal; mAb 

435094; AI560129; Hs^89008; EST; ovar. cerv; <fiag 

435099; ACQ04770; Hs.4756; flap structure-specific endonu; Wad, test, mela; CTb* m. 
435140; AA668123; Hs.134170; ESTs; fibro; diag 
435159; AA668879; Hs.1 16649; ESTs; tung; diag 
435206; AI432364; Hs.1 60594; ESTs; test; diag 

435243; AW292886; Hs.348932; hypothetical protein dJ434014.; cerv, headnk; diag 

43529% N20514; Hs. 172965; ESTs; mela; diag 

435299; A174545B; Hs,343026; ESTs, Weakly similar to T20593; fibro; diag 

435479; AF197137; Hs.155101; ATP synthase, H transporting, ; pros; s.m. 

435496; AW840171; Hs^65398; PAR-6 beta; breast, pane, ovar; diag 

435563; AF210317; Hs.95497; solute carrier family 2 (racH; blad; mAb*s.m. 

435575; AF213457; Hs. 44234; triggering receptor expressed ; fibro; mAb+sja 

435602; AF217515; Hs.283532; uricharacterized bone marrow pn test; diag 

435615; Y15065; Hs.4975; potassium voltage-gated channe; gfio; mAb 

435652; N32388; Hsl334370; uricharacterized hypothalamus p; pane; diag 

435793; AB037734; Hs.4993; WAA1313 protein; ovar, lung, uter, diag 

435849; BE305242; Hs.16098; claudin 2; colon, pane; diag 

435876; AW612586; Hs.1 60271; G protein-coupled receptor 48; pros; mAb 

435897; AF269223; Hs.128322; ^complex 1 1 (a murine top horn; test diaa 

435904; AF261655; Hs.8910; 1,2-aJpha-mannosldase IC; blad; sjn. 

43591 8; AF263538; Hs.86232; growth differentiation factor ; test diag 

435974; U29S90; Hs.37744; Homo sapiens beta-1 adrenergjc; pros. EWS; mAb^m. 

436032; AA150797; Hs,109276; latextn protein; pane, angio; diag 

436063; AK000028; Hs.356100; ribosomal protein S24; pros; cfiag 

436120; AI248193; Hs.119860; ESTs; fibro; diag 

436199; R38946; Hs.127951; hypothetical protein RJ14503; renal; diag 

436246; AW450963; Hs.1 19991; ESTs; blad; diag 

436251; BE515065; Hs.296585; nucleolar protein (KKE/D repea; colon, test, blad; CTl+sm. 

436278; BE396290; Hs.5097; synaptogyrin 2; pros; mAb 

436291; BE568452; Hs.344037; protein regulator of cytokines; lung, blad, headnfc diaa 

436293; AI6011B8; Hs.306201; ESTs; Wad; diag 

436302; AL355841; Hs.99330; hypothetical protein FU235B8; lung; diag 

436315; BE390513; Hs.27935; hypothefical protein MGC4837; mela; diag 

436396; A1683487; Hs.152213; wingless-type MMTV integration; lung, headnk, pros, pane* diaa 

436420; AA443966; Hs.31595; ESTs; angio; mAb 

436476; AA326108; Hs.33829; bHLH protein DEC2; pane, diag 

436511; AA721252; Hs.291502; ESTs; lung; diag 

436553; AW407157; Hs.181 125; immmoglobufin lambda locus; lung; diag 

436569; BE439539; HO01961; glutathione S-transferase M2 fc Uad; sjtl 

436614; AW104388; Hs.149091; ESTs; mela; CTL4S.m. 

436700; AI693690; Hs.301406; hypothetical protein PP3501; mela; mAb 

436729; BE621807; Hs.35131 6; transmembrane 4 superfamfly me; pane, colon, stom, ovar. tung, Wad; mAb 

436772; AW975688;Hs.348918;rne^ ™* ' W 

436775; AA731 111; Hs.372225; ESTs; uter, ovar; diag 

436839; AA767346; Hs.372277; ESTs; lung; diag 

436856; AI469355; Hs.1 27310; ESTs; mela; diag 

436954; AA740151; Hs.130425; ESTs; fibro. uter, ovar; diag 

436972; AA284679; Hs.25640; ctaudin 3; ovar, lung, pros; mAb 

437052; AA861 697; Hs.120591; ESTs; pros; diag 

437099; M77793; Hs.48659; ESTs, Highly similar to S14458; test diag • 

437100; A1761073; Hs.1 4535; Homo sapiens cONA: FU22314 fi; pane, renat diaa 

437119; AI379921; Hs.177043; XPJ71387sirnflar to rhoteWn; fibro; diag 

437145; AF007216; Hs.5462; solute carrier family 4. sodiu; pane, pros, stom; mAb 

437155;A!916600;Hs.121194;Hcmra^ coloitdiaa 

437181; AI306615;rte.125^ 39 
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437204; AL1 10216; Hs.355961; ESTs, WeaJdy similar to 155214; rung; CTL^sjtj. 

437212; AI765021; Hs.210775; ESTs; renal uter, ovar, diag 

437224; AL1 17628; Hs.97808; ESTs; test diag 

437259; AI377755; Hs.120B95; ESTs; rung; diag 

437267; AW511443; Hs.258110; ESTs; BPH; (flag 

437269; AA334384; Hs.149420; ESTs; angio; diag 

437330; AL353944; H&50115; Homo sapiens mRNA; cDNA DKFZp7; sarc; diag 

4373B1; NMJ103684; Hs.5591; MAP tinase-interacSng serine* gfo; CTL+sm 

437390; A1125859; Hs.112607; ESTs; lung; diag 

437412; BE069288; Hs.34744; Homo sapiens mRNA; cDNA OKFZpS; lung; diag 

437435; AA249439; Hs.27027; hypothetical protein DKFZp762H; rung; diag 

437437; AA226869; Hs. 351 623; hypothetical protein DKFZp762U test CTL*sm 

437478; AI390172; Hs.317432; branched chain aminotransferas; angio; s.m 

437553; AI829935; Hs.130497; ESTs, Weakly simflar to MAT8_H; blad; mAb 

437571; AA760894; Hs.125350; ESTs; pros; diag 

437623; D63880; Hs. 57 19; chromosome condensaGorKelate; test diag 

437740; AA810265; Hs.122915; ESTs; mela; diag 

437802; AI475995; Hs.122910; ESTs; pane; diag 

437862; AW978107; Hs.5884; Homo sapiens mRNA; cONA DKFZp5; mela; CTL+s.m. 
437908; AI082424; Hs.351043; ESTs; test diag 

437915; A1637993; Hs.202312; Homo sapiens clone N11 NTera2D; lung, headnk, ovar, blad, uter; cSag 
437931; A1249468; Hs.124434; ESTs; Wad; diag 

437935; AW939591; Hs.5940; mucin 13. epithelial transmemb; colon, Stan, uter, pane; mAb+s.m 

437938; A1950087; Hs.369628; gbwq05c02jc1 NCLCGAP_Kid12 H; renal, ovar, uter, cerv, blad; diag 

437939; AW298600; Hs.64313; ESTs, Weakly similar to S59501; angio; mAtHS.m. 

437960; A1669586; Hs.369312; ESTs; uter, ovar; diag 

438167; R28363; Hs.24286; chemokine binding protein 2 (C; ovar, breast, uter; mAb 

438199; AW016531; Hs.122147; hypothetica! protein FU13189; breast (flag 

438209; AL120659; Hs.61 11; aryl-hydrocarbon receptor nud; mela; mAb+s.m. 

438233; W52448; Hs.56147; ESTs; pros, cerv ; diag 

438274; AI918906; Hs.55080; ESTs; headnk; diag 

438403; AA806607; Hs.292206; ESTs; lung; mAb 

438438; AA257992; Hs.50651; Janus kinase 1 (a protein tyro; EWS; s.m. 

438450; A1050866; Hs.65B53; nodal, mouse, hornoiog; test cfiag 

438456; AA913381; Hs.279763; ESTs; test diag 

438552; AJ245820; Hs.6314; type I transmembrane receptor ; pros, ovar; diag 

438670; AI275803; Hs. 123428; ESTs; fibro; CTLkur 

438702; AI879064; Hs.7164; ESTs; lung; diag 

438707; 108239; Hs.5326; ammo acid system N transporte; ovar; mAb 

438746; A1885815; Hs.1 84727; Human melanoma-associated anfi; pane, blad, mela, ovar; mAb+CTL 

438817; AI023799; Hs.163242; ESTs; ovar, uter, Wad, renal; (Sag 

438859; A1559626; Hs.93522; Homo sapiens mRNA lor KIAA1647; renal; (flag 

436866; U44385; Hs.6441; tissue inhibitor of rnetaucpro; mela; diag 

438873; AI302471; Hs.1 24292; Homo sapiens cDNA: RJ23123 fi; fibro; diag 

438898; A1819853; Hs.106243; ESTs; king; diag 

438915; AA280174; Hs.355711; WBliams-Beuren syndrome chrom; lung, test, mela; diag 

438929; AW195515; HsJ253177; ESTs; renat diag 

438956; W0 0847; Hs.1 35056; Human DNA sequence from clone ; lung; diag 

438966; AW979074; ; gb:EST391184 MAGE resequences,; renal; diag 

438983; AF085884; Hs.20029; proacrosin binding protein sp3; test CTL+sjn. 

438993; AA828995; ; gb:od77b0as1 NCLCGAP_Ov2 Horn; ovar; mAb«s.m. 

439053; BE244588; Hs.6456; chaperonin containing TCP1, su; test diag 

439092; AA830149; ; gb:oc44f08.s1 NCi_CGAP_GC81 Ho; pros; diag 

439176; AI446444; Hs.1 90394; ESTs, Weakly similar to B28096; pros; (Sag 

439180; A1393742; Hs.1 99067; v-erb-b2 avian erythroblastic ; breast, ovar, uter, pros, blad, pane, colon, fibro. meta; mAb 
439221; AA737106; Hs.32250; ESTs, Moderately sMar to 17; EWS; s.m. 
439237; AW408158; Hs.31 8893; ESTs, Weakly sirriar to A47582; mela, fibro; diag 
439239; A1031540; Hs.235331; ESTs; blad; diag 

439285; AL133916; Hs.47860; hypothetical protein FU20093; lung, breast diag 
439310; AF086120; Hs.102793; ESTs; mela; diag 

439318; AW837046; Hs.6527; G protein-coupled receptor 56; colon, breast, ovar, uter, cerv, pros, rung, headnk, blad, mela; mAb+sm 

439335; AA742697; Hs.62492; NMJ)52863:Homo sapiens secreto; tibro, uter; diag 

439366; AF100143; Hs.6540; fibroblast growth factor 13; pros; CTL«s.m. 

439382; BE247684; Hs.103070; ESTs; angio; diag 

439394; AA149250; Hs.56105; ESTs; lung; diag 

439410; AA632012; Hs.188745; ESTs; angio; diag 

439453; BE264974; Hs.6566; thyroid hormone receptor Inter, lung, esoph, ovan mAb+SJn. 
439496; BE616501; Hs.32343; Homo sapiens, Simflar to RIKEN; mela, esoph; diag 
439659; AW970780; Hs.59483; leucine-rich repeat-containing; ovar, stem, mela. colon; mAb 
439668; A1091277; Hs.302634; frizzled (Orosophila) hornoiog ; ovar, uter; mAb 
439670; AF088076; Hs.59507; ESTs. Weakly similar to AC0048; rung, headnk, cerv; diag 
439702; AW085525; Hs.55964; ESTs; mela; diag 

439706; AW872527; Hs.59761 ; ESTs, WeaHy simflar to DAP1_H; ovar, king, headnk; diag 

439735; A1635386; Hs.142846; hypothefical protein; pros; diag 

439737; AI751438; Hs.41271; Homo sapiens mRNA fid length ; pane; diag 

439750; AL359053; Hs.57664; Homo sapiens mRNA full length ; pane, fibro, breast diag 

439755; AW748482; Hs.77873; B7 hornoiog 3; sarc; mAb 

439759; AL359055; Hs.67709; Homo sapiens mRNA full length ; colon, stom, pane, leuk, lung; diag 

439778; AL109729; Hs.99364; putafive rransmernbrane protein; pros; mAtHS.m. 

439780; AL109688; ; gfcHomo sapiens mRNA full leng; Wad, esoph; diag 

439820; AL360204; Hs_283853; Homo sapiens mRNA nd length ; ovar, uter, cerv, breast, pros ; diag 

439B64; AI720078; Hjl291997; ESTs, Weakly srmBar to A47582; test diag 

439867; AA847510; Hs.161292; ESTs; pane; diag 
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439920; H05430; Hs,288433; r^urotrirnin; pane: mAtwfeg 
439926; AW014875; Hs. 137007; ESTs; Wad, esoph, lung cerv (Sag 
439963; AW247529; Hs.6793; pJatete^acfivatlng factor ace; breast, lung, Wad; sjtl 
440042; AI073387; Hs.133898; ESTs; ovar; CTL+sjtl 
• 44W86; NMJX15402; Hs.6906; v-ral simian leukemia viral on; angio; diag 
440099; AL08005B; Hs.6909; DKFZP564G202 protein; pane; diag 
4401 1 9; AA865455; Hs, 125331; ESTs, Moderately similar to'un; test diag 
440138; ABQ33023; Hs.318127; hypothe&a! protein FU10201; lung; CTL*sjil 
440151; AA868167; ; gb:ak38e07.s1 Scares testis NH; sac diag 

1U 440207; A1371978; Hs. 128326; ESTs; test; diaq 

440209; H05O49; Hs^47837; neurexin 3; fibro; diag 

440210; AW674562; Hs, 1221 28; ESTs; gCo; diag 

440225; BE295782; Hs.159; tumor necrosis factor receptor; gfo; mAb 

440238; AW451970; Hs.155644; paired box gene 2; ovar; diag 

1 3 440260; AI972867; Hs.7130; copine IV; pros; cfiag 

440273; AI805392; Hs.325335; Homo sapiens cONA FU23523 fi; lung, fibro; diag 
440274; R24595; Hs.71 22; scrapie responsive protein 1; sarc; (flag 
440311; AI733Q79; Hs. 125407; ESTs, Moderately similar toAL; renal; diag 

on 440325; NMJJ03812; Hs.7164; a disintegrin and metaBoprote; lung; mAb 

ZU # 440333; A1378424; Hs^88761; hypotheScai protein FLJ21749; pros; CTL^m. 

440449; AA885430; Hs.201925; Homo sapiens cONA FU13446 fis; breast diag 
440452; A1925135; Hs.55150; ESTs, WeaWy sim3ar to CAYP H; fibro; diag 
440457; BE387593; Hs.21321; Homo sapiens clone OB9213~PRO; rndar diaq 
440484; BE328156; Hs. 1503 56; ESTs; pane; diag 

ZD 440529; AW207640; Hs.16478; Homo sapiens cOMA FU21718 6; pros; diag 
440659; AF134160; Hs.7327; daudm 1; lung; mAb 
440704; M59241; Hs.162; Insulin-fike growth factor bin; lung, otto ovar; diag 
440773; AA352702; Hs.37747; Homo sapiens, Similar to R1KEN; test diaq 

^ 440801; AA936366; Hs.370038; ESTs; pros; diag 

3U 440819; AIB09444; Hs.202108; ESTs; pros; (Sag 

440901; AA909358; Hs.128612; ESTs; ovar, pros; diag 

440943; AW082298; Hs.146161; hypolhefical protein MGC2408; lung- diag 

440983; M20681; Hs.7594; solute carrier family 2 (facO; test mAb 

^ 441020; W79283; Hs.35962; ESTs; lung, pane; diag 

o3 441031; A11 10684; Hs.7645; fibrmogen, B beta polypepfide; lung, pane, colon; CTL*sjti 

441085; AW136551; Hs.181245; Homo sapiens cONA RJ12532 fis; pane, ovar, stom, uter lumr diaq 
441134;W29092;Hs.346950;ceta^ *• uu *« ,ung - QB 9 

441247; AW1 18681 ; Hs.128051; Homo sapiens thymic stromal ly; pros; diag 
441321; H17182;Hs.7771;B^asso(^protem; test diag 

W 441345; AW068579; Hs.7780; Homo sapiens mRNA; cONA DKFZp5- pros; diag 
441350; AB02069Q; Hs.7782; paraneoplasfic antigen MA2; pane; mAb+CTL 
441377; BE218239; Hs.202656; ESTs; uter, endo, lung; diag 
441384; AA447849; Hs.288660; refinric acid induced 3; ovar; mAb^s.ra 
441392; AW451831; Hs.222119; ESTs. WeaWy similar to S30433; renal; diag 

45 441457; AW996651; Hs.43838; ESTs; angio; diag 
441495; AW294603; Hs. 127039; ESTs; blad; diag 
441525; AW241887; Hs.127728; ESTs; lung; cfiag 
441553; AA281219; Hs.121296; ESTs; lung, test, ovar; CTL«s.m 

50 

441801; AW242799; Hs.86365; ESTs; blad; diag 
441835; AB035432; Hs.184; advanced gJycosytaJion end pro; fibro; mAb 
441859; AW194364; Hs.380444; interteukin-4 induced gene-1 p; ovar, mela. fibro: mAb 
441878; Al 801 869; Hs, 127982; ESTs; test diag ^ 
D J 442006; AW975183; Hs.372210; ESTs, Wealdy simflar to S72482; fibro. engio; CTL*s.ra 
442082; R41823;rfe7413;calsynten^ 

442104; L20971; Hs.188; phosphodiesterase 4B.cAMP-spe; angio; CTUsjn. 

442108; AW452649; Hs.343259; ESTs; lung; diag 
^ 442242; AV647908; Hs,90424; Homo sapiens cDNA: FU23285 fi; BPH; diag 
60 442323; AW016669; Hs.29190; ESTs; breast diag 

442333; AJ650877; Hs.129302; ESTs; test diag 

442432; BE093589; Hs.38178; hypofhefical protein FU23468; Wad, lung, pane, esoph mela: CTUs.m. 
442438; AA995998; Hs.370007; gbx)s26b03^1 NQ^CGAPKidS Ho; ir^^SS 
442441; A1820662; Hs. 129598; ESTs; breast diag " ^ 
OD 442503; AF147078; Hs.375031; pSS^esponshre gene 5; meb diag 
442506; BE566411; Hs.41726; ESTs; angjo; diag 

442573; H93366; Hs.7567; branched chain arrdnotransferas; ovar. pane, angio, test sjn. 
442577; AA292998; Hs.1 63900; ESTs; blad, pane, colon, stem, ovar; cfiag 
_ n 442580;AI733682;r^130239;ESTs;breast^dlai 
/U 442609; ALD20996; Hs3518; selenoprotein N; mela; diag 

442613; A1004002; Hs.130522; KvchanneWnteractmg protein; gfio; diag 
442622; NMJJ00435; Hs.8546; Notch (Drosophfla) homolog 3; ovar; mAb 
44271 1; AF1 51 073; Hs.8645; hypothefical protein; angio, mela, sarc; diag 
n c tP 3 * NM_007274; Hs.8679; cytosoGc acyl coenzyme A thio; mela; s jtl 
/3 442757; AI739528; Hs.28345; ESTs; mela; diag 

442818; AK001741; Hs.8739; hypothefical protein FU 10379; breast diag 
442821 ; BE391 929; Hs.8752; transmembrane protein 4; ovar diaq 
442832; AW206560; Hs^53569; ESTs; pros, fibro; diag 
44289S; R37725; Hs.283093; ESTs; pane; cfiag 
442994; AI025718; Hs.16954; ESTs; blad, fibro; diag 
443054; A1745185; Hs.84520; yes-essodated protein 65 kDa; blad; diag 
443162; T49951; Hs.9029; DKFZP434G032 protein; blad, lung; Cn_2n 
443171; BE281 128; Hs.9030; TONDU; Wad, ovan cfiag 
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443184; AI638728; Hs.135159; ESTs; sac; diag 

443211; A112S388; Hs. 143655; ESTs; Wad, ovar, lung, headnk. stom, colon; (Bag 

443216; W80487; Hs.324521 ; hypolhetica! protein DC50; test; diag 
_ 443257; A1334040; Hs.11 614; HSPC055 protein; fibre; CTl+s.m. 
5 443400; R28424; Hs.250648; ESTs; King; cfiag 

443523; AK001575; Hs.9538; hypothetical protein RJ10713; test CTl-KS.m. 

443537; D13305; Hs.203; chotecystokinin B receptor, test; mAb 

443648; AI085377; Hs, 1436 10; ESTs; lung, headnk; diag 
. _ 443709; AI082692; Hs. 134662; ESTs; fibre; diag 
1 0" 443715; AI583187; Hs.9700; cycfin E1 ; lung, stom. ovar. colon; CR-^m 

443785; AW449952; Hs.190125; baste-helrx-toojvhelix-PAS pro; gDo, uter, ovar; CTL+SJn. 

443802; AW504924; Hs.9805; K1AA1291 protein; sanr. diag 

443883; AA1 14212; Hs.9930; serine (or cysteine) protein as; sarc; s.m. 

443885; H91806; Hs.15284; ESTs; mela; diag 
1 5 443892; AI889572; Hs^45875; ESTs; lung; drag 

443950; NMJW1425; Hs.9999; epilhelial membrane protein 3; mela; mAb 

443968; AA287702; Hs.10031; WAA0955 protein; angio; diag 

443983; H04482; Hs.163724; ESTs; meta; mAb 

443991; NM-002250; Hs.10082; potassium intermediate/small s pros, colon, uter; mAb 
20 444009; AJ380792; Hs.135104; ESTs; angio; diag 

444151; AW972917; Hs.128749; aipria-melhyiacyi-CoA racemase; pros; mAb 

444159; AF1 16846; Hs.10431; dead ringer (DrosophBaHike ; test; CTl«sm 

444163; AI126098; ; FGENESH predicted RNaseH domai; Wad; s.m. 

444301; AK000136; Hs.10760; asporin (LRR class 1); pane; diag 
25 444325; AW1 5261 8; Hs.1 6757; ESTs; esoph; (flag 

444330; AI597655; Hs.49265; ESTs; angio; dag 

444342; NMJJ14398; Hs.10887; simitar b lysosome-associated; hepC, lung, fibro, Wad, esoph; diag 
444378; R41339; Hs.47860; neurotrophic tyrosine kinase, ; king, glio; mAb+sm 
444409; AI792140; Hs.49265; ESTs; angio; diag 
30 444444; A1149332; Hs.14855; ESTs; Wad; diag 

444471; AB020684; Hs.11217; KIAA0877 protein; glio. lung, colon ; mAb 
444476; AF020038; Hs.1 1223; isocitrate dehydrogenase 1 {NA; blad; s.m 
444484; AK002126; Hs.11260; hypothetical protein FUl 1264; pros; diag 

444633; AF111713; Hs.1 2284; junctional adhesion molecule 1;ovar, uter, breast cerv, blad, headnk; mAb 
35 444649; AW207523; Hs.371001; ESTs; blad; diag 

444670; H58373; Hs.332938; hypothetical protein MGC5370; sarc; diag 

444754; T8391 1 ; Hs.1 1881 ; transmembrane 4 superfamBy me; pane, omuc, stom, lung, colon; mAr>»sm 

444809; BE207558; Hs.208219; oculospanin; mela; mAb 
. _ 444823; BE262989; Hs.12045; putative protein; test diag 
40 444863; AW384082; Hs. 104879; serine (or cysteine) proteinas; mela; s.m. 

444895; AI 674383; Hs^2891 ; solute carrier famBy 7 (catio; ovar; mAb^.m. 

444995; AJ272265; Hs.12230; secreted phosphoprotein 2, 24k; hepC, pane; (Sag 

445019; A1205540; Hs^61295; ESTs; headnk, lung, colon; diag 

445070; NMJJ00677; Hs.25B; adenosine A3 receptor, gfio, renal; mAb 
45 445076; A1206888; Hs.154131; ESTs; test; diag 

445084; H38914; Hs.250848; hypothetical protein FU14761; sarc; mAb 

445093; A1207197; Hs.156905; ESTs; test diag 

445109; AF039916; Hs.12330; edonucleoside triphosphate dt pros; s.m. 
_ 445119; AF035121; Hs.12337; kinase insert domain receptor ; angio; mAb 
50 445160; Al 299 144; Hs. 101 937; sine ocufls homeobox (Drosophi; sarc; CTL+sm 

445182; AW189787; Hs.361778; ESTs; Wad; diag 

445247; AW274290; Hs.153997; ESTs; mela; diag 

445279; R41900; Hs.22245; ESTs; angio; diag 

445363; NMJJ05993; Hs.12570; rjjbulin-specrric chaperone d; test diag 
5 5 445413; AA151342; Hs.12677; CG1-147 protein; pros, coton, uter, ovar, lung, pane ; diag 

445418; AW139377; Hs.127179; crypfic gene; pane; diag 

445424; AB028945; Hs.12696; corlactin SH3 d(mahvbinding p; pros ; diag 

445443; AV653838; Hs.295131; ESTs; lung; diag 

445654; X91247; Hs.13046; tWoredoxin reductase 1; tung; sjtl 
60 445684; AKO01696; Hs.13109; Ran binding protein 11; angio; diag 

445701; AF055581; Hs.13131; lymphocyte adaptor protein; angio; CTL*s.m. 

445784; AI253155; Hs.146065; ESTs; meta; CTL^sm 

445885; AI734009; Hs.127699; WAA1603 protein; pros, fibre; diag 

445900; AF070526; Hs.1 25036; Homo sapiens clone 24787 mRNA ; renal leuk; mAb 
65 445911; AI985987; Hs.145645; ESTs, Moderately simflar to AL; blad; diag 

445982; BE410233; Hs.13501; pescaditlo (zebrafish) homotog; mela; diag 

446057; AI420227; Hs.366053; Trp-p8 transient receptor pote; pros; mAb 

446082; A1274139; Hs.156452; ESTs; blad; diag 
„ 446098; AW072215; Hs.208470; ESTs; angio; diag 
70 446100; AW967109; Hs.1 3804; hvpothefca! protein dJ4620234 pros; diag 

446102; AW168067; Hs.317694; ESTs; lung; diag 

446113; AW967553; Hs.323518; Homo sapiens mRNA for FUQ0083; test mAb 

446269; AW263155; Hs.14559; hypothetical protein FU 10540; lung, headnk; CTb^jn. 

446291 ; BE397753; Hs.14623; interferon, gamrna-induciWe pr, mela; diag 
75 446292; AF081497; Hs.279682; Rh type C glycoprotein; lung, cerv; mAb 

446293; AI42021 3; Hs.1 49722; UM domain transcripfion facto; ovar, test diag 
446320; AF126245; Hs.14791; acyl-Coenzyme A dehydrogenase ; pros; s.m. 
446332; AK001635; Hs. 14838; hypothetical protein RJ10773; breast diag 
_ 446342; BE298665; Hs.14846; solute carrier family 7 (catio; uter, colon, pros, meta; mAb 
80 446428; AW082270; Hs.12496; ESTs, Weakly similar to ALU4_H; fibro; diag 
446528; AU076640; Hs.15243; nucleolar protein 1 (120kO); lung, test diag 
446608; N75217; Hs.175622; ESTs; uter. fibro; diag 
446626; AW292180; Hs.156142; ESTs; pros; diag 



119 



WO 03/042661 



PCT/US02/36810 



44S63S; AC002563; Hs.15767; citron (mo^nteracfing, serin; king; CTVsm 

445644; NMJJ03272; Hs.21065; transmembrane 7 superfamOy me; mela; mAb 

446673; NM_016361; Hs.15871; LPAP for lysophcsphatidic acid; Mad; (flag 

446727; AB01 1035; Hs.16032; WAA0523 protein: angio; CTL-Kua 
3 446733; AA86336G Hs.26040; ESTs, Weakly stmflar to fatty ; breast; sm 

446755; AW451 473; Hs.161 34; serme/uveonine kinase 10; mela; CTl+s jn. 

446791; A1B32278; Hs. 195922; ESTs; test; diag 

446839; BE091926; Hs.16244; mitotic spmdte coDeo^coB re; test; diag 

446856; AI814373; Hs.164175; ESTs; lung; diag 
1 0 446868; AV660737; Hs.348297; ESTs; pane; diag 

446872; X97058; Hs.1 6362; pynmicfinergic receptor P2Y, G; lung; mAb 

446932; AA961459; Hs.125644; ESTs; fiiro; diag 

446957; AI699629; Hs.156781; ESTs; fibro; diag 

446979; AI654443; Hs.1 97683; ESTs; test diag 
1 D 446984; AB020722; Hs.16714; Rho guanine exchange factor (G; angio; CTUsjtl 

446989; AK001898; Hs.16740; rrypothefcaJ protein FU 11036; lung, headnk; diag 

44699B; N99013; Hs^7B966; Homo sapiens mRNA; cDNA DKFZpS; pane, fibro; diag 

446999; AA151520; Hs.351416; hypothetical protein MGC4485; headnk; diag 

447004; AW296968; Hs.157539; FGENESH predicted secreted pro; glio; diag 
20 447078; AW885727; Hs.9914; ESTs; hmg; diag 

447126; AW1 50632; Hs.170307; Ral guanine nudeofide exchang; angio; diag 

447164; AF026941; Hs.17518; vipirin; similar to inflammat colon, lung, breast stom, hepC, esoph, mela; diaq 
447178; AW594641; Hs.192417; ESTs; mela; diag 
44718ft H55423; Hs.17631; hypothetical protein DKFZp434E; test diag 
ZD 447210; AF035269; Hs.17752; phosphafidyberine-spechlc ph; pros, mela; sjn. 

447289; AW247017; Hs.36978; melanoma antigen, family A, 3; lung, mela; mAb+CTL 
447334; AA515032; Hs.91109; ESTs; btad; diag 

447343; AA256641; HsU36894; ESTs, Highly similar to S02392; lung, btad, pane, headnk, mela; mAb+SJn. 

447350; AI375572; Hs. 172634; v-enb-a avian erythroblastic I; breast ovar, uter; diag 
JU 447377; X77343; Hs334334; transcription factor AP-2 alph; breast lung, mela; CTl+sjn. 

447395; AW18412; Hs.184793; Homo sapiens cDNA: RJ21880 fi; pane; diag 

447437; U07225; Hs.339; purinergic receptor P2Y ( G-pro; blad; mAb 

447499; AW262580; Hs. 147674; protocadherin beta 16; pros, glio, ovar ; mAtHs.m. 

447532; AK00061 4; Hs.18791; hypothetical protein RJ20607; lung, blad; CTL*sm 
J 3 447534; AW953935; Hs.288655; ESTs; lung, test diag 

447578; AA912347; Hs.136585; ESTs, Weakly similar to JC5314; ovar; s.m. 

447595; AW379130; Hs.18953; phosphodiesterase 9A; pros; CTL+sm 

447604; AW089933; Hs.301342; hypo8ie8cal protein MGC4342; mela; diag 
A 447636; Y10043; Hs.1 91 14; high-mobility group (nonhiston; lung; CTL*sm 
40 447733; AF157482; Hs. 19400; MAD2 (mitotic arrest deficient test diag 

447749; T53260; Hs*297; ESTs; renal; diag 

447761; AF061573; Hs.19492; protocadherin 8; EWS, gCo; mAb 

447768; X86400; Hs.19520; FXYD domain-containing ton tra; renal; mAb 

447818; W79940; Hs.355279; Homo sapiens clone 24670 mRNA ; renal; diag 
43 447835; AW591623; Hs.164129; ESTs, WeaHy simaar to I38Q22; renal ovar, uter; diag 

447881; BE620886; Hs.355279; GCN1 (general control of amino; renal; diag 

447937; AL109716; Hs^0034; Homo sapiens mRNA full length ; mela; mAb 

447993; AW139525; Hs.170362; ESTs; colon, blad, lung, ovar, pane, headnk; mAlndiag+s.m. 

448030; N30714; Hs.325960; membrane-spanning 4-domaIns, sr, pane, leuk, renat stom lung; mAb 
3U 448045; AJ297436; Hs.20166; prostate stem ceO antigen; Had, pane, pros; mAb 

448105; AW591433; Hs.298241; Transmembrane protease, serine; breast pane, colon, lung, ovar. stom; mAtHdiag+sjn. 

448133; AA723157; Hs.73769; folate receptor 1 (adult); ovar, fibro; mAb 

448140; AF 146761; Hs.20450; BCM-Jike membrane protein prec; fibro, mela leuk; mAb 

4481 53; Y10805; Hs.20521; HMT1 (hnRNP mewyltraiisferase,; test CTL+s.m. 
33 448181; AF272833; Hs.279763; hypothetical protein FU 10504; test flag 

448204; AW75124; Hs.170561; ESTs; sarc; diag 

448231; AI701916; Hs^02509; ESTs; angio; diag 

448258; BE386983; Hs.343214; hypothetical protein FU20396; mela, ovar; mAb 
, A 448262; AW880830; Hs.1 85273; ESTs; Had; diag 
60 448275; BE514434; Hs.20830; kmesin-like 2; ovar, esoph, mete; diag 

448278; W07369; Hs.11782; ESTs; lung; diag 

448290; AK002107; Hs.20843; Homo sapiens cDNA FU11245 lis; pros; diag 

448321; NM_005883; Hs^0912; adenomatous polyposis coB Gk; gBo; CTL^jn. 
r Z 448357; N20169; Hs.108923; RAB38, member RAS oncogene fam; lung, mela; diag 
00 448410; AK000227; Hs.21126; hypothefical protein FU20220; mete; diag 

448437; AW470125; Hs.220529; gbxv60c04j(1 NCLCGAP Panl Ho; pane, colon; diag 

448499; BE613280; Hs.77550; p53-regulated DDA3; gGo; diag 

448569; BE382657; Hs^1486; signal transducer and acSvato; pane, headnk. fibro. cerv. mela, renat CTbwjn. 

448588; AI970276; Hs.1 56905; WAA1676; test CTL-s.m. 
/ O 448595; AB014544; Hs.21572; WAA0644 gene product breast flto; mAb 

448654; AI879317; Hs.334691; spEcmg factor 3a. subunR 1,; mela; CTL^sjil 

448674; W31 178; Hs.1 54140; ovary^peeffic acidic protein; angio; diag 

448692; AW013907; Hs.167531; methylcronjnoyl-Ce«^me A can pros, pros; sm 

448706; AW291095; Hs.21814; interfeukin 20 receptor, alpha; pros, uter, blad. colon; mAb 
/3 448719; AA033627; Hs^1858; trinucleofide repeat contatoin; mela. sarc; CTL-Kfiag 

448775; AB025237; Hs^88; nutfix (nucleoside diphosphate ; test diag 

44881 1; AI590371; Hs.1 99460; ESTs; esoph, pane; mAb 

448939; BE267795; Hs.22595; hypothefical protein FU 10637- test CTUsjii 

448956; AW372914; Hs.86149; phosphoinostoi 3^hosphate-bfc mete; CTL+s m. 
80 448981;Al968719;Hs.1953B7;ESTs;testdiag 

l^^'?l* 5 ' gamma^obutyric acid (GABA); pros, cerv, colon, lung, stem, blad. headnk. ovar, breast mAb 

448993; AI471630; Hs.355952; WAA0144 gene product lung, blad; diag 

448999; AF1 79274; Hs.22791 ; transmembrane protein with EGF; pros, gBo ; mAb 
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449003: X76342; Hs.389; alcohol dehydrogenase 7 (class: lung, headnk; sm 
449019: A1949095: Hs.67776; ESTs. Weakly simHar to T22341 ; Wad. lung: diag 
449027: AJZ71216; HS.228B0; dipeptidylpepOdase III; blad. colon, ovar, sm 
449040; NMJJ12191; Hs.22919; putafive tumor suppressor, lung; CTL+sjil 
5 449078; AK001256; Hs.22975; WAA1576 protein; mela; diag 

449101; AA205847; Hs.23016; G protein-coupled receptor; hing, headnk; mAb 
4491 09; AW270992; Hs.120949; ESTs. Weakly similar to ALU7_H; sarc; (flag 
449156; AF103907; Hs. 171 353; prostate cancer anfigen 3, non; pros; mAtnCTL 
449207; AL044222; Hs*23255; nucleoporin 155kD; lung; diag 
1 0 449228; AJ403107; Hs.148590; protein related with psoriasis; lung; diag 

449230; BE613348; Hs.356392; melanoma cell adhesion moiecuf; hing, cerv, headnk. blad, ovar, colon; mAb 
449317; AW293413; Hs.132906; 19A24 protein; mela; mAb 

449318; AW236021; Hs.78531; Homo sapiens, Similar to FQKEN; headnk, lung, angio; CTL+s.m. 
449322; AI638616; Hs.196566; ESTs; test; diag 
15 449338; H73444; Hs.394; adrenomeduffin; renal; diag 

449394; AA004368; Hs.18160; Homo sapiens cDNA FLI1 1 550 fis; angio; mAb 

449437; AI702038; Hs. 100057; Homo sapiens cDNA: FU22902 fi; test diag 

449448; D6Q730; Hs.67471; ESTs; blad, lung, headnk, breast diag 

449467; AW205006; Hs.197042; ESTs; lung; diag 
20 449494; AW237014; Hs.315369; aquaporin 4; fibro; diag 

449569; A1656634; Hs.195389; ESTs; test diag 

449592; AI655494; Hs.195718; ESTs; pane; diag 

449518; AI076459; Hs.15978; WAA1272 protein; angio; diag 

449625; NMJM4253; Hs.349094; odz (odd OzAerwn. Drosophila); pros; diag 
25 449550; AF055575; Hs.23838; calcium channel, voltage-depen; pros; mAb 

449580; A1033821; Hs.12160; ESTs; renal; diag 

449961; AW265634; Hs.133100; ESTs; gSo, esoph, lung, blad ; diag 

449976; H06350; Hs.135056; Human DNA sequence from clone ; lung; diag 

450096; A1682088; Hs.79375; single-minded (Drosophila) horn; pros; CTL 
3 0 450098; W27249; Hs.8109; hypothetical protein RJ21 080; breast, lung, stem, uter, diag 

450149; AW969781; Hs.132863; Zic family member 2 (odd-patre; sarc; CTL+sm 

450152; AI138635; Hs.22968; intron of VEGFR; renal; (flag 

450377; AB033091; Hs.355925; WAA1265 protein; ovar, colon; cfiag 

450382; AA397658; Hs.60257; Homo sapiens cDNA FU13598 fis; pros; diag 
35 450400; AI694722; Hs.279744; ESTs; pane; diag 

450431; AW136797; Hs.266041; ESTs; test diag 

450451; AW591528; Hs.202072; ESTs; uter, endo; diag 

450506; NMJJ04460; Hs.418; fibroblast activation protein,; pane, esoph; diag 

450534; AI570189; Hs.25132; K1AA0470 gene product angio; CTL+s.m. 
40 450581; AF081513; Hs.25195; TGF-beta 4; uter, cerv, test diag 

450635; AW403954; Hs.25237; mesenchymal stem cell protein ; blad; mAb 

450642; R39773; Hs.7130; coptne IV; pros; diag 

450656; AA010539; Hs.18912; urmamed protein product fibro, uter; CTL+sm 

450663; H43540; Hs.25292; ribonuclease HI, large subunit mela; sm 
45 450676; AI147155; Hs.279727; ESTs; sarc; diag 

450684; AA872605; Hs.25333; interieukki 1 receptor, type I; blad. lung, headnk; mAb 

450690; AA296696; Hs.333418; FXYD domain-containing ton Ira; mela; diag 

450693; AW450461; Hs.203965; ESTs; pros, uter. diag 

450719; A1096837; Hs.21349; ESTs, Weakly similar to RBBB.H; test diag 
50 450737; AW007152; Hs.63325; transmembrane protease, serine; colon, blad, hing, ovar, pane, headnk; mAb^ag^sjn. 

450785; AA852713; Hs.108885; Homo sapiens, alpha-1 (VI) cot sarc; CTL^jn. 

450B32; AW970602; Hs.105421; ESTs; lung; diag 

451027; AW519204; Hs.40808; Homo sapiens. Simlar to RIKEN; pros, uter, olio; diag 

451035; AU076785; Hs.430; plasfin 1 (I tsoform); pane; diag 
55 451050; AW937420; Hs.351869; ESTs; mela; diag 

451099; R52795; Hs.25954; interteukin 13 receptor, alpha; gSo, fibro, mela; mAb 

451106; BE382701; Hs.25960; N-MYC oncogene; test ovar. CTL+s.m. 

451 1 10; AI955040; Hs.265398; PAR-6 beta (parfifioning def; breast ovar, lung, colon; CTV* jn. 

451181; AI796330; Hs.207461; ESTs; pane; diag 
60 451253; H48299; Hs.26126; cteudin 10: lung, ovar, pane; mAb 

451291; R39288; Hs.6702; ESTs; lung; diag 

451295; AI557212; Hs.17132; ESTs, Moderately simflar to 15; pane; diag 

451320: AW1 18072; Hs.35Q251; (fiacylgiycerol kinase, zeta (1; lung; s.m 

451346; NMJ06338; Hs.26312; glioma amplified on chromosome; ovar; mAb 
65 451386; AB029005; Hs.26334; spastic paraplegia 4 (aulosoma; hing; diag 

451398; AT793124; Hs.144479; ESTs; breast ovar. diag 

451411; AA017492; Hs.135655; EST; pros; diag 

451497; H83294; Hs.284122; Wnt Inhibitory factor-1; uter, fibro, pros, colon, sarc; diag 

451541; BE279383; Hs.26557; plakophifin 3; lung, Wad, ovar; diag 
70 451592; AI805416; Hs.213897; ESTs; lung, headnk; diag 

451635; AA01 8899; Hs. 1271 79; cryptic gene; pane; diag 

451663; AI872360; Hs.209293; ESTs; pros; dag 

451720; AW970985; Hs.290853; ESTs; pros; dag 

451743; AW074266; Hs.336428; ESTs; lung; (flag 
75 451820; AW058357; Hs.199248; ESTs; pane; mAb 

451844; T61430; ; gbryc05a03j» 1 Stratagene lung ; blad; diag 

451982; F13036; Hs.27373; Homo sapiens mRNA; cDNA DKFZpS; pros, blad; mAb 

451999; AW176401; Hs.380623; DEAD/H (Asp-Ghi-Ala-Asp/His) b; test CTL+sm 

452046; AB018345; Hs.27657; K1AA0802 protein; lung, uter, CTb*s.m. 
80 452208; AA024792; Hs.31895; hypothetical protein MGC4093; renat diag 

452240; AI591147; Hs.61232; ESTs; blad, lung, headnk, pane, cerv; diag 

452243; AL355715; Hs.28555; programmed eel death 9 (PDCD9; breast diag 

452244; N33530; Hs.176674; ESTs; mela; diag 
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452291; AF015592; Hs-28853; C0C7 (cell division cyde 7, Si test; CTL+sjn. 
452295; BE379936; Hs.28865; programmed ceD death 10; lung; diag 
452298; AI039243; Hs^7B585; ESTs; angio; (fiag 

452304; AA025386; Hs.61 31 1 ; ESTs, Weakly simitar to S1O590; lung, pane, blad, stom, esoph, ffcro^olan; sjtl 

452316; AA238484; Hs.61 265; ESTs, Moderately simflar to G7; Wad; (fiag 

452340; NM_002202; Hs.505; ISL1 transenpfion factor, UM; pane, pros; CR+sjti. 

452353; C18B25; Hs.29191; erimefiat membrane protein 2; pros, breast; mAb 

452355; N54926; Hs-29202; G rjrotein-coupted receptor 34; gfio, fibre, pane; mAb 

452367; U71207; Hs^9279; eyes absent (Drosophila) hornet lung, pros, war, uten CTl^sm. 

452416; AAQ26115; Hs.1 14777; ESTs; fibre; diag 

452461; N78223; Hs.108106; transcripSon factor; Wad, lung, headnk, ovar, gfio, stem, colon, cerv; CTb*sm 
452571; W31518; Hs.34665; ESTs; stom, lung, pane, colon, foro; dlag 
452594; AU076405; Hs.29881; solute carter family 26 (suit ovar; mAb 
452613; AA461599; Hs.23459; ESTs; lung; diag 

452679; Z42387; Hs.83883; transmembrane, prostate androg; pros, colon, pane, pros; mAb 

452705; H49805; Hs.246005; ESTs; pane; diag 

452717; AW 160399; Hs.30376; hypothetical protein; pros; (fiag 

452721; AJ269529; Hs.301871; solute earner family 37 (glyc; pros; mAb 

452732; BE300078; Hs.80449; Homo sapiens, clone IMAG&3535; Mad; diag 

452744; AI267652; Hs.246107; Homo sapiens mRNA; cONA 0KFZp4; meia; diag 

452792; AB037765; Hs.30652; KIAA1 344 protein; pros, titer, breast ; diag 

452795; AW392555; Hs.18878; Irypomebeal protein FLI21620; renal, headnk, colon, lung, pane; CTL 

452796; AB01 1 100; Hs.30656; KIAA0528 gene product test; diag 

452833; BE559681; Hs.30736; WAA0124 protein; lung, meia; CTL^jn. 

452865; AI924046; Hs.1 19567; ESTs. Weakly similar to A47582; lung; diag 

452899; M95739; Hs.30956; nescient helix loop helix 1; sarc; CTl+sjn. 

452924; AW580939; Hs.97199; compJement component C1q recep; angio; diag 

452933; AW391423; Hs.288555; Homo sapiens cONA: RJ22425 ft angio; CTi+sjn. 

452934; AA581322; Hs.4213; hypothetical protein MGC16207; rung, blad; diag 

452955; AW390282; Hs.31130; transmembrane 7 superfamily me; pros; mAb+s.m. 

453006; AI362575; Hs.303171; ESTs; pros; diag 

453028; AB006532; Hs.31 442; RecQ proteirOke 4; blad, King, test; CTUs.m. 

453085; AW954243; Hs.351573; K1AA0251 protein; angio; diag 

453096; AW294631; Hs.351270; ESTs; pros: (Bag 

453102; NR.007197; Hs.31664; frizzled (Drosophaa) homolog ; lung, headnk. colon; mAb 

453107; NM.016113; Hs.279746; vaniBoid receptor-like proter, meia; mAb 

453134; AA032211; Hs.118493; ESTs; blad; (fiag 

453142; AA033648; Hs.7473; Homo sapiens gap junction prct fibro; mAb 

453160; A1263307; Hs.356901; H2B histone family, member U lung, pane, pros; diag 

453210; AL133161; H5L32360; hypothefical protein FU10867; hmg; CTUs.m. 

453216; AL137566; Hs32405; progesterone receptor (PR); blad; mAb^m. 

453256; A1565587; Hs.32556; WAA0379 protein; meia; diag 

453310; X70697; Hs.553; solute carrier family 6 (neuro; fibro; mAb 

453321; A1984381; H^232521; ESTs; Had; (fiag 

453323; AF034102; Hs.32951 ; solute carrier family 29 (nucl; ovar, CTUs.m. 

453331; AI240665; Hs.352537; ESTs; breast, hmg, pane, esoph; mAb+diag+s.rn. 

453344; BE349075; Hs.44571; ESTs; mete; (Bag 

453348; BE272318; Hs.8595; hypothetical protein FU 12438; test CR^m 

453365; AA035211; Hs.1 7404; SOX7 SRY (sex determining regt angio, blad; CTL+s.m. 

453370; AI470523; Hs.1 39336; ATP-btoding cassette, sub-famr, pros; mAb 

453389; BE273648; Hs.32963; cadherin 6, type 2, K-cadherin; renal, ovar, blad; mAb*s.m. 

453392; U23752; Hs.32964; SRY (sex determining region Y); ovar, lung, gfio. sarc; CTL+sm 

453459; BE047032; Hs.257789; ESTs; ovar, cerv, Wad. titer, pane, angio, hmg; diag 

453464; AI88491 1; Hs.32989; receptor (calcitonin) activity; pros; mAb 

453633; AA357001; Hs.34045; hypotnefcal protein FU20764; hmg, esoph. test diag 

453637; NMJJ02589; Hs.34073; BH-protocadhertn (brain-heart); headnk; mAb 

453642; AI370936; Hs.34074; dipepOdyipeptidase VI; gfio; mAb 

453779; N35187; Hs.43388; 28kD interferon responsive pro; meia; diag ' 
453789; AA628517; Hs.118502; ESTs; angio; (fiag 

453857; AUJ80235; Hs35861; Ras-induced senescence 1 (RSI; gfio, lung, uter, headnk, cerv, pane, pros, sarc; mAb 

453883; AI638516; Hs.347524; cefaclor required for Sp1 tran; blad, lung; diag 

453884; AA355925; Hs.36232; WAA0186 gene product hing, ovar, test, esoph; (fiag 

453912; AL121031; Hs.356843; SWI/SNF related, matrix associ; meia; diag 

453922; AF053306; Hs.35708; budding uninhibited by benzimi; colon, stom, rung, test CTL+s.m. 

453935; AI633770; Hs.42572; ESTs; pane; diag 

453941; U39817; HS.36B20; Bloom syndrome; lung, cerv. headnk; CTl+sm 

453964; A1961486; Hs.249196; ESTs; tung; diag 

453966; BE148734; Hs.63325; transmembrane protease, serine; colon, blad, lung, ovar, pane, headnk; mAtwfiag+sjn. 
453985; N44545; Hs.251865; ESTs; test diag 

454034; NM_00Q591; Hs.575; aldehyde dehydrogenase 3 famfl; hmg, headnk; son. 

454042; H22570; Hs.47860; hypothetical protein FU20093; hmg; (fiag 

454056; X00356; Hs37058; catalrjnin/calatonirHelated ; hing; diag 

454071; AJ041793; Hs.42502; ESTs; breast ; diag 

454077; AC005952; Hs.37062; insulm-tike 3 (Leydig cell): test diag 

454098; W27953; Hs.217493; Rakophiiin; tung; diag 

454117; BE410100; Hs.40368; adaptor^lated protein comple; meia; CTl+sm 

454360; L78207; Hs^4470; ATP-binding cassette, sub-fami; gfio; mAb 

454429; BE273437; Hs. 30 1406; hypolhefical protein PP3501; meia; mAb 

454439; AW8191 52; Hs.1 54320; DKFZP56601646 protein; hing; (fiag 

454478; AW805749; Hs.372783; superoxide (fismutase 2. rnltoch; meia; sjti. 

455601; A1368680; Hs.81 6; SRY (sex determining region Y); lung, cerv, esoph; sjn. 

456034; AW450979; ; gb:Ul-H-BI3^a-a-12-04JLs1 N; Wad, fibro; (fiag 

456062; A1865286; Hs.71962; ESTs, WeaWy similar to B36298; fibro, ovar, uter, (fiag 
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456177; NM.012391; Hs.79414; prostate epilhertum-spedfic E; breast, pros; diag 

456266; L29073; Hs. 198726; cold shock domain protein A; pane; CTL*sm 

456321; KM 001327; Hs.87225; cartcer/testis antigen; lung; CTL 

456553; AA721325; Hs.189058; ESTs, Highly similar to Simfla; pane, diag 

456723; 243902; Hs.4748; adenylate cyclase activating p; gGo; mAb*s jtl 

456736; AW248217; Hs.1619; achaete^scute complex (Drosoph; lung; diag 

456759; BE259150; Hs.127792; delta (Drosophila)*ke 3; gSo, lung; mAb 

456847; AI360456; Hs.86088; ESTs; test; diag 

456938; X52509; Hs.161640; tyrosine aminotransferase; breast s.nv 

456977; AK000252; Hs.169758; hypothetical protein FU20245; angio; diag 

457200; U33749; Hs.197764; thyroid transcription factor 1; fibre; CTVsjti. 

45721 1; AW972565; Hs.32399; ESTs, WeaWy similar to S51797; mela, pros; CTL-SJn. 

457292; AI921270; Hs.281462; hypothe6cal protein RJ14251; blad; mAb 

457313; AF047002; Hs.241520; trartscriptionai coacfivator; test CTl*sm 

45741 1; AW085961; Hs.130093; koquotsctass homeobox prolei; breast, fibro; cfiag 

457465; AW301344; Hs.122908; DNA replication factor; test, mela; diag 

457498; AI732230; Hs.191737; ESTs; pros; diag 

457561; AA331517; Hs.286055; chimerin (chimaerin) 2; glio; mAb 

457590; A1612809; Hs.5378; hypothetical protein MGC10724; ovar; diag 

457669; AU077186; Hs.108885; Homo sapiens, alpha- 1 (VI) cot; sarc; CTUs.m. 

458092; W67353; Hs^50558; WAA0251 protein; lung; diag 

458124; AW005548; Hs.124590; ESTs; fibre; diag 

458435; AI418718; Hs.144121; ESTs. Weakly similar to T46916; gfio; diag 

458471; AV648609; Hs.194240; ESTs; renal, pane, hepC; diag 

458933; AI63B429; Hs.24763; RAN binding protein 1; lung, test diag 

459373; BE408266; Hs.301406; hypothefcal protein PP3501; mela; mAb 

459578; AW612538; Hs.304491; EST; mela; diag 

459702; AI204995; ; gban03c03.x1 Stratagene schiz; blad, fibre; diag 

459705; BE082764; Hs.270252; ESTs, Weakly similar b androg; fibre; mAb«s.m. 

TABLE 3B 

Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 



Pkey CAT Number Accession 

103739 49403 2 AA1 15173 AA075709 AA076354 AA083101 AA076396 AA085391 AAO70684 AA083368 AA075779 AA075221 AA076395 AA650486 AA083500 
108282 1 08971 _1 AA065143AAD65142 

118417 35983 7 { J ATO^AR»0232 U87593 U87592 U87591 U87590A1636743 AI633818AW206802AI583718AF080231 AF080234AF080233AL535594 
AI818326 AFOB0230 S46404 AI970376 AA463992 AW665466 BF512210 UB7595 U87589 BE550633 AJ672574 BE467547 AI680833 AW614951 
N29986 N25695 H69001 U87596 BE673974 AI797496 A1701526 AA703396 AW139734 H92278 N66048 BE219539 BE671665 AI62481 7 BE46661 1 
AI206344 AA574397 BF593413 BG231271 BF773517 U87594 BF062180 BE466420 A1887798 BF674385 AA204735 AW49580B AA204833 
AA207155 B1004756 AA206262 A1365204 H77608 AW590511 

121335 1369289 1 AA404418A1217248 

126872 685586 1 M1 36653 AA136655 AW450979 AA9B435B AA809054 AW238038 AA492073 BE1 68945 
322521 14637 J AF1 47347 T55503T55426 
322975 1784158J C16391C16413 

323332 245301 1 AI829520 AI791832 AT791823 AA229315 AA228414 AA229211 
323817 887879 1 M4 10943 BF366582 AA334202 AA332882 BF371899 AW948953 
324261 1026976J AL044891 AI908240 AA393Q80 AW748403 BE069341 BF33D573 

Si 107934 1 M075419 AA082953 AA080912 AA062835 AA071252 AA0B4926 AA078992 M1 13913 AA081881 AA070343AA083821 AA062835M1 13892 

AA075318 AA076594 AA078900 AA134801 AA063293 AA0B3403 AW974305 

409123 108378 1 AA070050 AAQ70823 AA0S34O3 , 

409745 MH1944 5 BI030997 AA921874AW188822BI027862AI347618AI361453A1088754AW207491 AA077391 BG012775 BG997382 AA2B6833 AA1 50722 

BI007625 B1027864 B1009100 BK306275 81006270 BI031000 B1029B64 B1006277 BI007627 BI006266 BI006991 BI006990 B1007763 BI007762 

BG997377 AA1 50780 BI033518 BI027818 BG015789 BI033807 AA341445 
411880 1139083J BE088101 T05990 AW872477 
413804 1556661 1 BE168256 BE168190 T646B2 

414221 685586 T AA136653 AA1 36656 AW450979AA984358AA809054AW238038AA492073BE1 68945 
417886 1031334 1 AA210987 D57294 AA214584 AA207006 D56572 
427260 1 1272,50 AA401424 AA4001 00 AA663848 

427298 115241 1 AA933717BFOS1897AW628327AA641788AA400495 a _ 
427521 513212J AW973352 BF222929 AW016853 BF059130 A1651829 BE551767 AA558414 AI339359 BF059601 A1961 162 AI341422 AI206248 AI206165 

AA548736 AA768578 AI539081 AW025957 AA736837 N79575 AW594357 AA480892 
429163 1238297 1 AW974271 AA592975AA447312AA884766 
432189 112710 T AA527941 AA635266 A1810608 A1620190 

432222 539529~1 BG207209 BE165299 A1204995 BG1 99355 AW969908AA528756AW440776BI044354 „ mjJ , 4r AllrtMtMn . 

432407 MH1429 12 BG036575BI772005BF771866BG960386BG960381 N!^005712AF110315BECT74534BE182776BE158000BE157999BE714315AW81 

AW847519 AA099426 AW817981 AW856396 BG961122 AA224498 AA308542 AW821B33 BF902155 A1732411 BG778834 BG283641 BE748279 
BE748870 BG319540 BE748864 BF739224 BG986155 AK057283 BI861466 AA663341 AA457591 BG949294 AW392886 AA071122AA227849 
AA584918 BG959570 BF773486 AL041698 BF959013 R87170 C16B59 BF770411 BF771298 A1075321 L13823 AA216700 BF771864 AW861859 
BE537068 C18935 AA155719 BF771172 BF769107 BF804964AW818172 AW318143AW392930AW817057 AWB58044 BF746211 AA179928 
AWB61687 AW821826 B1055726 BF242643 AA2071B9 BF770412 BF771 157 BG430030 AA055592 _ naMtt 

432415 11371 1 BG1 66382 AW1 61 086 N42363 BE935013 BE934998 BG291451 AV700520 BG152773 AI224956 AI079635 AW054706 AA843979 AI744193 F04060 

T23457 F04044 AA723859 AA977643 AA283764 AI123609 N21561 BF055052 BE856661 AIB04220 AA843394 AI472045 A1740490 AA578830 
H09495 A1283334 AA609495 A1122773 AW1 62643 AW1 61 798 BF940077 AI808825 AI360866 AI123189 R40236 R20726 AW975899 BE764052 
N31709 N31708AI031947AW194138 

434414 35978 1 AF134164 BF809407 AA218567 BF842B63 AI26716B BF876178 BG999253 AW861851 AW858362 AI817548 BF771300 AA1 13928 AA223422 
AA055556 BF773400 BF998869 BE081333 BE073424 BE142245 H59571 H59570 BF87155B BF871064 BE001132 BF826831 AW754298 
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AA223267 BG997895 BG997897 AW991957 AA534354 BG319501 BF736309 Al 594265 AA045564 BG95Q256 


• AiMMnft n/^nn*iftfn nrAMi^p 

• AI829309 BG987850 BE093175 






BF854337 




43459S 


14701.1 


AF147374 T59538 T59589 T59598 T59542 




434609 


14739.1 


AF147390 R76593 R76594 




438966 


1242593.1 


AW979074 AA834B41 AA828650 




438893 


2580163.1 


AI926361 AA834879 AA828995 




439092 


919640J 


• AW978407 AA830149 M85983 AW503637 BF352096 




439780 


49082J 


AL1 09688 R23S65 R25578 




440151 


1879911.1 


AA868157 F21558 F31418 F35624 




444163 


682245.1 


BG403189 AI148521 AI184746 All 26098 R05933 BI057330 




451844 


2327174.1 


AI820546AI821336 T61430 




456034 


685586.1 


AA135553AA136656 AW450979 AA984358 AA809054AW238038AA492073 BE168945 




459702 


539529J 


BG207209 BE166299 AI204995 BG199355 AW969908 AA528756 AW440776 BI044354 





TABLE 3C 



Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gf) numbers. "Dunham 1. el at." refers to the publicaSon entitled The DNA 

sequence of human chromosome 22." Dunham I. et aL, Nature (1999) 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposifion: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposifion 


325372 


5856920 


Minus 


1117061-1117304 


325544 


6682452 


Pius 


171228-1712B6 ' 


327036 


6531965 


Ptus 


319951-320040 


327075 


6531965 


Rus 


40413184041431 


327414 


5867750 


Phis 


102461-102586 


328700 


5868264 


Plus 


764089-764203 


330211 


6013592 


Plus 


59158-59215 


332798 


Dunham, I. elaL 


Minus 232147-231974 


333769 


Dunham, 1. elaL 


Rus 7696625-7696707 


333904 


Dunham, L elaL 


Minus 82173744217261 


334223 


Dunham, l.< 


2LaJ. 


Minus 12734355-12734269 


334447 


' Dunham, 1. eLaL 


Rus 14308764-14308824 


335115 


Dunham, L elaL 


Minus 21388250-21388146 


335809 


Dunham, 1. eLaL 


Plus 26310772-26310909 


335824 


Dunham, L elaL 


Rus 26376860-26376942 


335825 


Dunham. L eLaL 


Rus 26378175-26378258 


335936 


Dunham, 1. elaL 


Minus 27360474-27350400 


336034 


Dunham, 1. elaL 


Plus 29014404-29014590 


336152 


Dunham, L elaL 


Minus 30156053-30155870 


336636 


Dunham, L elaL 


Rus 988418-989185 


338008 


Dunham, L elaL 


Ptus 7697068-7697236 


338033 


Dunham, 1. elaL 


Rus 80921284092271 


33815B 


Dunham, L elaL 


Minus 11794465-11794343 


338255 


Dunham, 1. eLaL 


Minus 15242294-15242231 


400494 


9714719 


Rus 


169845-170272 


400517 


9795686 


Minus 


49996-50346 


400651 


8117978 


Minus 


8148841646 


400665 


8118496 


Plus 


16879-17023 


400773 


8131629 


Minus 


4411644238,4820848321 


400844 


9188605 


Rus 


24746-24872,25035-25204 


400846 


9188605 


Bus 


39310-39474 


400881 


2842777 


Minus 


91446-91603,92123-92265 


401093 


8516137 


Minus 


2233&-23166 


401234 


9929642 


Rus 


120173-120337 


401424 


8176894 


Rus 


24223-24428 


401486 


7341763 


Phis 


3258542756,36281-36540,4079140933,4401 


401704 


3097841 


Rus 


24712-25374 


401732 


1200312 


Plus 


19346-19525,19625-19708,19897-1 9973,2006 


401747 


9789672 


Minus 


118596-118816,119119-119244,119609-11976 


401760 


9929699 


Plus 


8312fr432504532O45540 r 94719-95287 


401780 


7249190 


Minus 


28397-28617,28920-29045,2913^29296,2941 


401781 


7249190 


Minus 


83215-83435,8353143656,8374043901,8423 


401785 


7249190 


Minus 


165776-165995.166189-166314.166408-16556 


401797 


6730720 


Rus 


6973-7118 


401994 


4153858 


Minus 


4290443124.4321 143336,4460744763,4519 


402145 


8018280 


Rus 


113086-114800 


402199 


8576116 


Minus 


84187-44744 


402230. 


9956312 


Minus 


29782-29932 


402239 


7690131 


Rus 


38175-38304,4213342266 


402260 


3399665 


Minus 


113765-113910,115653-115765.116808-11694 


402265 


3287673 


Rus 


21059-21168 


402305 


7328724 


Rus 


4083241362 


402420 


9796339 


Rus 


129750-129919 


402424 


9796344 


Minus 


6492545073 


402447 


9796640 


Rus 


4760547729,5169&41821,5207042257^330 


402474 


7547175 


Minus 


53525-5362B.5575S-55920,57530-57757 


402550 


7652009 


Minus 


8041340673 


402604 


9909420 


Rus 


20393-20767 


402605 


9909420 


Minus 


. 4768047973 
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402606 


9909429 


(Amis 


81747-82094 


402580 


8113438 


Plus 


137634-1 37768,139702-139893,140475-14059 


402777 


9588235 


Plus 


126786-126948 


402660 


9588237 


Minus 


76423-76560 


402888 


9930892 


Mmus 


54727-54901 


402992 


7767907 


Minus 


42137-42515 


402994 


2996643 


Minus 


4727-4969 


403046 


3540153 


Minus 


55707-55859,56369-56511 


403047 


3540153 


Minus 


59793-59968 


403071 


8954241 


Plus 


136688-137096 


403088 


8954241 


Plus 


169894-170193,170504-170806 


403171 


9838164 


Minus 


74502-74703 


403328 


8469086 


Minus 


120428-120703 


403329 


8516120 


Plus 


96450-96598 


403381 


. 9438267 


Minus 


26009-26178 


403409 


9438598 


Plus 


6880-7054,12573-12771 


403433 


9719611 


Minus 


72225-72437 


403478 


9958258 


Plus 


116458-116564 


403715 


7239669 


Plus 


85128-85292 


403740 


7630882 


Plus 


86504-87227 


403776 


7770611 


Minus 


1414-1513,1624-1756 


403903 


7710671 


Minus 


101165-102597 


404029 


7671252 


Phis 


108716-111112 


404049 


3688074 


Minus 


75765-78155 


404210 


5005246 


Plus 


169926-170121 


404240 


5002624 


Minus 


116132-116407,116653-116922 


404253 


9367202 


Minus 


55675-56055 


404286 


2326514 


Phis 


51086-51301 


404298 


9944263 


Minus 


73591-73723 


404403 


7272157 


Minus 


72053-72238 


404440 • 


7528051 


Plus 


60430-81581 


404866 


9366919 


Wnus 


11743-11929 • 


404877 


1519284 


Plus 


1095-2107 


404927 


7342002 


Pius 


68690-69563 


404996 


6007890 


Plus 


37999-38145,38652-38998,39727-39872,4055 


405001 


6015406 


Minus 


104646-104819 


405025 


7107727 


Plus 


105267-105343,106184-106294,106387-10653 


405121 


. 8102330 


Minus 


35816-36004,36587-36684 


405238 


7249119 


Minus 


51728-51836 


405239 


7249119 


Plus 


144345.144464,144690-144835,151750-15188 


405451 


7622517 


Minus 


145949-146227 


405545 


1054740 


Plus 


118677-118807,119091-119296,121626-12182 


405546 


1054740 


Plus 


124010-124183 


405547 


1054740 


Plus 


124361-124520.124914-125050 


405646 


4914350 


Plus 


741-969 


405704 


4204244 


Phis 


138842-139051 


405770 


2735037 


Plus 


61057-62075 


405849 


7651817 


Minus 


17705-18287 


405932 


7767812 


Minus 


123525-123713 


406081 


9123861 


Minus 


38115-38691 


406137 


9166422 


Minus 


30487-31058 


406173 


7230224 


Plus 


12925-13213 


406348 


9255985 


Minus 


71754-71944 


406360 


9256107 


Minus 


7513-7673 


406399 


9256288 


Minus 


63448-63554 


406434 


9256651 


Minus 


17803-17931 


406467 


9795551 


Phis 


182212-182958 


406506 


7711374 


Minus 


6843-3077 


406547 


7711513 


Minus 


172780-174358 



Table 4A lists about 425 genes up-regulated In breast cancer compared to normal adult tissues and to non-malignant breast tissues. These genes were selected from a starting 
collection of about 59680 probesets on the Affymetrix/Eos-Hu03 GeneChip® array. The "average' breast cancer level was set to the 90th percentile value amongst breast cancer 
specimens. The "average" normal adult tissue level was set to the 75th percentile value amongst noiHnaHgnant adult tissues. Certain predicted protein domains are noted. 

Table 5A fists about 231 genes up-regulated in breast cancer compared to normal adult tissues and to non-malignant breast tissues that are likely to encode proteins amenable to 
modulation by small molecules, peptides, or antibodies. These were selected similarly as for Table 1. The 'average* breast cancer level was set to the 90th percentile value amongst 
breast cancer specimens. The 'average' normal adult tissue level was set to the 50th percentile value amongst non-mafignant adult tissues. The protein products of these genes often 
contain one or more domains indicative of have oncogenic function or of transducing intracellular signals, or of being modutatable by small molecules, peptides, or antibodies (e.g. 
plonase, death-domain, 7tm, phosphatase, or irjn_transporter). Certain predicted protein domains are noted. 

TABLE 4* ABOUT 425 GENES UP-REGULATED IN BREAST CANCER COMPARED TO NORMAL ADULT TISSUES 

Pkey Unique Eos probeset identifier number 

ExAccru Exemplar accession number, GenBank accession number 

UrnGenelO. Unigene number 

Pred ProtDomains: Certain predicted protein domains. Abbreviations used: TM, transmembrane domain; SS, signal sequence; =Y, very tikery to contain; =M, 

ikery to contain; =N, less likely to contain. All other protein domain abbreviations are from PFAM (Nucleic Acids Research, 2002, 30:276-280). 
UniGene Title: Unigene gene title 

R1: Ratio of 90th percentile of tumor to 75th percentile of normal body tissue 

Plcey ExAccn UniGenelD PredProLDomains UniGeneTifle R1 
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10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



419551 
425174 
409340 
428471 
417931 
447965 
406387 
421814 
406867 
426104 
421481 
42211 
426539 
419693 
419329 
418344 
407116 
417389 
419452 
421552 
409453 
409532 
417515 
411573 
418751 
422087 
421143 
40B491 
417944 
409062 
422281 
425308 
408349 
449019 
435561 
410687 
429455 
414407 
419390 
453902 
411089 
450172 
449717 
451529 
435370 
411761 
424223 
426935 
408796 
407230 
422830 
447528 
430168 
423225 
414822 
452683 
444784 
453857 
413B59 
440369 
418140 
441384 
424464 
423582 
432562 
433320 
429165 
416984 
448913 
430154 
400496 
442599 
448520 
431309 
426485 
435858 
446051 
451982 
450334 
431890 
434449 
422699 



AW582256 Hs-91011 

AA547959 Hs.115838 

BE174629 Hs.321130 

X57348 Hs.184510 

W95642 Hs.82961 

AA340605 Hs. 105887 



L12350 

AA157857 

AC04418 

AW391972 

AU076442 

AB011155. 

AA133749 

AY007220 

AA216387 

M130986 

BE260964 

U33535 

AF026692 

AI885516 

W74001 

L24203 

AB029000 

BE389014 

XS8968 

AB024536 

AI088063 

AU077196 

AL157488 

M36803 

M97539 

BE546947 

AI949095 

AA351978 

U24389 

AI472111 

AA147026 

AF701162 

BE502341 

AA456454 

NMJKJ5864 

AB040935 

AJ917901 

A1964074 

AI733B48. 

AJ243706 

NfO00088 

AA688292 

M157857 

AC007954 

AI612027 

AW9S8343 

AA852604 

AA156542 

AI089575 

012485 

AL080235 

AW992356 

AW176150 

BE61383S 

M447849 

R68537 

BE000831 

BE531048 

D60647 

AW009886 

H38765 

M194422 

AW583058 

AF078037 

AB002367 

AW451711 

NM.006207 

AF254260 

BE048061 

F13036 

AF035959 

X17033 

AW953484 

BE410590 



Hs.108623 
Hs.182265 
Hs.190080 
Hs.104695 
Hs.117938 
Hs.170290 
KsJ01350 



Hs.271627 

Hs.82045 

Hs.90572 

Hs.105700 

Hs.95612 

Hs.55279 

Hs.82237 

Hs.70823 

Hs.372548 

Hs.11 1301 

Hs.102171 

Hs.7882 

Hs.82985 

Hs.50150 

H*l34693S 

Hs.155585 

Hs.44276 

Hs.67776 

Hs.4943 

Hs.65436 

Hs.278694 

Hs.76704 

Hs.331904 

Hs.3402 

Hs.355702 

Hs.24587 

Hs.23954 

Hs.208641 

Hs.225838 

Hs.71935 

Hs.143323 

Hs.172928 

Hs.170345 

Hs.182265 

Hs,121371 

Hs.76277 

Hs.145582 

Hs.125359 

Hs.72127 

Hs.374574 

Hs.11951 

Hs.35861 

Hs.6364 

Hs.132449 

Hs.83551 

Hs^88660 

Hs.17962 

Hs^3837 

Hs.278422 

Hs.250879 

Hs.118258 

Hs.80706 

Hs.22564 

H&234726 

Hs.324051 

Hs.21355 

Hs.313760 

Hs.170040 

Hs.283009 

Hs.37054 

Hs.27373 

Hs^4879 

Hs.271986 

Hs.3849 

Hs.119257 



TM=M;SS=M 

aajermeases.pyridoxalde 
14-34;TM=M;SS=N 
treroir;TM=N;SS=M * 
JacaBn;TM=N;SS=M 

EGF,tsp_1,vwc,TSPN.tsp_3; 
faament f bZIP:TM=N:SS=M 

TM=M;SS=M 
Collagen,none 

SH3,POZ,Guanytate_kin;TM= 

A7P161_PLM_MAT8;TM=Y;SS=M 

SJ00;TM=M;SS=N 



PTN,MK;TM=M;SS=Y 

ig,pkinase;TM=Y;SS=M 

Fz.NTR;TM=N;SS=M 

cadherin^adhenn.Cadhen 

serpin;TM=N;SS=N 

zttJ>c*rf-UBR1;TM=M;SS= 

Sidfatase;TM=M;SS=N 

SH2,none 

fn2jiemopexin ( Pep8dase_M 
fg 1 LRR,LRRNT l LRRCT;TM=M;S 

wc,Conagen,COLn;TM=N;S 

hemopexin;TM=N;SS=M 
ig,krfogle,pldnase l Fz;TM= 
homeobox;TM=M;SS=N 

MAGE,Cys_knot,EGFJaminln 
LysyLoxidase;TM=N,SS=M 
lectin jc 

PMP2^_Oaudm,PMP22_Claud 



SH3,hormone3;TM=M;SS=N 
(tycoJransL25;TM=N;SS=N 
acSn,norte 

EGF,fn3,fibrinogen_C,loxi 

zW2H2;TM=M;SS=N 

PHD.ARIDjn^Cjn^UfCSH 

vwc,Co!lagen,COLn;TM=M;S 

hormone_fBC r zf-C4 . 

fflament,bZIP;TM=N;SS=M 

TBZJ)P1_HVA22;TM=Y;SS=M 
efhand.erriand 

ig,Rtoc^rnai_S1 9;TM=M;SS= 

homeobox^lLH 

homeobox^none 

Somatomedin.B.Endonucteas 

TM=Y;SS=M 

SAMJ'NT.none 

TM=M;SS=M 

7lnL3,none 

homeobojyione 

TGFbjjropeptideJGF-beta, 

rf£2H2;TM=M;SS=N 



Ravodoxfo_2;TM=M;SS=N 

mruf-RanBP.pkinase.GST - 

serpin;TM=M;SS=M 

TM=Y;SS=N 

SH3,ank;TM=M;SS=N 

pkinase,DCX;TM=M;SS=N 

homeobox,none 

lg;TM=N;SS=M 

b2P;TM=M;SS=N 

Ephrir^deamin.dsmu-al 

NA;NA 

PAP2;TM=Y;SS=M 
vwaintegrin_A,F&GAP;TM= 
efhand,FKBP;TM=M;SS=N 
SH3.HS1_rep;TM=M;SS=N 



anterior gradient 2 (Xenepus laevis 97 

Homo sapiens similar to Echinokfin 7.0 

melanophiGn (MIPH), mRNA 6.8 

strafifin 5,4 

trefoil factor 3 (intestinal) 63 

ESTs, Weakly simSar to Homotog of &1 

Target Exon 6.0 

ftrombospondin 2 5.8 

keratin 19 5.8 

ESTs 5.8 

WAA1324 protein 5.8 

collagen, type XVII, alpha 1 5.7 

discs, large (Drosophfla) homotog 5 5.6 

FXYO domain-contairang ton transpor 5.5 

S100-type calcium binding protein A 5.4 

gb:rtc16bOZs1 NC!_CGAP_Pr1 Homo sap 5.2 

ESTs 5.1 

mtdkirte (neurite gTowtrhpromofing f 5.1 

PTK7 protein tyrosine kinase 7 5.1 

secreted frizzled-related protein 4 5.1 
ESTs 

serine (or cysteine) proteinase inn 5.1 

' ataxia-telangiedasta group D-assoc 5.0 

WAA1077 protein 5.0 

phosphoinositide-3-kmase, regulato 5.0 

matrix rnetafloproteinase 2 {gelatin 5.0 

imrmmogtobtjlin superfamiry containi 4.9 
ESTs " 4.g 

coDagen. type V, alpha 2 4.9 

Homo sapiens mRNA; cDNA DKFZp564B18 4.9 

hemopexin 4.9 

receptor tyrosine kinase-fike orpha 4.8 

homeoboxCIO 48 

ESTs, Weakly similar to T22341 hypo A A 

hepatocellular carcinoma associated 4.6 

lysyt oxidase^ke 1 4,5 

CO209anfigen 48 

ESTs 4.8 

hypotheGcal protein MGC1 1 138 4.7 

ESTs 47 

cell division cycle 2-Pte 1 (PITSL 4.7 

signal transduction protein (SH3 co 4.7 

cerebral ceil adhesion molecule 4.6 

ESTs 4.6 

ESTs 4.6 

putative zinc finger protein from E 4.6 

putafive DNA/chromafin binding mofi 4.6 

collagen, type 1, alpha 1 4.5 

ESTs 4.5 

kerafin 19 44 

hypothetical protein DKFZp434P01 1 1 44 

Homo sapiens, done MGC:9381, mRNA, 4.4 

DKFZP434I1735 protein 4.4 

TTry-1 cell surface antigen 4.4 

ESTs 4.4 

progesterone membrane binding prote 4.4 

ectonucleotide pyrophcsphatase/phos 4.4 

Ras-induced senescence 1 (R1S1) 4.4 

Homo sapiens pyruvate dehydrogenase 4.3 

downstream of breast cancer antigen 4.3 

rnicro&rfflar-^ssociated protein 2 4.3 

refinoic acid induced 3 4.3 

ESTs 4.3 

rtonto sapiens cOr4AFU1 181 2 6s, clo 4.3 

DKFZP586G1 122 protein 4.2 

ESTs, Highly sfenBar to CTXN RAT CO 4.2 

prostate cancer associated protein 4.2 

diaphorase (NADH/NADPH) (cytochrome 4.2 

rrryosinVl 42 

serine {or cysteine) proteinase inn 42 

ENSP00000224716*K5TP-binding protei 4.2 

RelA-associated inhibitor 4.2 

doubtecorfin and CaM kinase-fike 1 4.2 

ESTs, WeaWy similar to 138022 hypo 4.2 

plateteWerived growth factor rece 4.2 

tuftefin 1 42 

ephnn-A3 4I2 

Homo sapiens mRNA; cDNA DKFZp564017 4.2 

phosphatide acid phosphatase type 4.1 

Integral, alpha 2 (C049B, alpha 2 s 4.1 

hypothetical protein FU22041 simil 4.1 

ems1 sequence (mammary tumor and sq 4.1 
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423057 


AW961597 


Hs.130816 




452063 


R53185 


Hs.32366 


HLH;TM=M;SS=N 


450680 


AF131784 


Hs.25318 


ras.none 


418283 


S79895 


Hs.63942 


PepSdase_C1;TM=N;SS=M 


416361 


AW2O4907 


Hs.6872 




426255 


BE262530 


Hs.2006 


GST_C,GST_N;TM=M;SS=N 


408113 


T82427 


Hs.194101 


7tm_3.no ne 


407792 


AI077715 


Hs.39384 


TM=M;SS=Y 


422755 


AW409701 


Hs.1578 


BIR;TM=M;SS=N 


429359 


W00482 


Hs.2399 


hemopexin,Peptidase_M10;T 


442572 


A1001922 


Hs.135121 


HSP70 


448826 


AI580252 


Hs.255565 




419648 


T73661 


Hs.91877 


TM=N;SS=M 


421485 


AA243499 


Hs.104800 


TM=Y;SS=M 


440273 


AI805392 


Hs.325335 




417363 


AW1 29357 


Hs.329700 




451277 


AK001123 


Hs.26176 


TM=Y;SS=M 


421823 


N40850 


Hs.28625 




452239 


AW379378 


Hs^56289 




444286 


AI625304 


Hs.201008 




451541 


BE279383 


Hs.26557 


Arrnadilo_seg;TM=M;SS=N 


451304 


M92642 


Hs.26208 


Conagen,TSPN;TM=M;SS=M 


429556 


AW139399 


Hs.314807 


TM=M;SS=N 


441094 


U33819 


Hs.7647 


zf-C2H2,UM,PHD,TFllS;TM= 


407788 


BE514982 


Hs.38991 


efhand.S_100.SJ OQ.efrtand 


451292 


AB037716 


Hs.26204 


SH3;TM=M;SS=N 


437762 


T78028 


Hs.154679 


C2,none 


433399 


N46406 


Hs.84700 


START;TM=M;SS=N 


408055 


AA312329 


Hs.42331 


Ephrin;TM=M;SS=M 


404578 


AF183810 


Hs.26102 


z£C2H2.mbredoxirr;TM=M;S 


443883 


AA114212 


Hs.9930 


serpin;TM=M;SS=M 


445084 


H38914 


Hs.250848 


TM=Y;SS=M 


453880 


AI803166 


Hs.135121 


HSP70,none 


424125 


M31669 


Hs.1735 


TGF-beta,TGFb_propeptide; 


437377 


AL3S9573 


Hs.124940 


ras;TM=M;SS=N 


422562 


A1962060 


Hs.1 18397 


2n carbOpept,F5_F8Jype_C 


422320 


AI745249 


Hs.23650 


TM=Y;SS=N 


433078 


AW015188 


Hs.121575 


asp 


411B94 


M57609 


Hs.72916 


zf-C2H2;TM=rM;SS=M 


425976 


C75094 


Hs.334514 


vo!tage_CLC;TM=Y;SS=M 


418113 


AI272141 


Hs.83484 


HMG_box,homeobox;TM=M;SS= 


418753 


BE217818 


Hs.87016 




452679 


Z42387 


Hs.83883 


TM=Y;SS=M 


421030 


AW161357 


Hs.101174 


tubuRn^)inding;TM=N;SS=M 


431567 


N51357 


Hs.260855 


TM=M;SS=N 


426363 


M58524 


Hs.2025 


TGF-betaJGFb_propeptide; 


447151 


AI022813 


Hs.92679 


ldnesirr;TM=M;SS=M 


448717 


R67419 


Hs.21851 


HUihomeobox.nooe 


425867 


D60385 


Hs.12079 


cadherin;TM=Y;SS=M 


423940 


NMJJ12429 Hs.277728 


CRAL_TRIO:TM=M;SS=N 


426742 


AA383828 


Hs.181131 




435818 


AA700553 


Hs.368614 


arf.ras.RecR.none 


420005 


AW271106 


Hs.133294 




410867 


X63556 


Hs.750 


E<3 : ,TB,wnt,EB,TlL;TM=N;SS 


402531 


A8037745 


Hs.104696 


TM=M;SS=M 


449029 


M28989 


H&22891 


aa jierrneases;TM=Y;SS=M 


424806 


AA382523 


Hs.105689 


TM=Y;SS=N 


443933 


AI091631 


Ks.203845 


ionJrans;TM=Y;SS=M 



432952 AA813887 Hs.188173 
AA770688 Hjl348495 
AW970960 Hs.293821 

407112 AA070801 Hs.51615 

445669 AI570830 Hs.174870 

446091 AW022192 Hs.2O0197 

424651 AM93206 Hs.120785 

409178 BE393948 

417059 AL037672 

431194 D43704 

430397 AI924533 

418969 W33191 

427378 BE515037 

424012 AW368377 Hs.137569 

418840 A1821614 Hs.185831 

433573 AF234887 

433430 AI863735 

422491 AA338548 

435114 M775483 

416899 BE262645 

422110 AI376735 

448560 BE613183 

414945 BE076358 

422119 AI277829 



Hs.50915 

Hs.81071 

Hs.250712 

Hs.105607 

Hs.28907 

Hs.177556 



Hs.57652 
Hs369982 
Hs.1 17546 
HsJ288936 
Hs.80420 
Hs.121555 
HsJ23213 
Hs.77667 
Hs.111862 
447335 BE617695 Hs.286192 



hislone,CBFD_NFYB_HMF;TM= 
Pep_M1 2B_propep,Repro!ysi 
hormorte_rec,zf-C4 

homeobox.rwne 

trypsftTM=M;SS=Y 
TM=N;SS=Y 

Ca channeLB,RepB_protein 

HC03_cotransp;TM=Y;SS=N 

SH3;TM=M;SS=N 

MAGE;TM=M;SS=N 

SAM,P53;TM=M;SS=N 

7un_2,EGF,cacfoerin,bmini 

thyfOBtobuiin_1,IGFBP l rf- 

TM=M;SS=Y 

OOC_AZ,RIbosomaLL9_N;TM= 

IL8;TM=M;SS=M 

kazal.none 

zf-RanBP.MDM2.Ndr 

UPARJ.Y6;TM=M;SS=M 

WD40;TM=M:SS=N 

TM=M;SS=N 



ESTs, Moderately similar to 138022 4.1 

ESTs, Weakly similar to TWST_HUMAN 4.1 

Homo sapiens done 25194 mRNA seque 41 

cathepsin K (pycnodysostosis) 4.1 

ESTs, Weakly similar to CA13JHUMAN 4.1 

glutathione S- transferase M3 (brain 4.1 

Homo sapiens cDNA: FU20869 fis, d 4.1 

putative secreted figand homologous 4.1 

bactilovira) IAP repeat-containing 5 4.1 

matrix metalloprotetnasa 14 (membra 4.1 

hypothetical protein FU22415 4.0 

ESTs, Weakly sirnflar to putafivepl 4.0 

thyroid hormone responsive SPOT14 ( 4.0 

hypothetical protein FU10134 4.0 

Homo sapiens cDNA: FU23523 fe, d 4.0 

ESTs 4.0 

hypothetical protein FU10261 4.0 

ESTs 4.0 

protein tyrosine phosphatase, recep 4.0 

ESTs 4.0 

plakophifin3 4.0 

cdlagen, type XVI, alpha 1 4.0 

ESTs 4.0 

MYC-assoctated zinc finger protein 4.0 

S100 caltiurrvbinding protein A2 4.0 

K1AA1295 protein 3.9 

synaptotagrnin I 3.9 

simiar to phosphatidylcholine ban 3.9 

ephrin-A4 3.9 

trichorhinophalangeal syndrome I gene 3.9 

serine (or cysteine) proteinase inh 3.9 

hypothefical protein FU14761 3.9 

ESTs, Weakly similar to (38022 hypo 3.9 

inhtbln, beta B {adh/in AB beta po 3.9 

GTP-Wnding protein 3.9 

AE-binding protein 1 3.9 

ESTs, Weakly similar to AAB47496 NG 3.9 

Homo sapiens cDNA FU 12231 fis, do 3.9 

GU.KnippelfamiryrnemberGIJ3(Gre 3.9 

NG22 protein 3.9 

SRY (sex determining region Y)-box 3.9 

hypothetical protein FU22938 18 

transmembrane, prostate androgen in 3.8 

mteroUibule-associated protein tau 3.8 

Homo sapiens cONA: FU21410 fis. d 3.8 

transtorrrnng growth factor, beta 3 3.8 

Homo sapiens done CDABP0014 mRNA s 3.8 

Homo sapiens cDNA FU12900 fis, do 3.8 

cateyntenm-2 3.8 

SEC14(S.cerevisiaeHik8 2 3.8 

ESTs 3.8 

ESTs 3.8 

ESTs 3.8 

fibrillin 1 (Marfan syndrome) 3.6 

WAA1324 protein 3.8 

solute carrier family 7 (cafonfc a 3.B 

MSTP031 protein 3.8 

two pore potassium channel KT3.3 3.8 

Homo sapiens cDNA FU12187 fis, do 3.8 

H2A histone family, member L 3.7 

ESTs 3.7 

ESTs, WeaWy similar to ALU7_HUMAN 3.7 

ESTs 3.7 

ESTs 3.7 

ESTs 3.7 

kaJIikretn 5 3.7 

extracellular matrix protein 1 17 

catchim channel, voltage-dependent 3.7 

bicarbonate transporter related pro 3.7 

hypotheficaJ protein FU20258 3.7 

melanoma anfigen, famgy D, 1 3.7 

.tumor protein 63 kDa with strong ho 3.7 

ESTs 3.7 

cadherin, EGF LAG seven-pass G-type 3.7 

ESTs 3.7 

neuronatin 3-7 

mitochondrial ribosomal protein L9 3.7 

small Inducible cytokine subfamily 3.7 

secreted protein, acidic, cysteine- 3.7 

ESTs 3.6 

lymphocyte antigen 6 complex, tocus 3.6 

K1AA0590 gene product 3.6 

hypothetical protein FU2094Q 3.6 
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450663 


H43540 


H«l25292 


RNase.HIl;TM=N;SS=M 


ribonudease HI, large subunU 


3.6 


417387 


AW021102 


HsJ21509 


zPC2H2,none 


ESTs 


3.6 


450825 


AC005954 


rK25527 


POZ,Guanylate_Hn;TM=ftSS 


6ghl junction protein 3 (zona ocd 


3.6 


439755 


AW748482 


Hs.77873 


ig;TM=Y;SS=M 


B7 horrtotog 3 


3.6 


439873 


BE159253 


Hs.300838 


ESTs 


16 


439039 


AJ656707 


Hs.48713 


pktnase.none 


ESTs 


3.6 


419235 


AW470411 


Hs^88433 




neurotrirrtiri 


3.6 


445033 


AV6524Q2 


Hs.72901 


ank;TM=N;SS=N 


cycfin-deperident kinase inhibitor 2 


16 


404394 


AF332975 


Hs.307004 


EGF,fh1 .vv^vwd.MAM.Kerat 


Zonadhesin 


3.6 


452222 


AW806287 


Hs.21432 


SemaJiaPSl.GDl 


SEX gene 


3.6 


422961 


Y13620 


Hs.122607 


TM=M;SS=N 


B-cell CLUIyrnphoma 9 


3.6 


420988 


AW006352 


Hs.159643 




ESTs, Weakly similar to T32554 hypo 


3.6 


439680 


AW245741 


Hi58461 


zM2H2.THIS,KRAB;TM=M;S 


ESTs, Weakly similar to A35659 kme 


16 


426815 


D59505 


Hs.351344 


ig r SET f PHO^CXXC,Adap_c 


ESTs, WeaWy similar to K1 CJ.HUMAN 


16 


437446 


AA788946 


Hs.101302 


&i3,vwa.Cdl3gen,TSPN;TM= 


ESTs, Moderately similar to CA1C RA 


16 


421690 


AW162667 


Hs.106857 


efhand;TM=M;SS=N 


calbindin 2, (29kO, cafeefinin) 


15 


453939 


AA418160 


Hs.86043 




Homo sapiens cONA FU 13558 fts, do 


15 


426158 


NM001982 Hs.199067 


Furin-Cke, pkinase, Recep_ 


v-erb-b2 avian erythroblastic leuke 


15 


439246 


AI498072 


Hs^51474 


ank,pWnase,UPF0O73;TM=N; 


membrane-associated tyrosine- and t 


15 


410653 


BE383768 


Hs.65238 


z^C3HC4^IP3;TM=M:SS=N 


95 kDa retinoblastoma protein bindi 


15 


412703 


AW984744 






gb:RC1-HN001&O40400-011-d03 HN0015 


15 


427871 


AW992405 


Hs.352406 


TM=M;SS=N 


Homo sapiens, done IMAGE:3507281, 


15 


444273 


AI903474 


Hsl230 


LRR,LRRNT;TM=M;SS=M 


RbromoduTm 


15 


434936 


A1285970 


Hs.183817 


UCH-2 


ESTs 


3.5 


457869 


AU077186 


Hs.108885 


wra,Cofiagen;TM=M^S=M 


Homo sapiens, alpha-1 (VI) collagen 


15 


422575 


AK000546 


Hs.118552 


PTR2;TM=Y;SS=M 


hypotheficai protein FU 20539 


3.5 


428343 


ALD43021 


Hs.12705 


WD40;TM=N;SS=M 


ESTs 


3.5 


426716 


NM.006379 Hs.171921 


ig,Sema,PSI;TM=N;SS=M 


sema domain, immunoglobulin domain 


15 


423778 


Y09267 


Hs.132821 


FMO-fike,pyr_redox;TM=Y;S 


flavin containing monooxygenase 2 


15 


451558 


NM_001089 KSJ26630 


ABC tran,SRP54;TM=Y;SS=M 


ATP-Wnding cassette, sub-family A 


3.5 


407926 


AW956382 


Hs£9771 


TYA;TM=N;SS=M 


ESTs 


15 


447041 


AL135480 


Hs^50705 




• Homo sapiens cDNA FU1 1685 fis. do 


15 


419073 


AW372170 


Hs.183918 


death,ZU5;TM=N;SS=M 


Homo sapiens cDNA FU 12797 6s, do 


3.5 


446945 


AI193115 


Hs.16611 


TM=M;SS=N 


tumor protein D52-Eke 1 


15 


416322 


BE019494 


Hs.79217 


P5CR,NAD^Gty3PJh,Octopin 


pyrroHne-5-carboxyiate reductase 1 


15 


447347 


AA570056 


Hs.122730 


NA|NA 


ESTs, Moderately similartD WAA121 


3.5 


448984 


AW751955 


Hs^2753 


TM=M;SS=N 


hypothetical protein FU22318 


3.5 


421778 


AA428000 


Hs.283072 


NA;NA 


actm related protein 2/3 complex, 


15 


423353 


BE544348 


Hs.127562 


homeobox;TM=M;SS=N 


homeoboxCII 


15 


432545 


X52486 


Hs.3041 


cycfiivtone 


uracn-DNAgrycosytase2 


3.5 


408495 


W68796 


Hs337731 




ESTs 


15 


406851 


AA609784 


Hs.352392 


ig.MHC 11 beta;TM=M;SS=Y 


major histocompafibinty complex, c 


15 


418736 


T18979 


Hs.87908 


hetfcase_C,AT hook,SNF2JJ 


Snf2-related CBP activator protein 


3.4 


410197 


NM.005518 Hs£9889 


HMG_CoA_synt;TM=N;SS=N 


3-hydioxy4-mefoy!gIutaryl^ 


3.4 


453597 


BE281130 


Hs.33713 


KB-d omain , R&osomaLS3_C, 


myoinositol 1 -phosphate synthase A 


3.4 


417259 


AW903838 


Hs.81800 


EGF,igJectia_c ( sushi t Xli 


chondroitln sulfate proteoglycan 2 


14 


453985 


N44545 


Hs^51865 


PH,none 


ESTs 


14 


412634 


U55984 


Hs,356531 




heat shock 90kD protein 1 , alpha 


3.4 


407204 


R41933 


Hs.140237 


histone,histone 


ESTs, Weakly similar to ALU1_HUMAN 


3.4 


444371 


BE540274 


Hs.239 


FakJiead;TM=M;SS=N 


forkheadboxMI 


3.4 


447334 


AA515032 


Hs.91109 




ESTs 


3.4 


426530 


U24578 


Hs.278525 


A2M,NTR t ANATO r A2M_N,preny 


complement component 4A 


3.4 


419749 


X73608 


Hs.93029 


kaza],(hyn>globuftn_1 ;TM= 


sparc/osteonecGn, cwcv and kazat-l 


14 


423595 


R82826 


Hs.220702 


homeobox,none 


ESTs 


3.4 


406673 


M34996 


Hs.198253 


ig.MHCJLalpha;TM=M;SS=M 


major histocompatibility complex, c 


14 


434241 


AF119913 




TM=N;SS=M 


Homo sapiens PRO3077 mRMA, complete 


14 


412490 


AW803564 


Hs.288850 




Homo sapiens cDNA: FU22528 fis, d 


14 


452277 


AL049013 


Hs^8783 


ank;TM=M;SS=N 


WAA1223 protein 


14 


431457 


NMJM2211 


Hs^56297 


F6-GAP,vwa;TM=Y;SS=M 


tategrln, alpha 11 


14 


421777 


BE562088 


Hs.108196 


TM=M;SS=N 


HSPC037 protein 


14 


453082 


H18B35 


Hs.31608 


tonJrans;TM=Y;SS=M 


hypothetical protein FU 20041 


3.4 


414085 


AA1 14016 


Hs.75746 


aldedh;TM=N;SS=M 


aldehyde dehydrogenase 1 family, me 


14 


440300 


N39760 


Hs.8859 


TM=M;SS=N 


Homo sapiens, Similar to R1KEN cDNA 


14 


400290 


H18836 


Hs.31608 


Cysjmot 


hypothetical protein FU20041 


14 


433339 


AF019226 


Hs.8036 


rasMTM=M;$S=N 


glioblastoma overexpressed 


14 


419301 


AA235166 


Hs.132957 


TM=Y;SS=M 


tenomodufin protein 


3.4 


414792 


BE3J4949 


Hs.87128 


TM=Y£S=M 


hypoftefical protein FU23309 


14 


451428 


AW083384 


Hs.11067 




ESTs, Highly simaar to T46395 hypo 


14 


432210 


AI567421 


Hs.273330 


EGf.kazaljarrtnln.EGF^am 


Homo sapiens, done IMAG&3544662, 


14 


452242 


R50956 


Hs.159993 




gycosyOransferase 


14 


450676 


AI147155 


Hs^79727 




ESTs 


14 


413014 


AW250533 


Hs.75139 


TM=M;SS=N 


partner of RAC1 (arfaptin 2) 


14 


427919 


AA173942 


Hs.326416 


CTF^NR.none 


Homo sapiens mRNA; cDNA DKFZp564H19 


14 


424005 


AB033041 


Hs.1 37507 


TM=Y;SS=N 


vang (van gogh, DrosophHaJ-fike 2 


14 


422072 


AB018255 


Hs.111138 


RhoGAP.TM=M;SS=N 


KlAA0712gene product 


3.4 


440995 


T57773 


Hs.10263 




ESTs 


14 


426150 


NM_003658 Hs.167218 


homeobox;TM=N;$$=M 


BarH-fike homeobox 2 


3.3 


416877 


BE386266 


Hs.85658 


zf-C2H2;TM=M;SS=M 


hypothefical protein FU 23436 ' 


3.3 


452191 


AU076408 


Hs.28309 


UDPG_MGDP_dh,UDPQ_MGDP_dh 


UDP-glucose dehydrogenase 


13 


450273 


AW296454 


Hs^4743 


rmvwne 


hypothetical protein FU20171 


13 


456177 


NWL012391 Hs.79414 


Ets,SAM_PNT;TM=M$S=N 


prostate epitheEunvspecrfic Ets tr 


13 


423062 


NMJM3555 Hs.5637 


chromo;TW=^SS=M 


ESTs 


13 


421848 


X15880 


Hs.108885 


vwa,CoIl3gen;TM=M;SS=M 


collagen, type VI. alpha 1 


13 
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433577 AW007080 Hs.284192 

409636 AA305729 Hs.18272 Aa_trans;TM=Y;SS=N 

404730 AA486704 Hs.33287 CTF.NR.none 

422940 BE077458 Sec7 f PH f ANF_receptor l Bg_ 

5 410001 AB04103S Hs.57771 trypsin;TM=M;SS=M 

427461 AA531527 Hs.332040 TM=Y;SS=M 

453468 W00712 Hs.32990 TM=M;SS=N 

443807 W52930 Hs.9822 HAT;TM=N;SS=M 
456034 AW450979 
10 424307 AW293399 Hs.356377 
412755 BE144306 Hs.179891 

429690 AW956329 Hs.23721 sugar Jr,R2xKornal_S25 

423472 AF041260 Hs.129057 TM=M;SS=N 

424118 BE269041 Hs.140452 perifipm;TM=N;SS=M 

15 437275 AW976035 Hsl292396 Frizzled,Fz 
437464 AA323296 Hs.97837 

433592 NM-004642 Hs.3436 TM=M;SS=N 
434931 AW968941 Hs.166254 

451691 AI809278 Hs.208152 C2 

20 430433 AA478883 Hs.273766 WW.none 

429343 AK000785 Hs.199480 VHS.ENTH,UIM;TM=N;SS=M 

450835 BE262773 Hs.25584 ArfGap;TM=N;SS=M 
414591 A1888490 Hs.248107 

452579 AA131657 Hs.23830 CN_hydrdase 
25 409960 BE261944 Hs.355264 

406850 A1624300 Hs.1 72928 vwcCoBagen.COLR;TM=M;S 
453874 AW591783 Hs^6131 

425964 AW889928 Hs.9071 tomeobcwywne 
428412 AA428240 Hs.1260B3 

30 430316 NM_000875 Hs^39176 m3,Furin-like,pWnase,Re 

440087 W28969 Hs.7718 KOW.Ribosomal_S4e.S4m 

449933 AW157098 Hs.324104 DUF176,efhand;TM=M;SS=N * 

441128 AA570256 Hs.348504 TM=Y;SS=M 

434182 W20309 Hs.8107 G-Qamma;TM=M;SS=N 

35 422737 M26939 Hs.1 19571 CoRagen 1 COLFl;TM^SS=M 

408202 AA227710 Hs.43658 OLF;TM=M;SS=N 

424971 M479005 Hs.154036 PH;TM=M;SS=N 

407869 AI827976 Hs.24391 emand;TM=M;SS=tt 

444734 NM.001360 Hs.1 1808 ERG4_ERG24;TM-Y;SS=M 
40 426991 AKD01535 Hs.214410 

414081 AW969976 Hs.365705 gta;TM=N;SS=Y 

408795 AW749126 Hs.170345 honnone.reczMM 

452345 AA293279 Hs.29173 DSPc;TM=M;SS-N 

437879 BE262082 Hs.5894 TM=N;SS=N 

45 407872 AB039723 Hs.40735 Fz t Frizzled.7tm^ f DUF81;T 

427289 AI097346 Hs.323878 aminotran_5 l SDF.none 

432375 BE536069 Hs.2962 efhand,S_100;TM=N;SS=M 

429415 NMJM2593 Hs-202097 CUB,NTR;TM=N;SS=M 

412774 M120865 Hs.380149 homwne_rec,zf-C4 

50 445942 T80334 Hs.13479 TM=M;SS=N 

439456 AI752409 Hs.109314 z«2H2;TM=N;SS=M 

414774 X02419 Hs.77274 lairgte,trypsm,planUhi 

433336 AF017986 Hs.31386 Fz,NTR;TM=N;SS=M 

439905 AW799755 Hs.1 10953 HIH;TM=M;SS=N 
55 420251 AW374968 Hs.379829 

413004 T35901 Hs.75117 TM4ftSS=N 

418686 Z36830 Hs.8726B anne»n;7M=M;SS=N 

410279 BE271977 Hs.61809 ras;TM=M;SS=N 
424391 BE550112 Hs.158549 

60 440409 AW294316 Hs.125608 Wored 

452689 F33B68 Hs384176 transferrui.KH-domain/Tm 

418154 BE165866 Hs^52403 hormone_rec,zf-C4,none 
434384 AA631910 Hs^70133 

413436 AF238083 HS.6B061 DAGKc;TM=M;SS==N 

65 431663 N^016569 Hs.267182 T-box;TM=M;SS=N 

432874 W94322 Hs.279651 SH3;TM=NI;SS=Y 
436252 AI539519 Hs.142827 

421044 AF061871 Hs.101302 fti3,vwa,CoIlagenJSPN;TM= 

419102 AA234098 Hs.42424 

70 419359 AL043202 Hs.90073 CAS_CSE1;TM=M;$S=N 

441859 AW194364 Hs.9877 Amino_oxidase,FAD_binding 

42641B M90464 Hs.169825 CollaQen,C4,VPR;TM=r*SS=M 

413076 U10564 Hs-75188 p!dnase;TM=M;SS=N 

407874 A1766311 Hs.289047 COQ7 
75 448019 AW947164 Hs.195641 

427024 AA397572 Hs.348902 

410281 AF076612 Hs.166186 VWC,W2,MA3.MIF4G 

447205 BE617015 Hs.11005 LEA,periOpin;TM=M:SS=N 

434433 AW629759 

80 . 439737 A1751438 Hs.41271 C1q.CoHagen.non8 

450157 AW961576 Hs.60178 PH,Band^41,RhoGEF l none 

445989 H97754 Hs.1 1108 

442213 N36110 Hs.305971 sugar_tj;TM=Y;SS=M 



ESTs 3.3 

amino acid trans portei system A1 3.3 

Nuclear factor l/B 3-3 

gb:RC1-BT060&-O9O50O41S*04 BT0606 3.3 

kaTCkretaU 3.3 

hypothetical protein MGC13010 3.3 

DKFZP566F084 protein 3.3 

HCNP protein; XPA-binding protein 2 3.3 

gt:UI-tt£I3-aia^12-&Ul.s1 NC1_CG 3.3 

nuclear receptor co-repressor 1 3.3 

ESTs.WeaWysimtertoP4HA_HUMAN 3.3 

ESTs 3.3 

breast carcinoma amplified sequence 3.3 

cargo selection protein (mannose 6 3-3 

ESTs, Weakly similar to A47582 B^e 3.3 

Homo sapiens mRNA; cDNA DKFZp547J04 13 

deleted in oral cancer (mouse, homo 3.3 

hypothetical protein DKFZp566l133 3.3 

ESTs 3.3 

ESTs 3.3 

Homo sapiens, Similar to epsin 3, c . 3.3 

hypotheUcal protein FU10767 3.3 

ESTs. Weakly similar to ALU8_HUMAN 13 

ESTs 3.3 

hexokinase 1 3.3 

collagen, type I, alpha 1 3.3 

collagen, type XIV. alpha 1 (unduD 3.2 

progesterone membrane binding prole 3.2 

ESTs 3.2 

insuSn-like growth factor 1 recept 3.2 

hypothetical proton FU22678 3.2 

Human DNA sequence from done RP1-6 3.2 

ESTs.WeaWysinuIartoT23273hypo 3.2 

G-proiein gamma- 1 2 subunit 3.2 

collagen, type 111, alpha 1 (Ehlers 3.2 

DKFZP586L151 protein 12 

tumor suppressing subtransferable c 3.2 

hypothetic^ protein FU13612 12 

7-dehydrochotesterol reductase 12 

Homo sapiens cDNA FL) 10674 fis, do 3.2 

matrix Gla protein 12 

hypothetical protein FU13710 12 

hypotheOcal protein FU20515 12 

hypothefical protein FU10305 12 

frizzled (Drosophila) homolog 3 3.2 

phosphoserine aminotransferase 3.2 

S100 caldunvbinding protein P 3.2 

procollagen Osndopeptidase enhance 12 

ESTs 12 

hypothetical protein FU20&47 12 

hypothetical protein FU20980 12 

plasminogen activator, urokinase 3.2 

secreted frizz! ed-related protein 2 12 

retinoic acid induced 1 12 

Human DNA sequence from clone RP5-1 12 

interieukin enhancer bending factor 12 

annexinAB 12 

hypothetical protein FU14117 12 

ESTs, Weakly similar to T2D3_HUMAN 12 

ESTs 12 

transferrin 12 

nuclear receptor subfamily 1 , group 12 

ESTs 3.2 

sphingosine kinase 1 3.2 

TBX3-iso protein 3.2 

melanoma inhibitory activity 3.2 

Homo sapiens cDNA FU11562 fis, do 3.2 

Human DNA sequence from done RP1-2 12 

ESTs, Weakly similar to 2004399Ach 12 

chromosome segregation 1 (yeast horn 12 

interIeukin-4 induced gene-1 protei 3.1 

collagen, type IV. alpha 5 (Alport 11 

weel (S. pombe) homolog 11 

Homo sapiens cDNA FU14059 fis, do 11 

ESTs, Moderately similar to 138022 3.1 

chromosome 1 1 open reading frame 14 11 

Homo sapiens done 23928 mRNA seque 11 

ESTs. Moderately similar to T17372 11 

gb:hh70e05.y1 NCLCGAPJ3U1 Homo sap 3.1 

Homo sapiens mRNA full length inser 3.1 

ESTs 3.1 

ESTs 3.1 

solute earner family 2 (facilitate 11 
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402496 








Target Exon 


at 


438974 


AF089816 


Hs.6454 


P02:TM=N;SS=M 


chromosome 19 open reading frame 3 


3.1 


439335 


AA742697 


Hs.62492 


TM=N;SS=M 


NM_052863:Homo sapiens secretoglobi 


3.1 


412276 


BE262621 


Hs.73798 


MIF.sugarJr.none 


macrophage migration inhibitory lac 


3.1 


416950 


AL049798 


Hs.80552 




dermatoponfin 


3.1 


456157 


AW979153 


Hs.335881 


&ansmembrEn&4,none 


ESTs 


3.1 


452753 


AA028049 


Hs.277728 


CRAL.TRIOjione 


SEC14(S.cerevisiaeHite2 


3.1 


414420 


AA043424 


Hs.76095 


TM=M;SS=N 


immediate early response 3 


3.1 


446229 


AI744964 


Hs.14449 


TM=M;SS=N 


K1AA1 609 protein 


ai 


453143 


AA382234 


Hs.356289 


serpin;TM=N;SS=M 


protein tyrosine phosphatase, recep 


3.1 


411441 


AL042355 


Hs.7C202 


WD40;TM=M;SS=N 


WD repeal domain 10 


11 


422921 


BE062045 


Hs.351625 


AAA,hoimon8_rec T zJ-C4 


Homo sapiens cDNA: FU23260 fis, d 


11 


444441 


AW613841 


Hs.301394 


IRKTM=Y;SS=N 


hypolhefoa! protein MGC3101 


11 


436729 


BE621807 


Hs351316 


TM=Y;SS=M 


transmembrane 4 superf3m3y member 


11 


427890 


AA435761 


Hs.373623 


RFXJ>NAJrinding,none 


ESTs 


3.1 


444838 


AV651680 


Ks.20a558 


integrinAFG-GAP.none 


ESTs 


3.1 


427876 


AM94S1 


Hs.369171 




ESTs 


11 


413040 


AA193338 


Hs.12321 


Na_Ca_Ex;TM=Y;SS=M 


sodium calcium exchanger 


11 


427515 


T79526 


Hs.179516 


EMP24_GP25L;TM=Y;SS=M 


integral type 1 protein 


11 


451092 


AI207256 


Hs.1 3766 


faamentTM=N;SS=N 


Homo sapiens mRNA tor FU0O074 prot 


11 


442222 


AI061301 


Hs.1 64773 


tr/psin,kririgle,UPAR_LY6 


ESTs 


3.1 


452613 


AM61599 


Hs.23459 




ESTs 


11 


447191 


NMJJ14521 


Hs.17667 


SH3;TM=M;SS=N 


SH3-domain binding protein 4 


11 


412890 


T85247 


Hs.351875 


COX6C;TM=M;SS=M 


cytochrome c oxidase subunit Vic 


11 


418313 


BE244231 


Hs.84038 


TM=Y;SS=N 


CQ-06 protein 


11 


440006 


AK000517 


Hs.6844 


AAA,NB^ARCPAAD_DAPIN;NA; 


NALP2 protein; PYRIN-Conlaining APA 


11 


434042 


AI589941 


Hs.8254 




Homo sapiens, Similar to tumor diff 


11 


420576 


AA297634 


Hs.54925 




WAA1858 protein 


11 


432269 


NM_002447 


Hs^942 


pkinase,Sema,PSI,'nG f A4_E 


macrophage stimulating 1 receptor ( 


11 


424927 


AW973666 


Hs.153850 




hypothetical protein C321D2.4 


3.1 


440100 


BE382685 


Hs.1 58549 




ESTs. Weakly similar to T2D3.HUMAN 


11 


452408 


AA306477 


Hs .29379 


TM=M;SS=N 


hypothetical protein FU 10587 


3.1 


441362 


BE614410 


Hs.23044 


TM=N;SS=N 


RAD51 {S. cerevisiae) homotog (E co 


11 


418444 


AI902899 


Hs.85155 


zl-CCCH;TM=M;SS=N 


butyrate response factor 1 (EGF-res 


3.1 


423454 


NM_016240 


Hs.1 28856 


CoBagen;TM=Y;SS=N 


CSR1 protein 


3.1 


424604 


AW865388 


Hs.1 51076 


TM=M;SS=N 


KIAA1243 protein 


3.1 


420059 


AF161486 


Hs.94769 


ras.none . 


RAB23, member RAS oncogene tarnly 


11 


453271 


AA903424 


Hs.6786 


UM;TM=M;SS=N 


ESTs 


11 


411274 


NM.002776 


Hs.69423 


trypsm;TM=M;SS=N 


kaSftrem 10 


11 


434095 


AA011117 


Hs.3745 


EGF,F5_F8Jype_C;TM=N;SS= 


milk fat globule-EGF factor 8 prote 


3.1 


403439 




Hs.1 59265 


ank;TM=M;SS=N 


NM_031419*:Homo sapiens molecule po 


11 


413244 


AW955951 


BTB,Pep_M12B_prcpep I Repro 


kruppet-related zinc finger protein 


3.1 


411756 


BE294350 


Hs.71891 


pkjnase,F5_F8_type_C;TM=Y 


discoidin domain receptor tamuy, m 


11 


409007 


AL122107 


Hs.49599 




Homo sapiens mRNA; cONAOKFZp434G08 


3.1 


452547 


AA335295 


Hs.74120 


L£A;TM=M;SS=N 


adipose specific 2 


3.1 


414359 


M62194 


Hs.75929 


cadherin,Cadherin_C_teim; 


cadherin 1 1 , typa 2, O&cadherin (o 


3.1 


433212 


BE218049 


Hs.1 21820 




ESTs 


11 


449123 


D50920 


Hs.23106 


TM=M;SS=N 


KIAA0130 gene product 


11 


431176 


AI026984 


Hs.293662 


MCPslgnal.lamim'n^B.lamin 


ESTs 


10 


419245 


AI732742 


Hs.87440 




ESTs 


10 


434493 


AA635305 


Hs.375591 




ESTs 


10 


449177 


BE616694 


Hs^B8042 




hypothetical protein FU14299 


10 


430449 


AA352723 


Hs.241471 


WH1;TM=M;SS=N 


RNB6 


10 


452887 


AT702223 


Hs.107253 


K-box;TM=N;SS=M 


hypothetical protein DKFZp761F241 


10 


451678 


AA3741B1 


Hs26799 




DKFZP564D0764 protein 


3.0 


445457 


AF1 68793 


Hs.1 2743 


Carn_acyltransf;TM=M;SS=N 


carnitine O-octanoyl transferase 


10 


407597 


AA04392S 


Hs.339352 


fn3,ig;TM=Y;S$=M 


Homo sapiens brother of CDO (BOC) m 


10 


431629 


AU 077025 


Hs.265827 


TM=M;SS=Y 


interferon, alpha-indudnle protein 


10 


432302 


AA345857 


Hs.274307 


T1G;TM=M;SS=N 


WAA1442 protein 


10 


442549 


AT751601 


Hs.8375 


MAT»,zf-TRAF r rf-C3HC4;TM= 


TNF receptor-associated factor 4 


3.0 


437959 


AI472068 


Hs.375604 


elF5_eiF2B,W2;TM=M;SS=N 


WAA1856 protein 


10 


447400 


AKD00322 


Hs.1 8457 


zK3HC4;TM=Y;SS=M 


hypothetical protein FU2Q315 


10 


411734 


AW374954 


Hs.71779 




Homo sapiens DNA frcmctoomosome 19 


3.0 


443547 


AW271273 


Hs.356487 


&i3,none 


hypothetical protein FU12656 


10 


417000 


BE277919 


Hs.306019 


TM=Y;SS=M 


ESTs. Weakly similar to ALU7_HUMAN 


10 


416987 


D86957 


Hs.80712 


GTP_COC;TM=N;SS=M 


WAAO202 protein 


3.0 


424494 


U78575 


Hs.1 49255 


PIP5K;TM=N;SS=M 


phosphaMyiincsitoW-phosphate 5- 


10 


414495 


W73853 


Hs.355424 


pk5nase,F5_F8_typ9_C,adri_ 


ESTs 


10 


413335 


A1569936 


Hs.296178 


Ocducfin;TM=M;SS=N 


hypoihafical protein FU22637 


3.0 


434314 


BE392921 


Hs.3797 


ras,artTM=M;SS=N 


RAB26, member RAS oncogene family 


3.0 


401038 


AA088767 






tn iiATw/5:gij4507/zi|retlNP_0033W 


3.0 


418245 


Hs.83883 


TM=Y;SS=M 


transmembrane, prostate androgen in - 


3.0 


407688 
455906 


W25317 


Hs.37616 




Human 09 splice variant B mRNA. com 


3.0 


AF1 17646 


Hs.156637 


zM3HC4,ChI_N,Cb)_N2.Cbl 


Cas-Br-M (murine) ectopic retrovir 


10 


424744 


AW1757B1 


Hs.152720 


TM=M;SS=N 


M-phase phosphoprotdn 6 


10 


452195 


AA994712 


Hs.1 16878 




ESTs 


10 


415988 


BE407713 


Hs.78943 


PepLC1-0te;TM=N;SS=M 


bleomycin hydrolase 


10 


418399 


AF131781 


Hs.84753 


TM=N;SS=N 


hypothetical protein FU 12442 


10 


420568 


F09247 


Hs.247735 


cadheifa,lrpocann;TM=M;S 


protocadherin alpha 10 


10 


404661 






TM=M;SS=N 


C9000306^gqi2737280WP_005682 


10 


414152 


NM.003248 Hs.75774 


EGF,TSPN,tsp_3;TM=M;SS=M 


ftrombospondin 4 


10 


421307 


BE539976 


Hs.103305 


chromo 


Homo sapiens mRNA; cONA DKF2p434B04 


10 


444868 


BE560471 


Hs.12101 


TM=N;SS=M 


hypothefical protein 


10 
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450214 
452664 
422105 
422278 
434067 
412S76 
426601 
421983 
429299 
408912 
438746 



BE439763 
AA398859 
AI929700 
AF072873 
H18913 
NM_000165 
AA485848 
A12S2640 
AI5204B3 
• AB011084 
A1B85815 



Hs.227571 

Hs.1B397 

Hs.1 11680 

Hs.1 14218 

Hs.124023 

Hs.74471 

Hs271795 

Hs.110364 

Hs.347408 

Hs.48924 

Hs.184727 



RGS;TM=M;SS=N 

TM=M;SS=M 

TM=M;SS=N 

Fz,Fri2zJed,7tni.2;TM=Y;SS 

connexln,Connaxin43;TM=Y; 

pro jsomerase , none 
TM=Y;SS=N 

AnnadIBo_seg;TM=M;SS=M 
transferrin , Gu anylal e_ki n 



regulator of G-protan signalling 4 
hypothetical protein FU 23221 



frizzled (Drosophfla) homolog 6 
Homo sapiens cDNA RJ1421 8 fe, do 
gap junction protein, alpha 1. 43kD 
ESTs, Weakly similar to 138022 hypo 
pepQdylproryl isomer ase C (cydoph 
hypothetical protein MGC13102 
WAA0512 gene product ALEX2 
Human melanoma-associated antigen p 



3.0 
3.0 
3.0 
3.0 
3.0 
3.0 
3.0 
3.0 
3.0 
3.0 
3.0 



TABLE 4B 

Pkey: Unique Eos probeset identifier number 
CAT number: Gene cluster number 
Accession: Genbank accession numbers 



Pkey 

418344 
412703 
434241 
422940 
456034 
434433 

TABLE 4C 



CAT Number Accession 



245371 1 AA21 6387 T6354B AA228676 

1243670 1 AW984759AW984744 

63414 1 AF119913AI207698 R57074 

58443 1 BC012771 BG397153BF366196AA337277 AA319285AW843252 

685586 1 AA136553 AA1 35555 AW450979 AA984358 AA8C9054 AW238038 AA492073 BE1 68945 

111338~1 AA633408 AW749955 AW629759 A1651005 



Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank identifier (Gl) numbers. "Dunham L et aT refers to the publication entitled The DNA 

sequence of human chromosome 22/ Dunham I. et aL, Nature (1999) 402:489495. 
Strand: Indicates DNA strand from which exerts were predicted. 
NLposifion: Indicates nucleotide posiiions of predicted exons. 



Pkey 


Ref 


Strand 


NLposifion 


406387 


9256180 


Plus 


116229-116371,117512-117651 


400496 


9743564 


Plus 


4151541695 


402496 


9797769 


Minus 


8615-9103 


403439 


9719679 


Plus 


91463-91632 


401038 


7232177 


Minus 


4277-4469 


404661 


9797073 


Plus 


33374-33675,33769-34008 



TABLE 5A: ABOUT 231 GENES UP-REGULATED IN BREAST CANCER COMPARED TO NORMAL ADULT TISSUES THAT MAY ENCODE EITHER ENZYMES OR 
PROTEINS AMENABLE TO MODULATION BY SMALL MOLECULES, PEPTIDES, OR ANTIBODIES 

Pkey: Unique Eos probeset Identifier number 

ExAccn: Exemplar accession number, GenBank accession number 

UniGeneJD: UnlGene number 

Pred-ProtDomains: Certain predicted protein domains. Abbreviations used: TM, transmembrane domain; SS, signal sequence; =Y, very likely to contain; =M, 

Dkety to contain: =N, less likely to contain. A! other protein domain abbreviations are from PFAM (Nucleic Acids Research, 2002, 30:276-280). 

UniGene Title: UniGene gene title 

R1: Ratio of 90th percentile tumor to 50th percenSle of norma! body tissue 



Pkey 


ExAccn 


UniGenelD 


Pred.Prol Domains 


UntGeneHtie 


R1 


409340 


BE174629 


Hs.321130 


aa_permeases,pyridoxal_de 


melanophifin (MLPH), mRNA 


20.5 


421481 


AW391972 


Hs.104696 


TM=M;SS=M 


MAA1324 protein 


16.3 


419693 


AA133749 


Hs.301350 


ATP1G1.PLM_MAT8;TM=Y;SS=M 


FXYD domain-containing ion transpor 


13.7 


417389 


BE260964 


Hs.82045 


PTN MK;TM=M;SS=Y 


midkine (neurite growth-promoting f 


13.7 


414521 


D26124 


Hs.76307 


DAN;TM=M;SS=M 


neuroblastoma, suppression of tumor (DAN) 


13.7 


438091 


AW373062 


Hs^51546 


hormone_rec,zf-C4,non9 


nuclear receptor subfamily 1. group 


13.4 


413815 


AL046341 


Hs.75562 


pkinase,F5_F8_type_C;TM=Y 


discoidm domain receptor family, m 


13.2 


439180 


A1393742 


Hs.199067 


Furin-nke,pldnase,Recep_ 


v-erb-b2 avian erythroblastic leuke 


13.2 


431441 


U81961 


Hs.2794 


ASC;TM=Y;SS=N 


sodium channel, nonvoltage-gated 1 


12i 


452547 


AA335295 


Hs.74120 


LEA;TM=M;SS=N 


adipose specific 2 


12.4 


452239 


AW379378 


Hs.356289 




protein tyrosine phosphatase, recep 


12.1 


441384 


AA447849 


Hs^88660 


7tm_3,none 


refinoic acid induced 3 


11.9 


419223 
413859 


X50111 


Hs.1244 


transtnembrane4;TM=Y;SS=M 


CD9 antigen (p24) 


11.7 


AW992356 


Hs.8364 


SAM.PNT.none 


Homo sapiens pyruvate dehydrogenase 


11.5 


410687 


U243B9 


Hs.65436 


LysyLoxidase;TM=N;SS=M 


tysyt oxidase-like 1 


11.2 


422699 


BE410590 


Hs.119257 


SH3,HS1_rep;TM=M;SS=N 


ems1 sequence (mammary tumor and sq 


10.1 


419452 


U33635 


Hs.90572 


ig,pkinase;TM=Y;SS=M 


PTK7 protein tyrosine kinase 7 


9.9 


427378 


BE515037 


Hs.177556 


MAGE;TM=M;SS=N 


melanoma antigen, family D, 1 


9.9 


444784 


D12485 


Hs.11951' 


Somaton^din_B,Endonudeas 


ectonucleofide pyrophosphatase/phos 


9.9 


436972 


AA284679 


Hs.25640 


PMP22J2airdin;TM=Y;SS=M 


claudin3 


9.7 


412926 


A1879076 


Hs.75061 


MARCKS;TM=N;SS=M 


macrophage myristoylated alantne-ri 


9.5 


425280 


U31519 


Hs.1872 


PEPCK;TM=M;SS=N 


phosphoenolpyruvate carboxyWnase 1 


9.5 


432636 


AA340854 


Hs.278562 


PMP2Z.Oaudin;TM=Y;SS=M 


daudin7 
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52 


437275 


AW976035 


Hs^92396 


Rizzled,F2 


ESTs. WeaWy simBar to A47582 B-ce 


5.1 


421071 


A1311238 


Hs.1 04476 


TM=Y;SS=M 


ESTs. WeaWy sbnflar to CGHU1 E coD 


5.1 


448581 


MM_002709 


Hs.21537 




protein phosphatase l.catatyficsu 


5.1 


452558 


AA805634 


Hs.300870 


PI3_P14Jdnase;TM=M;SS=M 


Homo sapiens mRNA; cDNA DKFZp547M07 


5.1 


452069 


AB028949 


Hs.1 83994 


MetaIlaphos:TW=M:SS=N 


WAA1026 protein 


5.1 


437175 


AW968078 


Hs.87773 


pktn3se,pkinase_C,none 


protein kinase, cAMP-dependent, cat 


5.1 


437056 


AI147061 




spectrin.SH3.PH.CH 


gkok33a1U1 Soares_NSF_Ffi_9W_OT_P 


5.1 


450998 


BE387614 


Hs.25797 


rrm;TM=M;SS=N 


splicing factor 3b, subunit 4, 49kO 


5.1 


444441 


AW613841 


Hs.301394 


IRK;TM=Y;SS=N 


hypothetical protein MGC3101 


5.1 


448528 


BE613248 


Hs.172084 


PHD;TM=M;SS=N 


Homo sapiens, clone IMAGE: 3627850, 


5.1 


452345 


AA293279 


Hs3173 


DSPc;TM=M;S$=N 


hypothetical protein FU2051 5 
angiotensin receptor-like 1 


5.1 


443412 


W84893 


Hs.9305 




5.1 


412853 


M34175 


Hs.74626 


Adap8n_N^lphg_3dapfinC2 


adaptor-related protein complex 2, 


5.1 


439866 


AA280717 


Hs.6727 


mrvMTF2;TM=M;SS=N 


Ras-GTPase activating protein SH3 d 


5.1 


439975 


AW328081 


Hs.6817 


it- 4 n„xii fc ii.r ^ 4.1 

Ham1p_lKB;TM=M;SS=N 


tnosine triphosphatase (nucleoside 


5.1 


435523 


T62849 


Hs.11090 


TM=Y;SS=M 


membrane-spanning 4-domatns, subfam 


5.1 


433423 


BE407127 


Hs.8997 


HSP70^.Ppx-GppA;TM=M;SS 


heat shock 70kD protein 1 A 


5.1 


412641 


M16660 


Hs.74335 


HSP9aHATPase_c;TM=HSS=N 


heat shock 90kD protein 1,beta 


5.1 


431236 


AV656840 


Hs.285115 


fn3;TM=Y;SS=M 


interteuWn 13 receptor, alpha 1 


5.1 


438552 


AJ245820 


Hs.6314 




type ! transmembrane receptor (seiz 


5.0 


422765 


AW409701 


Hs.1578 


B1R;TM=M;SS=N 


bacutoviral IAP repeat-containing 5 


5.0 


427502 


AI811865 


Hs-7133 ' 


TM=M;SS=N 


Homo sapiens, done IMAGE:3161564, 


5.0 


414166 


AW888941 


Hs.75789 


DEAD,herJcase_C,rrm,Ndr,C 


N-myc downstream regulated 


5.0 


424954 


NMJW0546 


Hs.1846 


P53,WO40.IRK:TM=M;SS=N 


tumor protein p53 (U-Fraumeni synd 


5.0 


422069 


AA523172 


Hs.103135 


REJPlATj 3 KD,WSC.LKR 


ESTs, WeaWy srmflar to SFR4_HUMAN 


5.0 


426636 


BE242634 


Hs.2055 


ThiF,UBACT;TM=M;SS=N 


ubiquitin-actrvating enzyme El (A1S 


5.0 


410793 


AW581906 


Hs.66392 


SH3,emand l C2.PH,RhoGEF,M 


intersectin 1 (SH3 domain protein} 


5.0 



TABLE 53 

Pkey: Unique Eos probeset idenfifier number 
. CAT numben Gene cluster number 
Accession: Genbank accession numbers 



Pkey 

437056 

TABLE 5C 

Pkey. 
Re* 

Strand: 



GAT Number Accession 

42B504_3 AW976398 At 147051 M765223 AA743380 AT803927 



Unique number corresponding to an Eos probeset 

Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham I. et al." refers to the publication entitled The DNA 
sequence of human chromosome 22." Dunham I. et aL, Nature (1999) 402:48^495. 
Indicates DNA strand from which exerts were predicted. 



NLposifion: Indicates nucleotide positions of predicted exons. 
Pkey Ref Strand NLposifion 

405484 5922025 Plus 199214-199579.199672-199920,200262-20049 



TABLE 6A: 777 GENES UP-REGULATED IN COLON CANCER COMPARED TO NORMAL ADULT TISSUES 



Table 6A Ests777 genes up-regulated in colon cancer compared to normal adult tissues. These were selected from 59680 probesets on the Affymetrix/Eos Hu03 GeneCHp array such 
that the ratio of "average" colon cancer to "average* norma! adult tissues was greater than or equal to 3.0. The "average" colon cancer level was set to the 90 th percentile amongst 95 
colon cancers. The "average" normal adult tissue tevel was set to the 90* percentile amongst 209 non-malignant tissues. In order to remove gene-specific background levels of non- 
specific hybridization, the 15 th percentile value amongst the 209 non-mafignant tissues was subtracted from boft the numerator and the denominator before the raSo wa s evaluated. 

Pkey: Unique Eos probeset iderfc number 

ExAccru Exemplar Accession number, Genbank accession number 

UnkjenelD: Unkjene number 

Unigene Title: Unigene gene title 

R1: Ratio of tumor to normal body tissue 
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15 
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Ptey ExAccn UntgenelD UnlgeneTlfle 

447033 AI357412 Hs.157601 ESTs 

409041 AB033025 Hs.500B1 KIAA1 199 protein 

41B007 M13509 Hs.83169 matrix metalloproteinase 1 {interstitial 

422330 D30783 Hs.1 15263 epIreguDn 

428187 AI687303 Hs.285529 G prolekKOUpted receptof 49 

428368 BE440042 Hs.83326 matrix metaIV)prolejnase 3 {stromefysin 

422956 BE545072 Hs.1 22579 hypothetical protein FU 10461 

416209 AA236776 Hs.79078 ' MAD2 (mitofic arrest deficient, yeast, h 

444783 AK001468 Hs.62180 aniirm (Drosophila Scraps homolog), act 

415989 AI267700 Hi317584 ESTs 

4275B5 031152 Hs.179729 collagen, type X, alpha 1 (Schmkl metaph 

441031 AI110684 Hs.7645 fibrinogen, B beta polypeptide 

421470 R27496 Hs.1378 annexmA3 

439759 AL359055 Hs.67709 Homo sapiens mRNA futt length Insert cDN 

449032 AA045573 Hs.22900 nuclear factor {erythrokWerived 2)4iX 

450531 AW301032 Hs^03800 ESTs 

432867 AW016936 Hs.233364 ESTs 

443211 A1128388 Hs.143655 ESTs 

450221 AA328102 Hs.24641 cytoskdeton associated protein 2 

405964 M21305 gb:Human alpha satellite and satellite 3 

410355 S58544 Hs.1 53057 sperm associated antigen 1 

441377 BE218239 Hs.202656 ESTs 

413318 AU076607 Hs.75285 inter-alpha (globuEn) inhibitor, H2 pol 

442409 BE208843 Hs.1 29544 hypothetical protein MGC1543B 

440304 BE159984 Hs.125395 ESTs 

426427 M86699 Hs.169840 TTK protein kinase 

451561 N52812 Hs.177403 ESTs 

434032 AW009951 Hs.206892 ESTs 

428365 AA295331 Hs.1 83861 Homo sapiens cDNA FU20042 fis, clone CO 

422420 U03398 Hs.1524 tumor necrosis factor (ligand) superfami 

428664 AK001666 Hs.189095 sirnaartoSAUl (saJ(Orosophiia)-tike 

446232 A1281848 Hs.1 94691 refinoic acid induced 3 

424252 AK000520 Hs.143811 hypothetical protein FU2051 3 

450149 AW969781 Hs.132863 2c family member 2 (odd-paired Drosophi 

419752 AA249573 Hs.1 5261 8 ESTs,Mc)derateVsinTiiartoZN91_HUMANZ 

422011 U30246 Hs.1 10736 sdirte carrier fan%1 2 (sodurrf^ 

452461 N78223 Hs.108106 transcription factor 

431808 M30703 Hs.270833 arnphiregufei (schwannoma-derived growth 

400534 

448706 AW291095 Hs.21814 tnterteukin 20 receptor, alpha 
453688 AW381270 Hs.194110 hypothefcat protein PRO2730 
426890 AA393167 Hs.41294 ESTs 

408950 AA707814 Hs.14945 long fatty acyt-CoA synthetase 2 gene 

423020 AA383092 Hs.1608 repficafion protein A3 (14kD) 

453922 AF053306 Hs.36708 budding uninhibited by benzimidazoles 1 

447505 AL049266 Hs.18724 Homo sapiens mRNA; cDNA DKFZp564F093 (fr 

425761 AW664214 Hs.196729 ESTs 

404567 

A1143139 Hs.2288 vishrovlike 1 
BE263782 Hs.77695 WAA0008 gene product 
BE51 4127 gb:601315974F1 N1H_MGC_8 Homo sapiens cD 

AKD01160 Hs5999 hypothetical protein FIJI 0298 
AL047611 Hs.288885 Homo sapiens cONAFU 14246 fis, done OV 
BE379594 Hs.49136 ESTs. Moderately similar to ALU7_HUMAN A 
NKL002497 Hs.1 53704 N1MA (never in mitosis gene a)-related k 
AW391351 Hs.50820 Homo sapiens unknown mRNA 
AL045633 Hs.44269 ESTs 
A1278360 Hs.31409 ESTs 
A1808955 Hs.58248 ESTs 
A1247763 Hs.16928 ESTs 
AI082437 Hs.26690 ESTs 

AW388633 Hs.6682 solute earner family 7, (cationic amino 
AW007294 Hs.149795 ESTs, Moderately similar to ALU1 .HUMAN A 
AF010258 Hs.127428 homeoboxA9 
NA NA 

H43346 gb7p09a04 j1 Soares breast 3NbHBst Homo 

AA894638 Hs.14600 ESTs 

AW977534 Hs.151469 caldiinVcatnwlunrMlependent serine prot 
BE302464 Hs.30057 MRS2 (S. cerevislae)-tika, magnesium horn 
AA005247 Hs.285754 met proto-oncogene {rtepatocyte growth fa 
AV656184 Hs.76452 Oreaciive protein, pentraxkvrelated 
AI224105 Hs.151408 ESTs 



414972 
459504 
438018 
447863 
442353 
424905 
451917 
420900 
438639 
439521 
445676 
408489 
418738 
446311 
423349 
400195 
411765 
418895 



448776 
417218 
414559 
445436 
403776 
433447 
407168 
419335 
422505 
458242 
452943 
446155 
409687 



U29195 Hs.3281 

R45175 Hs.117183 

AW960146 Hs^84137 

AL120862 Hs.124165 

BE299588 Hs.28465 

BE247449 Hs.31082 

A1553695 Hs.159422 

T51125 Hs.8493 



neuronal pen traxin H 
ESTs 

hypothetical protein FU1288B 
ESTs 

Homo sapiens cDNA FU21869 fis. clone H 

hypothetical protein FU 10525 

Homo sapiens cDNA FU 13997 fis, done Y7 

ESTs 



R1 

31.35 

29.00 

26.41 

2438 

24.00 

2355 

22.70 

21.60 

21.15 

20.95 

19.35 

18.68 

18.05 

1730 

17.15 

16.60 

16.35 

15.80 

15.10 

15.00 

14.70 

14.45 

14.35 

14.35 

14.25 

13.60 

12.80 

12.75 

12.65 

1255 

12.40 

1125 

12.18 

1155 

11.80 

11.65 

11.42 

11.35 

11.00 

10.75 

10.75 

10.60 

10.55 

10.50 

10.50 

10.40 

10.25 

10.15 

10.10 

10.05 

9.95 

9.90 

9.85 

9.85 

9.78 

9.73 

9.68 

9.55 

955 

950 

9.50 

9.37 

9.00 

8.96 

&90 

8.90 

8.85 

8.80 

8.75 

8.65 

&64 

8.50 

850 

8.50 

8.31 

8.30 

US 

8w20 

8.15 

8.10 

B.05 
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416661 AAS34543 Hs.79440 IGF-II mRNA^nnifing protein 3 8.00 

443814 AV6S5386 Hs.7645 fibrinogen, B beta polypeptide 7.93 

406360 NA NA 7.80 

4434S0 N66G45 Hs.133529 ESTs 7.75 

5 414422 M147224 Hs337232 ESTs 7.75 

442611 BE077155 Hs. 177537 hypothetical protein DKFZp761B1 51 4 7.70 

438604 AA811896 Hs.44604 ESTs 7.60 

447254 NM_004153 Hs.17908 origin recognition complex, subunit 1 (y 7.55 

400250 NA NA 7-53 

10 420759 T11B32 Hs.127797 Homo sapiens CDNARJ11 381 fis, clone HE 7^50 

404996 750 

450459 AI697193 Hs799254 Homo sapiens cDNA: FU23597 fis, clone L 7.45 

445019 AI205540 Ks781295 ESTs 7.30 

409269 AA576953 Hs-22972 hypotheficai protein FU 13352 775 

IS 448816 AB033052 Hs72151 KIM1226 protein 775 

444361 W76027 Hs73920 hypotneBcat protein FU11105 775 

449370 AK002114 Hs.23495 hypothefical protein FU 11 252 770 

433859 AW89675B Hs773789 ESTs 770 

416143 AI955650 Hs.79033 glutaminyH^ de (^transferase (giu 7.20 

20 456120 AA535244 Hs.78305 RAB2, member RAS oncogene family 770 

419751 AW195581 Hs.93121 WAA0761 protein 7.16 

417830 AW504786 Hs.122579 hypothetical protein FU 10461 7.15 

456553 AA721325 Hs. 189058 ESTs,HigWyslniIiartoSirnflartoaC^ 7.15 

421373 AA808229 Hs. 167771 ESTs 7.10 

25 418763 AK000219 Hs.88367 hypothetical protein FU2021 2 7.00 

423248 AA380177 Hs. 125845 ribulose^hcsphate^irnerase 6.96 

444798 BE242144 Hs.12013 ATP-binding cassette, sub-farrriry E (OABP 6.95 

429486 AF155827 Hs.203963 hypothefical protein FU10339 6.95 

413573 AI733859 Hs.149089 ESTs 6.95 

30 442660 AW138174 Hs.130651 ESTs 6.93 

427878 C05766 Hs.181022 CGI-07 protein 6.90 

438394 BE379623 4s.27693 peptidylproiyi isomerase (cydophEnH 6.85 

422711 D60641 Hs71739 Homo sapiens mRNA; cDNA DKFZp58611518 (f 6.82 

457030 AI301740 Hs.173381 dihydropynrraftnase-like 2 6.80 

35 417168 AL133117 Hs.81376 Homo sapiens mRNA; cDNA DKFZp586L1 121 (f 6.80 

442973 BE567665 Hs.288550 Homo sapiens cDNA: FU23156 fis, done L 6.80 

453102 NM_007197 Hs.31664 frizzled (DrosophJla) homolog 10 6.75 

416018 AW138239 Hs.78977 proprotein convertase suMUsin/kexin t 6.75 

424051 AL110203 Hs.13B411 Homo sapiens mRNA; cDNADKFZp586J1 922 (f 6.71 

40 401644 6.70 

450434 AA166950 Hs.195870 hypothetical protein FU 14991 6.70 

428479 Y00272 Hs.184572 cell division cycle 2, G1 .to S and G2 to 6.69 

406747 AI925153 Hs717493 annexlnA2 6.65 

445191 AF048686 Hs.12393 oTDP-D-giucose 4,6-dehydratase 6.60 

45 424296 AI631874 Hs.155140 casein kinase 2, alpha 1 polypeptide 6.60 

428392 H10233 Hs7265 secretory granule, neuroendocrine protei 6.55 

427072 H38046 Hs.303193 ESTs 6.55 

452S88 AA889120 Hs.110637 homeoboxAlO G.53 

439809 R41396 Hs.101774 hypothetical protein FU23045 6.50 

50 423123 NM 012247 Hs.1 24027 SELBIOPHOSPHATE SYNTHETASE ; Human seten 6.50 

418454 AA315308 Hs.195870 hypothefical protein FU 14991 6.50 

423685 BE350494 Hs.49753 uveal autoanCgen with coned coil domai 6.50 

447342 AI199268 Hs.19322 Homo sapiens, Similar to RIKEN cDNA 2010 6.50 

410908 AA121686 Hs.10592 ESTs 6.47 

55 406671 M1 29547 Hs785754 met protc-oncogene (hepatocyte growth fa 6.47 

450838 AK001826 Hs.25245 hypothefical protein FU1 1269 6.45 

452838 U65011 Hs.30743 preferentiany expressed antigen hi rneta 6.42 

451389 N73222 Hs779009 matrix Ga protein 6.40 

_ 438202 AW169287 Hs72588 ESTs 6.40 

60 452198 A1097560 Hs.61210 ESTs, Weakly similar to I38022 hypoM 6.40 

425860 L29339 Hs.1964 solute carrier family 5 (sotfium/gjucose 6.37 

435538 AB0 11540 Hs.4930 tow density lipoprotein receptor-retated 6.36 

435539 AI005457 Hs775048 ESTs 6.35 
417404 NMJM7350 Hs-82101 pleckstrin hornology-lika domain, family 6.34 

65 430388 AA356923 Hs740770 nuclear cap binding protein subunit 2, 2 6.32 

425905 AB032959 HsJ18584 novel C3HC4 type Zinc finger {ring tinge 6.31 

407237 AA1 69872 Hs.6216 Homo sapiens hepatoceDutar carcmoma-as 6.30 
413597 AW302B85 Hs.1171B3 ESTs 6.30 
429529 AA454190 Hs74283 ESTs, Moderately stmHar to reduced expr 6.30 

70 409916 BE313S25 Hs.57435 solute carrier famfly 1 1 (polorHXJupled 675 
407746 AK001962 Hs.3B114 hypothetical protein FU1 1100 6.20 
426921 AA037145 Hs. 172865 cleavage stimulation factor, 3 pre-RNA, 670 
436050 BE262816 Hs.6061 protein kinase, AMP-activated, beta 1 no 670 

__ 416857 AA1B8775 Hs792453 ESTs 6.20 

75 409683 U33317 Hs.711 defensin, alpha 6, Paneth cefl-sperific 6.18 
452291 AF015592 Hs78853 CDC7 (cell Division cycle 7, S. cerevisi 6.15 
420096 AA775910 Hs.95011 syntrophin, beta 1 (dystroprun-assoriate 6.15 
448693 AW004854 Hs728320 hypothefcai protein FU23537 6.15 
433393 AF038564 HsJ8074 itchy (mouse homolog) E3 ubiquitin prate 6.11 

oO 424745 AA214618 Hs.152759 activator of S phase kinase 6.10 
408771 AW732573 Hs.47584 potassium voltage-gated channel, delayed 6.10 
454438 AA224053 Hs.172405 cell division cyde 27 6.08 
407771 AL138272 Hs.62713 ESTs 6.08 
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416057 AI9Z7382 Hs.29857 
442917 AA314907 HS.B5950 
451813 NM.016117 Hs.27182 
453700 AB009426 Hs.560 
5 412246 A1160873 Hs.69233 
430899 BE018217 Hs.183528 
418668 AW407987 Hs.173518 
416421 AA134006 Hs.79306 
455800 R22479 Hs.167073 
10 409913 BE243842 Hs^83077 
429201 X03178 Hs.198246 
408908 BE296227 
413585 AI133452 
432298 AL118812 
15 424345 AK0O1380 Hs.145479 
441645 AI222279 Hs.201555 
409187 AF154830 
406687 M31126 
452281 T93500 
20 429945 KM 006729 Hs.226483 
459309 AA040620 Hs.5672 
410050 NM_001448 Hs.58367 
423806 AA331247 Hs.86617 
454036 AA374756 Hs.93560 
25 430345 AK000282 HsJ239681 
411096 U80034 Hs.68583 
429125 AA446854 
442957 A1949952 
426642 AW068223 Hs.171581 
30 426518 Z43039 Hs.170198 
441894 AA134329 
415385 R1779B 
409757 NhUX>1896 Hs.123114 
433687 AA743991 
35 424492 A1133482 
452606 N45202 
438777 AA825487 
417235 AA810278 Hs.24250 
451177 AI969716 Hs.13034 
40 415227 AW821113 Hs.72402 
436217 T53925 Hs.107 
452881 AW135220 Hs.241921 
426010 AA136563 Hs.1975 
426235 A1631964 Hs.34447 
45 445640 AW969626 Hs.31704 
444743 AA045648 Hs.301957 
442980 AA857025 Hs.8878 
418882 NM_004996 Hs.89433 
453884 AA355925 Hs.36232 
50 444478 W07318 Hs.240 
419502 AU076704 Hs.90765 
420218 AW958037 HS.2B6 
421155 H87879 Hs.102267 
441421 AA356792 
55 456435 Al 880384 

428046 AW812795 Hs.155381 
446372 AB020644 Hs.14945 
421477 A1904743 
409564 AA045857 
60 453080 AI42305B 
430217 N47863 
417372 T99755 
415139 AW975942 Hs.48524 
412140 AA219691 Hs.73625 
65 424086 AI351010 Hs.10226i 
409327 L41162 Hs.53563 
417576 AA339449 Hs.82285 
452131 AI860677 HsJ2325 
436016 AA806465 
70 449347 AV64S748 
445038 AI635444 
453921 A1824009 
413582 AW295647 Hs.71331 
421076 AW007988 Hs.233299 
75 407884 BE075316 
433384 AI021992 
422026 U80735 
447020 T27308 
441795 N58115 
80 449416 AI651016 
418379 AA218940 
426753 T89832 
422109 S73265 



Hs.250822 

Hs.75431 

Hs^74293 



Hs.50956 

Hs.272620 

Hs.28792 



Hs.271004 
Hs.49397 



Hs.24170 
Hs.7535 



Hs.90012 
Hs.142179 



Hs.334824 
Hs.270747 



Hs.104650 
Hs£4943 
Hs^3921 
Hs.336901 
Hs^3472B 



Hs.121536 
Hs.295901 
Hs.143917 
Hs.44577 



HsS5011 
Hs.124244 
Hs.110826 
Hs.16986 
Hs^1137 
Hs.246311 
Hs.137516 
Hs.170278 
Hs.1473 



ESTs 
ESTs 

phosphoipase A2-actrvafing protein 
apoGpoprotein B mRNA editing enzyme, ca 
zinc finger protein 
hypothetical protein FU 14906 
M-fhase phosphoprotein homolog 
eukaryouc translation inifiafion factor 
Homo sapiens cDNA FU13047 fis, clone NT 
centrosomal P4.1 -associated protein; unc 
group-spetific component (vitamin D bind 
serine/threonine kinase 15 
fibrinogen, gamma polypeptide 
Homo sapiens mRNA; cONA DKFZp761 G1 1 1 1 (f 
Homo sapiens cONA RJ10518 fis, done NT 
ESTs. Weakly similar to T23406 hypolhefi 
carbamoyJ-phosphate synthetase 1. mitcch 
pregnancy specific beta- 1 glycoprotein 9 
Homo salens cDNA RJ11041 fis. done PL 
diaphanous (Drosophila, homolog) 2 
hypothetical protein AF 140225 
grypican4 
ESTs 

Homo sapiens mRNA for WAA1771 protein, 
hypothetical protein FU20275 
mitochondrial intermerSate peptidase 
ESTs, WeaJdy simaar to 136022 hypolhefi 
ESTs 

ubiquitin Werminai hydrolase UCH37 
K1AA0009 gene product 
Homo sapiens, clone IMAGE:3685398, mRNA, 
COB W-fike protein 
cystafinSN 

gb:ny57gOU1 NCl_CGAPJ 5 r18 Homo sapiens 
gb:HA2093 Human fetal Twer cONA library 
hypothetical protein FU 23441 
ESTs 
ESTs 
ESTs 
ESTs 

fibrinogen-tike 1 
ESTs 

hypothetical protein FU21007 
ESTs 

ESTs. Weakly simiar to K1AA0227 (H^api 
nudix (nucleoside diphosphate linked moi 
kinesin-ikel 

ATP-bindlng cassette, sub-family C (CFTR 
KIAA0186gene product 
M-phase phosphoprotein 1 
fibrinogen, A alpha polypeptide 
rfeosomat protein L4 
r/syl oxidase 

hypothetical protein FU14825 
ESTs, Weakly similar to ALU2_HUMAN ALU S 
ESTs, Moderately similar to 138022 hy pot 
long fatty acyt-CoA synthetase 2 gene 
hypothetical protein FU10292 
fracture callus 1 (rat) homolog 
hypothetical protein DKFZp547A023 
ribosomal protein S24 
ESTs 
ESTs 

RAB6 interacting, kinesin-fike (rabkines 
lysyt oxidase 
collagen, type IX. alpha 3 
phosphoribosy^ydnamide formyttransfer 
Human DNA sequence from done RP1-187J1 1 
Human DNA sequence from done RP11-472E5 
NAA0493 protein 
dJ467N11.1 protein 
ESTs 

hypothetical protein MGC5350 
ESTs. Weakly similar to 138022 hypolhefi 
syntrophtn, beta 1 (dystrophin-assodate 
ESTs 

trinudeofide repeat containing 9 
hypothefical protein FU11046 
AO024 protein 
ESTs 

fidgefin-like 1 
ESTs 

gastrirweleasing peptide 
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424085 NMJ102914 Hs.139226 repKca5onfacaorC(acevator1)2(40 

416806 NMJJ00288 Hs.79993 peradsomai biogenesis factor 7 

424717 H03754 Hs.152213 wingless-type MM7V integrafion site fami 

427728 AJ 24 5600 Hs.1 80545 Homo sapiens mRNA for hypothetical prote 

5 447713 AI420733 Hs.207083 ESTs 

425739 T19016 Hs.1 594 10 morybdopterin synthase sulfurytase 

420170 U43374 Hs.95631 Human norma) kerafJnocyte mRNA 

407244 M10014 Hs.75431 fibrinogen, gamma polypeptide 

t _ 441139 AW449009 Hs.126647 ESTs 

10 451121 AW973795 Hs.1 28927 Homo sapiens C0NARJ1 3903 fis, clone TH 

435202 AI971313 Hs. 170204 WAA0551 protein 

431699 NMJW1173 Hs.267831 Rho GTPase acrjvafing protein 5 

418384 AW149266 Hs^5130 Homo sapiens cDNA RJ14923 fis, done PL 

422805 AA436989 Hs.121017 H2A histone famBy, member A 

15 411750 BE562298 Hs.71627 WAA01 12 protein; homolog of yeast rrbos 

435496 AW840171 Hs.265398 ESTs, Weakly simHar to transformafiorK 

434539 AW748078 ' Hs.214410 ESTs, Weakly similar to M UC2.HUMAN MUCIN 

413293 AL047483 Hs.302498 GTP-bindmg protein homologous to Saccha 

445236 AK001676 Hs.1 2457 hypothetical protein FU10814 

20 415091 AL044872 Hs.77910 34iydroxy-3-rro^tu^ 

441675 AI914329 Hs.5461 ESTs 

449802 AW901804 Hs.23984 hypofhefical protein FU20147 

401480 NA NA 

408562 AM36323 Hs.31141 Homo sapiens mRNA for K1AA1568 protein, 

25 426269 HI 5302 Hs.168950 Homo sapiens mRNA; cONA OKFZp566A1046 (f 

414716 H95348 Hs.107987 ESTs 

419139 AJ123517 HsJi69940 ESTs 

430789 AA632577 Hs^ 10235 ESTs, Weakly similar to (78885 serine/th 

425420 BE536911 Hs^34545 hypothetical protein NUF2R 

30 408758 NMJJ036B6 Hs.47504 exonudeasel 

439741 BE379646 Hs.6904 Homo sapiens mRNA nil length insert cDN 

416612 AB037768 Hs.224961 cieavage and polyadenylation specific fa 

433927 AJ557019 Hs.1 16467 small nuclear protein PRAC 

450568 AL050078 Hs.25159 Homo sapiens cDNA RJ10784 fis, done NT 

35 455777 AA5242B5 Hs.1 54 172 ESTs, Moderately similar to BCGF HUMAN B 

428743 AL080060 Hs.301549 Homo sapiens mRNA; cDNA DKFZp554H172 (fr 

421126 M74587 Hs.102122 insufeviike growth factor binding prate 

411835 U29343 Hs.72550 hyaruranan-mediated motility receptor {R 

418395 AT765805 Hs.26691 ESTs 

40 430510 AW162916 Hs.241576 hypothefical protein PR02577 

408430 S79876 Hs.44926 (fipepfidyfpepfidase IV (CD26, adenosine 
406414 

43017B AW449612 Hs.152475 ESTs 

. _ 411901 AA166730 Hs.6966 Human DMA sequence from done RP1-187J11 

45 404025 NA NA 

451807 W52854 Hs^7099 rrypothetical protein FU23293 simitar to 

436662 AI582393 Hs.126695 ESTs 

414140 AA281279 Hs^3317 hypolheScat protein FU14681 

410044 BE566742 Hs.58169 Nghly expressed in cancer, rich toleuc 

50 431041 AA490967 Hs.197955 WAA0704 protein 

417860 AW408557 HsJ235498 hypothefical protein FU14075 

410658 AW10S231 Hs.192035 ESTs 

425895 A1269484 Hs.161427 zinc finger protein 215 

422892 AA988176 Hs.1 21553 hypothefical protein FU20S41 

55 436397 AA715013 Hs.1 69835 ESTs 

439225 AA192669 Hs.45032 -ESTs 

423197 T91418 Hs.125156 transcriptional adaptor 2 (ADA2, yeast 

413374 NM_001034 Hs.75319 ribonucleotide reductase M2 potypepSde 

412723 AA648459 Hs.335951 hypothefjcai protein AF30 1 222 

60 425745 U44060 Hs.1 4427 Homo sapiens cDNA: FU21 800 fis, done H 

452795 AW392555 Hs.18878 hypothetical protein FU21 620 

430704 AW813091 Hs.335799 ESTs 

429682 NM_006306 Hs.211602 SMC1 {structural maintenance of chromoso 

433326 A1379486 Hs.159430 ESTs 

65 437958 BE139550 Hs.121668 ESTs, Moderately similar to PC42S9 ferri 

410566 AA373210 Hs.43047 Homo sapiens cDNA FU 13585 fis. done PL 

423343 AA324643 Hs.246106 ESTs 

416467 H57585 Hs37467 ESTs 

„ 408857 AA437199 Hs.656 afl division cycle 25C 

/O 419423 026488 Hs.90315 WAA0007 protein 

414132 A1801235 Hs.48480 ESTs 

423948 AW392342 Hs, 283077 centrosomai P4.1-associated protefn; unc 

425746 NM 001701 Hs.1 59440 bile acid Coenzyme A: amino add N-acylt 

451009 AA013140 Hs.115707 ESTs 

75 431064 AK03735 gb:MR-8T035-200199^)31 BT035 Homosapien 

432725 AL137496 Hs.9001 ESTs 

400298 AA032279 Hs.61S3S six transmembrane epitheSai anfigen of 

410465 AW235094 Hs.69233 zinc finger protein 

428532 AF157326 Hs.184788 TBP^nteractjng protein 

oO 429782 NM.005754 Hs .220689 Ras-GTPase-xJCfivaSng protein SH3-domain 

408380 AF123050 Hs.44532 (fiuWquifin 

423936 U77629 Hs.1 35639 achaete-scute comptex (Drosophfla) homol 

434294 AJ271379 Hs.76194 ruxKomat protein S5 
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442875 BE623003 Hs.23S25 

447102 BE167434 Hs.98471 

410142 AA081924 Hs.124918 WM1795 protein 

434894 AW977850 Hs.23856 hypothetical protein MGC5297 

420092 AA814043 Hs.88045 



400115 NA 

430967 H16791 

438078 AI016377 

412359 AW837985 

429774 A1522215 

426214 H59B46 

419790 U79250 

450480 X82125 



Hs.31445 



ESTs 
NA 
ESTs 



Hs.131693 ESTs 

gbK3V3-LT0048-14020(W8^e05 LT0048 Homo 

Hs.50883 K1AA1804 protein 

Hs.1 28355 ESTs, Moderately sim3ar to ALU7.HUMAN A 

Hs.93201 glycerophosphate dehydrogenase 2 (mi 

Hs .25040 zinc linger protein 239 

421211 AA2849S6 Hs.266308 mosaic serine protease 

419261 X07876 Hs.89791 vw'ngless-type MMTV Integration site fami 

434414 AI798376 gb:tr34b07j(1 NQ_CGAP_Ov23 Homo sapiens 

448305 AA625207 Hs.264915 Homo sapiens cDNA FU1290B fis, clone NT 

410568 AW162948 Hs.64542 cleavage and polyadenylaSon specific ta 

459574 AI741122 Hs.101810 Homo sapiens cDNA FU 14232 fxs, clone NT 

448243 AW369771 Hs.52620 Integrin, beta 8 

438069 N80701 Hs.33790 ESTs 

446152 A1292036 Hs.150028 ESTs 

439580 AF085401 Hs.293847 ESTs, Moderately similar to S65657 alpha 

436211 AK001581 Hs.334828 hypothetical protein FU10719; WAA1794 

452401 NMJXJ7115 Hs.29352 tumor necrosis factor, alpha-induced pro 

422835 BE218705 Hs.121378 rratattothbnein-Cxe 5, tesfis-specinc 

418845 AA852985 Hs.89232 chromobox homolog 5 (Drosophila HP1 alph 

439619 AW97599B Hs.58595 ESTs, Weakly similar to 138022 hypotheti 

458076 R800B1 Hs. 164478 hypothetical protein FU21939 similar to 

450192 AA263143 Hs.24596 RAD51-interacGng protein 
443232 AF161521 Hs.9081 
413881 UQ0190 Hs.75599 
434217 AW014795 Hs.23349 

409723 AW885757 Hs.257862 ESTs 

417956 AA210704 Hs.190465 ESTs 

458433 AL135352 Hs.255883 ESTs, Weakly similar to I38022 hypothefi 

409928 AL137163 Hs.57549 hypothetical protein (JJ473B4 

447400 AK000322 Hs.18457 hypothetical protein FU20315 

424583 AF017445 Hs.1 50926 fucose-1-phosphate guanylyttransferase 

429436 AA452934 Hs.279813 hypothetical protein 
424625 AW904466 Hs.321197 PDZ domain protein (DrosophHa inaCMike 
448912 D83781 Hs.22559 KIAA0197 protein 
Hs.134779 EST 
Hsi73789 ESTs 

cycOn-dependent kinase inhibitor 3 (COK 
Hs.172844 ESTs 

gb:on52g03.y5 NCI_CGAP_Co8 Homo sapiens 
NA 

tropomodulin 3 (ubiquitous) 



serine (or cysteine) proteinase kihibito 
ESTs 



442671 A1005668 

411893 R82845 

456281 AA284165 Hs.84113 

421106 AA877124 

451401 AI793163 

404516 NA 

414968 C16096 



Hs32B26 

421308 AA687322 Hs.192843 leucine zipper protein FKSG14 
419229 AI827237 Hjl282884 ESTs 
412104 AW205197 Hs^40951 Hanosapiers,MartoRIKENcDNA2210 
453911 AW503857 Hs.4007 Saicolernmal-associated protein 
433159 AB035898 Hs.150587 Wnesin-like protein 2 
419247 S65791 Hs.89764 fragile X mental retardaBon 1 
432491 AA662910 Hs.42635 bypotheScal protein DKFZp434K2435 
422093 AF151852 Hs.111449 CQ-94 protein 
428692 AI372822 Hs.1 10103 RNA polymerase I transcrtofion factor RR 
446999 AA151520 Hs.334822 hypothetical protein MGC4485 
414538 AW612228 Hs.107987 ESTs 
ESTs 
ESTs 

orosomucoid 1 
neurex)n3 
Hs.124961 ESTs 
409732 NM_016122 Hs.56148 NY-REN-58 antigen 
448692 AW013907 Hs.1 67531 n^thytcrotoncjyl^enzyrne A carboxylase 2 
ESTs, Weakly similar to I38022 hypotheti 
peplidylprolyt isomerase B (cyctophilin 



453931 AL121278 

427718 A1798680 

453863 X02544 

440209 H05049 

435148 AI918049 



Hs.25144 
Hs.25933 
Hs.572 
Hs^2269 



428301 AWB28666 Hs.98440 
444186 A1393165 



457059 BE561665 Hs.177677 exosome component Rm40 
407162 N63855 Hs.1 42634 zinc finger protein 



406117 

434370 AF130988 Hs.58346 
427651 AW405731 Hs.18498 



448666 NM.014953 Hs.323346 WAA1008 protein 



ectodysplasin 1, anhidrotic receptor 

Homo sapiens cDNA FU12277 fis, done MA 



450375 AA009647 Hs.8850 
410467 AF102546 Hs.63931 



a disintegrin and metalloprotemase doma 
dachshund (Drosophila) homolog 
456030 AA136106 Hs.184852 KIAA1 553 protein 
434082 AI373481 Hs.131715 hypothetical protein PR01777 
Hs.164226 ESTs 

Hs.1 30554 Homo sapiens cDNA FU 23089 fis, done L 
acidic 82 kDa protein mRNA 



443646 AI085198 
434265 AA846811 
418524 AA300576 Hs.85769 



432619 AW291722 Hs.278526 related to the N terminus of tre 



4.46 

4.45 

4.45 

4.45 

4.45 

4.45 

4.41 

4.41 

4.40 

4.40 

4.40 

4.40 

4.40 

4.40 

4.40 

4.37 

4.35 

4.35 

4.35 

4.35 

4.35 

4.34 

4.32 

4.30 

4.30 

4.30 

4.30 

4.30 

4.30 

43 

4.28 

4.26 

4.26 

4.25 

4.25 

4.25 

4.24 

4.22 

4.20 

4.20 

4.20 

4.20 

4.20 

4.20 

4.20 

4.20 

4.20 

4.20 

4.20 

4.20 

4.18 

416 

4.16 

4.15 

4.15 

4.15 

4.15 

4.15 

4.15 

4.14 

4.12 

4.11 

4.10 

4.10 

4.10 

4.10 

4.10 

4.10 

4.10 

4.10 

4.10 

4.10 

4.09 

4.08 

4.07 

4.07 

4.07 

4.05 

4.05 

4.05 

4.05 

4.05 

4.05 



139 



WO 03/042661 



PCT/US02/36810 



10 

15 

20 

25 

30 

35 

40 
45 
50 
55 
60 
65 
70 
75 
80 



447207 AA442233 

423573 BE003054 

414853 U31116 

424176 AL137273 

452259 AA317439 

418203 X54942 

435420 AI928513 

405666 V00495 

417655 AA780791 

449448 D60730 

421037 AI684808 

448310 A1480316 

408155 AB014528 

413841 M34276 

400110 NA 

400289 XD7820 

443715 A15B3187 

408296 All 17452 

450164 A1239923 

451592 AI805416 

402373 AL135225 



Hs.17731 

Hs.1695 

Hs.77501 

Hs. 142307 

Hs.28707 

Hs.83758 

Hs.59203 

Hs.184411 

Hs.14014 

Hs-57471 

Hs.197653 

Hs.43133 
Hs.75576 

Ks.2258 
Hs.9700 
Hs.44155 
Hs.30098 
Hs.213897 
Hs.301855 
Hs.97090 



hypothetical proton RJ 12892 
matrix metalloproteinase 12 (macrophage 
sarcogtycan, beta (43kD dyslrophin-assoc 
hypothefical prolan 

signal sequence receptor, gamma (translo 

CDC28 protein kinase 2 

ESTs 

albumin 

hypothetical protein FU14813 

ESTs 

ESTs 

gb.-tm26h09.x1 Soares_NFlJLGBC_S1 Homos 
K1AA0628 gene product 



426199 AA371865 

414148 BE084049 

417006 AW573S06 Hs.80758 

449532 W74653 

434551 BE387162 

436291 BE568452 

423337 NMJH4555 Hs.127337 

416185 AW975B61 Hs.47367 

443054 AI745185 

432596 AJ224741 

451229 AW967707 Hs.48473 

413583 AL120806 Hs.5888 

432702 AW973953 Hs.293744 

' 437207 T27503 

434699 AA643687 

423697 BE088697 

428822 W28418 

432289 A1860145 

413384 NM.000401 Hs.75334 

414136 AA812434 Hs.119023 

433042 AW193534 Hs^81895 

410094 BE147897 Hs.58593 

441826 AW503603 1 Hs.129915 

444059 R69743 Hs.116774 

426262 AI792141 Hs. 196270 

452641 AW952893 Hs.237825 

454403 BE065985 

448315 AW290912 Hs.20797 

411343 U77949 

409734 BE161664 

454014 AW016670 Hs.233275 

453116 AI276680 Hs. 146086 

449508 AK001S66 

428227 AA321649 

435040 A1932350 

426249 F05422 

451110 A1955040 

431716 D89053 

437631 AA764749 



Hs.271593 
Hs.280858 
Hs.5101 



Hs.8939 
Hs.278461 



Hs.15929 

Hs.149425 

Hs.131834 

Hs.30715 

Hs.55118 



NA 

matrix metafioprotemass 10 (stromeJysin 
cy cEnEI 

DKFZPS86G1517 protein 

ESTs 

ESTs 

dopachrome tautomerase {dopachrome delta 
ESTs 

gb:PM0^T0651-27040O003-f02 BT0651 Homo 

aspartyWRNA synthetase 

EST s. Moderately similar to A47582 B-cei 

ESTs, Highry similar b A3566 1 DNAexcis 

protein regulator of cytoldnesis 1 

axin 2 (conductm, ax3) 

WAA1 785 protein 

yes-associated protein 65 kDa 

matriRn 3 

ESTs 

ESTs 

ESTs 

hypothefical protein FU12910 

Homo sapiens cONA FU11980 fc, clone HE 

Homo sapiens mRNA; cDNA DKF2p434B0328 (f 

potassium voltage-gated channel, Isk-ret 

ESTs 

exostoses (multiple) 2 
SMC2 (structural maintenance of chromoso 
Homo sapiens cDNA FU11660 fis. clone HE 
general transcription factor UF, polype 



Hs.69553 
Hs.56155 



Hs.23618 
Hs^248 
Hs. 152825 
Hs.168352 
HS.26539B 
Hs.268012 
Hs^67245 
429118 H20669 Hs.35406 
405769 

438295 AJ394151 Hs.37932 
453628 AW243307 Hs.83937 
450096 AI682088 Hs.79375 
449318 AW236021 Hs.78531 
423881 AK001720 Hs.134403 
408728 AL137379 Hs.47125 
422219 AW978073 Hs.1010 
418661 NNL001949 Hs.1189 
420726 KD2402 Hs.1330 
418413 R95735 Hs.117753 
443354 AW970572 Hs.9247 
406667 M12523 Hs.184411 
436411 AW674352 
417246 AI760098 
410664 NMJM6033 Hs.65370 
432686 BE223007 Hs.152460 
442881 AI023175 
432356 AA831032 
450218 R02018 
405460 NA 
452824 W27643 Hs.73965 



Hs.21411 



Hs.167022 
Hs.1 11670 
Hs.168640 



integrin, alpha 1 
folate transporter/carrier 
signal recognition particle 7?kO 
gb:RC3^T0319-120200-014-a09 BT0319 Homo 
ESTs, WeaJdy sim3ar to ALU INHUMAN ALU S 
CD06 (cell division cycle 6, S. cerevisi 
hypothetical protein 
ESTs 
ESTs 

hypothetical protein RJ 1 0704 

small inducible cytokine subfamBy B (Cy 

ESTs 

rtudeorxmn-Bke protein 1 

ESTs, Weakly similar to transforrnaficn-r 

fetry^d-Coenzyrne A Cgase, long-chain 

hypothefical protein FU 14803 

ESTs, Highly similar to unnamed protein 

ESTs 

hypothetical protein 

hdocarboxytase syntttetase (bioGn-{prop 
Homo sapiens, Similar to RIKEN cDNA 5730 
hypolhetica! protein FU 10858 
hypothetical protein FU13912 
regulator of mitotic spindle assembly 1 
E2F trans crip 5cm factor 3 
coagulation factor IX (plasma Uirombopla 
ESTs, WeaWy similar to A48666 cefl pro! 
protein kinase, AMP-acfivated. alpha 1 c 
albumin 

gb:ba63c07.y1 NIH_MGC_12 Homo sapiens cD 
ESTs 

lipase, endothelial 

Homo sapiens cDMA RJ 12909 Bs. clone NT 
ESTs 

ESTs, Highry similar to JC2257 prolyl ol 
ankylosis, progressive (mouse) homotog 
NA 

spBctng factor, argjraneterine-rich 2 
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445873 AA25097Q Hs.251946 
425282 AW163518 Hs.155485 
439857 AA847194 Hs.232002 
430403 AF039390 
444471 AB020684 
419559 Y07828 
437641 AA811452 
455364 H72176 
417791 AW955339 Hs.1 11471 
414271 AK000275 Hs.75871 
432023 AW273128 Hs.330144 
430294 AI538226 Hs.32976 
450S00 BE079478 Hs.24880 
420595 AA278855 Hs.88523 
404477 NA 
457003 S78234 
443055 AV653742 
452220 BE15B006 
414463 T69078 
457465 AW301344 Hs.122908 
436149 A1754308 Hs.159452 
433790 BE298215 
427920 Z11502 
424641 AB001106 
426514 BE616833 Hs.170195 
411975 AI916058 Hs.144583 
409239 AA740B75 
429628 H09604 
449722 BE280O74 
428389 AW135714 Hs.283127 
419945 AW290975 Hs.118923 
410365 A1287518 Hs.62669 
420585 AW505139 Hs.9460 
407809 AW082279 Hs.244106 
457708 AAB05443 Hs.179909 
427943 AW959075 Hs.238797 
428771 AB028992 Hs.193143 
446638 AL133063 
T85017 



Hs.241382 
Hs.11217 
Hs.91096 
Hs.291911 
Hs.4273 



Hs.172405 
Hs.15536 
Hs.212296 
Hs.76177 



Hs.288968 
Hs.181107 
Hs.151413 



Hs.44307 
Hs.13268 
Hs.23950 



436961 

430514 AA318501 
415245 N59650 



Hs.15783 
Hs 1192 
AW375974 Hs.156704 
HS.2415B7 



Hs.27252 
Hs.30696 



452823 AB012124 

423508 AW604297 Hs.129711 

401165 NA 

415382 AI743539 

433968 AL1 57518 

421528 AB037837 

443325 BE398006 

444355 BE383686 

450715 A12664B4 

427510 Z47542 

455630 AV655701 
441085 AW136551 Hs.181245 
434206 AW136973 Hs^88516 
446619 AU076643 Hs.313 
432542 AW083920 Hs.16098 
433675 AW977653 Hs.75319 
423441 R68649 
452940 AAQ29722 
440400 AA994364 
453439 AI57243B 
447247 AW369351 Hs.287955 
449915 NNL004529 Hs.404 
427975 AI536065 Hs.122460 
400297 A1127076 Hs.334473 
404253 

435567 AW504944 Hs. 162990 
432158 W33165 
417315 AI080042 
419140 AI982647 
446901 AI347274 
451806 NM 003729 Hs.27076 
411571 AA122393 Hs.70811 
442717 R88362 
443426 AF098158 
419131 AA406293 
430264 AA470519 
450159 AJ702416 
453531 AA417940 
444826 AI674482 
445354 AV653485 
444078 BE246919 
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Hs.179312 
Hs.75183 



Hs.278359 
Hs.2173 
Hs.125594 
Hs.32976 



poty{A)-binding protein, cytoplasmic 1-1 
tomGngtin interacting protein 2 
ESTs 

tumor necrosis factor (Bgand) superfami 
WAAQ877 protein 
ring finger protein 
ESTs 

hypothetical protein FU 13159 
ESTs 

protein kinase C binding protein 1 
EST 

guanine nucleotide binding protein 4 

ESTs 

ESTs 

NA 

cell division cycle 27 

hypothetical protein DKFZp761J139 

ESTs 

alpha-1-rnicroglobuBii/bikunin precursor 

DNA replication factor 

ESTs 

RAB22A, member RAS oncogene family 
annexlnA13 

giia maturation factor, beta 

bone morphogenefic protein 7 (osteogenic 

ESTs 

ESTs, Moderately similar to 138022 hypot 

ESTs 

cyciinBI 

ESTs, Weakly simBar to T19201 hypothefi 
ESTs 

Homo sapiens mRNA; cDNA DKFZp586D0923 (f 
Homo sapiens mRNA; cDNA DKF2p547C244 (fr 
ESTs 

hypothetical protein FU22995 
ESTs, Moderately simnar to 138022 hypot 
KIAA1069 protein 

Homo sapiens mRNA; cONA DKFZp434P1 1 1 5 (f 
WAA0074 protein 
ESTs 

megakaryocyte-enhanced gene transcript 1 
ESTs 

transcription factor-Gte 5 (basic helix 
hepatitis A virus cellular receptor 1 
NA 

ESTs, Weakly simaar to non-lens beta ga 
PR02463 protein 
hypothetical protein FU20357 
Homo sapiens, clone IMAGB41 32043, mRNA. 
ESTs, Moderately similar to ALU6_HUMAN A 
ESTs, Weakly similar to KIAA1 324 protein 
small nuclear RNA activating complex, po 
cytochrome P450, subfamily HE (ethanot- 
Homo sapiens cDNA RJ12532 fis, done NT 
ESTs, Weakly similar to S69890 mitogen i 
secreted phosphoprotein 1 (osteoponfin, 
daudfo2 

ribonucleotide reductase M2 polypeptide 
absent In melanoma 1 tike 
fucosyltransferase 4 (alpha {1 .3) fucosy 
ESTs. WeaWy similar to T25472 hypothefi 
guanine nucleotide binding protein 4 
Homo sapiens cDNA FU13090 fis, clone NT 
iriyetoidfymphoid or mixed-lineage teukem 
ESTs 

hypothetical protein DKFZp56401278 
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Hs.200771 
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Homo sapiens cDNA FU14193 fis, ctone NT 
UDP^tocoscgtycoprotein glucosyltransfe 
riboscmal protein S24 
ESTs 

gb:tc05dQ2a1 NCI_CGAP_Co16 Homo sapiens 

RNA 34erminal phosphate cyclase 

hypothetical protein FU20516 

ESTs, WeaWy similar to T23976 hypothefi 

chromosome 20 open reading frame 1 

ESTs 

gbmc71f10.s1 NQ_CGAP_Pr1 Homo sapiens 
ESTs, Moderately simnar to A Chain A. T 
ESTs, Weakly similar to JC5795 CDEP prot 
ESTs 

Homo sapiens clone FLB3344 PR00845 mRNA, 
U5 snRNP-specific 40 kDa protein (hPrpS- 
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418134 
430544 
427927 
410804 
410406 
408494 
452930 
446432 
456653 
425322 
428261 
421039 
407819 
424S98 
433361 
435022 
447164 
454018 
439871 
453941 
411560 
435532 
43800B 
421246 
451707 
457574 
443613 
415857 
438746 
408660 
427738 
456855 
417221 
424770 
417720 
428571 
452862 
414343 
437222 
422665 
414706 
446565 
447829 
427576 
. 456132 
407305 
419741 
424581 
445592 
453320 
451797 
413930 
410659 
446202 
432193 
439262 
401823 
441264 
424081 
408321 
447432 
404519 
443268 



427961 
427660 
411643 



426472 
410389 
439979 
422363 
443162 
431678 
430439 
407201 
437905 
434160 
407995 
4129S6 
414386 
444381 



AW630803 


Hs.89497 


temin B1 


3.40 


AA397769 


Hs.86617 


ESTs 


3.40 


AA481066 


Hs.105153 


Homo sapiens, done IMAGE3461 987, mRNA, 


3.39 


AJ879165 


Hs.2227 


CCAAT/enhancer binding protein (C/EBP), 


3.39 


U64820 


Hs.65521 


Machado-Joseph disease (spinocerebellar 


3.39 


AI969703 


Hs.1466 


glycerol kinase 


3.38 


AA554714 


Hs.187578 


Homo sapiens cDNA RJ1 1639 fis, clone HE 


3.38 


AW195285 


Hs.1 94097 


ESTs, Weakly simOaf to I38Q22 hypothefi 


3.38 


AB77320 


Hs.150058 


ESTs 


3.36 


AJ807519 


Hs.104520 


Homo sapiens cDNA FU13694 fis, done PL 


3.35 


U63630 


Hs.155637 


protein kinase, DNA-acovated, catalytic 


3.35 


AW006855 


11 8392 


ESTs, Weakly similar to LNHUER IgE Fc re 


3.35 


NM_003478 Hs. 101 299 


cufl'm 5 


3.35 


R42185 


Hs.274803 


ESTs 


3.35 


AA164366 


Hs.151973 


hypothetical protein FU23511 


3.35 


AW469373 


Hs300141 


ribosomal protein L39 


3.35 


AW183385 


Hs34627 


ESTs, Weakly similar to FTDH_HUMAN 10-FO 


3.35 


AF026941 


Hs.17518 


Homo sapiens dg5 mRNA, partial sequence 


3.35 


AW016892 


Hs.100855 


ESTs 


3.35 


R88518 


Hs.46736 


hypothetical protein RJ 23476 


3.35 


U39817 


Hs.36820 


Bloom syndrome 


3.34 


AW851186 


Hs.179909 


hypothetical protein FU22995 


333 


AW29148S 


Hs.1 17305 


Homo sapiens, done IMAGE3682908, mRNA 


333 


AA775026 


Hs^03802 


ESTs 


3.33 


AW582962 


Hs.102897 


CQ-47 protein 


133 


AW051061 


Hs.60973 


ESTs 


333 


H88717 


Hs.27774 


ESTs, Highly similar to AF1 61 349 1 HSPC0 


3.31 


AI079356 




gb:oz39b09.s1 Soares_NhHMPu_S1 Homosapi 


331 


AA856115 


Hs.1 27797 


Homo sapiens cDNA FU1 1381 fis, done HE 


331 


AI885815 


Hs.184727 


ESTs 


3.30 


AA525775 


Hs.292523 


ESTs, Moderately similar to PC4259 ferri 


330 


NMJJ00318 Hs.160612 


peroxisomal membrane protein 3 (35kD, Ze 


3.30 


AW361299 


Hs.107000 


hypothetical protein FU11294 


3.30 


AW379029 


Hs.118338 


ESTs, Weakfy similar to unnamed protein 


3.30 


AA425562 


Hs.11065 


Homo sapiens HDCME13P mRNA, parfial cos 


3.30 


AA205625 


Hs.208067 


ESTs 


3.29 


KM_006531 


Hs.2291 


Probe hTg737 (polycystic kidney disease. 


129 


AW378065 


Hs.8687 


ESTs 


3.28 


AL036166 


Hs.323378 


coated vesicle membrane protein 


3.28 


AL117588 


Hs.12778 


ESTs 


3.28 


AJ011812 


Hs.1 19018 


transcription factor NRF 


3.28 


AW340125 


Hs.76989 


WAAQ097 gene product 


3.28 


D13757 


Hs311 


phosphoribosyl pyrophosphate amidotransf 


127 


AI433029 


Hs.164104 


ESTs 


3.27 


BE242611 


Hs^173 


fucosyltransferase 4 (alpha (1,3) fucosy 


3.27 


BE219771 


Hs.237146 


hypothetical protein FU 12752 


3.26 


AA715284 




gb3w35t03.ii NCLCGAP_Br5 Homo sapiens 


3.26 


NM_007019 Hs.93002 


ubiqunin carrier protein E2-C 


3.26 


M62052 


Hs.1 50917 


caterrin (cadherin-associated protein), a 


3.25 


AV654382 


Hs.17947 


ESTs, Weakly similar to T16534 hypothec 
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AW450240 


Hs^57274 


ESTs 


3.25 


AW663858 


Hs333513 


small inducible cytokine subfamily E, me 
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M86153 


Hs.75618 


RAB 1 1 A, member RAS oncogene family 


125 


A1080175 


Hs*8826 


ESTs 
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A1279706 


Hs.149474 


ESTs 


125 


AA372264 


Hs.273193 


hypothetical protein FU 10706 
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AA832333 


Hs333045 


ESTs 
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NA 




NA 


125 


AA927170 


Hs23290 


ESTs 
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NM.006413 Hs.139120 


ribomidease P (30k0) 
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AW405882 


Hs.44205 


cortistatin 
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AW958473 


Hs.301957 


nudrx (nucleoside diphosphate finked mri 


3.24 


AI800271 


Hs.129445 


hypolheficai protein FU 12495 


3.24 
123 


AW297582 


Hs.103267 


hypothefical protein FU 22548 similar to 


3.23 


AW293165 


Hs.143134 


ESTs 


3.22 


AI741320 


Hs.1 14121 


Homo sapiens cDNA FU23228 fis, clone C 
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AI924519 


HS.19S70 


hypothefical protein FU 22023 


3.21 


AW375610 


Hs.1171Q2 


hypothetical proton FU13046 similar to 


121 


BE24513B 


Hs.30853 


ESTs 


3.21 


AW954049 


Hs.8177 


EST*; Wfiflktv similar tn Pf HI IRR QaPtvnru 
Cw 1 o, TVcoJUy Mllluol (U r inuDD salivary 




AW600291 


Hs.6823 


hypothefical protein FU 10430 


121 


T55979 


Hs.1 15474 


replication factor C (activator 1) 3 (38 


120 


T49951 


Hs.9029 


DXFZP434G032 protein 
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AW072372 


Hs.267446 


hypothetical protein FU11164 


3.20 


AL133561 


Hs^41426 


DKFZP434B081 protein 


3.20 


N31998 


Hs.164256 


hypothefical protein FU 20657 


3.20 
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Hs.1 75596 


ESTs, Weakly similar to T26935 hypothefi 


3.20 


BE551196 


Hs.1 14275 


ESTs 
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AI094748 


Hs.100134 


hypothetical protein FU 12787 
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BE243311 


Hs3024 


IK cytokine, down-regulator of KLAll 
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XD0442 


Hs.75990 


haptoglobin 
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BE387335 


Hs.283713 


ESTs, Weakly similar to S64054 hypothefi 


118 



142 



WO 03/042661 



PCT/US02/36810 



5 

10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



429597 
433764 
459370 
429616 
415083 
424687 



443830 
413516 
433527 
427986 
457453 
427687 
455068 
441720 
419569 
445921 
429957 
403137 
425268 
428645 
439635 
408806 
439277 
443584 



452194 
437594 
433759 
420911 
414080 
450209 
441790 



449664 
435979 
424602 
402963 
428967 
455838 
407502 
426853 
417845 
421056 
420617 
421841 
429534 
408353 
433037 
443183 
457726 
415786 
433013 
417601 
420276 
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425851 
436203 
416402 
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413801 
416248 
445413 
452909 
447048 
425942 
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458632 
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459055 
402167 
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404232 
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452787 
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410718 



NMJJ03816 Hs.2442 a disintegrm and metafloprotetae doma 

AW753676 Hs.39982 ESTs 

AA889982 Hs.271826 ESTs. Weakly similar to 138022 hypolheti 

A1982722 Hs.120845 ESTs 

A1632683 Hs.27179 Homo sapiens cDNAFU 1 2933 6s, clone NT 

J05070 Hs, 151738 matrix metalloprotelnase 9 (gelaGnase B 

A1767756 Hs.82302 Homo sapiens cDNA FU1481 4 lis, clone NT 

AW021173 Hs.18612 Homo sapiens cDNA: FU 21909 fe, clone H 

AI142095 Hs.143273 ESTs 

BE145907 gb:MR04TT0208-221299-204-e12 HT0208 Homo 

AW235613 Hs.133020 ESTs 

N45214 Hs.282387 Homo sapiens cDNA: FU21837 fis, clone H 

Z70695 Hs.272240 Homo sapiens cDNA FU1 1086 fis, clone PL 

AW003867 Hs.1 570 histamine receptor H1 

AI807894 Hs.47274 Homo sapiens mRNA; cDNA DKFZp56481 76 (fx 

AI346487 HsJ8739 ESTs 

A1971651 Hs.91143 jagged 1 (AlagHle syndrome) 

AW015211 Hs.146181 ESTs 

AW204530 Hs.99500 ESTs 

A1807883 Hs.180059 Homo sapiens cDNA RJ20653 fis, clone KA 

AA431400 Hs.98729 ESTs, Weakly similar to 2017205A dlhydro 

AA477288 Hs.94891 trypolheficai protein FU22729 

AW847814 Hs.289005 Homo sapiens cDNA: FLJ21532 fis, clone C 

R80061 Hs.1 64478 hypothetical protein FU21 939 similar to 

AI807036 Hs.267245 hypothetical protein FU14803 

T62745 Hs.1 84411 albumin 

A169441 3 Hs.332649 olfactory receptor, family 2. subfamily 

AA761431 Hs.74335 heat shock 90kD protein 1, beta 
AA680003 Hs.109353 Homo sapiens cDNA: FU 23603 fe, clone L 
U7741 3 Hs.1 00293 (Winked N-ace4ylgluccsamine (GlcNAc) tr 
AA135257 Hs.47783 B aggressive lymphoma gene 
AW008921 Hs.13138 Homo sapiens, clone IMAGE3448343, mRNA, 
AW294909 Hs.132208 ESTs 
BE614347 Hs.169615 hypothetical protein FU20989 
R06212 Hs.127733 ESTs 

W03698 Hs.83513 ESTs, WeaWy similar to ALU 1 .HUMAN ALU S 
AK002055 Hs.151046 hypothetical protein FU1 1 193 



AW978441 
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U52096 
U32974 
AL117461 
AI076890 
AK001652 
AA908197 
AW976987 



Hs.296100 ESTs 



NWL014158 
R16258 
AI217477 
AW419196 
A1697890 
NM_014735 
AA290938 
BE560621 
BE300091 
NMJJ01490 
BE384982 
NM.000715 
A1985810 
M62246 
H99169 
AA151342 
NMJM5368 
AW393080 
AU077195 



Hs.172777 
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Hs.146847 
Hs59423 
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Hs.44298 
Hs.279938 
Hs.6217 
Hs.194591 
Hs.257924 
Hs.127337 
Hs.82292 
Hs.190561 
Hs.9222 
Hs.1 19699 
Hs.159642 
Hs^076 
Hs.1012 
Hs.301173 
HSL35406 
Hs.23450 
Hs.12677 
Hs.30985 
Hs.228320 
Hs.164036 
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gfcHuman zinc finger protein (kr-znti) m 
bacutoviral IAP repeat-containing 4 
Homo sapiens mRNA; cDNA DKFZp586F1822 (f 
TRAP family member-associated NFKB acfiv 
ATP-dependent RNA helicase 
MAK-related kinase 

ESTs, Weakly simHar to 2109260A B cell 
rnitochondnal ribosomal protein S17 
HSPO067 protein 

Homo sapiens cDNAFU 12521 fis, clone NT 
ESTs 

hypothetical protein FU 13782 

axin 2 (conducfin, axil) 

K1AA0215 gene product 

ESTs. Highly similar to SORL.HUMAN SORT! 



hypothetical protein FU12969 
glucosamine (N-acetyt) transferase 1, c 
Homo sapiens cDNA: FU22128 fis, done H 
complement component 4-binding protein, 
ESTs 

ESTs, tfghly simiar to unnamed protein 
mitochondrial ribosomal protein S25 
CGU47 protein 
pannexin 1 

hypothetical protein FU23537 
glucosamine (N-acetyi)-6-su!fatase (Sanf 



U55936 Hs.184376 synaplosomal-associated protein. 23kD 

AW948147 gb:RCO-frfT0013-28030T>031^03 MT0013 Homo 

AI744445 Hs.167073 Homo sapiens cDNA FU13047 fis, ctone NT 

BE281316 Hs.47334 hypothetical protein FU 14495 

N23235 Hs.30567 ESTs, Weakly sinilar to B34087 hypoBietj 

AB027249 Hs.1 04741 PDZ-binding kinase; T-cell originated pr 

AW976806 Hs.73149 paired box gene 8 

AI761820 Hs.41 074 ESTs, Weakly similar to 139294 Mcleod sy 

X90908 Hs.74126 fatty acid binding protein 6, ileal (gas 

AW294022 Hs.222707 WAA1718 protein 

U66468 Hs.1 59525 cefl growth regulatory with EF~hand doma 

AI920783 Hs.191435 ESTs 
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AF1 10908 


Hs.297660 


TNF receptor-associated factor 3 


3.04 


445861 


AI696519 


Hs.14427 


Homo sapiens cDNA: RJ21800fc, done H 


3.03 


425492 


AL021918 


Hs.158174 


zinc finger protein 184 (Kruppei-Eke) 


3.G2 


452834 


AI538627 


Hs.105685 


WAAI 688 protein 


3.02 


410102 


AW248508 


Hs.279727 


Homo sapiens cDNA FU14035 fis, clone HE 


102 


416558 


H64844 


Hs.138558 


ESTs 


102 


425834 


KM.001639 Hs.1957 


amyloid P component serum 


102 


426711 


AA383471 


Hs.1 80569 


conserved gene amplified in osteosarcoma 


3.01 


412719 


AW016610 


Hs.129911 


ESTs 


101 


4395B6 


AA922936 


Hs.110039 


ESTs 


101 


422867 


132137 


Hs.1584 


cartilage oBgomeric matrix protein (pse 


101 


429703 


T93154 


Hs^8705 


ESTs 


100 


400296 


AA305627 


Hs.139336 


ATP-ttnding cassette, sub-family C {CFTR 


100 


415261 


T4092B 


Hs.8346 


ESTs 


3.00 


419435 


A1200540 


Hs.14877 


ESTs, Weakly similar to (deffine not ava 


100 


429985 


NVL015836 


Hs.227274 


tryptophan^ tRNA synthetase 2 {rrdtochon 


100 


423038 


D26528 


Hs.123058 


DEAD/H (Asp-Qu-Ala-Asp/His) box potypep 


100 


407182 


AA312551 


Hs.230157 


ESTs 


100 


424202 


BE350295 


Hs.15032 


RAN binding protein 17 


100 


444585 


AW170015 


Hs.6594 


ESTs 


100 


420552 


AKD00492 


Hs.98806 


hypothetical protein 


• 100 


451939 


U80456 


Hs^7311 


single-minded (Drosoph9a) homobg 2 


100 


441928 


AI370188 


Hs.211454 


ESTs 


-100 


430888 


BE155293 


Hs.76064 


ribosomal protein L27a 


100 


417806 


A1867277 


Hs.183733 


ESTs 


100 


447175 


AI365208 


Hs.293606 


ESTs 


100 


417177 


NM.004458 Hs*1452 


fatty-add-Coenzyme A Dgase, long-chain 


100 


435447 


A1872932 




gb:wm72e0lx1 NCLCGAP_Ut2 Homo sapiens 


100 


405394 








100 


454975 


AW848047 




gtrfL3^T0214-291299^52^12 CT0214 Homo 


3.00 


441535 


AL135735 


Hs.7885 


phosphatidyfinositol binding clathrin as 


100 


428361 


NM.015905 Hs.183858 


transcriptional intermediary factor 1 


100 



TABLE W 

Pkey: Unique Eos probeset identifier number 

CAT number Gene duster number 
Accession: Genbank accession numbers 



CAT number Accession 



411765 
411864 
412359 
413516 
414148 
424492 
430264 
431054 
433687 
434414 



435447 
436411 
443613 
446901 
448310 
451401 
454403 
454975 



125700J 
1262055.1 
129085.1 
1374595.1 
142133.1 
240008.1 
315008.1 
327472.1 
373061J 
1 



406400J 

419334.1 

575391.1 

697809 1 

757918.1 

868474.1 

1170435.1 

1247077.1 

1374505.1 



H43346AA248302AA095182 

AW948147 BE092318 AW948138 AW9481 30 AW948148 AW948129 AW948136 AW9481 52 AW948144 AW948137 AW948160 
AW837985 AW837938 AA101955 AW837913 AW837935 

BE145907 BE145796 BE145803 BE145851 BE145923 BE145812 BE145809 BE145852 BE145856 

BE084049 AW292907 M135984 

AI133482AI207619AA341626 

AA470519 BE303010 BE302954 BE384120 

AI903735 M491283 AI694953 AW976903 AA761362 

AA743991 AA604852 AW272737 

AI798376 S46400 AW81 1617 AW81 161 6 W00557 BE142245 AW858232 AW861851 AW858362 AA232351 AA218567 AA055556 AW858231 
AW857541 AW814172 H66214 AW814398 AF134164 AA243093 AA173345 AA199942 AA223384 AA227092 AA227080 T1 2379 AA092174 T61 139 
AA149776 AA699829 AW879188 AW813567 AWB13538 A1267168 AA 1577 18 AA1 57719 AA1 00472 AA100774 AA130756 AA1 57705 M157730 
AA157715 AA053524 AW849581 AW854566 C05254 AW882836 T92537 AW8 12621 AA206583 AA209204 BE156909 AA226824 A1829309 AW991957 
N66951 AA527374 H66215 AA045564 AI694265 H60808 AA149726 AW195620 BE0B1333 BE073424 AW817662 AW817705 AW817703 AW817659 
BE081531 H59570 

AI872932 AA682306 BE220163 W88695 T81 307 H91447 

AW674352AA715374 Z25205 

A1D79356 W23287 

AI347274AW844024 

AI480316AW847535 ' 

AI793163 AW875182 AW875178 AW875176 



AW848047 AW848202AW848631 AW848142 AWB48702 AW848121 AW848632 AW848140 AW848571 AW848009 AW848067 AW848069 AW848905 
AW846214 

BE145808BE145807BE181883 



TABLE 6C 



Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham I. et aL" refers to the pubBcafion 

sequence of human chromosome 22/ Dunham LetaL, Nature (1999) 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 

NLposifion: Indicates nucleotide positions of predicted exons. 



The DNA 
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Pkey 


Ref 


Strand 


kit nr&ifinn 


400534 




Minus 


778537-279292 


401165 


9438376 


ftnuiUd 


166244.168423 


401480 


7321503 




166120-166347166451-166557 169651-169832 


401644 


OC7fi1*50 
OOf D 1 JO 


rhJS 


82655-83959 


401823 




Minus 


42575-42697 43189-43287 45830-45974 


402167 


RC717OC 




1fW1 72-1 10357 


402963 


5419653 






403137 


9211494 


Minus 


92349-92572.92958-9308453579-93712.93949-9407294591-94748 95214-95337 




7770611 


Minus 


1414-1513 1624-1756 


404025 


7341444 




1^1740.131905 


404232 


8218045 


Minus 


I lOUXr-/ 1 TOO 


404253 


9367202 


Minus 


55675-56055 


404477 


6080699 


Plus 


113390-113577 


404516 


8151967 


Plus 


114153-114322 


404519 


8152000 


Plus 


12817-13000 


404567 


7249169 


Minus 


101320-101501 


404996 


6007890 


Plus 


37999-38145,38652-38998.39727-39872,40557-40674,42351-42450 


405394 


6624123 


Minus 


31900-32373 


405460 


7684569 


Minus 


52223-52389 


405769 


3045270 


Minus 


76844-77193 


406117 


9142932 


Plus 


54304.54584 


40S333 


9213235 


Plus 


64689-64798 


406360 


9256107 


Minus 


7513-7673 


406414 


9256407 


Plus 


49593-49850 
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TABLE 7A: 516 GENES UP-REGULATED IN COLON CANCER COMPARED TO NORMAL COLON 

Table 7Alists 516 genes up-regulated in colon cancer compared to noimal colon. These rae selected as ^ Table 6Aexrept for us^ aD CEP am) colon sample in the rioimal body 
tissue Pst as the normal samples in determining the denominator value and the ralio was equal to or greater than 50. 

Pkey' Unique Eos pro beset identifier number 

ExAccrc Exemplar Accession nurnber, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene fiBe 

R1: RaDo of tumor to normal colon 



Pkey 


ExAccn 


UnigenelD 


Unigene Title 


R1 


441031 


AI110684 


Hs.7645 


fibrinogen, B beta pofypepSde 


57.52 


406567 


M12523 


Hs.184411 


albumin 


49.94 


409041 


AB033025 


Hs.50081 


KIAA1199 protein 


49.18 


428330 


L22524 


Hs5256 


matrix metalloproteinase 7 (matrflysto, 


4Z22 


421552 


AF026692 


Hs.105700 


secreted frizzled-related protein 4 


34.64 


429201 


X03178 


Hs.198246 


group-specific component (vitamin 0 bind 


33.38 


452281 


T93500 


Hs.28792 


Homo sapiens cDNA RJ 1 1041 fa, clone PL 


33.10 


447033 


AI357412 


Hs.157601 


ESTs 


3154 


428839 


AI767756 


Hs.82302 


Homo sapiens cDNA FLI14814 fts, clone NT 


2654 


438461 


AW075485 


Hs586049 


phosphos Brine aminotransferase 


25.40 


413841 


M34276 


Hs.75576 


plasminogen 


24.68 


428187 


AI687303 


Hs585529 


G protein-coupled receptor 49 


24.00 


408806 


AW847814 


Hs589005 


Homo sapiens cDNA: FU21532 lis, clone C 


23.18 


452862 


AW378065 


Hs,8687 


ESTs 


2154 


415989 


A1267700 


Hs517584 


ESTs 


2052 


427585 


D31152 


Hs.179729 


collagen, type X, alpha 1 {Schrrrid metaph 


1952 


421470 


R27496 


Hs.1378 


annexinA3 


1752 


424051 


AL110203 


Hs.138411 


Homo sapiens mRNA; cONA DKFZp586J1922 (f 


1756 


439759 


AL359055 


Hs.67709 


Homo sapiens mRNA lull length insert cDN 


1758 


449032 


AA045573 


Hs52900 


nuclear factor (erythraitWenved 2}-lik 


1758 


421462 


AF016495 


Hs.104624 


aquaporin 9 


17.02 


424252 


AK000520 


Hs.143811 


hypothefical protein FU20513 


1658 


452823 


AB012124 


Hs50696 


transcnpfion factor-like 5 (basic helix 


16.70 


432340 


AA534222 




gb:nj21d02.s1 NCLCGAP_AA1 Homo sapiens 


• 16.64 


433447 


U29195 


Hs.3281 


neuronal pentraxin U 


1659 


414386 


X00442 


Hs.75990 


haptoglobin 


16.19 


425260 


L47726 


Hs.1870 


phenylalanine hydroxylase 


16.08 


444754 


T83911 


Hs.11881 


transmembrane 4 superfamiry member 4 


15.82 


439518 


W76326 




gb2d60d04j1 Scares JetaLhearLNbHH19W 


15.80 


443211 


AI128388 


Hs-143655 


ESTs 


15.78 


4396D8 


AW864696 


Hs.301732 


hypothetical protein MGC5306 


1552 


414559 


AV656184 


Hs.76452 


C-reacfive protein, pentraxin-related 


15.42 


412719 


AW016610 


Hs.129911 


ESTs 


1554 


439451 


AF086270 


Hs.278554 


heieroJirornatin-fike protein 1 


15.18 


448974 


AL049390 


Hs52689 


Homo sapiens mRNA: cDNA DKFZp5B601318 (f 


15.03 
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416402 NM_000715 Hs.1012 complement component 4*mdirtg protein, • 14.60 

453863 XD2544 Hs372 orasomucoid 1 1435 

441243 AI767056 Hs.193002 ESTs 1430 

413318 AU076607 Hs.75285 inter-dpha {gtobufin) InhiUtar, H2pol 14.30 

5 451917 AW391351 Hs.50820 Homo sapiens unknown mRNA 1351 

433213 AW665130 Hs.137190 ESTs 13.80 

428261 AW006B55 Hs.118332 ESTs. WeaJdysiirabrtaLNHUERigE Fere 13.52 

438578 AA811244 Hs.164168 ESTs 13.40 

. 429170 NM.001394 Hs.2359 dual specificity phosphatase 4 1336 

10 417006 AW673505 Hs.B0758 aspartyRRNA synthetase 13.00 

449199 AI990122 Hs.196988 ESTs 1198 

436393 AW022213 Hs.143617 ESTs 1190 

413585 AI133452 Hs.75431 fibrinogen, gamma polypeptide 1233 

451561 N52B12 Hs.177403 ESTs 12.72 

15 420734 AW972872 Hs.293736 ESTs 12.70 

422420 U03398 Hs.1524 tunxrneciosisfac^^arKlJsupeffami 1150 

441377 BE218239 Hs^02656 ESTs 12.45 

435981 H74319 Hs.188620 ESTs 1238 

417296 135195 Hs.81884 sutfotransferase famDy, cytoscne, 2A, 12.38 

20 428664 AK001666 Hs. 189095 simlar to SALL1 (sal {Drosophfla)-fike 1238 

459370 AA889982 Hs.271826 ESTs, Wealdy similar to 138022 hypotheti 12.34 

430290 AI734110 Hs. 136355 ESTs 1230 

450221 AA328102 Hs.24641 cytoskeleton associated protein 2 12.26 

450628 AW382884 Hsl04715 ESTs 12.24 

25 446232 AI281848 Hs.194691 refinoic acid induced 3 12.16 

428223 AA424313 Hs.98402 ESTs 1108 

432582 A1623817 Hs.168457 ESTs 1108 

407884 BE075316 Hs.95011 syntropHn, beta 1 (dystrophin-associate 1102 

428493 AK001745 Hs, 184628 hypothefical protein FU10883 1101 

30 407202 N58172 Hs.109370 ESTs 11.84 

422109 S73265 Hs.1473 gastrin-rcleasing peptide 11.68 

434699 AA643687 Hs. 149425 Homo sapiens cDNA RJ11980 fis, done HE 11.68 

447532 AKD00614 Hs.18791 hypothetical protein FU20607 11.67 

443162 T49951 Hs.9029 DKFZP434G032 protein 11.67 

35 450149 AW969781 Hs.132863 2k famBy member 2 (odd-paired Drosophi 11.62 

446372 AB020644 Hs. 14945 long fatly acyl-CoA synthetase 2 gene 1146 

453909 AW004045 Hs.203365 ESTs 11.42 

416655 AW968613 Hs.79428 8CL2/adenovinjs E1B 19kD-interacting pro 11.34 

452903 AI953425 Hs.246911 ESTs, Weakly similar to 138022 hypothec 1132 

40 433011 H07960 Hs.306044 CC3-05 protein 1130 

423575 C18863 Hs.163443 Homo sapiens cDNARJ 11 576 fis, done HE 1112 

455777 AA524285 Hs.154172 ESTs, Moderately similar to BCGf .HUMAN B 11.20 

425745 U44060 Hs.14427 Homo sapiens cDNA: FU21800 fis, done H 11.08 

407168 R45175 Hs.117183 ESTs 10.91 

45 407633 NMJM7069 Hs37189 simiiartoratHREV107 1030 

400534 10.88 

450434 AA166950 Hs.195870 hypothefical protein FU14991 10.76 

445873 AA2S0970 Hs.251946 pory{A)-bindifW. protein, cytoplasrnic 1-1 10.68 

44(626 AI832243 Hs.211471 ESTs 10.63 

50 427544 AI767152 Hs.181400 ESTs, Weakly similar to I78B85 serinefth 10.62 

447974 R76886 gb:yi64b03,s1 Soares placenta Mb2HP Homo 10.52 

431958 X63629 Hs.2877 cadherin 3. type I.P-cadherin (placenta 1032 

453922 AF053306 Hs.36708 budding unrnhiblted by benzrrrudazotes 1 10.50 

457065 AI476318 Hs.192480 ESTs 10.40 

55 408950 AA707814 Hs.14945 long fatty acyt-CoA synthetase 2 gene 10.38 

419852 AW503756 Hs^86184 hypothetical protein (JJ551D15 10.34 

414718 H95348 Hs.107987 ESTs 10.29 

447505 AL049266 Hs.18724 Homo sapiens mRNA; cDNA DKFZp564F093 (fr 1018 

404567 10.14 

60 428536 AI143139 Hs^288 vislnlrt-ftke 1 10.06 

444381 BE387335 Hsl83713 ESTs, WeakJy similar to S64054 hy potheS 10.05 

437267 AW511443 Hs.258110 ESTs 10.00 

420583 H77859 Hs.65450 reticulon4 10.00 

407244 M10014 Hs.75431 fibrinogen, gamma polypeptide 9.99 

65 425071 NMJH3989 Hs.154424 deiodinase, iodothyronine, type tl 9.97 

449555 AI021987 Hs39970 ESTs 9.91 

459504 BE514127 gb:601315974F1 N!H_MGCL_8 Homo sapiens cD 9.90 

434609 R76593 gb:yi60c11j1 Soares placenta Nb2HP Homo 9.90 

412104 AW205197 Hsl40951 Homo sapiens, Similar to RIKEN cDNA 2210 9.B8 

70 447863 AL047611 Hsl88885 Homo sapiens cDNA FU14246 6s, done OV 9.84 

448106 AI800470 Hs.171941 ESTs 9.64 

439192 AW970536 Hs.105413 ESTs 9.64 

446619 AU076643 Hs313 secreted phosphoprotein 1 (osteopontin, 9.61 

„ 427535 R29543 Hs.2164 pro-platelet basic protein (Indudes pla . . 9.50 

75 440591 AA431599 Hs. 132799 hypothetical protein FU23451 9.44 

440404 AI015881 Hs.324527 mitodradrial noosomal protein S5 9.40 

426283 NMJJ03937 Hs. 169139 kynureninase (L-kynurerrlne hydrolase) 9.36 

401742 NA NA 9.30 

416393 N54037 Hs^62869 plasmmogen-fite 9.28 

80 413339 AI818080 Hs.194290 ESTs 918 

437641 AA811452 Hs.291911 ESTs 9.28 

428743 AL080060 Hs301549 Homo sapiens mRNA; cDNA DKFZpK>4H172 (fr 9.22 

431319 AA873350 Hs302232 ESTs 911 
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434008 AA740878 Hs.1 12982 ESTs 

446311 AW007294 Hs.149795 ESTs. Moderately sirriBar to ALU1JWMAN A 
419968 X04430 Hs.93913 irrteileuldn 6 fmterfefcn. beta 2) 
ESTs 

ESTs, Moderately sim8ar to S655S7 alpha 
collagen, type IX, alpha 3 
UOP glycosytoansfexase 2 family, polype 
Homo sapiens cONA RJ13594 fis. clone PL 
ESTs 



413597 AW302885 Hs.117183 

440527 AV657117 Hs.184164 

409327 L41162 

444107 T46839 

456653 AI807519 

450164 A1239923 



Hs.53563 
Hs.10319 
Hs.104520 
Hs.30D98 



432B67 AW016935 Hs.233364 ESTs 
437396 BE140396 Hs.21621 hypolhefical protein DKFZp762O076 



421126 M74587 

452712 AW838616 

419131 AA406293 

444783 AK001468 

418895 AA894638 

422665 AJ011812 



Hs.102122 msufin-tike growth factor binding prote 

gb:RC5-LT0054-140200-01 3^)01 LT0054 Homo 
Hs.41167 ESTs . 

Hs.62180 anlffin (Drosophila Scraps homolog), ad 
Hs.14600 ESTs 
Hs.1 19018 transcription factor NRF 
409757 NMJXJ1898 Hs.123114 cyslaiinSN 

419752 AA249573 Hs.1 52618 ESTs, Moderately similar to ZN91_HUMANZ 
412446 AI768015 Hs.92127 ESTs 
433285 AW975944 Hs.237396 ESTs 
414538 AW612228 Hs.1079B7 ESTs 

449318 AW236021 Hs.78531 Homo sapiens, Similar to RIKEN cDNA 5730 
430835 AI240006 Hs.192326 ESTs 

ESTs. WeaWy similar to ALU4_HUMAN ALU S 
EGF-Ske-domain, multiple 6 
a oTsintegrin and metaltoprotetnase doma 
vitronectin (serum spreading factor, som 
M-phase phosphoprotetn 1 
Hs 221504 ESTs 

Hs!83326 matrix metaltoprotemase 3 (stromelysin 



Hs.15617 
Hs.12844 



Hs.240 



445467 A1239B32 

445537 AJ245671 

450375 AA009647 Hs.8850 

428355 BE256452 Hs.2257 

444478 W07318 

439398 AA284267 

426368 BE440042 
403776 

418973 AA233056 

445436 A1224105 

417958 AA767382 

452838 U65011 



Hs.191518 ESTs 

Hs.151408 ESTs 

Hs.193417 ESTs 
Hs.30743 



425761 AW664214 Hs.196729 ESTs 
449419 R34910 Hs.119172 ESTs 



preferentialy expressed antigen in meta 



gb:Human mRNA done with similarity to L 
ESTs 

TNF receptor-associated factor 5 
Homo sapiens cDNA: FU21869 fis, clone H 
transcription elongation factor A (Stl)- 
gbmf76g1U1 Na_CGAP_Co3 Homo sapiens 
solute carrier family 7, (cafionic amino 
Homo sapiens cDNA FU 13997 fis, done Y7 
fidgeSn-Gkel 
Hs.150555 protein predicted by clone 23733 
Hs.146086 ESTs 

cerebral cavernous malformations 1 
ESTs 

Homo sapiens cDNA FU14866 fis, done PL 
IGF-llmRNA-binding protein 3 
latent transforming growth factor beta b 
Hs.1 19976 Human DNA sequence from done RP1-20N2 o 
Hs.106260 sorting nexin 10 
daudin2 
ubtnucleln 1 

fibrinogen, A alpha polypeptide 
albumin 

matrix metaltoproteinase 1 (interstitial 
Homo sapiens cDNA FU 1 2789 fis, clone NT 
NA 

Hs.272620 pregnancy specific beta-1-gfycoprotein 9 
Hs.112264 ESTs 
Hs.191060 ESTs 
Hs.133529 ESTs 

Hs.15423 hypothetical protein HDCMC04P 
Hs.159183 WAA0754 protein 
Hs.283709 lir^lysacchanVJe specific response-7 p 
Hs.334264 ESTs 
ESTs 

424650 AW576156 Hs.250824 Homo sapiens cDNA: RJ23435 fis, done H 
410718 A1920783 Hs.191435 ESTs 

gb:dfZ7eOZy 1 Morton Fetal Cochlea Homo 
Hs.761 94 ribosomal protein S5 
HS.29B083 ESTs, Moderatety similar to PC4259 ferri 
Hs.44604 ESTs 
ESTs 

matrix metalloproteinase 1 0 (stromelysin 
Hs.50966 carbamoyi-phosphate synthetase 1, mitoch 
ESTs, WeaWy similar to K1AA0227 [Usapl 



407007 U22961 

420900 ALD45633 

452503 AB000509 

458242 BE299588 

420120 AL049610 

432363 AA534489 

418738 AW388633 Hs.6682 

446155 AI553695 

418379 AA218940 

424560 AA158727 

453116 A1276680 

419929 U90268 

409687 T51125 

407790 AI027274 

416661 AA634543 

418036 Z37976 

422762 ALD31320 

421633 AF121860 

432542 AW083920 Hs.16098 

414869 AA157291 

419502 AU076704 

406666 V00495 

416007 M13509 

439616 BE018635 

406360 NA 

406687 M31126 

431510 AA580082 

414312 AA155694 

443450 N66045 

449870 AI672487 

425681 AB018297 

408897 N50204 

443285 AI301918 

420807 AA280527 Hs.57846 



Hs.44269 
Hs.29735 
Hs.28465 
Hs.95243 



Hs.159422 
Hs.137516 



Hs.93810 

Hs.8493 

Hs.288941 

Hs.79440 

Hs.83337 



Hs.21479 
Hs.90765 
Hs.184411 
Hs.83169 
Hs.58582 



430848 AW021726 

434294 AJ271379 

445808 AV655234 

438604 AA811896 

458997 AW937420 Hs.69662 

400289 X07820 Hs.2258 

409187 AF154830 

445640 AW969626 Hs.31704 
404996 



9.20 
9.16 
9.16 
9.15 
9.14 

au 

9.05 
8.% 
8.95 
8.93 
8.92 
8.92 
8.90 

aes 

8.82 
8.82 
8.82 

a78 

8.74 

^71 

8.68 

8.64 

8.62 

8.60 

8.59 

8.52 

8.52 

8.50 

8.47 

B.44 

8.43 

8.42 

8.42 

8.38 

8.34 

8.34 

8.33 

&29 

8.28 

8.25 

8.23 

8.18 

8.16 

ai6 
ai2 

8.10 
8.07 
8.06 
8.04 
a04 
8.00 
8.00 
8.00 
7.99 
7.96 
7.92 
7.86 
7.84 
7.80 
7.78 
7.78 
7.77 
7.76 
7.76 
7.76 
7.71 
7.70 
7.64 
7.63 
7.62 
7.60 
■ 7.60 
7.60 
7.60 
7.60 
7.60 
7.56 
7.54 
7.54 
7.54 
7.52 
7.49 
7.48 
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420759 


T11832 


Hs.1 27797 


Homo sapiens cONAFUl 1381 fe, done HE 


7.48 


433859 


AW896758 


Hs773789 


ESTs 


7.44 


423952 


AW877787 


Hs.136102 


K1AA0853 protein 


7.44 


431193. 


AW749505 


Hs .296770 


WAA1719 protein 


7.43 


413530 


AA13015B 


Hs.1 9977 


ESTs, Moderately simHar to ALUS HUMAN A 


7.40 


417479 


AI057052 


Hs.1 335 54 


ESTs. Weaxty similar to Z195.HUMAN ZINC 


7.40 


424613 


AL079850 


Hs.1 51 238 


highly charged protein 


7.37 


417720 


AA205S25 


Hs.208067 


ESTs 


7.35 


449347 


AV649748 


Hs.295901 


K1AA0493 protein 


7.34 


449444 


AW81843S 


Hs.23590 


solute carrier family 16 (nronocarboxyRc 


7.34 


447499 


AW262580 


Hs.147674 


protocadherin beta 16 


7.32 


426890 


AA393167 


Hs.41294 


ESTs 


7.31 ' 


450568 


AL05C078 


Hs.25159 


Homo sapiens cDNA FLM0784 fis, clone NT 


778 


445019 


A1205540 


Hs.281295 


ESTs 


7.28 


419474 


AW968619 


Hs.1 55849 


ESTs 


7.24 


417015 


M83772 


Hs.80876 


flavin containing monooxygenase 3 


7.24. 


411765 


H43346 




gb^p09a04 j-1 Scares breast 3NbHBst Homo 


774 


448816 


AB033052 


Hs.22151 


K1AA1 226 protein 


7.18 


416143 


A1955650 


Hs.79033 


gtutarrtinyl-pepSde cydolransferase (glu 


7.18 


451815 


AW974911 


Hs.184793 


Homo sapiens cDNA: FU21880 fis, clone H 


7,18 


420777 


AA280223 


Hs.130865 


ESTs 


7.16 


414463 


T69078 


Hs.76177 


alpha-1-microgiobuIm/bikuntri precursor 


7.14 


409269 


AA576953 


Hs72972 


hypothetical protein FU 13352 


7.14 


443614 


AV655386 


Hs.7645 


fibrinogen, B beta polypeptide 


7.14 


448706 


AW291095 


Hs.21814 


interteukin 20 receptor, alpha 


7.13 


441124 


T97717 


Hs.1 19563 


ESTs 


7.12 


414680 


M743331 


Hs772572 


hemoglobin, alpha 2 


7.10 


446432 


AI377320 


Hs.150058 


ESTs 


7.10 


439295 


AW206091 


Hs.253536 


ESTs 


7.08 


436902 


AW247145 


Hs.192729 


ESTs 


7.08 


428679 


AA431765 




gfczw80c03.s1 SoaresJestis.NHT Homo sap 


7.08 


414865 


AA157155 


Hs.274414 


hypothetical protein FU 14457 


7.08 


421373 


AA808229 


Hs.167771 


ESTs 


7.08 


432435 


BE218885 


Hs.282070 


ESTs 


7.05 


427933 


AW974643 


Hs.190571 


ESTs 


7.04 


436330 


NM.004413 Hs.109 


(fipeptidase 1 (renal) 


7.04 


433800 


A1034361 


Hs.135150 


lung type-l cell membrane-associated gfy 


7.01 


418763 


AK000219 


Hs.88367 


hypothefeal protein FU20212 


&98 


446322 


N23033 


Hs.155814 


ESTs 


6.98 


442577 


AA292998 


Hs.163900 


ESTs 


6.95 


429486 


AF155827 


Hs.203953 


hypothetical protein FU 10339 


6.94 


412280 


AW205116 


Hs.272814 


hypothetical protein OKFZp434E1723 


6.92 


436679 


AI127483 


Hs.120451 


ESTs, Weakly similar to unnamed protein 


6.90 


429125 


M446854 


Hs771004 


ESTs, Weakly similar to 138022 hypolhefi 


6.90 


453204 


R10799 


Hs.191990 


ESTs 


6.90 


431576 


M76665 


Hs.275215 


hydroxys teroid (11 -beta) dehydrogenase 1 


6.88 


427878 


C05766 


Hs.181022 


CG1-07 protein 


6.88 


454438 


AA224053 


Hs.172405 


cell division cycle 27 


6.86 


424402 


M63108 


Hs.1769 


luteinizing horrrwne/cnoriogonadotropin r 


6.86 


438394 


BE379623 


Hs.27693 


pepWytprdyl isomerase (cydophffinH 


6.84 


414271 


AK000275 


Hs.75871 


protein kinase C binding protein 1 


6.80 


417168 


AL133117 


Hs.81376 


Homo sapiens mRNA; cDNA DKF2p586L1121 (f 


6.80 


419829 


AB020695 


Hs.91662 


WAA0888 protein 


&80 


451685 


AA059245 


Hs.110293 


ESTs 


&80 


430829 


AW451999 


Hs.194024 


ESTs 


6.78 


446501 


AI302616 


Hs.150819 


ESTs 


6.78 


442973 


BE567665 


Hs788550 


Homo sapiens cDNA: FU23156 fis, clone L 


a78 


457030 


Al 301740 


Hs.173381 


dirrydrorjyrirrarfinase-Bke 2 


6.76 


437773 


U24186 


Hs7B3018 


repEcation protein A complex 34 kd subu 


6.73 


416018 


AW138239 


Hs.78977 


proprotein convertase sutrfiBsirt/kexin 1 


6.72 


425478 


AB007953 


Hs.268840 


ESTs 


6.70 


411643 


AI924519 


Hs.192570 


hypothetical protein FU22028 


6.70 


418555 


A1417215 


Hs.87159 


hypothetical protein FU 12577 


&67 


453102 


NM_007197 Hs.31664 


frizzled (DrosophHa) homotog 10 


6.62 


433615 


AA732982 


Hs769607 


ESTs, Weakly similar to ALU 1 .HUMAN ALU S 


6.62 


450638 


AK001B26 


Hs.25245 


hypothetical protein FU11269 


6.60 


450480 


X82125 


Hs.25040 


zinc finger protein 239 


ass 


445191 


AF046586 


Hs.1 2393 


dTDP-O-ghicose 4,6-dehydratase 


&56 


414575 


H11257 


Hs.22968 


Homo sapiens clone IMAG&451 939, mRNA se 


as4 


432839 


AW973785 




gb:EST385886 MAGE resequences, MAGM Homo 
squamous cell carcinoma antigen recogniz 


6.54 


410116 


AW630671 


Ks.58636 


6.54 


449894 


AK001578 


Hs74129 


CLLL7 protein 


6.53 


442914 


AW188551 


Hs.99519 


hypothetical protein FU14007 


6.53 


424745 


AA214618 


Hs.152759 


activator of S phase kinase 


as2 


441801 


AW242799 


Hs.85366 


ESTs 


6.52 


435542 


AA687376 


Hs769533 


ESTs 


6.51 


427072 


H38046 


Hs^03193 


ESTs 


6.50 


418051 


AW192535 


Hs.19479 


ESTs 


6.46 


436217 


T53925 


Hs.1 07 


fibrinogen-fike 1 


6.46 


439809 


R41396 


Hs.101774 


hypothetical protein FU23045 


6.46 


430704 


AW813091 


Hs.335799 


ESTs 


6.44 


410227 


AB009284 


Hs.61152 


exostoses {multipleHike 2 


6.43 


417067 


AJ001417 


Hs.81086 


solute carrier family 22 (extraneuronal 


6.41 
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428392 H10233 Hs3265 secretory granule, fieiffoendocrma protei 

452198 AW97560 Hs.61210 ESTs, WaaWy similar to 138D22 hypotheb 

438202 AW169287 Hs.22588 ESTs . 

458311 AF069478 gtoAFCS9478 Homo sapiens astrocytoma St> 

451389 N73222 Hs.279009 matrix Gfc protein 

427899 AA829286 Hs.332053 serum amyloid A1 

448693 AW004854 Hs.228320 hypolheOca! protein FU23537 

425492 AL021918 Hs.158174 zinc finger protein IH(J«M4 

435532 AW291488 Hs.1 17305 Homo sapiens, done IMGE3682908, mRNA 

433908 AW298141 Hs.157975 ESTs 
ESTs 



430114 AAB47744 Hs.99S40 
434032 AW009951 Hs.206892 ESTs 
444656 A1277924 Hs,145199 ESTs 



433607 AA6020O4 Hs.23260 

440659 AF134160 Hs.7327 

435663 A1023707 

409916 BE313625 Hs.57435 

436547 AJ297351 Hs.30824 



ESTs 
claudin 1 
Hs.134273 ESTs 



solute carrier family 11 (proton-coupled 
leucine zipper transcription factor-like 
447500 A1381900 Hs.159212 ESTs . 
407237 AA169872 Hs.6216 Homo sapiens hepatocellular carcirwma-as 

ESTs _, w 

Homo sapiens Chromosome 16 BAC done OT 



438940 AF075045 Hs^71609 

400195 KA 

430473 AW130690 Hs.59962 

452291 AF015592 Hs.28853 

420096 AA775910 Hs.95011 



409048 H59990 Hs.37699 

427674 NWL003528 Hs.2178 

452689 F33868 

453804 AA300204 

442875 BE623003 Hs.23625 

408243 Y00787 



Hs.624 



417715 AW969587 Hs.86366 
423276 AC003034 Hs.126261 
438138 R98299 Hs.177502 ESTs 
424590 AW966399 Hs.46821 hypothetical protein FU200B6 
416857 M188775 Hs.292453 ESTs 

427667 AK001279 Hs.1 80171 Homo sapiens cDNAFU10417fe. done NT 
429598 AA811257 Hs.269710 ESTs 

426921 AA037145 Hs.172865 deavage simulation factor, 3 pre-RNA, 
ESTs 
NA 
ESTs 

CDC7 (cell division cycle 7, S. cerevisi 
syrrtroprun, beta 1 (dystrophln-assodate 
427513 AI476318 Hs.192480 ESTs 
448934 AI598134 Hs.225592 ESTs, Highly similar to T51 1 46 ring-box 
410389 AW954049 Hs.B177 ESTs, Weakly similar to P1HUB6 salivary 
430345 AK000282 Hs.239681 "ypomefical r^ein FUM275 
424856 AA347746 Hs.9521 ESTs, Weakfy similar to ZN43_HUMAN ZINC 
ESTs 

H2B histone family, member Q 
Hs.284176 transferrin 
Hs.35276 K1AA0852 protein 

Homo sapiens done TCCCTA00142 mRNA sequ 

,„ w . v . mterieukki 8 

420721 AA927802 Hs.1 59471 ZAP3 protein 
429393 A^83024 Hs.201603 Homo sapiens mRNA; cDNA DKFZp434D0917 (f 

435420 A1928513 Hs.59203 ESTs ^ MOA „, i 

428046 AW812795 Hs.155381 ESTs,lvtoderaterystn^artol38022hypot 
407746 AK001962 HsJ8114 hypothetical protein FU1 1 100 
442116 AJ884570 Hs.1 2881 3 ESTs 
423568 NM.005256 Hs.129818 growth arrestrspecific 2 
422011 U30246 Hs.1 10736 solute carrier family 12 (sodium/potassi 
441794 AW197794 Hs^53338 ESTs 
434739 AA804487 Hs.144130 ESTs 

hypothebcal protein FU20147 
noosomal protein L4 
E74-tike factor 5 (ets domain transcript 
ESTs 

439096 AAB30185 Hs.269680 ESTs 
452606 N45202 Hs.90012 hypoMcal protein FU23441 

Hs343886 midearaitoarrfigenic sperm protein (his 
Hjl21411 ESTs 

Hs3210 renin _ 4cnnJ 

Hs.196379 ESTs, Weakly simHar to putative p150 [H 
Hs.104650 hypothetical protein FU10292 
Hs.116768 ESTs 
h\j touu Hs.184411 a&urnin 

418668 AW407987 Hs.173518 M^hase phosphoprotein homotog 
429984 AL050102 Hs.227209 hypothefical protein FU21617 
408867 AA437199 Hs.655 cell division cycle 25C 
409913 BE243842 Hs.283077 centrosomal P4.1 -associated protein; unc 
450380 A1863675 Hs.114017 ESTs 
413026 AA809485 Hs.124219 hypothetical protein FU12934 
454653 AW812227 gb:RC2-ST0173.201099^11-g09ST0173Homo 
457876 AI821940 Hs^64622 ESTs, Moderately similar to ALU8_HUMAN A 
437222 AL117588 Hs.1 2778 ESTs 

455630 AV655701 Hs.75183 cytrjchrorne P450, subfamily HE (e»«ioJ- 
426269 H15302 Hs.168950 Homo sapiens mRNA; cDNADKFZp566A1046 (f 
409045 AA635062 Hs.50094 Homo sapiens mRNA; cDNA DKFZp434O0515 (f 
441645 A1222279 Hs.201555 ESTs,WealuysuTul3rtoT23406hypothefj 

401352 . ^ B 

419088 A153B323 Hs.52620 mtegnn, beta 8 
431379 AA504264 Hs.182337 peptidylproryi isomerase A (cydaphffin 



449802 AW901804 Hs.23984 

420218 AW958037 Hs.286 

425707 AF115402 Hs.11713 

445546 AW468821 Hs.1 56054 



427701 AA411101 

417246 AI760098 

433190 M26901 

418744 AI8B7288 

421477 A1904743 

434342 AI791138 

406668 T62745 



6.40 
6.40 
6.38 
6.36 
&36 
6.35 
6.34 
6.34 
6.32 
6.32 
6.32 
6.31 
6.30 
6.26 
6.25 
6.24 
6\24 
6.24 
6^4 
6.22 
6.22 
6.20 
6.20 
6.20 
6.20 
6.18 
6.18 
6.18 
6.18 
6.15 
6.12 
6.10 
6.10 
6.10 
6.10 
6.08 
6.08 
6.08 
6.08 
6.08 
6.06 
6.06 
6.05 
6.04 
6.04 
6.04 
6.04 
6.04 
6.02 
6.00 
6.00 
5.S9 
5.99 
5.98 
5.96 
5.96 
5.94 
5.94 
5.94 
5.94 
5.94 
5.94 
5.92 
5.92 
5.92 
5.92 
5.92 
5.90 
5.90 
5.90 
5.88 
• 5.88 
5.88 
5.87 
5.86 
5.66 
5.86 
5.84 
5.84 
5.84 
5.84 
5.84 
5.83 
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439560 AF086401 Hs.293847 ESTs. Moderately similar to S65557 aipha 5.82 

424345 AK001380 Hs. 145479 Homo sapiens cDNA RJ1051 8 fis. done NT 5.82 

419220 AA811938 Hs.291759 ESTs 5.82 

439303 W00605 Hs. 102784 ESTs 5.80 

5 415954 AA171850 Hs.42251 ESTs 5.80 

418849 AW474547 Hs.53565 Homo sapiens PtG-M mRNA for mannosyltran 5.80 

429945 NM.008729 Hs.226483 diaphanous (Drosophila, homotog) 2 5.80 

439527 AW298119 HsJ02538 ESTs 5.78 

435380 AA679001 Hs.192221 ESTs 5.78 

10 424086 AI351010 Hs, 102267 lysyl oxidase 5.76 

425898 AA365649 Hs.263478 ESTs, WeaWy similar to PC4259 ferritin 5.76 

428460 AM288S5 Hs.985S3 ESTs 5.74 

416623 N74925 Hs.38761 Homo sapiens cDNA: FU21564 fis, done C 5.74 

413982 BE503035 Hs^79193 ESTs 5.74 

15 453240 AI969564 Hs.166254 hypothetical protein DKFZp5S6l133 5.74 

410505 AW752139 Hs.314323 ESTs 5.72 

447072 D61594 Hs.17279 tyrosytprotein siifoJransferase 1 5.72 

433312 AI241331* Hs.131765 ESTs, Moderately simHar to 138937 DNA/R 5.72 

448966 AW372914 Hs.86149 phosphoinosito) 3-phosphale-biruiing prat 5.71 

20 4333B4 A1021992 Hs.124244 ESTs 5.70 

415385 R17798 Hs.7535 COBW-like protein 5.70 

441894 AA134329 Hs.24170 Homo sapiens, done IMAGE:3685398, mRNA, 5.70 

414696 AF002020 Hs.76918 Nternann-Rc* disease, type C1 5.68 

448666 NMJM4953 Hs.323346 K1AA1008 protein 5.68 

25 412246 AI160873 Hs.69233 zinc finger protein 5.68 

426518 Z43039 Hs. 170 158 K1AA0009 gene product 5.66 

418269 AA806113 Hs.189025 ESTs 5.64 

443316 A1478463 Hs.18443 aldehyde dehydrogenase 8 family, member 5.64 

422805 AA436389 Hs. 121 017 H2A histone family, member A 5.62 

30 442252 AI733395 Hs.129124 ESTs 5.60 

414372 AA143654 gbrzoSSaQZrl Stratagene pancreas {93720 5.60 

435040 A1932350 Hs.152825 ESTs 5.59 

438777 AA825487 Hs.142179 ESTs 5.58 

433849 BE465884 Hs^8Q728 ESTs 5.58 

35 438639 AI278360 Hs.31409 ESTs 5.58 

411274 NML002776 Hs.69423 kailikreinlO 5.55 

435008 AF150252 Hs.162898 ESTs 5.55 

434194 AF119847 Hs.283940 Homo sapiens PR01 550 mRNA, parfaicds 5.54 

452881 AW135220 Hs.241921 ESTs 5.54 

40 426010 AA136563 Hs.1975 hypothetical protein RJ21 007 5^4 

424492 AI133482 gb:HA2093 Human fetal fiver cDNA library 5.54 

418971 AA360392 Hs*7113 ESTs 5.52 

453716 AA037675 Hs.152675 ESTs 5.52 

406972 M32053 gb.Human H1 9 RNA gene, complete cds. 5.51 

45 417543 AA203620 Hs.1 10153 ESTs 5.51 

419423 D26488 Hs.90315 WAA0007 protein t 5.51 

434674 AA831879 Hs.136985 ESTs 5.50 

442980 AA857025 Hs.8878 Idnesin4ke1 5.50 

418882 NMJJ04998 Hs.89433 ATP-binding cassette, sub-famHy C (CFTR 5.50 

50 404227 NA NA 5.49 

412766 BE544475 Hs.54347 ESTs 5.49 

441708 AI469911 Hs.26498 hypothefical protein FU21 657 5.49 

408432 AW195262 gb3(n67b05jc1 Na.CGAP^CMLI Homo sapiens 5.48 

437440 AA846804 Hs.1 23694 ESTs 5.48 

55 410486 AW235094 Hs.69233 zinc finger protein 5.46 

456435 AJ880384 Hs^70747 ESTs. WeaWy similar to ALU^HUMAN ALUS 5.44 

437378 A1198823 Hs.160473 ESTs 5.44 

436907 AA737171 Hs.131809 ESTs 5.44 

407300 AA102616 gb2n43e07^1 Stratagene KeLa cell s3 93 5.44 

60 413582 AW295647 Hs.71331 hypothefical protein MGC5350 5.42 

441795 N58115 " Hs.21137 AO024 protein 5.42 

452449 AW068658 Hs-20943 ESTs 5.42 

439699 AF086534 Hs.1 87551 ESTs, Moderately similar to ALU1.HUMAN A 5.40 

„ 431941 AK000106 Hs.272227 Homo sapiens cONA FU20099 fis, done CO 5.40 

65 441217 AI922183 Hs^13246 ESTs 5.40 

432383 AK000144 Hs.274449 Homo sapiens cDNA FU20137 fis, clone CO 5.40 

453891 AB037751 HU6353 Homo sapiens mRNA full length Insert cDN 5.40 

408690 AW854542 ob:PM4^N0016-1205Q^003-h02SN0016 Homo 5.40 

433759 AA680003 Hs.109363 Homo sapiens cDNA: FU23603 fis, done L 5.39 

70 446142 AI754693 Hs.145968 ESTs 5.38 

408562 A1436323 Hs.31141 Homo sapiens mRNA lor K1AA1568 protein, 5.36 
433929 AI375499 Hs^7379 ESTs • 5.36 

421155 H87B79 Hs.102267 rysyl oxidase 5,34 

424853 BE549737 Hs.13^67 Human EST clone 122887 mariner transpose 5,34 

75 453931 AL121278 Hs.25144 ESTs 5.34 

409091 AW970386 Hs^69423 ESTs 5.33 

416057 AI927382 Hs^9B57 ESTs 5.33 

438647 AA813118 Hs.163230 ESTs 5.32 

415091 AL044872 Hs.77910 3^droxy-^Uiytp^utaryI^>erizyme Asy 5.32 

©0 445038 AI635444 Hs.1 439 17 dJ467N1 1.1 protein 5.30 

408522 AA056060 Hs302577 Homo sapiens cDNA FU121 56 fis, done MA 5.30 

403432 5.29 

435820 AA700580 Hs.189000 ESTs 5.28 
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401714 NA NA 5.28 

449508 AKD01565 Hs.23618 hypothetical protein FU 10704 5.28 

413151 H47989 Hs.141971 ESTs, Weakly shralar to ALU1 .HUMAN ALU S 5.28 

414853 U31116 Hs.77501 sarcoglycan. beta (43x0 dystrophhwssoc 5.28 

5 417372 T99755 Hs.334728 ESTs 5.28 

443613 AI079356 gb:oz39bQ9.s1 Soares_NhHMPu_S1 Homo sapi 5.28 

412610 X90908 Hs.74126 fatty acid binding protein 6, ileal (gas 5.27 

408943 NM.007070 Hs.49105 FKBP-assodated protein 5.26 

415139 AW975942 Hs.48524 ESTs 5.26 

10 447982 H22953 Hs.137551 ESTs 5.26 

430789 AA632577 Hs.310235 ESTs, Weakly similar to I788B5 serine/lh 5.24 

453921 AI824009 Hs.44577 ESTs 5.24 

409582 R27430 Hs.271565 ESTs 5.24 

420911 U77413 Hs.1 00293 CMinked N-acetylgturasarrane (GtcNAc) tr 5.23 

15 422956 BE545072 Hs. 122579 hypothetical protein FU10461 5.23 

418661 NM 001949 Hs.1 189 E2F transcription factor 3 5.22 

446271 D82484 Hs.330994 ESTs 5.22 

435905 AW997484 Hs.5003 WAA0456 protein 5.21 

434551 BE387162 Hs.280858 ESTs, Kghly similar to A35661 DNA excis 5.21 

20 415245 N59650 Hs.27252 ESTs 5.20 

436016 AA806465 Hs.121536 Human DNA sequence from clone RP11472E5 5.20 

431242 AA987742 Hs.251278 K1AA1201 protein 5.20 

439818 AL360137 Hs.1 9934 Homo sapiens mRNA full length insert cON 5.20 

424281 AA766243 gb:oa13b11.s1 NCLCGAP_GCB1 Homo sapiens 5.20 

25 449138 AW294215 Hs.195631 ESTs 5.20 

449416 AI651016 Hs.246311 ESTs 5.20 

430092 AI821399 Hs.16514 ESTs 5.20 

436574 AW293527 Hs.126465 ESTs 5.18 

433377 AI752713 Hs.43845 ESTs 5.18 

30 440987 AA911705 Hs.130229 ESTs 5.18 

426116 AA86B729 Hs.144694 . ESTs 5.18 

441928 AI370188 Hs.211454 ESTs 5.17 

432657 AA831815 Hs.270940 ESTs, Weakly sirriar to 178885 serine/th 5.17 

438011 BE466173 Hs.145696 spfidng factor (CC1 .3) 5.16 

35 437257 A1283085 Hs.290931 ESTs, Weakly similar to YFJ7 Jr*EAST HYPOT 5.16 

423926 X03833 Hs.1722 interteukin 1. alpha 5.16 

433393 AF038564 Hs.98074 itchy (nwuse homolog) E3 ubiquiBn prote &15 

415757 AA830854 Hs.187810 ESTs 5.14 

420170 U43374 Hs.95631 Human normal keratinocyte mRNA 5.14 

40 420493 A1635113 Hs.270366 ESTs, Weakly similar to I78885 serine/th 5.12 

425739 T19016 Hs.1 59410 moK/bdopterin synthase sulfurylase 5.12 

440652 AI216751 Hs.143977 ESTs 5.12 

419708 C04649 Hs.77899 tropomyosin 1 (alpha) 5.12 

427728 AJ245600 Hs.180545 Homo sapiens mRNA for hypothetical prole 5.12 

45 416113 AA173525 Hs.118758 ESTs, Weakly similar to RLF [H^apiensJ 5.12 

446223 BE300091 Hs.119699 hypothetical protein FU 12969 5.11 

407624 AW157431 Hs^48941 ESTs 5.11 

447197 R36075 gb:yh88b01. si Soares placenta Nb2HP Homo 5.11 

452465 AA610211 Hs.34244 ESTs 5.10 
50 442833 AA328153 Hs.88201 ESTs, Weakly similar to A Chain A, Cryst 5.10 
448952 AI609595 Hs.208038 ESTs 5.10 
408170 AW204516 Hs.31835 ESTs 5.08 
424238 AA337401 Hs.137635 ESTs 5.07 
421072 AI215069 Hs.89113 ESTs 5.06 
55 424717 H03754 Hs.152213 wmgless^MMTVfategrafionsitefarni 5.06 
423654 AI674253 Hs.35828 ESTs 5.06 
436862 A1821940 Hs.264622 ESTs,Moo^ratelystrniartoALU8^UMANA 5.06 
436554 A1985810 Hs.301173 ESTs 5.05 
433264 D85782 Hs.3229 cysteine dfoxygenase, type I 5.04 
60 452387 A1680772 Hs.306094 trinucleotide repeat containing 12 5.04 
412666 AUD80116 Hs.74420 origin recognition complex, subunit 3 (y 5.03 
430287 AW182459 Hs,125759 ESTs, Weakly similar to LEU5_HUMAN LEUKE 5.03 
413293 AUM7483 Hs.302498 GTP-binding protein homologous to Saccha 5.00 
418217 A1910647 Hs.13442 ESTs 5.00 
65 401480 NA NA 5.00 
456179 H75490 Hs.271930 ESTs 5.00 

TABLE 7B 



70 Pkey; Unique Eos probesetldenGfier number 

CAT number. Gene duster number 
Accession: Genbank accession numbers 



Pkey CAT number Accession 

408432 1058667 J AW1 95262 R27868AW81 1262 

408690 107490J AW864542AA056567AW882724 

411765 125700J H43346 AA24B302AA095182 

414372 143909.1 AA143654 AW753140 AA213770 AW970855 AA569075 AM92132 

424281 237743J M766243 AA338252 AA338213 
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424492 


240008 1 


AI133482 A1207619 AA341626 


423679 


294049 1 


AA431765AA432015 


430348 


324621 1 


AW021726 AA487752 AA4B8085 


432340 


345248 1 


AA534222 AA632632 T81234 


432363 


345469 1 


AA534489 AW970240 AW970323 


432639 


351744 1 


AW373785 H60163 AA557608 


434609 


38950 1 


R76593AF147390 R76594 


439518 


47334 1 


W76326AF086341 W72300 


443613 


575391J 


AI079356 W23287 


447197 


71 1623 J 


R36075AI366546 R36167 


447974 


745643J 


R76885AI453674 R77049 


452712 


928309J 


AW838616 AW838660 BE144343 AI914520 AW888910 BE184854 BE184784 


454653 


1228081 1 


AW812227 AW812294 AW812D92 


458311 


543550J 


AF069478 ARJ69479 AF069480 



TABLE 7C 



Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this cohimn are Genbank Identifier (Gl) numbers. "Dunham L et ai." refers to the publicafion entitled The DNA 

sequence of human chromosome 22/ Dunham LetaL, Nature (1999) 402:489-495. 
Strand: Indicates DNA strand from which exerts were precfcted. 

NLposifion: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposifion 


400534 


6981826 


Minus 


278637-279292 


401352 


9931258 


Minus 


26064-26208 


401480 


7321503 


Ptus 


166120-166347,166451-166557,169651-169832 


401714 


6715702 


Pius 


96484-96681 


401742 


2911728 


Pius 


64003-64147 


403432 


9719611 


Minus 


68204-68392 


403776 


7770611 


Minus 


1414-1513,1624-1756 


404227 


7838233 


Minus 


93110-93259 


404567 


7249169 


Minus 


101320-101501 


404996 


6007890 


Plus 


37999^8145,38652-3B998,39727^39872,40557-40674,4235142450 


405360 


9256107 


Minus 


7513-7673 



Table 8A shows 538 genes significantly dowiweg dated in colon cancer compared to normal colon. These were selected as for Table 7A and the ratio was equal to or less than than 
0.31 

TABLE 8A: 53 8 GENES SIGNIFICANTLY DOWN-REGULATED IN COLON CANCER COMPARED TO NORMAL COLON 



Pkejr- Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene Cue 

R1: Ratio of tumor to normal colon 



R1 

0.0233 
0.0307 
0.0416 
0.0564 
0.0567 
0.0601 
0.0607 
0.0629 
0.0634 
0.0707 
0.0714 
0.0735 
0.0739 
0.0769 
0.0838 
0.0853 
0.0873 
0.0888 
0.0900 
0.0927 
0.0931 



Pkey 


ExAccn 


UnigenelD 


421996 


AW583807 


Hs.1460 


429970 


AKD00072 


H5L227059 


457407 


AA505035 


Hs.195651 


423690 


AA329648 


Hs.23804 


426651 


AU076646 


Hs.171683 


425920 


AL049977 


Hs.162209 


431435 


AA505035 


Hs.195651 


433084 


M18079 


Hs.282265 


442009 


AI733281 


Hs.128320 


416889 


AW250318 


Hs.80395 


429050 


X81333 


Hs.194777 


427019 


AA001732 


Hs.173233 


446947 


AF146747 


Hs.232165 


429657 


D13626 


Hs.2465 


443506 


H10661 


Hs.192124 


415314 


N88802 


Hs.5422 


451181 


AI79S330 


Hs.207461 


429001 


AF098951 


Hs.194720 


426635 


BE395109 


Hs.129327 


429350 


AI754634 


Hs.131987 


432251 


AW972983 


Hs.232165 



Unigene Title 
glucagon 

chbride channel, calcium activated, fam 
ESTs 

ESTs, WeaWy similar to PN0099 son3 prot 
nuclear receptor subfamSy 1, group K m 
riaut&i 8 
ESTs 

fatty acid binding protein 2. intestinal 
ESTs 

maj, T-ceD <£fferenuafion protein 
meprin A, beta 

hypothetical protein FU 10970 
polycythemia rubra vera 1; ceil surface 
KIAA0001 gene product putative G-prote) 
ESTs, Weakly simflar to I38022 hypothefl 
gfycoprotein M6B 
ESTs 

ATP-binding cassette, sub-famBy G (WHIT 
hypothetical protein MGC1 3057 
ESTs 

poJycythernja rubra vera 1; ceU surface 
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411529 AA430348 Hs31759fr 
441066 AW205427 Hs.190726 
431252 NM.00547B Hs.251380 
437099 N77793 Hs.48659 
433546 AI075877 Hs.125461 
415154 063175 
409921 AWS00239 
432440 X63597 Hs.2996 
430468 NM_004673 Hs.241519 
427167 A1239607 HsJ9196 
441212 AW242447 Hs.146182 
423605 AF047826 Hs. 129887 
411381 AW841B62 HsJ06831 
412639 AW961284 Hs.296235 
453399 Z70295 Hs.32966 
403548 

421913 A1934365 Hs.109439 
457982 AW856093 Hs.183617 
448835 BE277929 Hs.11081 
431292 AA370141 Hs.2281 
441805 AA285138 Hs.301914 
407639 AW205369 Hs.312830 
421741 AK001879 ' Hs.107527 
454790 AW820852 
451742 T77609 Hs.117970 
425849 AJ000512 Hs.296323 
411880 AW872477 
416585 X54162 Hs.79386 
435869 AF255910 Hs.54650 
407744 AB020629 Hs.38095 
404767 

407266 AJ235664 
427359 AW020782 Hs.79881 
452768 AW069459 Hs.61539 
418692 AK000268 Hs.87383 
414831 M31158 Hs.77439 
407551 . Y10516 



Homo sapiens cDNA FU 12927 fis, clone NT 
ESTs, Weakly similar to ALU1.HUMAN ALU S 
insuErvfike 5 

ESTs, Highly slmflar to S1445B laminln a 
hypothetical protein FU11539 
gb:HUM501B09B Ctontech human placenta po 
gb:EST00009 pGEM-T Sbrary Homo sapiens 



angiopoietin-fike 1 
hypothetical protein MGC11324 
cytosofic beta-glucosidase 
cadherin 19, type 2 

Homo sapiens cDNA: FU22549 fis, clone H 
ESTs 

guanylate cyclase acfivator 2B (uroguany 

osteoglycin (osteoinducfive factor, mime 
ESTs 

UBXdomaaKonlaining2 
chromogranin B (secretogranin 1) 
neuronal specific transcription factor D 
ESTs 

hypothetical protein FU11017 
gb:RC2-ST0301-12020(H)11-f12 ST0301 Homo 
ankyrin 2, neuronal 
serum/glucocorticoid regulated kinase 
gb*m30f03j(1 NCI_CGAP_Thy4 Homo sapiens 
leiomodin 1 (smooth muscle) 
juncGona) adhesion molecule 2 
ATP-binding cassette, sub-family A (ABC1 

gb^omo sapiens mRNA for immunoglobulin 
Homo sapiens cDMA: RJ230O6 fis, clone L 
ESTs 

hypothetical protein 

protein kinase, cAMP-dependent regUato 
gfcRsapiens mRNA for C058 T3 protein. 



402076 

453500 A1478427 Hs.43125 
442080 AW444761 Hs.44565 
431706 AI816086 Hs.296341 
429545 AI824164 Hs.77667 
418390 AF133820 Hs*4655 
435056 AW023337 Hs£422 
426034 AI276989 Hs.56123 
429609 AF0Q2246 Hs.210863 
408221 AA912183 Hs.47447 
425220 AW975317 Hs.1 62987 
445200 AA084460 Hs.12409 
443238 T78886 Hs.2B4450 
456064 AA256213 Hs.72010 
428133 AW167727 Hs.11873 
447261 NML006691 Hs.17917 
437734 AA693951 Hs.180284 
414290 A1568801 Ks.71721 
418935 T28499 Hs.89485 
411939 AQ65585 Hs.146246 
442496 R55073 Hs.124130 
450693 AW450461 Hs.203965 
420736 A1263022 Hs.82204 
405385 
404638 

427333 AF067797 HS.17665B 
404246 

433785 BE044593 Hs.112704 

412056 T28160 Hs.778 

406980 S69265 

421666 AUJ35250 Hs.1408 

452854 AA437061 Hs.14060 

400514 

454186 BE141030 
410765 AI694972 Hs.66180 
413724 AA131466 Hs.23767 
412474 AI791451 
436008 AKJ7B428 Hs.58785 
423424 AF150241 Hs.128433 
431728 NML007351 HS.26B107 
419746 AW867943 Hs.127216 
410677 NMJK)3278 Hs£5424 
415672 N53097 Hs.193579 
419050 NM_000036 Hs.89570 
417342 W40277 Hs.81994 
413714 AI560944 Hs.71428 



est 
ESTs 

adenyfyt cyclase-associated protein 2 
lymphocyte antigen 6 complex, locus E 
b'tin irrirruirrogtoburtn domain protein (myo 
glycoprotein M6B 

Homo sapiens cDKA FU13443 fis, done PL 
cell adhesion molecule with homology to 
ESTs 
ESTs 

somatostatin 
ESTs 
ESTs 
ESTs 

extracelMarrmkdornain-containlng 1 

ESTs 

ESTs 

carbonic anhydrase IV 

ESTs 

ESTs 

ESTs 

ESTs 



in 8 



ESTs 

guanylate cyclase acfivator 1B (retina) 
(NOME) 

endothefin 3 . 
prokinebcin 1 precursor 

gb:MR04fTOQ67-201099-002-h11 HT0067 Homo 
nudeosome assembly protein 1-tika 2 
hypothetical protein FU12666 
gb:ni50c09.y5 NCLCGAP_Ov2 Homo sapiens 
ESTs 

prostaglandin D2 synthase, hematopoietic 
mulGmenn 

hypothetical protein RJ13465 
tetranectin (plasrrdnogen-binalng protein 
ESTs 

adenosine monophosphate deaminase 1 ftso 
glycophorin C (Gerbich blood group) 
ESTs 1 



0.0951 

0.0957 

0.0985 

0.0987 

0.1007 

0.1032 

0.1067 

0.1107 

0.1114 

0.1147 

0.1167 

0.1190 

0.1211 

0.1239 

0.1240 

0.1248 

0.1Z74 

0.1277 

0.1277 

0.1291 

0.1309 

0.1315 

0.1325 

0.1328 

0.1335 

0.1379 

0.1393 

0.1395 

0.1456 

0.1459 

0.1460 

0.1462 

0.1463 

0.1466 

0.1471 

0.1471 

0.1486 

0.1487 

0.1500 

0.1500 

0.1513 

0.1523 

0.1529 

0.1532 

0.1538 

0.1542 

0.1552 

0.1558 

0.1558 

0.1563 

0.1582 

0.1605 

0.1615 

0.1637 

0.1638 

0.1656 

0.1660 

0.1676 

0.1698 

0,1718 

0.1745 

0.1751 

0.1757 

0.1763 

0.1767 

0.1769 

0.1781 

0.1784 

0.1795 

0.1805 

0.1808 

0.1812 

0.1812 

0.1812 

0.1820 

0.1828 

0.1832 

0.1835 

0.1838 

0.1838 

0.1838 

0.1842 

0.1845 



153 



WO 03/042661 



PCT/US02/36810 



5 
10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



427061 


AB032971 


Hs.173392 


405282 






400163 






412295 


AW088826 


Hs.1 17176 


447414 


D82343 


Hs. 18551 


407891 


AA486620 


Hs.41135 


437140 


AA312799 


Hs-283689 


431544 


AK000770 


Hs299329 


436659 


AI217900 


Hs. 144464 


447164 


AF026941 


Hs.1 751 8 


453698 


AA037615 


Hs.42746 


423743 


AB023148 


Hs.173373 


428412 


AA428240 


Hs.1 26083 


420058 


AK0O1423 


Hs.94694 


434683 


AW298724 


Hs.202639 


421865 


AA609911 


Hs.109012 


45278S 


R61362 


Hs.106642 


407601 


AC002300 


Hs.37129 


419758 


U31973 


HsJ3173 


437740 


AA810265 


Hs.122915 


405610 






437145 


AF007216 


Hs.5462 


416961 


BE391476 


Hs.80617 


401465 






437425 


AW183714 


Hs20981 


416231 


K30333 


Hs.1 65062 


401753 






433430 


A] 863735 


Hs. 185755 


432150 


AK000224 


Hs272789 


411644 
403957 


HS2064 


Hs276626 


4359(H) 


AJ243036 


Hs, 16094 


424208 


AW583123 


Hs.143113 


445500 


AW451938 


Hs257512 


419956 


AL1 37939 


Hs.40096 


418026 


BE379727 


Hs.83213 


423655 


AA722425 


Hs.1 82785 


401381 






426452 


AW614271 


Hs.121647 


433476 


AA534394 


Hs.1 52616 


423405 


NMJJ14151 


Hs.1 281 55 


442826 


AI01B777 


Hs.131241 


427060 


AW378993 


Hs.90286 


437354 


AA749215 


Hs.291886 


447734 


AI421412 


Hs.163659 


424585 


AA464840 


Hs.1 31987 


458016 


AW188099 


Hs.131813 


423893 


AL031709 


Hs.134846 


401521 






430130 


AL137311 


Hs.234074 


401024 






414802 


A1793107 


Hs.27018 


441083 


BE562611 




417355 


D13168 


Hs.82002 


422440 


NMJXJ4812 Hs.116724 


442930 


AW881975 


Hs.213923 


431089 


BE041395 


Hs.283676 


444567 


AV654020 


•Hs.184261 


405654 






415471 


F09747 


Hs268707 


449243 


AW295031 


Hs.198671 


436088 


AA7046B7 


Hs.191294 


434098 


AA625499 




427552 


NM_005771 


Hs.179608 


416439 


AA180363 


Hs.116769 


459390 


BE385725 




459395 


Z30300 


Hs281935 


439039 


AI655707 


Hs.48713 


433575 


AA600175 


Hs.39720 


416035 


H42314 




428415 


AA337211 


Hs.184222 


441899 


A1372588 


Hs.8022 


437191 


NM_005846 Hs.331555 


434839 


AI743069 


Hs.134736 


435731 


AA699581 


Hs.186811 


400865 






446294 


AI284935 




414193 


BE260069 




411514 


AW850178 




453098 


Z25935 


Hs.86379 


430378 


Z29572 


Hs2556 


432374 


W68815 


Hs.301885 


443482 


AW188093 


Hs250385 



WAA1145 protein 



pdy{A}-bimfing protein, nudear 1 
neuroblastoma (nerve tissue) protein 
endomucm-2 

activator of CREM in tests 

Homo sapiens cDNA RJ 20763 5s, clone CO - 

ESTs 

Homo sapiens cig5 mRNA, partial sequence 
ESTs 

WAA0931 protein 
ESTs 

Homo sapiens cONA FU 10561 fis, done NT 
ESTs 

MAX dSmerizabon pfotsin 

ESTs, WeaHy similar to T09052 hypothefi 

sodium channel nonvoitage-gated 1, beta 

phosphodiesterase 6C, cGMP-sperific, con ■ 

ESTs 

sdute carrier famfly 4, sodium bicarbon 
ribosomal protein S16 

hypothefica) protein DKFZp547M236 
ESTs 

ESTs 

hypothetical protein FU20217 
Arg/AbWnteracting protein ArgBP2 

ESTs 

pancreatic lipase-related protein 2 

ESTs 

ESTs 

fatty add binding protein 4, adipocyte 
ESTs, Moderately similar to 1 207289A rev 

ESTs, Highly similar to AC0060 14 8 sirrfl 
ESTs 

HSPC053 protein 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

Human ONA sequence from done 316G12 on 
Homo sapiens mRNA; cDNA DKFZp761 6021 2 1 ( 



gb:601336446F1 N1H_MGC_44 Homo sapiens c 

endothelin receptor type B 

aldo-keto reductase family 1, member B10 

ESTs 

ESTs, WeaHy similar to unknown protein 
ESTs,WeaWysirrflartoT26686hypotheti. 

ESTs 
ESTs 
ESTs 

gb:af59g08.r1 Soares_NhHMPu_S1 Homosapi 

refinol dehydrogenase homolog 

ESTs 

gb:601276347F1 N1H_M6C_20 Homo sapiens c 

ESTs 

ESTs 

ESTs 

gb.-yo09e02.s1 Scares adult brain N2b5HB5 
Down syndrome critical region gene 1 
TU3A protein 

serine protease inhibitor, Kazal type; 5 

ESTs 

ESTs 

gb:qk55g09j(1 NCLCGAP_Co8 Homo sapiens 
gb:601 1 50964F1 NIHJAGQ 19 Homo sapiens c 
gb:lL3^T0219-27109W)22.H12CT0219 Homo 
ESTs 

tumor necrosis factor receptor superfami 
Homo sapiens cDNA RJ1 1346 6s, done PL 
ESTs 



0.1847 
0.1848 
0.1855 
0.1853 
0.1876 
0.1895 
ai901 
0.1904 
0.1905 
0.1926 
0.1928 
0.1941 
0.1942 
0.1944 
0.1957 
0.1957 
ai969 
ai981 
a2004 
0.2016 
0.2017 
0.2025 
0.2041 
0.2045 
0.2049 
0.2049 
0.2050 
0.2051 
0.2052 
0.2059 
0.2063 
0.2070 
0.2075 
0.2075 
02090 
0.2093 
0.2118 
0.2120 
0.2122 
0.2125 
0.2130 
02132 
02137 
0.2137 
0.2144 
0.2146 
02151 
02151 
02157 
02165 
02171 
0.2179 
02185 
02186 
02188 
02193 
0.2209 
0.2212 
0.2217 
0.2222 
0.2229 
0.2232 
0.2242 
0.2243 
0.2244 
0.2254 
0.2257 
0.2268 
0.2268 
0.2273 
0.2283 
02283 
0.2290 
0.2294 
0.2299 
02304 
02305 
0.2309 
0.2316 
0.2315 
02319 
0.2320 
02326 
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432134 
421539 
448520 
408001 
409331 
431094 
429575 
404958 
439731 
452742 
417511 
404927 
430297 
447482 
416332 
454145 
422472 
404070 
421232 
414539 
412622 
454430 
416694 
426724 
405073 
401236 
414203 
401776 
404696 
426666 
427078 
424682 
440383 
419118 
443515 
424648 
404605 
446056 
408345 
418358 
416950 
423555 
449833 
459275 
406897 
422743 
459688 
450880 
457330 
451979 
440274 
430097 
410626 
402695 
453992 
453888 
401371 
456145 
408134 
422591 
452359 
447569 
405880 
420321 
454415 
437032 
44B025 
444304 
424885 
425381 
457413 
452078 
450785 
401974 
411319 
417761 
426132 
455771 
414349 
402182 
402610 
444814 
450017 



AI816782 Hs.122583 hypothefcal protein FU21934 

AA292747 Hs.97296 ESTs 

AB002367 Hs21355 douWecortin and CaM Wnase-Gte 1 

AA046458 Hs.95296 ESTs 

M36634 Hs.53973 vasoactive Intestinal peptide 

AW972Z76 Hs.1 16195 ESTs 

AA706003 Hs.99387 ESTs 



AI953135 Hs.45140 hypothetical protein FU14084 

AW589945 Hs.97876 rrypothetical protein DKFZp564K0322 

AL049176 Hs.82223 chordWike 

AW243166 Hs.129806 ESTs 

AB033059 Hs.1B705 WAA1 233 protein 

R34976 Hs.78293 ESTs 

AA046872 Hs.62798 ESTs 

R59096 Hs.279939 mitochondrial earner bomotog 1 

AA989220 Hs292100 ESTs 

BE379046 gb:601236646F1 NIH J/IGC_44 Homo sapiens c 

AW664708 Hs.171959 ESTs 

A1082777 Hs.61 384 sema domain, seven Ihrombospondin repeat 

AW1 61284 Hs.79564 neuronal PAS domain protein 1 

AA383623 Hs.293616 ESTs 

H24185 Hs.92918 hypothetical protein 

BE262170 Hs.78629 ATPase, Na+/K+ transporting, beta 1 pory 



AW500131 Hs.171763 CD22 antigen 

A1676062 Hs.1 11902 ESTs 

AW604804 Hs.151717 KIAA0437 protein 

AA884208 Hs.30484 ESTs 

AA234223 Hs.139204 ESTs 

AV657547 Hs.286014 Homo sapiens, clone IMAGE:3867243, mRNA 

AA344576 gb:EST50478 Gall bladder I Homo sapiens 

AI343931 Hs.149383 ESTs 

R93851 Hs.63063 ESTs 

L02840 Hs.84244 potassium voltage-gated channel, Shab-re 

AL049798 Hs.80552 dermatoponfin 

AW95B201 Hs.1 78589 hepatDcellutar carcinoma antigen gene 52 

R82252 Hs.1 06106 protein kinase (cAMP-dependent. cataJyti 

AI808913 Hs.339352 Homo sapiens brother of CDO (BOC) mRNA, 

M57417 gb:Homo sapiens mucin (mucin) mRNA, part 

BE304678 Hs.119598 ribosomal protein L3 

U72671 Hs.1 51250 intercellular adhesion molecule 5, telen 
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gb:qg64c01j1 Soares_testis_NHT Homo sap 
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smal! inducible cytokine B subfamily (Cy 
gb:yt81b07.r1 Soares infant brain 1NIB H 
ESTs 

CD74 antigen (invariant polypeptide of m 
ESTs, Weakly similar to A46010 X-Bnked 
Homo sapiens mRNA; cONA DKFZp4340192 (fr 
gamma-arruncbutyric acid (GABA) receptor, 
glycoprotein V (platelet} 
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ESTs 

nucleoside phosphorylase 

CD74 antigen (invariant poJypepSde of m 

ESTs 

ESTs, Highly similar to AF1 75283 1 zinc 
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gb:QV4-8N0O9 0-070400-1 63<07 BN009Q Homo 
ESTs 

gb£01154649F1 MH_MGC_19 Homo sapiens c 
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Hs.293130 ESTs 

Hs^66914 hypothetical protein RJ 10355 
Hs.40368 adaptor-related protein complex 1 siqma 
Hs.134478 ESTs 

Hs.25925 Homo sapiens, clone MGC: 15393, mRNA, com 
Hs.97450 ESTs 
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0.3121 

0.3125 

0.3125 

0.3125 

0.3130 

0.3132 

0.3135 

0.3139 

0.3140 

0.3142 

0.3143 

0.3143 

0.3145 

0.3145 

0.3146 

0.3148 

O3150 

a3153 

0.3157 

0.3160 

03162 

0.3172 

0.3173 

0.3175 

0.3178 

0.3178 

0.3179 

0.3181 

0.3183 

0.3185 

0.3188 

0.3189 

0.3190 

0.3195 

0.3195 

0.3195 

0.3195 

0.3195 

0.3198 

0.3202 

0.3205 

0.3205 

0.3205 

0.3207 

0.3208 

0.3209 

0.3212 

0.3212 

0.3213 

0.3215 

0.3215 

0.3216 

0.3216 

0.3217 

0.3217 

0.3217 

0.3221 

0.3221 

0.3222 

0.3223 

0.3226 

0.3231 

0.3231 

0.3231 

0.3234 

0.3235 

0.3236 

0.3242 

0.3254 

0.3257 

0.3257 

0.3262 

0.3262 

0.3262 

0.3263 

0.3263 

0.3264 

0.3267 

0.3267 

0.3268 

0.3269 

0.3270 

0.3271 
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454947 


AW846590 




gb:OV0-CT01 80-01 1 099-025-d07 CT0180 Homo 


0.3275 


413814 


BE169692 




gtr.PM1-HT0527-2902OO-O06-aO5 HT0527 Homo 


0.3275 


422818 


AA404290 


Hs.97848 


ESTs 


0.3277 


423634 


AW959908 


Hs.1690 


heparin-twiding growth factor binding pr 


0.3278 


414002 


NM 005732 Hs.75678 


FBJ murine osteosarcoma viral oncogene h 


0.3278 


452164 


AI863171 




gb:tz44b02j(1 NQ.CGAP_8m52 Homosapien 


0.3279 


458477 


NM.000314 Hs.10712 


phosphatase and tensln homolog (mutated 


0.3279 


433197 


AB040B89 


Hs.281022 


WAA1456 protein 


0.3280 


405701 






0.3282 


437782 


AI370876 


Hs.79090 


exportin 1 (CRM1, yeast, homolog} 


0.3284 


459001 


AI761313 


Hs.204505 


ESTs 


0.3286 


422783 


AA598956 


Hs.120439 


elhanol amine kinase 


0.3289 


417036 


AF039918 


Hs.80975 


ectonucleoside triphosphate diphosphohyd 


0.3290 


456041 


BE270795 


Hs.268864 


ESTs 


0.3295 


423310 


AA325225 


Hs.124023 


Homo sapiens cDNA RJ 1421 8 fis, done NT 


0.32% 


427530 


AA405093 


Hs.126519 


ESTs 


0.3296 


420172 


AA601122 


Hs.95655 


secreted and transmembrane 1 


0.3297 


445610 


A1831648 


Hs.143993 


ESTs 


0.3297 


411328 


AW837063 




gb:QVRT0037-15020Q^^g08 LT0037 Homo 


0.3300 



Table SB 

Pkey: Unique Eos probeset identifier number 

CAT number: Gene cluster number 
Accession: Genbank accession numbers 



Pkey 


CAT number 


Accession 


409921 


1159516J 


AW600239 AW600255 AW505332 


410626 


1212621 -1 


BE407727 


410845 


1223881 1 


AW807182 AW807328 AW807063 AW807183 AW807192 AW807033 AW807061 AW807286 AW807097 AW807270 AW807372 AW807280 AW807283 


410950 


1227728 1 


AW81 1633 AW81 1652 AW81 1698 


411288 


12377Q9J 


AW835511 AW835517 AW835513 


411319 


1238595J 


8E537094AW836542 


411328 


123B987J 


AW837063 AW935882 AW935957 


411466 


1246771J 


AW847669 AW847657 BE1 45799 


411514 


1248638~1 


AW850178 AW850233 AW850445 AW850446 


411620 


1252014J 


AW854536 AW854417 AW854495 AW854355 


411880 


1263110J 


AW872477BE08B101T05990 


412474 


129B69J 


AI791451 AI791288 BE019234 BE296601 AA111939 


412506 


1301 336 J 


AW957159H09937T75143 


412682 


1321572J 


AW983772 AW983730 AW983769 AW983836 AW983835 AW983837 


412888 


1334784J 


M86151 BE061884 BE061883 BE061898 BE061882 BE061887 BE061891 BE061890 BE061896 BE061893 BE061895 BE061894 BE061885 BE007474 






BE007481 BEO07553 


413056 


1347545J 


BE063031 BE063002 BE063008 BE063024 BE063040 BE063006 BE063072 


413537 


1375441J 


BE146866 BE146865 BE146867 


413541 


1375499 1 


BE147036 BE146951 BE146958 BE146966 BE146976 BE146955 


413814 


1391574J 


BE169692BE169421 


414026 


1411109J 


BE241713BE241912 


414193 


1424706.-2 


BE260069 


414349 


1437515.-1 


BE512968 


414484 


1452830.-1 


BE314385 


414539 


1460320 1 


BE379046BE395459 


415154 


1525577J 


D63175D78984 D63269 


415160 


1525766J 


TB2802D78670 R08505 


416035 


1567254 1 


H42314H43080 H45217H15384 


417945 


1711126J 


R29072 R29717 R29699 R29709 R29751 R29609 R29060 R29718 R29057 R29591 R29683 R29575 R28913 R28910 


419850 


188485.1 


F06844 F06845 Z45488 AW748501 AW748591 AW752021 AW748545 AW853362 AW853363 AW853427 AA251253 


422909 


222858.1 


AA533356 AYV468427 R67736 AA779031 M614088 Al 823404 AA318991 AA720986 


422954 


223239.1 


AW998605AW993131 BE514709 AA319445 


423621 


230314.1 


BE002904 H64880 AA328679 


424648 


241947J 


AA344576 AA732430 AA344601 


426132 


261431.1 


AA370501 AW982784AA370727 


426497 


268121.1 


AA379913 AA379981 AW963523 


430553 


319868.1 


AW392821 AW392809 AWB43258 AW843049 AW603156 BE165656 AW821728 


431822 


338082.1 


AA516049AW004922 


434098 


380006.1 


AA625499 AA625269 AA625184 


437483 


43756J 


AL390174AW898817 


440507 


495677.1 


H05994BE147898 


441042 


50823 1 


AA077736 AA078505 BE562497 Z17859 


441083 


50904.1 


BE562611 AA436054 


445682 


647580.1 


AW378397 AW378390 AW378358 AI247957 


446294 


670076.1 


AI284935 AW409822 BE408182 


446901 


697809.1 


AI347274AW844024 


447787 


73719.1 


BE620108 BE312062 AW896316 BE262546 


451385 


86787.1 


AA01 7656 AA017374 AA019761 


452164 


902091.1 


AI863171 BE047919 


454186 


1049791.1 


BE141030 BE141474 BE141467 BE141753 BE141024 BE141761 AW177583 AW177579 AW177582 AW177585 AW177587 AW807582 AW177581 






BE141477 BE141520 BE141456 BE141492 BE141028 BE141775 BE141489 BE141751 AW177599 BE141750 AW177597 BE141512 BE141460 



BE141749AW177598 
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454790 1234752.1 AW8208S2 AW820773 AW82108B 

SS£ AW846590 AWB46615 AW846584 AWB46592 AW846621 AWB46610 

455353 1284289.1 W2678S AW99851 2 AW902272 

457115 286501J AA420712 AA459165 AA420737 

S"! moSS A* 034 " Al903447 Al903405 A 1303364 A 1903229 ^903240 A1903346 

459233 944881J AI939956 A1939938 A1939951 AI93S981 AI93S976 AI939959 



Table 8C 



Ptey: Unique number corresponding loan Eos probeset 

Ret: Sequence source. The 7 digit numbers in this column are Genbar* Identifier (GI) numbers. "Dunham L et al' refers to the pubGcaSon entitled The DNA 
0i __ sequence of human cfirumosome 22." Dunham L et al, Nature (1999) 402:489495. ^ " ieDNA 

Strand: Indicates DNA strand from which exons were predicted. 

NLposifion: Indicates nucteofide positions of predicted exons. 



Pkey 


Ref 


Strand 


400514 


9796594 


Minus 


400541 


6117693 


Plus 


400672 


8118724 


Minus 


400767 


fi1^1fi77 


Minus 


400365 


1945037 


Minus 


401024 


81 17489 


Ptus 


401042 


8117611 


Plus 


401371 


3Q3U0U/ 


Pius 


401381 


00/ U&£D 


Mini** 

minus 


401465 


QUO// 3/ 


nUS 


401521 


77fH;oci 


rlliS 


401753 


QfiOOfOO 
SOOO loJ 


Mjnus 


401776 


39000/ J 


rlUS 


4018B7 


7OOQQ01 


Din* 

rlUS 


401974 


Jl/D/ / / 


rlUS 


402076 


R1174M 
Ol l/*HU 


Plus 


402182 


RC7CQ17 


Minus 


402425 


Q7QR347 


Minus 


402610 


QQOCC4Q 


Minus 


402695 


oooyo/ i 


Minus 


403047 


3540153 


Minus 


403215 


7630945 


Minus 


403418 


6862692 


Minus 


403548 


8081591 


Minus 


403957 


8075835 


Minus 


404070 


2996642 


Pius 


404246 


7406725 


Rus 


404414 


7382165 


Plus 


404605 


9212566 


Ptus 


404638 


9796751 


Minus 


404696 


9800109 


Minus 


404767 


7882827 


Minus 


404769 


8099713 


Minus 


404927 


7342002 


Rus 


404958 


7407941 


Minus 


405071 


7708797 


Minus 


405073 


7769921 


Rus 


405138 


8576241 


Rus 


405277 


3980473 


Plus 


405282 


3810573 


Minus 


405334 


3135285 


Rus 


405364 


2281075 


Minus 


405385 


6552772 


Rus 


405535 


9795658 


Rus 


405610 


5757553 


Minus 


405654 


4895155 


Minus 


405691 


4508112 


Rus 


405701 


4263751 


Rus 


405880 


6758747 


Minus 


405913 


7712139 


Minus 


406140 


9168231 


Minus 


406592 


4567182 


Rus 



NLposiOon 

75^79025,80850^0991,89754^9941,93750-93891 

47864992 

148067-148503 

80531-80629,82169-82278 

44482-45526 

60551-60802 

151364-151606 

80901-81283 

118629-119146,119392-119657 

25676-25800 

9127-9234 

155287-155529,159719-159997 

1 15535-1 15743,117746-1 17839,120290-120455 

93973-94120 

85330-85683 

128316-128627 



50224-50395 
22955-23124 
159927-160055 



177270-177971 

176202-176395 

38760-39352 

81649-81754 

7210-7414,10043-10195 

82477^2628,82721-82817,8291CW3071.8314^83387 

143127-143398 

125032-125291 

99433-99528,100035-100161 

60037-60144.62675-63081 

23244-23759 

175801-176823 



2731-4531 

11115-11552 

3141W1774 

90303-90516 

23471-23572 

10482-10689 

139386-139856 

48325-48491,49136-49252 

4833248454 

63384-63545 

71907-72080 

53624-53759 

171350-171739 

93243-93364 



7484-7678 

49887-50219 

352560-352963 



r^t^t S ISLff! i £2!* istad C 5 Cer ***** to norTnaI M{ ™> to norwnalignant colon fissues ftat are Bkery to encode proteins amenable to 
signal, or <n D«ng module by small molecules, peptides, or antibodies (e.g. pkinase, deathman. 7tm. phosphatase, or ton_transporter). In order to remove gene-specific 
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background levels of non-specific hybridization, the 15lh percentile value amongst the over non-malignant tissues was subtracted from both the numerator and the denominator before 
the ratio was evaluated. 

TABLE 9A: 1,234 genes up-regulated in colon cancer compared to normal adult tissues and to non-malignant colon tissues 

Ptey: Unique Bosprobeset identifier number 
ExAccn: Exemplar Accession number, Genbank accession number 
UnigenelD: Unigene number 
Unigene Title: Unigene gene title 

R1: 90* percenHe of tumor samples divided by the 70* percentile of normal body tissue samples, where the 1 5* percentile of normal body t 

numerator and denominator 



s was subtracted from the 



Pkey ExAccn UnigenelD Unigene Title 

436749 AA584890 H&5302 KM_006149:Homo sapiens lecfin. galactosi 

406690 M29540 Hs^20529 (lccusM)NMJ)04363:Horno sapiens caicin 
406667 M12523 

414386 X00442 Hs.75990 NM_005143:Homo sapiens haptoglobin (HP), 

428934 AF039401 Hs.1 94659 NMJX)1285:Homo sapiens chloride channel, 

416766 AA363733 Hs.1032 NM_006507:Homo sapiens regenerating isle 

446787 U57167 Hs.315 NMJ»2457:Homo sapiens mucin 2. inteslhi 

431912 AJ 560552 Hs.356183 Hs356183:ESTs, Weakly similar to S3B4_H 

437935 AW939591 Hs^940 NM_033049:Homo sapiens mucin 13, epithet 

407242 M18728 (locusGnk}NM_002483:Homo sapiens carain 
423541 AA296922 Hs.1 29778 NMJM4471:Homo sapiens serine protease I 
441031 AI110684 Hs.7645 NM_005141:Homo sapiens fibrinogen, B bet 
406685 M18728 (tocusDnk)NM_002483:Homo sapiens carcm 
422578 AF239666 Hs.1545 NM_001B04:Homo sapiens caudal type homeo 
432542 AW083920 Hs.16098 NMJ)2Q384:Homo sapiens claudin 2 (CLDN2) 
421341 AJ243212 Hs.374281 NM_007329:Homo sapiens deleted in malign 
453863 X02544 Hs.572 Hs£72x>rosomuccid 1 

421582 A1910275 Hs.350470 NMJM3225:Homo sapiens trefoil factor 1 

436217 T53925 Hs.107 NM_004467:Homo sapiens fibrinogen-fike 1 

422260 AA315993 Hs.1 05484 NM_032044:Homo sapiens regenerating gene 

418888 AU076801 Hs.89436 NM_004O63:Homo sapiens cadherin 17, Uc 

407243 AA058357 Hs.74466 OocusTink)NN4.00B890:Horno sapiens carcin 
424212 NMJX>5814 Hs.143131 NM_00581 4:Homo sapiens glycoprotein A33 
414463 T69078 Hs.76177 NM_001633:Homo sapiens alpha- l-ntoglob 
407007 U22961 Hs. 184411 NM_0Q0477:Homo sapiens afourrita (ALB), mR 
413719 BE439580 Hs.75498 KM_004591:Homo sapiens small inducible c 
450685 L15533 Hs.423 NMJ38938:Homo sapiens pancreafiSs-asso 
418007 M13509 Hs.83169 Nl002421:Homo sapiens matrix metanopro 
423673 BE003054 Hs.1695 NM_002426:Homo sapiens matrix metallopro 
423371 AU076819 Hs.1650 NM_000111^omo sapiens solute carrier fa 
421964 X73079 Hs.288579 NI002644:Homo sapiens polymeric immunog 
447400 AK000322 Hs.1B457 NM_017763:Homo sapiens hypothetical prat 
421100 AW351839 Hs.1 24860 Hs.124660:ESTs, Moderately similar to 21 
406741 AA058357 HsJ4466 (tccusErdc)N^006890:rtomosapieriscarcto 
427583 M82962 Hs.179704 NM_00558fcHomo sapiens meprin A, alpha ( 
422281 M35803 Hs.346935 NMJ»0613:Homo sapiens temopexin (HPX), 
406687 M31126 Hs.352054 Hs.352054:pregnancy specific beta-1-glyc 
409153 W03754 Hs.50813 NUL017625:Homo sapiens intelectin (TON) 
424687 J0507G Hs.151738 NM_004994:Homo sapiens matrix metaUopro 
422654 AA315933 Hs.120879 Hs.120879:Homo sapiens, clone MGC:32B71 
452304 AA025386 Hs.61311 Hs.61 31 1£STs, Weakly similar to S10590 
430569 AF241254 Hs.178098 NM_021804:Homo sapiens angiotensin Icon 
4138B1 L00190 Hs75599 0ocusfrnk)NMJ}OO488:Horno S3 P&k serine 
406399 

422424 Al 186431 Hs.296638 Hs.296638:prostate differenfiation tacto 

428470 AC002301 Hs.1 84507 Hs.1 84507:Homo sapiens, simitar to Hornd 

417931 W95642 Hs.82961 Hs.82961:Homo sapiens, clone MGC:22588 1 

435538 AB011540 Hs.4930 Hs.493(hlow density Hpoprotein receptor 

430272 XD4898 Hs.237658 Hs.237658:aporrpoprotein M\ 

451917 AW391351 Hs.50820 Hs.50820:hypolhefical cardiac/skeletal m 

421907 BE018556 Hs.109358 Hs.1 09358 ATPasa, Class V, type 1 0B 

452316 AA298484 Hs.61265 NM_138805:Homo sapiens family wift seque 

452594 AU076405 Hs.29961 Hs.29981 solute carrier family 26 (sulfa 

424326 NM_014479 Hs.145296 NM_014479"itomo sapiens ADAWike, decysi 

443426 AF098158 Hs.9329 (locuslink)NM_012112:Homo sapiens chromo 

452194 AK94413 Hs.373599 Hs.373599£ST 

411975 AI916058 Hs.144583 Hs.1 44583:Homo sapiens, clone IMAGE3462 

408243 Y00787 Hs.624 NM_000584:Homo sapiens intfirieuHn 8 0L 

422310 AA316622 Hs.98370 (locusrtnk)NM_030622:Homo sapiens cytoch 

431330 X69532 Hs.2777 NM_002215:Homo sapiens inter-alpha (glob 

420344 BE463721 Hs.97101 KM_014373:Homo sapiens putative G protei 

422330 D30783 Hs.1 15263 NMJX)1432:Homo sapiens epiregulin (EREG) 

412104 AW205197 Hs.240951 (k>cusIink)NM_033120:Homo sapiens naked 

451035 AU076785 Hs.430 NM_002670:Homo sapiens plasfin 1 (I tsof 

428753 AW939252 Hs.1 92927 NM.017726:Homo sapiens protein phosphate 

430677 Z26317 Hs.359784 NMj001943:Homo sapiens desmogtein 2 (DSG 

422487 AJ010901 Hs.1 98267 NM_018406:Homo sapiens mucin 4, tracheob 

444381 BE387335 Hs.283713 NM_138455:Homo sapiens collagen triple h 

409632 W74001 Hs.55279 NMJ)02639:Homo sapiens serine (or cystei 



R1 

29.34 

25.56 

20.28 

18.84 

17.38 

16.99 

16.61 

16.42 

15.92 

15.84 

15.59 

15.02 

14.54 

13.68 

13.23 

13.21 

13.06 

12.35 

12.11 

11.99 

11.87 

11.81 

11.27 

11.18 

10.82 

10.73 

10.57 

10.39 

10.10 

9.91 

9.68 

9.44 

9.38 

9.34 

9.18 

9.06 

9.02 

8.89 

8.53 

8.23 

8.10 

8.05 

7.96 

7.73 

771 

7.43 

7.40 

7.29 

7.25 

7.21 

7.19 

7.18 

7.03 

7.00 

6.92 

6.88 

676 

6.59 

6.55 

6.53 

6.49 

6.33 

6.31 

6.30 

6.29 

6.28 

6.27 

6.2S 

6.23 
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Hs.125124 
Hs.77399 
Hs.111732 



Hs.334514 
HS.2B8817 



Hs.84072 
Hs.145807 



Hs.105448 
Hs.144442 
Hs.75615 



417491 AW376842 Hs.1085 
413938 AF113S76 Hjl2976B1 
422527 BE335857 Hs.1 18787 
411825 AK000334 Hs.3S2415 
5 446921 AB012113 Hs. 15530 
415214 AI445236 
414816 Y13709 
422106 D84239 
423803 NMJJ05709 Hs.1 32945 
10 452281 T93500 Hs^8792 
447342 AI199268 Hs.19322 
443957 AA521049 Hs.353013 
403220 

408908 BE296227 Hs.250822 
15 449722 BE280074 Hs^3960 
425976 C75094 
414617 AI339520 
408983 NM_000492 Hs.663 
* . 423445 NMJH4324 Hs.128749 
20 421379 Y15221 Hs.103982 
431301 AA502384 Hs.151529 
418318 U47732 
415992 C05837 
436972 AA284679 Hs25640 
25 414987 AA524394 Hs.294022 
431657 AI345227 
424273 W40460 
413916 N49813 
409757 NMJN1898 Hs.1 231 14 
30 430204 AA618335 Hs.356664 
426227 U67058 Hs.1 54299 
420542 NMJJ00505 Hs.1321 
414809 AI434699 Hs.77356 
414639 X67055 Hs.76716 
35 410418 D31382 Hs.63325 
414590 N^000506 Hs.76530 
444151 AW972917 Hs.128749 
438746 AI885815 Hs.1 84727 
408704 AA056635 Hs£366 
40 414798 A1286323 Hs.97411 
43S251 BE515065 Hs.296585 
414753 AF158255 Hs.77225 
428970 BE276B91 Hs.1 94691 
443991 NM_002250 Hs.10082 
45 432978 AF126743 Hs.279884 
425834 NM_001639 Hs.1957 
432179 X75208 Hs.2913 
408482 NMJJ00676 Hs.45743 
430135 NM.000035 Hs.234234 
50 426174 AA547959 Hs.1 15838 
403218 

411142 NM.014256 Hs.69009 
449027 AJ271216 Hs.22880 
433083 AL042759 Hs.1 91762 

55 431779 AW971178. Hs.268571 
421408 AI688223 Hs.91096 
430603 AA148164 Hs.247280 
422867 L32137 
422539 AJ009936 

60 424010 ALD80188 Hs.137556 
428953 AA306610 Hs.348183 
457001 J03258 Hs^062 
425983 AK000226 Hs.165619 
428289 M26301 Hs^253 

65 418322 AA2B4166 Hs.84113 
409889 AW630041 Hs.56937 
447472 AW207347 Hs.211101 
423164 AK000232 Hs.124835 
429345 R11141 Hs.199695 

70 430680 AW138724 Hs.166974 
414998 NM_002543 Hs.77729 
417165 R80137 Hs.302738 
403221 

415000 AW025529 Hs.239812 
75 433437 U20536 Hs.3280 
414052 AW578849 Hs.283552 
406673 M34996 Hs.198253 
418203 X54942 Hs.83758 
422714 AB018335 Hs.1 19387 
80 410639 BE269047 Hs.65234 
411393 AW797437 Ks.69771 
431193 AW749505 Hs 296770 
428450 NM.014791 Hs.184339 



Hs.1584 
Hs.1 18138 



NM_004963itono sapiens guanylate cyclase 
NM_000295itomo sapiens serine {or cystei 
Hs.1 1 8787iransfbrrning growth (actor, be 
NMJ)17767:Horno sapiens solute carrier fa 
NMJ302988:Homo sapiens small inducible c 
NM_004442:Homo sapiens EphB2 (EPHB2), tr 
NM.00126&Homo sapiens caudal type homeo 
NM_003890*>lomo sapiens IgG Fc binding pr 
(taa^k|NM_005709:Homo sapiens PDZ-73 
Hs.28792:Homo sapiens cDNA RJ 11041 fis, 
Hs.19322^omo sapiens, Similar to R1KEN 
HsJ53013:chrornosome 20 open reading tra 

{bcus2nk)NM_0031 SfirHomo sapiens serine 
Hs33960xycGnB1 

NM_025257:Homo sapiens chromosome 6 open 
0ocuslink)NMJ)2513fcr1ontt sapiens hypoth 
NM_(KW492:Homo sapiens cystic fibrose t 
NM_01 4324: Homo sapiens alpha^nethytacyi- 
NM_005409:Homo sapiens small inducible c 
Hs.151529£STs 

NM_004616:Homo sapiens transmembrane 4 s 
Hs.145807:hypothetical protein FU13593 
Hs-25S40xiaudin 3 

NM»032865:Homo sapiens rrypothefical prot 
Hs.105448:proteni kinase, lysine deficie 
NM_003561:Homo sapiens phosphofipase A2, 
NM_000483:Homo sapiens apoBpoprotetn C- 
NM_001898:Homo sapiens cystatin SN (CST1 
Hs.356664Aypothetical protein FU32334 
(1 ocuslink) NM_005242:Homo sapiens coagut 
NM_0005Q5:Homo sapiens coagulation facto 
Hs.77356iransfenin receptor (p90, CD71 
NM_0Q2217:Homn sapiens pre-aJpha (globul 
NM_019894;Homo sapiens transmembrane pro 
NM_000506:Homo sapiens coagulaSon facto 
(!ocusTtnk)KM_014324:Homo sapiens alpha- 
Hs.1 84727:ESTs, Weakly similar to T45738 
NM_139053:Homo sapiens epidermal growth 
Hs^7411:hypotheiical protein MGC12335 
(locusTtr^NhiL006392:Homo sapiens nudeo 
NM_00S437:Homo sapiens ADP-rirjosyttransf 
NM_003979iHomo sapiens retincic acid tnd 
NNL00225O:Homo sapiens potassium in terms 
NMJ)13238:Homo sapiens DNAJ domain-conta 
Hs.1957:amytoid P component, serum 
NM_004443:Homo sapiens EphB3 (EPHB3), mR 
NM_000676:Homo sapiens adenosine A2b rec 
NM_000035:Homo sapiens aldolase B, fruct 
Hs.115838:ESTs 

NM_014256:Homo sapiens UDP-GIcNAcbetaGa 
NNL005700:Homo sapiens dipepfidyipeptida 
Hs.191762^ypothetica) protein MGC20258 
(Iocuslink)NMl001 645: Homo sapiens apolip 
NM_052816:Homo sapiens tripartite moW- 
Hs.247280:chrarnosome 20 open reading fra 
Hs.1584:cartilage oligomeric matrix prot 
NM_033013itomo sapiens nuctear receptor 
NMJ033100*.Horno sapiens MTirotocadherin 
NM_003823:Hcmo sapiens tumor necrosis fa 
Hs^062*itamin D (1,25- dmydracyvitami 
NNL031265*tomo sapiens mucin and cadheri 
Hs 2253xomplemenl component 2 
NM_0Q5192tf omo sapiens cycfin-de pendent 
MM_021978:Homo sapiens suppression of tu 
Hs.211101£STs 

NM_0190S2:Homo sapiens hypotheBcal prot 
Hs.1 99695±ypotheficaI protein MAC30 
Hs.168974:ESTs 

NMJW2543:Homo sapiens oxidised low dens 
Hs302738:Homo sapiens cONA: FU21425 fi 

Hs^39812.-serolog'caHy defined breast c 
NM_001226:Homo sapiens caspase 6, apopto 
Hs^83552±ypothebcal protein BC016153 
Hs.1 98253: major histocompatibility compt 
KM_001827-Xomo sapiens COC28 protein kin 
NMJ)14698:Homo sapiens WAA0792 gene pro 
(locusCnk)NM_017895:Homo sapiens DEAQ/H 
NM_00171 OtHomo sapiens B-factor, properd 
HS.296770-JOM1719 protein 
NM_0t4791:Homo sapiens maternal embryoni 
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5.25 
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Hs.146133 
Hs.2877 
Hs,77917 
Hs.5394 



Hs.334562 
Hs.239727 
Hs.75761 
Hs.164464 



Hs.692 
Hs.194346 



425873 NM.013390 Hs.160417 
422765 AW409701 Hs.1578 
445109 AF039916 Hs.12330 
422535 AA311914 Hs.154578 
5 422609 Z46023 Hs.1 18721 
431548 A1B34273 Hs.9711 
429271 AF039850 Hs.198515 
432269 NM_002447 Hs.2942 
408194 AA601038 Hs.191797 
10 439580 AF086401 Hs.293847 
443464 BE548446 Hs.321579 
420981 L40904 Hs.100724 
432376 AI493046 
431958 X63629 
15 415099 AI492170 
437009 AF127026 
422511 AU076442 Hs.117938 
436469 AK001455 Hs.5198 
445417 AK001058 Hs.12680 
20 428024 Z29067 Hs.2236 
415474 NMJH4252 Hs.78457 
441384 AA447849 Hs.288660 
428479 Y00272 
407944 R34008 
25 414108 A1267592 
447320 AI675419 
410850 AW362B67 HS.30Z738 
439453 BE264974 Hs.6566 
409231 AA446644 
30 432575 AA553722 

427747 AW411425 Hs.180655 
439963 AW247529 Hs.6793 
418245 M088767 Hs.83883 
428407 NMJW3963 Hs.184194 
35 424825 AF207069 Hs.153357 
429833 NMJM2079 Hs.288627 
411257 AA628967 Hs.115274 
413219 AA878200 Hs.118727 
408847 AW290997 Hs.190153 
40 422163 AF027208 Hs.112360 
425206 NMJJ02153 Hs.155109 
441085 AW136551 Hs.181245 
439975 AW3280B1 Hs.6817 
414361 AJ086138 Hs.204044 
45 417115 AW952792 Hs.334612 
415927 AL120168 Hs.78919 
409012 AL117435 Hs.49725 
420039 NM-004605 Hs.376147 
446051 BEO48061 Hs.37054 
50 421506 BE302796 Hs.105097 
407811 AW190902 Hs.40098 
418054 NW.002318 Hs.83354 
409142 AL136877 HS.5075B 
419508 AW997938 Hs.90785 
55 426761 AI015709 Hs.172089 
408113 TB2427 
425743 BE395495 
453751 R36762 
435327 BE301B71 
60 403219 

407103 M424881 
411126 NMJXJ1202 Hs.68879 
424837 BE276113 Hs.333034 
409956 AW103364 Hs.727 
65 439659 AW970780 Hs.59483 
425397 J04088 Hs. 156346 
413753 U17760 Hs.75517 
428698 AA852773 Hs.334838 
427557 NMJX)2659 Hs.179657 
70 441623 AA315805 Hs^48710 
417856 AW067903 Hs.82772 
442013 AA506476 Hs.375009 
425247 NWL005940 Hs.1 55324 
428385 AF112213 Hs.1B4062 
75 412612 NMJJ00047 HsJ4131 
425280 U31519 Hs.1872 
411263 BE297B02 
452017 AF109302 
452721 AJ269529 
80 450737 AW007152 Hs.63325 
456906 AF117646 Hs.156637 
412974 R18978 
426108 AA622037 



Hs.194101 
Hs.159428 
Hs.101282 
Hs.4867 

Hs.256301 



Hs.69360 
Hs.27495 
Hs.301871 



Hs.75105 
Hs.166468 



Hs.160417:transmembrane prolan 2 
NM_001 1 6B:Homo sapiens bacufovtrat IAP r 
NM_001247:Homo sapiens ectonudeoside tr 
Hs.1 54578:Homo sapiens mRNA for FU00256 
NM_000434:Homo sapiens siaDdase 1 (tyso 
NM_017515:Homo sapiens novel protein (HS 
NM_005224:Hcmo sapiens dead ringer-Gke 
Hs2942anacrophage stimulating 1 recepto 
Hs.191797:ESTs 
Hs.293847:ESTs 

NM_O21095:Homo sapiens solute carrier fa 
NM_005037:Homo sapiens peroxisome proDf 
Hs.146133:ESTs 

NM_001793:Komo sapiens cadherin 3, type 
NMJW6002:Hcmo sapiens ubiquifin carboxy 
NM_005379:Homo sapiens myosin IA (MYOI A) 
NMJ»0494:Homo sapiens collagen, type XV 
Hs.5198:Down syndrome critical region ge 
Hs.12680:Homo sapiens cDNA FU10196 lis, 
Hs.2236:NlMA (never in mitosis gene a)-r 
NM-014252:Homo sapiens solute carrier fa 
Hs.2B8660:Homo sapiens cDNA FU22182 fi 
NM 0Q1786:Homo sapiens cell division eye 
NNL024422:Homo sapiens desmocolin 2 (DS 
NW_003137^omo sapiens SFRS protein kina 
Hs.164464:Homo sapiens, clone MGC23656 
Hs.302738:Homo sapiens cDNA FU21 425 fi 
Hs.6566:thyroid hormone receptor tnterac 
NM_002354:Homo sapiens tumor-associated 
Hs.194346:Spir-2 protein 
pocusBnk)NM-.004217:Homo sapiens serine 
Hs.6793:platelet-acfivattng factor acety 
NM_020182:Homo sapiens transmembrane, pr 
NM_003963:Homo sapiens transmembrane 4 s 
NM~001084:Homo sapiens prooonagen-lysin 
NMJ)12079:Homo sapiens diacylglycerol O- 
Hs.1 15274:lndian hedgehog homoJog (Droso 
Hs.1 1 8727-itemo sapiens cDNA RJ33803 fis 
Hs.1 90153:Homo sapiens cDNA FU33988 lis 
Hs.112360^rominin-like 1 (mouse) 
NM_002153:Homo sapiens hydraxysterad (1 
Hs.181245^omo sapiens cDNA FU1 25326s 
NM_033453:Homo sapiens inosine triphosph 
Hs.204044:ESTs 

NM_003094:HDmo sapiens small nuclear rib 
Nh/L021083:Homo sapiens Kell blood group 
Hs.49725:DKFZP434l216 protein 
Hs.376147:Homo sapiens cDNA FU39099 fis 
Hs.37Q54:ephrin-A3 
Hs.105097.1hymidInB kinase 1, soluble 
Hs.40098xysteine knot superfamHy 1 , BM 
NM_002318^lomo sapiens lysyi oxidaseJik 
Hs.50758:SMC4 structural maintenance of 
NM_003786:Homo sapiens ATP-binding casse 
Hs.172089:pro-oncosis receptor inducing 
Hs.194101 :Homo sapiens cDNA: FU20869 fi 
NM_138761:Homo sapiens BCL2-associated X 
Hs.101282.Homo sapiens mRNA; cDNA DKFZp4 
Hs.48S7:mannosyl (aIpha-1>Wycoprote 

Hs^56301:hypofhetical protein MGC13170 
(locusink)NM_001202:Homo sapiens bone m 
NMJ»3491:Homo sapiens ARD1 homolog. N-a 
NM_002192:Homo sapiens inhlbin, beta A ( 
Hs.59483:leucine-rich repeat-containing 
NMJJ01 067;Homo sapiens topoisomerase (DN 
NM_000228:Homo sapiens lamiran, beta 3 ( 
Hs.334838JdAA1866 protein 
NMJX)2659^omo sapiens plasminogen acfiv 
Hs.348710:Homo sapiens, done IMAGE:4242 
Hs.82772x»Dagen, type XI, alpha 1 
Hs.375009:Homo sapiens mRNA; cDNA DKFZp6 
Hs.155324nr»atrixmetafloproteinase 11 (s 
Hs.184062:chTomosome 20 open reading fra 
NMJK)0047:Homo sapiens arylsulfatase E ( 
NMJX)2591:Homo sapiens phosphoenolpyruva 
NM_006845:Hcrno sapiens Jdnesin-Ske 6 (m 
Hi27495:prostate cancer associated prot 
Hs^01 B71 solute earner family 37 (gtyc 
Hs.63325tosmembrane protease, serine 
NMJM21 1 6:Homo sapiens Cas-Br-M (murine) 
NM_006579:Homo sapiens emopamil binding 
NMJXM708:Homo sapiens programmed cell d 
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416065 BE267931 Ks.78996 NM_002592:Homo sapiens profiferaSng eel 3.99 

403739 3.99 

417576 AA339449 Hs.82285 NMJ»0819:Homo sapiens phosptiorfeosylgty 3.98 

405484 3.98 

5 409162 H25530 Hs.50868 Hs^SSBsotute earner family 22 {organ 3.98 

430514 AA318501 Hs.241587 MAJ}21246:Homo sapiens lymphocyte anfige 3.97 

414695 BE439915 Hs.76913 Hs.76913:protfiasome (prosome, macropain) 3.97 

411165 KM 000169 Hs.69089 NMJJ001 69:Homo sapiens galactosidase, a! 3.97 

421975 AW961017 Hs.6459 Oocusfck}NM_024531:Homo sapiens hypoth 196 

10 431836 AF178532 Hs.271411 NM_138992tfomo sapiens beta-site APP-de 196 

412133 U83460 Hs.104557 NM_001859:Homo sapiens solute carrier fa 196 

412870 N22788 Hs£2407 NM_022059"itomo sapiens chemokine (C-X-C 195 

413276 6E5S3085 Hs.833 Hs.833OTteiferon^imulated protein, 15 195 

„_ 400130 Hs.155560 NM_001746:Homo sapiens calnexin (CANX), 193 

15 430596 AA531276 Hs59509 Hs59509:ESTs, Weakfy similar to similar 193 

443802 AW504924 Hs.9805 Hs.9805:exporfin 5 3.93 

407777 AA161071 Hs.71465 Hs.71455squaieneepo»dase 192 

455629 AW891965 Hs.357942 Hs^67942:Homo sapiens, done IMAG&4701 192 

421943 BE616520 Hs.343912 NMJB3504:Homo sapiens CAC-1 (CAC-1), mR 3.91 

20 422293 X94453 Hs.1 14366 Hs.114366^ryrniirje^carboxy!atesynthe 190 

419488 AA316241 Hs.90691 NM_Q06991Homo sapiens mrdeoptosmin/nuc 3.89 

425123 AW205274 Hs. 154695 NM_000303:Homo sapiens phosphomarmomutas 3.89 

447343 AA25S641 Hs.236894 Hs^36894:ESTs.^hiysiinflartoS02392 3.88 

„ 413254 U40272 Hs.75253 NM_004135:Homo sapiens tsocrtrate dehydr 188 

25 413950 AA249096 Hs.32793 Hs.32791Homo sapiens CDNAFU31 108 lis. 188 

409453 AI885516 Hs.95512 Hs.95612:ESTs 3.87 

452888 AW955454 Hs.30942 NM_004091Homo sapiens ephrin-B2 (EFNB2) 186 

421910 NWL014586 Hs.109437 NM_014585:Homo sapiens hormonaily upregu 186 

_ . 434263 N34895 Hs.79187 Hs.79187:coxsackie virus and adenovirus 185 

30 444700 NM.003645 Hs.11729 NM_003645:Horno sapiens fatty-acid-Coerizy 185 

433662 W07162 Hs.1 50826 NM_020387:Homo sapiens RAB25, member RAS 184 

418526 BE019020 Hs.85838 NM_004207:Homo sapiens sohite carrier fa 184 

425998 AU076629 Hs.165950 NMJ0201 1 :Homo sapiens fibroblast growth 184 

422616 BE300330 Hs.1 18725 NMJM2248:Hcmo salens seJenophcsphaies 183 

35 408056 AA312329 Hs.42331 Hs,42331:ephravA4 3.83 

407233 X16354 Hs.50964 (laaJsGnkJN^OOW 3.83 

426514 BE616633 Hs.1 701 95 Hs.170195:bone morphogenetic protein 7 ( 182 

451541 BE279383 Hs.26557 NM_007183:HomosaptensplatophiIin3(PK 3.82 

424441 X14850 Hs.147097 Hs.147097:H2Ahistone family, member X 3.81 

40 426378 U80082 Hs.169800 Hs.169500:K!AAD826 protein 3.81 

409636 AA305729 Hs.1 8272 (taaJsBnk)NM_030574:Homo sapiens solute 3.81 

407786 AA687538 Hs.38972 N^005727:Homo sapiens telraspan 1 (TSPA 180 

431945 AW000827 Hs.1 1962 NM_03D766:Homo sapiens apopbsis regulat 179 

. _ 414561 AI064813 Hs.195155 Hs.1 951 55:sa!ute earner farnOy 38, memb 179 

45 . 405556 179 

453082 H18835 HsJ1608 (lccusTink)NM_017636:Homo sapiens transi 179 

400529 179 

412869 AA290712 Hs.82407 Hs.82407:ctiemo!dne ( C-X-C moBf) figand 3.78 

427239 BE270447 Hs.356512 Hs^651ZESTs,WeaktVsinrilartoUBCAJ^ 3.78 

50 429638 AI916662 Hs.211577 (lccusIink3NWL0(M986:Homo sapiens kinect 3.77 

445462 AA378776 Hs.288649 pa^ink)NM_024051:Homo sapiens hypoth 3.77 

415003 M11437 Hs.77741 Hs.77741Jdninogen 3.77 

443639 BE269042 Hs.9661 Hs,9561:proteasome (prosome, macropain) 3.76 

400290 H18836 Hs.31608 (taxsHnk)NM_017636:Horrosaptetjansi 176 

55 431350 A1192528 Hs.164537 Hs.164537:ESTs 176 

430154 AW583058 Hs234726 NIA.()01085:HoiTiosapierasedne{orcy5tei 3.75 

435099 ACOO4770 Hs.4756 NMJ3041 1 1 :Homo sapiens flap stnrcture-sp 3.75 

418216 AA662240 Hs.283099 Hs^83099AF15q14 protein 174 

• 414907 X90725 Hs.77597 NMJ)00998:Homo sapiens ribosomal protein 174 

60 413063 AL035737 Hs.75184 Hs.751B4xhffinase3^ike 1 (carSageg 173 

420665 AW469240 Hs^71581 HsJ71581£STs 173 

452299 AW206330 Hs.355663 Hs.355663:ESTs 172 

444664 N26362 Hs.1 1615 NM_016086:Homosapiens map kinase phosph 172 

450334 AF035959 Hs.24879 Hs^4879:phosphafidic acid phosphatase t 3.72 

65 444006 BE395085 Hs.334762 Oocusfink)NM_032832:Homo sapiens hypoth 3.72 

449437 AI702038 Hs.1 00057 Hs.1Q0057:serTne/threonine kinase 35 171 

412939 AW411491 Hs.75069 Hs.75059sennetiydroxyn^in3nsferase 3.71 

427490 295152 Hs. 178695 NM_002754:Homo sapiens mHogervacfivated 171 

427333 AF067797 Hs.176658 NM_001 169*.Homo sapiens aqtiaporin 8 (AQP8 170 

70 434203 BE262677 Hs^83558 NM_01 B509:Homo salens hypothetical prat 3.70 

414806 D14694 Hs.77329 flrjcusrrr^!^014754:Horno sapiens phosph 170 

456362 AW973003 Hs.1 79909 (lcor^k)NM_024831:Homo sapiens nuctea 169 

409093 BE243834 Hs-5044i NM_015936:Homo sapiens CGI-04 protein (L 3.69 

437016 AU076916 Hs.5398 Hs5398:guaninemonphosphate synthetase 169 
75 430387 AW372884 Hs240770 Hs^40770:nuriear cap binding protein su 169 
428023 AL038843 Hs.374530 Hs^74530:Homo sapiens cONA:RJ23602fi 169 
432593 AW301003 Hs.51483 Hs.51 483:Homo sapiens, Similar to RIKEN 3.68 
413813 M96956 Hs.75561 NMJ)032l2:Hamo sapiens teratrxarcinoma-d 3.68 
428376 AF119665 Hs.1 84011 Hs.1 840 11. -pyrophosphatase (inorganic) 3.67 
50 431890 X17033 Hs.271986 NMJ»2201Horno sapiens integral, alpha 2 3.67 
446696 AF279265 Hs^98476 NMJ12291 1 :Homo sapiens sohrte carrier fa 167 
419378 R24922 Hs.90078 Hs.90078mudeofide-sugai transporter si 3.67 
448140 AF146761 Hs.20450 NM_02O125:Hcmo sapiens B lymphocyte acfj 3.67 
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452679 Z42387 
432635 AA340864 
433020 A1375726 
425003 AF119046 
5 413095 AA494359 
417386 AL03722B 
409152 AA176585 
404826 

453111 AB014598 
10 409964 AW368226 Hs.67928 
446342 BE298665 Hs. 14846 
452098 AI858183 
428072 BE258602 
439223 AW238299 Hs.250618 
15 408137 AI694131 Hs.29002 
421959 AW751497 Hs.98370 
436856 AI469355 
449667 AB023227 
406684 X16354 
20 424534 D87682 
426031 AA295251 
417526 AA568906 
443044 N28522 
424154 AF026004 
25 432886 BE159028 
413880 A1660842 
421357 AK000609 
436827 H72187 
416084 L16991 
30 420162 BE378432 
413476 U25849 
412115 AK001763 
413588 AA971014 
431512 BE270734 
35 435777 AW419202 Hs^86192 
431211 M85849 Hs323733 
45325B AW293134 Hs.32597 
414812 X72755 
423058 M25629 
40 443180 R15B75 
425047 U34038 
449057 AB037784 
444184 T87841 
412641 M16660 
45 413781 J05272 
409213 U61412 
447495 AW401864 Hs.18720 
447200 BE543146 Hs.281434 
408683 R58665 Hs.46847 
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(locusTtnk)NM_020182:Homo sapiens transm 
NM_Q01307:Homo sapiens claudin 7 (CLDN7) 
NM_016391:Homo sapiens hypothetical prot 
NM_014481:Homo sapiens APEX nuclease (ap 
Hsi0715:potassium voltage-gated channel 
NM_01 81 44:Homo sapiens Sec61 alpha form 
Hs.194346:Spir-2 protein 

NM_014799:Homo sapiens hephaesfin (HEPH) 
Hs.67928:ESTs 

Hs.14846:Homo sapiens mRNA; cDNA 0KF2p56 
BR55039:QV0-CT0583-181G0O428-f07 CT058 
NM_016292:Homo sapiens heat shock protei 
NML025217:Homo sapiens UL16 binding prot 
Hs.29Q02:KlM1706 protein 
NMJB0622:Homo sapiens cytochrome P450, 
0ocusTink)NM_144624:Homo sapiens kinase 
Hs.23860:KlAA1 010 protein 
(Iocusrsnk)NM_001712:Homo sapiens cardn 
Hs.150275:WAA0241 protein 
(tocustink)NM_006697:Homo sapiens cispla 
Hs.82240syntaxin 3A 

NM_014298:Homo sapiens quinofinate phosp 
NKIL004366:Komo sapiens chloride channel 
Hs.279704:chromatin accessibility comple 
NM_021258:Homo sapiens interleukin 22 re 
NM>017895:Homo sapiens chromosome 20 ope 
(locusBnk)NM_005274:Homo sapiens guanin 
NM_012145:Homo sapiens deaxythymidylate 
NM_052984:Homo sapiens cycfin-dependent 
NM_004300:Homo sapiens acid phosphatase 
Hs.73239:hypothefica! protein RJ 10901 
NM_000B84:Homo sapiens IMP (inosine mono 
Hs^7953actate dehydrogenase A 
NMJB2192:Homo sapiens protein phosphate 
Hs.323733:gap junction protein, beta 2, 
NM_0Q5977:Homo salens ring finger prole 
NM_002416:Homo sapiens monokine induced 
NMJX)2257;Homo sapiens kaflikrein 1, ren 
NMJ)12129:Homo sapiens ctaudm 12 (CLDM 
NM_005242:Homo sapiens coagulation facto 
Hs.22941:WAA1363 protein 
0ocusTink)NMJ)33550:Homo sapiens chromo 
Hs.74335:teat shock 90kD protein 1, beta 
0ocuslink)NM_000883:Horno sapiens IMP 0 
NMJ)05975:Homo sapiens PTK6 protein tyro 
NMJXM208:Homo sapiens programmed cell d 
Hs.281434:Homo sapiens cDNA FU31373 fis 
NM_016614:Homo sapiens TRAF and TNF rece 
Hs^71473^pithelial protein up-regulate 
NM_013338:Homo sapiens Alg5 ( S. cerevisl 
NMJM3129:Homo sapiens squalene epoxidas 
Hs.131810:Homo sapiens cDNA FU35976fis 
Hs.301350:FXYD domain-containing ton tra 
Hs.62918:CDC91 ceD division cycle 91-ti 
NNL002349i4omo sapiens lymphocyte aniige 
Hs.273333:hypo1hetlca! protein FU10986 
NM_020158:Homo sapiens exosome component 
Ks.5097synaptogyrin2 
NW_003904*itomo sapiens zinc finger prote 
NM-003921^tomo salens B-cel CLUIympho 
(locusnnk)NrVL004358:Homo sapiens ceD d 
NM_003881:Horno sapiens pyndoxa! (pyrido 
Hs.300684xateitonin gene-related peptid 
NMJ)23930:Homo sapiens rrypotheficai prot 

(tocusfink)NM_024923*iiomo sapiens hypoth 
Hs^78718:Homo sapiens cDNA FU33433 fis 
NM_012394:Homo sapiens prefbldin 2 (PFDN 
NM_003286:Homo sapiens topoisomerase (DN 
Hs75323:prohibrfin 
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NMJ)14343:Homo sapiens daudin 15 (CLDN1 
NM_002S19:Homo sapiens platelet factor 4 
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NM_005370:Homo sapiens me! transforming 
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BE621310 Hs.923 Hs^23singte-stranded DMA binding prote 

Hs .374548 Hs.374548-.so!ute carrier family 16 (mono 

Hs.155419 NMJ)01197:Komo sapiens BCt2-inleracting 

Hs.35861 Hs35361:Ras-induced senescence 1 

Hs. 184523 Hs.184523serinerthreonine kinase 38 fik 

Hs.378965 Hs.378965:Homo sapiens cDNA FU37658 fis 

Hs.1 83006 Hs.183005£kely homofog of mouse hepari 

Hs.418 (lrxusEnk)NM_004460itomo sapiens fibrob 

Hs.75227 NM_005002:Homo sapiens NADH dehydrogenas 

Hs.1 12378 (tocusBnk)NM_004987:Homo sapiens UM an 

Hs.287659 NI^.006113:Homo sapiens vav 3 oncogene (V 

Hs.205126 Hs^05126:Homo sapiens cONA: FU22667 fi 

HsJ10667 Hs^10667£STs 

Hs.374664 NM_005538:Homo salens inhibin, beta C { 

Hs. 151734 Hs.151734muctear transport factor 2 

Hsl306165 Hs.3C6165:ESTs, Highly simflar to unknow 

Hs.84038 NM_015937^omo sapiens CQ-06 protein (L 

Hs.374973 NML004697:Homo sapiens PRP4 pre-mRNA pro 

Hs.378970 Hs.378970:Homo sapiens CONAFU35102 fis 

Hs^47838 NM_002991:Homo sapiens small inducible c 

Hs.79305 H5.79305MAA0255 gene product 

Hs.121520 Hs.1 2152(fcHomo sapiens cONA FU35792 fis 

Hs.334851 Hs.3348511IM and SH3 protein 1 

BE072881:R(2-OT054B-20030£M12-e09 BT054 

Hs.155637 NM_006904:Homo sapiens protein kinase, D 

Hs.1 4623 Hs.14623Jnlerferon t gamma-cnducible pro 

Hs.21 1374 Gocusrink)NM_145051:Horno sapiens bypott) 

Hs.1 634 Hs.1634:cefl division eyrie 25A 

Hs.15898 Hs.15898:2.iWienoyl CoA reductase 2, pe 

Hs.75722 NM_002951:Homo sapiens ribophorin II {RP 

Hs. 1 02482 Hs.1 02482mwcin 5, subtype B. tracheobro 

Hs.91579 NM_033416:Homo sapiens similar to HYPOTH 

Hs .373554 0ocusfink)NM_1 30786: Homo sapiens atpha- 

Hs.84999 NMJ»0Q53:Homo sapiens ATPase, Cu++ tran 

Hs.109007 Hs.109007:Homo sapiens, Smaar to LOC16 

Hs.348504 Hs^48504:hypo&e6cal protein BC01 4072 

Hs.274351 NM_016032:Homo sapiens zinc finger, DHHC 

Hs.1 0098 NM_019082:Homo sapiens putative nudeota 

Hs.278613 (IocusEnk)NM_005532:Homo sapiens Interf 

Hs.171952 Hs.171952:occturJin 

Hs.36093 H*36Q93:Homo sapiens cDNA FU 12885 fis, 

Hs.1 53799 Hs.153799:Homo sapiens cDNA FU38333 fis 

Hs.7581 2 NM_004563:Homo sapiens phosphoenolpyrirva 

Hs.133397 Hs.133397:ESTs 

Hs.156110 Hs.15B110±nmunogIobuiin kappa constant 

Hs.61635 NM_012449:Homo sapiens six transmembrane 

Hs.1 54868 NM_004341^omo sapiens caroamoylfhospha 

Hs.99364 Hs.99364:abhydrolase domain containing 1 

Hs.1 08623 NM.003247:Homo sapiens thiomrjospondin 2 

Hs.2934 NMJ)01033:Homo sapiens ribonucleotide re 

Hs.695 Hs.695xystatinB(stBfinB) 

Hs.101282 Hs.101282:Hcmo sapiens mRNA; cDNA DKFZp4 

Hs.146428 Hs.146428xotlagen ( type V, alpha 1 

Hs.388 NM_002452:Homo sapiens nudix (nucleoside 

Hs.6752 Hs.8752:transmembrane protein 4 

AW578452:RC1-CT0252-03010CW)23ub07 CT025 

Hs.1499 NM_005526Jtomo sapiens heat shock transc 

Hs.42644 Hs.42644:truoredoxirhtike2 

Hs.24553 (tocusHnk)NNL022369:Homo sapiens hypoth 

Hs.44234 NM 018965:Homo sapiens triggering recept 

Hs.100623 NM_138689:Homo sapiens protein phosphata 

Hs.2861 92 NrA.032192:Homo sapiens protein phosphata 

Hs.75939 NM^012474:Honiosapfensuntfinernonophosp 

Hs.1 18638 Hs.1 1 8638:nor>-metasta0c ceOs 1 , prote! 

Hs.1 461 70 Hs.146170fypofoefca! protein FU22969 

Hs.250696 NM.0D685&Homo sapiens KDEL (lys-Asp-Qu 

Hs.3569 Hs.3569xhromoscme 20 open reading frame 

Hs.339827 Hs.339827:ESTs, Weakly similar to protea 

Hs.82353 NM_006404:Homo sapiens protein C recepto 

Hs.6906 NM_005402:Homo sapiens v-ral simian teuk 

Hs.68877 Hs.68877:cytocnrome b-245, alpha polypep 

Hs.32951 NMJX)1532^cmo sapiens solute earner fa 

Hs.173980 Hs.17398(hnuclear matrix protein NMP200 

Hs.1 7883 NMJ)02707:Homo sapiens protein phosphata 

Hs.30928 NM.0061 14:Homo sapiens translocase of ou 

Hs.350077 NM_000982:Homo sapiens ribosornal protein 

Hs.1 59557 NMJ)02265:Homo sapiens karyopnerin alpha 
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446356 AIB16736 Hs.14896 Hs.14896zlnc finger, DHHC domain cantai 3.24 

419170 BE002798 Hs^87850 N(vL002219:Homo sapiens Integral membrane 3.24 

426858 NWL004182 Hs. 172791 NM_004182:Homo sapiens uKquilously-expr 3.23 

_ 418558 AWD82265 Hs.86131 Hs.86131:Fas (TNFRSF5}-assodated via de 3.23 

5 444706 AK000398 Hs.1 1747 (locusfink)NM 01 7798: Homo sapiens chromo 3.23 

444734 NM.001360 Hs.1 1806 N^001360i^sapieris7^ehydrochoteste 3.23 

424482 BE268621 Hs.149155 (!Dcusfink)NM_003374:Homo sapiens vcttag 3.23 

438203 BE540090 Hs.7345 Hs.7345:MAD1 mitotic arrest deficient 3.23 

f . 409686 AK000002 Hs£5879 Oocusfink)NM_033450:Homo sapiens muIW 3.23 

10 418681 AA287786 Hs^3449 Hs.23449ansuDn receptor tyrosine Wnas 3.23 

419705 AW36B634 Hs.154331 Hs.1 54331 :ESTs 3.22 

4201B6 NMJH5925 Hs.95697 Hs.95697:Gver^pecific bHLH-Zip transcr 3.22 

413835 A1272727 Hs.249163 NM_024306:Homo sapiens fatty acid hydro* 3.22 

448153 Y10805 Hs^0521 NM_001536:Homo sapiens HMT1 hnRNP methyl 3.22 

15 425274 BE281191 Hs.1 55452 Hs.155462:MCM6 rniritamosorne maintenanc 3.21 

435472 AW972330 Hs.283022 NM_018543:Homo sapiens triggering recept 3.21 

451932 AA360954 Hs.27268 Hs27268:Homo sapiens cDNA: FU21933 fis 3.21 

420085 AI741909 Hs.44680 Hs.44680:hypotheiicat protein FU20979 3.21 

„ 412006 AW451618 Hs^90216 Hs^90216:ESTs 3.21 

20 424954 NM-000546 Hs.1 846 NM_000546:Homo sapiens tumor protein p53 121 

437741 BE561610 Hs^809 NM_.020470:Homo sapiens putative transmem 3.21 

414602 AW630088 Hs.76550 NM_052886:Homo sapiens ma!, T-celJ difle 3.20 

400263 Hs.75309 NM_001961:Homo sapiens eukaryotic transl 3.20 

434457 AF141332 Hs.200333 NM_018690:Homo sapiens apoflpoprotein B4 3.20 

25 452203 X57522 Hs.352018 NM_000593:Homo sapiens transporter 1 , AT 3.20 

413431 AW246428 Hs.75355 NM_003348:Homo sapiens uKquifin-conjuga 3.19 

437379 AL359575 Hs.23765 Hs^3765:mernbrane metallo-endopepGdase- 3.19 

408716 AI567839 Hs.151714 (k)cuslii*)NM_033405:Horno sapiens peraxi 3.19 

433627 AF078866 Hs.284296 NM.0331 61 :Homo sapiens surfeit 4 (SURF4) 3.19 

30 430393 BE185030 Hs.241305 (locusKnk)NM_006470:Homo sapiens tripar 3.19 

417286 M122237 Hs.81874 NWL002413:Homo sapiens microsomal glutat 3.18 

434224 AA380731 Hs.64 NMJW0206:Homo sapiens Interieutdn 2 rec 3.18 

428028 U52112 Hs.182018 Hs.1 820 1 8:interfeukin-1 receptor-associa 3.18 

445580 AF167572 Hs.12912 N^0061 09:Homo sapiens SKB1 homolog(S. 3.18 

35 420531 A1652069 Hs.98614 NM_004587:Horno sapiens ribosome binding 3.18 

417389 BE260964 Hs.82045 Hs.82045:midWne (neurits growth-promoO 3.18 

412276 BE262621 Hs.73798 Hs.73798:macrophage migration inhibitory 3.18 

452700 AI859390 Hs.288940 NM„021259:Homo sapiens transmembrane pro 3.18 

433604 NML013442 Hs.3439 Hs.3439»tomafin (EPB72Hfle 2 3.18 

40 414883 AA926S60 Hs.348669 Hs,348S69;CDC28 protein kinase 1 3.18 

421743 T35958 Hs.107614 Hs.107614:DKFZP564l1 171 protein 3.18 

447698 AI420156 Hs.326733 NM_052858:Homo sapiens similar to RIKEN 3.17 
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449944 AF290512 Hs.58215 (locusfink)NMJ)33046:Homo sapiens rhotek 117 

425244 AK002127 Hs.155313 NMJ)22105*torno sapiens death associated 3.16 

428484 AF104032 Hs.1 84601 (tocusIink)rM.003486:Homo sapiens solute 3.16 
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410636 AA088177 Hs.172870 Hs.1 72870:KIAA1 91 3 protein 3.15 

__ 423599 AI805654 Hs.31731 (focusrmk)NML012094:Homo sapiens peroxi 3.15 

55 435886 BE265839 Hs.12126 NM_018487^4omo sapiens hepatocellular ca 3.15 

458778 AW451034 Hs.326525 NM.001669-.Hamo sapiens arylsulEatase D ( 3.14 

420190 A1816209 HsJ5867 (tocuslink)NM_0241 12:Homo sapiens chromo 114 

428371 AB012193 Hs.183874 NM_003589-*lomo sapiens cidfin4A(CUL4A) 3.14 

450690 AA296696 Hs333418 (locuslink)NM_014164:Homo sapiens FXYD d 3.14 

60 413900 AW409747 Hs.75612 N!^nn6819:Horr© sapiens stress-induced-ph ■ 3.13 

406698 X03068 Hs.73931 Hs.7393lOTajorWstocompa8bffitycompte 113 

407797 AK000524 Hs.3985Q Hs.39850:uridine kinase4ike 1 3.13 

447321 AW271217 Hs^81434 Hs.281434:Homo sapiens cDNA FU31 373 fis 113 

426841 AI052358 Hs.131741 Hs.131741:ESTs 113 

65 418650 BE386750 Hs.86978 Hs.86978:prolyi endopeptidase 112 
420676 AI434780 Hs.4248 Hs.4248:Homo sapiens PP3781 mRNA,cornpte 112 

438444 AI064707 Hs^01226 Hs.3D1226:Homo sapiens, clone 1MAGE:3456 112 
439778 AL109729 Hs.99364 Hs.99364abhydrolase domain containing 1 112 
412326 R07566 Hs.73817 NM_002983:Homo sapiens small inducible c 112 
70 447656 NM.003726 Hs.19126 NM_Q03726:Homo sapiens src family associ 112 
428109 AW732918 Hs.182490 Hs.182490:leucine-rich PPR-motif contain 111 
421779 AI879159 Hs.108219 NM_004626:Homo sapiens wingless-type MMT • 111 
400262 Hs.75309 NM_001961:Homo sapiens eukaryolic transl 111 
__. 418803 U50079 Hs.88556 NMJ»4964:Homo sapiens histone deacetyla 111 
75 449230 BE613348 Hs.356392 Hs.356392:ESTs, HigHy similar to Si>has 111 
421532 AW138207 Hs.146170 NM_022842:Hoino sapiens hypothetical prot 111 
432026 AA524545 Hs.224630 Hs.224630:Homo sapiens cDNA FU33318 fis 111 
433179 AW362945 Hs.162459 Hs.162459:ESTs 3.11 
452264 AU077013 Hs.28757 Hs.28757:lransmembrane 9 superfamfly mem 3.11 
80 418641 BE243135 Hs.86947 NMJX)1109:Homo sapiens a (femtegrin and 110 
421612 AF161254 Hs.106196 {IocusDnk)NM_016579:Homo sapiens 806 an 110 
427349 AA350154 Hs.177415 (locusfir*)NMJ)01997:torno sapiens Rnkel 110 
457670 AF119656 Hs.23449 NM_018842:Hoino sapiens insuTm receptor 110 



167 



WO 03/042661 



PCT/TJS02/36810 



438407 AM57122 Hs.129673 Hs.1 29S73:eL*aryo5c translation tnifial 3.10 

428293 BE250944 Hs. 183555 Hs.183556so)utB earner fannly 1 (neutr 3.10 

• 435823 AW749865 Hs.1 17077 Ks.1170772inc finger protein 264 3.10 

418181 U37012 Hs.83727 NM J)1 3291 :Homo sapiens cleavage and poly 3.10 

5 43482B 'AF155561 Hs 22265 Hs,2226&pyruvate dehydrogenase phosphat 3.10 

428734 BE303044 Hs.1 92023 NMJ»3757:Hcmo sapiens eukaryofo trans) 3.09 

423022 AA320525 Hs.201076 Hs31076£STs 3.09 

427648 AI376722 Hs.1 80052 Hs.1 80062?rote3some (prosome, maaopam 3.08 

irt 404240 3.08 

10 408989 AW361666 Hs.49500 rte.49500MAAO746 protein 3.08 

452835 AK001269 Hs.30738 NM_016087:HDrnc sapiens hypothetical prol 3.08 

446506 AJ123118 Hs.15159 (locustink)NM_015326:Homo sapiens chemok 3.08 

402260 3.08 

429671 BE379335 Hs^11594 Hs^l 1594:proteasome (prosome, macrapain 3.08 

15 409267 NM_012453 Hs£2515 NM_012453:Horno sapiens transducin (beta) 3.08 

445937 AI452943 HsJ21231 (tocusGrik)I^003779:Homo sapiens UDP-Ga 3.07 

431243 U46455 Hs252189 NM J»2999:Homo sapiens syndecan 4 (amphi 3.07 

422611 AA158177 Hs.1 18722 (Ux^stink}NM_004480:Horno salens fucosy 3.07 

427647 W19744 Hs.1 80059 Hs.1 80059-.Homo sapiens cDNA FU313S0 fe 3.07 

20 449644 AW960707 Hs.148324 Hs.148324£STs 107 

448719 AA033627 Hs.21858 Hs.21856serine (or cysteine) proteinase 107 

417457 AA378907 Hs.349326 Hs.349326:Homo sapiens cONA FU30S77 fe 3.07 

454128 AL031259 Hs.367900 Hs.367900:piograrr[med ceD death 2 3.07 

_ _ 424927 AW973666 Hs.1 53850 Hs.1 53850*ypofiisfcal protein C321 02.4 3.07 

25 428144 BE269243 Hs.1 82625 Hs.182625:VAMP (vesicte^ssociated membr 3.07 

426440 BE382756 Hs.1 69902 NM_00551fcHomo sapiens solute carrier (a 3.06 

426410 BE298446 Hs^05890 NMJ3B578:Homo sapiens BCL2-Cke 1 (BCL2 3.06 

426812 AF105365 Hs.172613 NM_006598:Homo sapiens solute carrier fa 3.06 

_ _ 435750 AB029012 Hs.4990 Hs.4990:KIAA1 089 protein 3.06 

30 421802 BE261458 Hs.1 08408 (tocusGnk)NM 01 6Q22:Homo sapiens CGt-78 3.06 I 

421905 AB60247 Hs.32699 Hs.32699:Homo sapiens. Similar to RIKEN 3.06 

430542 AI557486 Hs.119122 Hs.1 19122anbosomat protein L13a 3.06 

427268 X78520 Hs.174139 NMJ»1829:Homo sapiens chloride channel 3.06 

412525 AA581439 Hs.1 52328 Hs.152328£STs 3.06 

35 . 422813 AV656571 Hs.121058 (locus!ink)NM_003270:Homo sapiens transm 3.05 

441406 Z45957 Hs.7837 HsJ837^hosphoprotein regulated bymito 3.05 

408806 AW847814 Hs.75608 Hs.75608:6ght junction protein 2 (zona 3.05 

435730 AB020635 Hs.4984 Hs.4984:KlAA0828 protein 105 

432871 NM.016142 Hs.279617 rte.279617:rrydroxyster^ (17-beta) dehyd 3.05 

40 447783 AF054178 Hs.19561 NMJH)5001:Horno sapiens NADH dehydrogenas 105 

426268 AF083420 Hs.168913 NM_003576*!omo sapiens serine/threonine 3.05 

450447 AF212223 Hs.25010 NM.01 8698^omo sapiens rrypoiheSca! prot 3.05 

427337 Z46223 Hs.176663 Nr^000569*lorno sapiens Fc fragment of Ig 3.05 

406363 3.05 

45 439841 AF038951 Hs.6710 NMJKM870:Homo sapiens mannose-P-ddicho 3.05 

431738 AW237726 Hs.288549 NM_032828:Homo sapiens ubiquifin UBF-fi 104 

447966 AA340605 Hs.105887 {Jocusfink)NM_145252:Homo sapiens simfe 3.04 

439246 AM9B072 Hs.351474 Hs.351474:Homo sapiens cDNA FU30002 fis 3.04 

419493 AF001212 Hs.90744 Hs.90744:proteasome (prosome, macropain) 3.04 

50 427597 D15049 Hs.179770 rM_002842:Homo sapiens protein tyrosine 3.04 

430281 A1878842 Hs.237924 NM 016016:Homo sapiens CGI-69 protein (L 104 

446620 AA128808 Hs.1 79902 0ccusfink)NM_022109:Homo sapiens CDw92 104 

452865 A1924046 Hs.119S67 Hs.1 19567£STs, Weakly stmBar to ALU1..H 104 

422164 NNL014312 Hs.112377 rte.112377xorficalthyrnocyle receptor (X 104 

55 444301 AK000136 Hs.10760 NM_017680:Homo sapiens asporin (LRR das 104 

451455 AJ937227 Hs.8821 . NrVL0211 75:Homo sapiens hepdefin anfimicr 103 

417777 AI823763 Hs.7055 Hs.7055:Homo sapiens cONA FU33420 6s, 3.03 

417144 AA382104 Hs.81337 Hs.81337dec8n, galactostde-binding, so 103 

450825 AC005954 Hs^5527 (tocusBnk)r4M_014428:HoTno saptens Oght 103 

60 414774 X02419 Hs.77274 NM_002658:Homo sapiens plasminogen acfiv 103 

409430 R21945 Hs.346735 Hs.346735:Hamo sapiens, dona IMAG&3881 103 

440659 AF134160 Hs.7327 NN1.021 1 01 :Homo sapiens claudin 1 (CLDN1) 3.03 

432268 BE311856 Hs.274230 Hs^74230^^pr»adenosine5 , -phospho 103 

438930 AW843633 Hs.343261 ris^3261 JustocompaMty (minor) 13 102 

65 412599 AU076782 Hs.248267 pocusfink)NI021126:Ho™^ 102 

426788 U66615 Hs.172280 Nr4_003074:Homo sapiens SWI/SNF related, * 102 

425966 NM_001761 Hs.1973 NMJM1 761 iHomo sapiens cydin F (CCNF), 102 

448847 AI587180 Hs.1 10905 Hs.110906±ypo8iefcal protein BC004501 102 

431236 AV656840 Hs^85115 NH.001560"itosapiembterleirkin 13 re 102 

70 414702 122005 Hs.76932 NM_004359:Homo sapiens cet) division eye 3.02 

430024 AJ808780 Hs.227730 NM-OOICIOrrtosapierBtntegnn, atpha6 102 

424394 BE277024 Hs.146381 Hs.146381 :RNA binding motif protein, X c 101 

442993 BE018682 Hs.166196 Hs.166195 ATPase, Class 1, type 8B, rnemb 3.01 

437712 X04588 Hs.85844 Hs.85844:rreirrotrophic tyrosine kinase, r 101 

75 410293 AK000047 Hs.61950 NM_018992:Homo sapiens rrypotheScal prot 101 

454358 AW792876 Hs.288936 NMJJ31420:Horno sapiens mitochondrial rib 3.01 

411531 AB014511 Hs.70604 Hs.70604ATPase, Qass It, type 9A 100 

447032 AK000310 Hs.17138 (locusBnk)NM_017755^omo sapiens hypoth 3.00 

414249 AI797994 Hs.279929 (tocusTink)N[M_01751 0:Homo sapiens gp25L2 3.00 

00 448440 AA173467 Hs.62402 Hs.62402:p21/Cdc42/Rac1-acMed kinase 100 

423184 NMJKM428 Hs.1624 NM_004428:Horr« sapiens ephrin-A1 (EFNA1) 100 

419452 U33635 Hs.90572 Hs.90572:PTK7 protein tyrosine kinase 7 3.00 

417878 U90916 Hs.82845 Hs.82845:Homo sapiens cDNA: FU21930 fis 3.00 
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431884 AA521246 Hj*210792 
Hs.355814 
Hs^43828 
Hs.73722 
Hs.5831 
Hs.181357 
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425261 

445229 BE276013 
412146 M92444 
437763 AA469369 
406865 AI025931 
425725 NM_012243 Hs.1 59322 
417259 AW903838 Hs.81800 
453902 BE502341 Hs.3402 
432396 AW295956 Hs. 11900 
411358 R47479 Hs.94761 
453518 AW503205 Hs.27268 
448913 AA194422 Hs.22554 
440943 AW082298 Hs.146161 
414013 AA766505 Hs.47099 
452124 AA454220 Hs.61170 
416391 AJ878927 
419092 J05581 
426375 AK000597 
437296 AA350994 
407736 N41744 
443303 U67319 
424756 AW504657 Hs.152931 
430354 AA954810 Hs^39784 
417079 U65590 
425221 AV649864 
414186 U33446 
432065 AA401039 
452012 AA307703 
412429 AV650262 
452714 AW770994 Hs.30340 
429922 297630 Hs.226117 
434931 AW968941 Hs.166254 
416293 BE244454 
428781 AF164799 
445350 AF052112 
422396 W21872 
429597 NM.003816 Hs.2442 
421179 U72664 Hs.148495 
417691 AU076610 Hs.82399 
427715 BE245274 Hs.180428 
430589 AJ002744 
409220 BH243323 
443883 AA114212, Hs.9930 
445720 AL04O482 Hs.286173 
429583 NMJW6412 HsJ209119 
NM 014788 Hs.179703 
Hi*34789 
Hs.89643 
444824 AA843575 Hs.12056 
431629 AU077025 
425118 AU076611 
422010 AA302049 
436075 BE090176 
412338 AA151527 
413073 AL038165 
412088 AI6B9496 
447140 AF070537 
426746 J03626 
424291 AL120051 
417944 AU077196 
428343 AL043Q21 
435640 AF220053 
451608 AA384525 
434608 AA805443 
437186 AA338305 
429574 BE268321 
438549 BE386801 
440246 W52010 
426924 BE222542 
444193 Y17B01 
422030 X51416 
415938 BE383507 
450167 AA446404 
408815 AW957974 Hs.25485 
414820 AA371931 Hs.77422 
410013 AF067173 
444823 BE262989 
422197 AW974265 Hs.1 11632 
432710 AA609685 Hs278672 



Hs.79284 

Hs.89603 

Hs.169549 

Hs.20281 

Hs.349326 

Hs,9216 



Hs.81134 

Hs.155188 

Hs.75799 

Hs2903 

Hs.279766 

Hs.75765 



Hs.79162 
Hs.193384 
Hs.12540 
Hs.7907 



Hs.246315 
Hs^1233 



427581 
419193 D29643 
419152 L12711 



Hs.265827 

Hs.154672 

Hs.31181 

Hs.179902 

Hs.69485 

Hs.75187 

Hs.108932 

Hs.17481 

Hs.2057 

Hs.144700 

Hs.82965 

Hs.12705 

Hs.54960 

Hi26745 

Hs.179909 

Hs.377816 

Hs^08912 

Hs.21858 

Hs.191379 

Hs.128782 

Hs.10574 

Hs.110849 

Hs.78921 

Hs.24563 



Hs.57904 
Hs.12045 



Hs.210792:Homo sapiens cDNA RJ36691 fis 
HsJ55814:Homo sapiens done IMAGE29333 
Hj*343828:Homo sapiens mRNA; cDNA DKFZp7 
Hs.73722APEX nuclease (rnulfirunrfonal 
Hs.5831 : tissue Inhibitor of metaloprote 
Hs.181357:Iarninin receptor 1 {67kO, ribo 
(1oofifink)NM_012243:Homo sapiens sdute 
Hs.81800:chondroiSn sulfate proteoglyca 
NM_139177:Homo sapiens chromosome 17 ope 
{locusM)NM_032527:Homo sapiens hypoth 
HS.94761MAA1691 protein 
Hs.27258:Homo sapiens cDNA: FU21933 fe 
NMJK)4999:Horno sapiens myosin VI (MY06), 
NM„032331:Homo sapiens hypotheficai prot 
NM_024642:Homo sapiens hypothetical prot 
Hs.61170:ESTs 

NM_0Q2401Homo sapiens mesoderm specific 
NML002456:Homo sapiens mucin 1, transmem 
NM 017893:Homo sapiens sema domain, immu 
Hs.20281:MAPK phosphatase-7 
Hs.349326:Hcmo sapiens cDNA FU30677 fe 
NM_03334O:Homo sapiens caspase 7, apopto 
(locustink)NM_002296:Homo sapiens larrrin 
Hs^39784scribWe 

(k3CUsnrik)NM_000577:Homo sapiens interl 
NM_005642:Homo sapiens TAR RNA porymera 
Hs.75799:protease, serine, 8 (prostasin) 
HsJ2903:proteki phosphatase 4 (formerly 
0ccusTmk)NMJ)1231O:Horno sapiens Wnesi 
NM 002089:Homo sapiens GR02 oncogene (GR 
Hsi0340:hypothetical protein K1AA1165 
NM_005318:Homo sapiens H1 rristone family 
Hs.166254:iikeiyorthotog of rat vacuole 
Hs.7916lstructure specific recognition 
Hs.1 93384:putatafive 28 kDa protein 
NMJ)0633Q:Homo sapiens iysophosphoBpase 
(lc<ais!mk)NM.1450S9:Horno sapiens L-fuco 
Hs.2442a distntegrin and metaDoprotein 
NMJXJ281 (fcHomo sapiens proteasome (proso 
NM_007357:Homo sapiens component of dig 
Hs.180428:WAA1181 protein 
NM_017423:Homo sapiens UDP-K-acetyWalph 
(k>cusiink)NKt003842:Horno sapiens tumor 
Hs.9930serine (or cysteine) proteinase 
Hs.286173:K!AA1595 protein 
NM_006412Homo sapiens 1-acy!glycerol-3- 
NM_014788:Homo sapiens tripartite motif- 
NM 005216:Homo sapiens dctfchykfiphosph 
Oocusfink)NM_001064:Homo sapiens transk 
NM_001671->lomo sapiens asialogtycoprotei 
NM_022873:Homo sapiens interferon, alpha 
Hs.154672anelhylene tetrahydrofolate deh 
Hs.31 181:Homo sapiens cDNA: RJ23230 fis 
NM_080546:Homo sapiens CDw92 antigen (CD 
Cocusfink)NM_024661:Homo sapiens hypoth 
NMJ)14765:Homo sapiens transiocase of ou 
Hs.10893lESTs 

NMJ38391:H«mo sapiens hypotheficai prot 
NM 0O0373:Homo sapiens uridine rnonophosp 
NML004429:Homo sapiens ephrin-B1 (EFNB1) 
NM_000393:Homo sapiens collagen, type V, 
(teusflnk)NM J45294:Homo sapiens simila 
NM_018468:Homo sapiens uncharacterized h 
NM_016499:Homo sapiens HSPC244 (MG£1337 
NMJ)24831:Homo sapiens nuclear receptor 
Hs.377816:Homo sapiens cDNA FU36808 fe 
Hs^0B912±ypothefJcal protein MGC861 
HsJ21B58:serine (or cysteine) proteinase 
Hs.191379:ESTs 

Hs.128782^omo sapiens cDNA FU31512 fis 
Hs.10574sohite carrier family 2, {faca 
OccusCnk)NM_004451:Horno sapiens estrog 
NMJ)03488*tomo sapiens A kinase (PRKA) a 
NMJ>13248*tomo sapiens NTF2-fike export 
(tocusfink)NM_024599:Homo sapiens hypoth 
Hs77422:proteoflpid protein 2 (colonic 
Hs.57904:mago-nashi homolog, prorrferati 
Hs.12045:C2f protein 
Hs.1 11632:Lsm3 protein 

NMJK)5898:Homo sapiens membrane componen 



432465 D56165 
412926 A1B79076 



Hs.275163 
Hs.75061 



NM_00251lHomo sapiens ncn-metastaticce 
Hs75061:rnacrophage rnyristoylated alanin 
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DCCCTIC70 


Hs. 13543 
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AWaui 1 jo 


HS.10UUO9 


408201 


AK0QD5S8 


Hs.43654 


444758 


AUJ44878 


Hs!l1899 


423323 


AJ951628 


Hs.127007 


439720 


AJ935202 


Hs.31181 


435550 


A1224456 


Hs^24507 


425907 


AA365752 


Hs.155965 


426234 


BE314534 


Hs.168159 


427640 


AF058293 


Hs.180015 


433233 


AB040927 


Hs^018O4 


415697 
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441321 


H17182 


Hs.7771 
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449954 


AA641636 
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(k)cuslink)NM_.012425:Homo sapiens Ras su 

(locusCnk)NM_002004:Hamo sapiens fames 
(locusDnk)NM_007274:Komo sapiens cytoso 
Hs^36881:ESTs 

KM_033274:Homo sapiens a cfiantegrin and 
Hs^44542:Homo sapiens cDNA RJ38908 fe 
NM_000991Jiomo sapiens riboscmal protein 
Hs.192182£STs 

NM_00 1 982iiomo sapiens v-erW)2 erythrob . 
NM_014437:Homo sapiens solute carrier fa 
NM_01 2339:Homo sapiens transmembrane 4 s 
hfM_002797^tomo sapiens pnoteasome (prose 
Hs.91 OOrhypoMcal gene supported by A 
NMjnS40&Homo sapiens peraxiredorfn 4 ( 
NM_02023ftHomo sapiens peter pan homobg 
Hs.133122:hypothefca1 protein RJ14524 
Hs.80887>-yes-1 Yamaguchi sarcoma viral 
NMJ)1 81 20tHomo sapiens hypothetical prot 
NM_005738:Homo sapiens ADP-nbcsylation 
(bcus&nk)NM_007346:Homo sapiens opioid 
Hs.272044:ESTs, WeaHy simitar to hypcth 
Ks.7967:ESTs, WeaHy similar to extensin 
NM_005399:Homo sapiens protein kinase, A 
fe.7218:aceryW*erizyrne A synthetase 2 { 
NM_012100:Homo sapiens aspartyl aminopep 
NM_018344:Homo sapiens hypothetical prot 
Hs.21486:signal transducer and activator 
NW_01 7829-iiomo sapiens cat eye syndrome 
(lc<^nk)NM_0046S7:Homo sapiens PRP4 p 
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444099 087432 Hs.10315 NM_003983:Homo sapiens solute earner fa 266 

417821 BE245149 Hs.82643 NM_Q02821Homo sapiens protein tyrosine 266 

418529 AW005695 Hs.250B97 Hs250897:TRK-fused gene 265 

20 426025 AW138330 Hs.17558 Hs,17558:Homo sapiens, clone IMAGE40704 265 

420187 AK001714 Hs.95744 NM_01 9028:Homo sapiens hypothefcal prot 265 

408150 BE620274 Hs.43t12 Hs.431 1 IHomo sapiens mRNA; cDNA OKF2p43 265 

444395 N66148 Hs.11125 (locusnnk)NM_014041:Homo sapiens signal 2.65 

431222 X56777 Hs.273790 NMJ»7155:Homo sapiens 2onape!liJcidagl 265 

25 406790 AA293303 Hs.356342 Hs.356342ESTs, HighJy similar to 21 1320 265 

440708 AF038962 Hs.7381 Hs.738Hoftage^ependent anion channel 265 

416526 H61082 Hs.14743 Hs.14743£STs 265 

413995 BE048146 Hs.75671 NMJKM603:Homo sapiens syntaxin 1A (bra! 165 

424908 AW513963 Hs.39143 Vte.39143:hypoaiefical protein MGC13125 265 

30 442110 AF113008 Hs.8102 NM_001023:Homo sapiens nTKSOmat protein 265 

452882 AW972990 Hs. 196270 NM_030780:Homo sapiens folate transporte 265 

406862 AW150807 Hs.356262 Hs^56262£STs, Highly similar to A31233 264 

451295 A1557212 Hs.17132 Hs.17132ESTs 2.64 

. _ 448428 AF282874 Hs.21201 NM_01 5480:Homo sapiens necfin 3 (DKFZP56 164 

35 426611 BE178050 Hs.171271 N^001904:Homosapierecatenin{cadherin 264 

426216 N77630 Hs.13895 Hs.1389S:HomosapfenscDNAFU11654fis, 2.64 

407223 H96850 H95850:yw03b1ls1 Scares melanocyte 2NbH 2.64 

427725 U66B39 Hs. 180533 NM_002756:Homo sapiens rritogen-acfivated 2.64 

420157 AA857991 Hs.1231Q6 Hs.1 231 06:ESTs 264 

40 428471 X57348 Hs.184510 Hs.1 8451 Orstratifin 164 

451544 AK000429 Hs.26570 NM_0178l4:Homo sapiens hypothefical prot 2.64 

413245 BE244334 Hs.75249 Hs.75249ADP-ribosyla6on factoriike 6 164 

415020 BE249915 Hs.293533 Hs.293533:Homo sapiens cDNA FU37093 fo 164 

. _ 437193 BE259190 Hs,289721 Hs.2B9721:growth arrest-specific 5 164 

45 418684 U82987 Hs.87246 NM_014417:Hcmo sapiens BCL2 binding comp 164 

410668 BE379794 Hs.159651 NN1014452*lomo sapiens tumor necrosis fa 164 

436183 AI146327 Hs.334802 0a^nk)NMJ)24718:Homo sapiens hypoth 164 

441226 BE563042 Hs.118820 Hs.118820:hypothetical protein BC007882 164 

432788 AA521091 Hs.TO499 Hs.17B499:HSPC063 proteh 164 

50 432746 AA564512 Hs .372775 Hs.372775:Homo sapiens, done IMAGE3946 164 

450377 AB033091 Hs.355925 Hs.355925:KIM1 265 protein 164 

434633 AI189587 Hs.120915 Hs.120915:ESTs 164 

424707 BE061914 Hs.10844 Hs.10844*udne-ri*alpha-2-glycoprote 164 

_ _ 427600 AW630918 Hs.179774 Hs.179774:proteasome (prosome, macropam 163 

55 446522 NMJJ03876 Hs.15196 NM_003876:Homo sapiens putafive receptor 163 

436906 H95990 Hs.181244 Hs.1 81244^naior hfetocompaObirity compl 163 

410701 AF198620 Hs.10283 NM_005105:Homo sapiens RNA binding motif 163 

410182 NMJ301983 Hs.59544 N MJ)01983-.Homo sapiens excision repair c 163 

406716 AW148546 Hs.169476 Hs.169476^iycefal6ehyde-3-phosphate(leh 163 

60 430308 BE540865 Hs.238990 NM 004064:Komo sapiens eyefin-dependent 163 

431074 BE072772 Hs.8997 Hs.8997:Sad1 uno*4 domain protein 1 163 

412867 AU076861 Hs74537 Hs.74637:testls enhanced gene transcript 2.63 

440524 R71264 Hs.16798 Hs.16798:Homo sapiens mRNA; cDNA DKFZp56 163 

435968 AW161481 Hs.111577 {locusnnk)NWL030926:Homo sapiens integr 163 

65 422672 X12784 Hs.119129 NM_001845:Homo sapiens coHagen, type IV 163 

447528 W612027 Hs.76277 NM_138393:Homo sapiens hypothetical prot 163 

406774 AW518383 Hs.177592 Hs.1 77591ribosomai protein, large, P1 163 

439755 AW748482 Hs.77873 Hs.77873:B7 homolog 3 163 

435311 W86610 Hs.185736 Hs.185736:ESTs 163 

70 428699 AW578252 Hs.190161 Hs.1 901 61 :LR8 protein 162 

410678 BE540516 Hs.378825 Hs.378825:Homo sapiens cONA FU37850 fis 162 

414839 X63692 Hs.77462 (locusfmk)NMJX) 1379: Homo sapiens DNA (c 162 

443217 NNL001545 Hs.9078 Hs.9078*nmature colon carcinoma transcr 162 

_ r 448749 AW859679 Hs.21902 Hs.21902Homo sapiens done 25237 mRNA s 262 

75 450009 A1399947 Hs.1 66486 Hs.166486:Homo sapiens cDNARJ1 1432 fis 162 

407687 AK002Q11 Hs.37558 NWL018339:Homo sapiens hypothetical prot 262 

442232 AI357813 Hs.337460 Hs.337460£STs, Hfohly similar to HYEP_H 262 

419625 U91616 Hs.182885 NM_004556:Homo sapiens nudear factor of 162 

or . 416114 AI695549 Hs.183868 Hs.lBSSeSiglucuronidase, beta 162 

oO 439437 A120778B Hs.343628 Hs.343B283ialyHransferase 4B (beta-gal 261 

408452 AA054683 Hs222728 Hs.222728:Homo sapiens cDNA FU39004 fis 161 

443142 AI696513 Hs.108705 Hs.1 08705:protein phosphatase 2 (tameri 161 

426152 BE299190 Hs.1 67246 Hs.1 67246^450 (cytochrome) oxidoredurfa 161 
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419667 


AU077005 


Hs.92208 ' 


NM_0038t SiHomo sapiens 3 dtsintegnn and 


2.61 


415072 


BE2536B7 


Hs.77876 


Hs.77876."fiypoUie5cal gene MGC19595 


2.61 


406670 


W79632 


Hs.256301 


Hs.256301 ihypothefcal protein MGC13170 


2.61 


403399 






2.61 


419579 


W49523 


Hs.295200 


NM_023948:Homo sapiens hypothetical prot 


Z61 


437202 


AA326110 


HsJ74481 


Hs.374481 :ESTs, Weakly simflar to T34549 


2.61 


414020 


NM_0Q29B4 


Hs.75703 


MM 002SS4iHonto S3ptsns srnsi] cnjucibte c 


2.61 


421295 


AW081051 


Hs.103180 


HS.103180-DC2 protein 


2.61 


446488 


AB037782 


Hs.15119 


HS.15119WAA1361 protein 


Z61 


442504 


BE503373 


Hs334335 


NM_022484:Homo sapiens hypothetical prot 


2.60 


448204 


AI475124 


Hs.1 70561 


Hs.170561:ESTs 


2.60 


449175 


AJ005892 


Hs^3170 


(tocusGnk)N r M_012280:Homo sapiens RsJ h 


2.60 


411201 


T74588 


Hs.8509 


HsJ1509£STs, WeaHy similar to C3HU com 


2.60 


424805 


AF230904 


Hs.1 53260 


NM_031892:Bomo sapiens SH3-dornain kinase 


2.60 


425421 


111669 


Hs.1 57145 


Hs.1 571 45'lptracvcfmp fransoorffir-GkB 


2.60 


422739 


H20106 


Hs.1 19591 


(!ocusEnk)NM_004 059: Homo sapiens adapto 


2.60 


450858 


CI 8456 


Hs.25597 


Hs.25597",etongation of very long chain f 


2.59 


443195 


BE148235 


Hs.1 93063 


Hs.1 93063:Horrto sapiens cONA FLJ14201 fis 


183 


430504 


H52761 


Hs.44095 


Hs.44095rvrim M3 


2J5Q 


439576 


AW263124 


Hs.350547 


NM 024&fi5 B Hofnr> sans ens ntidpar rpcenior 


2,59 


416041 


AA345547 


Hs.53263 


flocusfinklNM 094R47*Hnmn <:anipr« mtrfpo 


2.59 


451920 


AA224483 


Hs. 27239 


Hs^723ft7inc firmer DHHC rinmain rnnlAi 


2.59 


414163 


BE262310 


Hs.75782 


NM — 001521 pHomo f>flpi&ns Qsnsrsl trsnscnp 


2.59 


422140 


BE29591B 


Hs.1 12193 


flocusfinklNM 02525?H-lnmfi saoipnc chrnmn 


2.59 


452817 


AA322859 


Hs.284275 


HS-284275'd21 fCDKNIAl-arfivaferf IdnasA 


2.59 


413353 


AW293542 


Hs.75309 


Hs.75309:eukaryoGc translation elongafi 


2.59 


421700 


BE515018 


Hs.1 07014 


i»iH_utow iximilU acfuclis lliclluJJ dIJo DltcJdd 




410801 


BE275469 


Hs.66493 


fiM_016430tHomo sapiens Down syndrome cri 


2.59 


440511 


AF 13 2959 


Hs.7236 


NM 01 5Q53*Hnmn ^anfpns pMOS rnfpra-irnn 


2.59 


407887 


AA579668 


Hs.41072 


(tocusIink)NM_004568:Homo sapiens serine 


Z59 


425356 


BE244879 


Hs.1 55939 


NM fl0554i*Hnnrtn e anion e SnAcHnl rmhinknc 

1 MV^UVOvJ** I.J 1U4 11U ad^lIOIIp UiUoiUM (A>JJJJllUo 




408102 


U46351 


Hs.621 


14c R9Hprfin n^artnfiirlkhi'nrTnrifl sntii 
iu,u£i.tcuiii, yaJ€**iuo4Uc-uiiiuuy , suiu 




417952 


AI19283B 


Hs 173135 


lie 1T^n^"Hi tpt-<;rvy*ifipTfv K/tY><;rT>o-/Y\_ 

IB. 1 f «J 1 vi/MWra\MSUUKMJ Ljf 1 Uoll ft* \ 1 f- 




433053 


BE301909 


Hs.279952 


NM_015917:Homo sapiens glutathione S-tra 


2.59 


450935 


BE514743 


Hs.379039 


NM_005851iHomo sapiens tumor suppressor 


2.59 


417891 


W79410 


Hs.82887 


(!DCUslink)NM_021959:Homo sapiens protei 


2.59 


438364 


AKO00B6O 


Hs.6191 


NM fl?0M1 'Mnmn ostnlan^ rnmntn nrftn-hi 


ICQ 


430976 


AA505112 


Hs .282990 


Ni^_Q33550iHomo sapiens chrornosome 20 ope 


2.58 


444838 


AV651680 


Hs.208558 


Hs.208558:ESTs 


258 


416435 


A1431301 


Hs.374897 


Hs 374897'Homo saolens cDNA RJ36874 fis 


2^53 


415444 


BE247295 


Hs.78452 


Hs.78452solutB carrier family 20 (phosp 


2.58 


452222 


AW806287 


Hs.21432 


rv>>£ i HOc.onA gcTiB 


4.00 


400541 






£.00 


444309 


U83236 


Hs.10803 


Hs.10803icalcium and Integrin binding 1 


2.58 


416116 


H51847 


Hs.99858 


U<- QQA'iR'ritviQntTMl nrnfprn 1 7a 


2.58 


418629 


BE247550 




(iucusun]\jriM__uu90 lU^noiiio Sapiens growin 


4C.00 


432996 


AF1 05025 


Hs.279901 






426781 


AU048967 


Hs.172?Q7 




9 57 


452636 


BE615074 




tie 1 / k9 7Q"^PT frarrclnrafmn frnvolnSH Ion 


£.3/ 


406851 


AA509784 


Hs.352392 


H^_^S7^Q^!fnainr ht<dnmmtvifihifitv minnl 


2.57 


447674 


BE270640 


Hs.19199 


MM HOI 7QA*t4nmn csnionc ^unlifi-Honan^oitf 
i^iV\__LWJ i f pc.nLNHU 9dptCiK> cycilirQcpBiHJcili 


9 57 


445647 


AV654627 


HS.2718Q8 


?71 finfi-Hnmn qantpn<: rDNA R A fk 
njxf iuuu.( iuhuj oapiciio ruoou 10 ui> 


9 57 


444735 


AA533491 


Hs.23317 


NM rW^R54"Hmrvrt canionc hvrvifhofirfH nml 
i , »«\_i>ozo* 1 t.nuiiRj odpiciib iiypouicm-cii pro 


957 


402861 






Z57 


450069 


A1698139 


Hs 202093 


Hs.202093:ESTs 


2-57 


414029 


BE297731 


Hs.75709 


NM OOTSS'i'HnfTm Rsnh^n^ mannrKpJvnhncnha 


Z57 


427700 


AA262294 


Hs.1 80383 


NM_00194&Homo sapiens dual specificity 


2.57 


449961 


AW265534 


Hs.1 331 00 


Hs.1 331 00:ESTs 


2.56 


449378 


AW654026 


Hs.59892 


Hs 59892:ESTs. Weaklv similar to ataha 5 

1 W.vJwf.iUV 1 0| 1 1 COM J 9111 UI0J Ul O^JHOw 


2.56 


442599 


AF078037 


Hs .324051 


rtn«L>dtnt(\NM 00fiRfi3-Hnmn «w™pfK RpIA^ 
^iuuucwui^j\r»^uuuooo.nu4i[u scpiciia rvsvrd 


9 5ft 


448633 


AA311426 


Hs.21635 


NM 0Q1fT7frHfkflin earnnnfi ttihiifin namma 1 


Z56 


416078 


AL034349 


Hs.79005 


NM_002844iHomo sapiens protein tyrosine 


2.56 


428044 


AA093322 


Hs.301404 


NM_o06743:Homo sapiens RNA binding motif 


2.55 


451564 


AU076698 


Hs.1 32760 


(tocus&n)()NMJ)01467:Homo sapiens ojucos 


2.56 


457601 


AF041429 


Hs^84265 


naaisIink^NM ^^IfiQ-Hrrmn^n'errc cimTla 
|iw«uomiii^i^bh - i*iu ivj.nuiinj ofl^Hota wiiuio 


2.56 


439630 


AA313607 


Hs.58633 


Hs_5flS^"Hnnnrt ganfens cDNA: FUW14S fis 


2.55 


413587 


S62907 


Hs.91343 


NM 000807'Homo saniens oanunaAfrinnhutvri 


2.55 


448279 


BE250564 


Hs.283555 


Hs^8365S4vsDDhosnhQfinaeA 1! 


2.55 


453350 


AI917771 


Hs.61790 


(tocusTink)MM».024 658: Homo sapiens import 


2.55 


423720 


AL044191 


Hs.23338 


NM_030817iHomo sapiens hypotheScal prot 


2.55 


400237 




Hs.83347 


NMJX>1087:Homo sapiens anrjfo-assocfeted, 


2.55 


420856 


BE513294 


Hs. 205736 


Hs^05736:KlM1 978 protein 


2-55 


421541 


NMJW3942 Hs.105584 


Hs.1055B43ibosomal protein S6 kinase, 9 


2.55 


434848 


BE256304 


Hs.32148 


NM_018445:Homo sapiens AD-01 5 protein (L 


2.55 


424488 


AK000413 


Hs.149227 


(loctistir^NM_017B06:norno sapiens hypoth 


2.55 


449089 


D78850 


HS250465 


Hs.250465:Homo sapiens mRNA; cOHA DKFZp4 


2.55 


430053 


AF052155 


HS227949 


NM_030673^omo sapiens SEC13-t9ce 1 (S. . 


2.55 


437469 


AW753112 


Hs.15514 


Hs.15514:rrypotheficaI protein MGC3260 


Z55 


407755 


A1151353 


Hs.29742 


Hs.29742:Homo sapiens cONA FU32147 lis, 


2.55 


446673 


NMJM6361 


I Hs.15871 


NM.01 6361itomo sapiens LPAP for rysophos 


2.55 


411766 


AA399671 


Hs.71969 


Hs.71 969:Homo sapiens mRNA; cONA DKFZp66 


Z55 


415198 


AW009480 


Hs.943 


Hs.943:natural killer cell transcript 4 


2.55 


436495 


BE258948 


Hs.290874 


Hs.230874^omo sapiens, done MGC31984 


Z55 
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Hs.82568 NM_0007B4:Homo sapiens cytochrome P450, 

Hs.17757 (locusEnk)NM.021522:Hcmo sapiens ptecks 

Hs.29189 Hsl9189ATPase, Class VI, type 11A 

Hs.180455 NM_005053:Homo sapiens RAD23 homotog A { 

Hs.280858 Hs.2B0858:Homo sapiens cDNA FU32370 6s 

Hs.75354 Hs.75354:GCN1 general control of amino* 

Hs.1904 Hs.1904:pro1e]n kinase C. iota 

Hs.149305 Hs.149305:hypotheScal protein MGC2603 

Hs.1 99248 NM_000958:Homo sapiens prostaglandin E r 

Hs. 182885 (k>cusrmk)NM_004556:Homo sapiens nudea 

Hs.33719 Hs.33719:Homo sapiens, similar to data s 

Hs.78202 KM_00307ZHomo sapiens SW1/SNF related, 

Hs.239926 Hs^992S:sterot-C4-methy1 oxtdase-ifcfl 

Hs.274479 NM 013330:Homo sapiens NME7 (NME7), mRNA 

Hs.301872 Hs.3Q187lhypolhefcal protein MGC4840 

Hs.18272 KKL030574:Homo sapiens solute carrier fa 

Hs.5288 Hs.5288:Homo sapiens mRNA; cDNA DKFZp434 

Hs.149957 Hs.149957*jibosomal protein S6 kinase, 9 

Hs.11355 Hs.11355ihymopotefin 

Hs.1 18666 Hs.1 18666:hypothelical protein PP591 

Hs^97007 Hs.297007:Homo sapiens cONAFU32174fis 

Hs.9061 NM_024099:Homo sapiens hypothefical prot 

Hs.79187 NNL001338:Homo sapiens coxs actio virus a 

Hs.76152 NMl006854:Homo sapiens KDEL{Lys-Asp-G!u 

Hs.239818 N^006219:Honiosaptenspr^phoiriosifidB- 

Hs.298262 Hs.298262ribosornal protein S19 

Hs.78802 (locusink)NM_0Q2093:Homo sapiens glycog 

Hs.313503 Hs.313503:ESTs 

Hs.1 99067 Hs.1990S7rv-erW>2 erythroblastic leukem 

Hs.1 43648 NW_003749:Homo sapiens insulin receptor 

Hs.246374 Hs.246374:Homo sapiens cDNA FU31250fis 

Hs.78769 NM_003249*lomo sapiens thfcnet oftgcpeoti 

Hs^56301 Hs.256301 hypothetical protein MGC13170 

Hs.1 17865 Hs.1 17855:so!ute carrier tamBy 17 (anto 

Hs.355450 Hs.355460:Homo sapiens cDNA: FU21763 fi 

Hs.288995 n^cusfink)r4M_017961:Horoo sapiens hypolh 

Hs.279946 KM_004990:Homo sapiens melhionine-tRNA s 

Hs.89499 Hs.89499:arachidonaie 5-lipoxygenase 

Hs.334826 NM_012433:Homo sapiens spBcmg factor 3 

Hs.279784 Hs.279784:prolacfin regulatory element b 

Hs.12199 NM_030577:Homo sapiens hypothefical prot 

Hs.334 pocus8nk)N^005435:Homo sapiens Rho gu 

Hs.77494 NMJJ80916:Homo sapiens deoxyguanosine W 

Hs.349093 NM_015945:Homo sapiens ovarian cancer ov 

Hs.79058 NM_003168:Homo sapiens suppressor of Ty 

Hs.8881 Hs.8881 :Homo sapiens cDNA FU321 63 fis, 

Hs-5944 NM_014585:Homo sapiens solute carrier fa 

Hs^53181 pccusRnk)NM_025092itomo sapiens hypolh 

Hs<260622 Hs260622±utyrate-toduced transcript 1 

Hs.59498 {iocuslink}NM.003718:Homo sapiens cefld 

Hs.256697 flccusfir*)NMJ)0534Q:Homo sapiens histid 

Hs.198253 (loajsSnl4NM_002122:Homo sapiens major 

Hs.83724 Hs.83724:hypothe0cal protein MGC5466 

Hs.40479 Hs.40479:Homo sapiens cDNA FU258Q2 fis, 

Hs.93832 Hs.93831putatwememrjrar* protein 

Hs.306079 Nh/L013336:Homo sapiens protein transport 

426691 NM 006201 Hs.1 71 834 flocusfink)N&U)Q£2D1:Horno sapiens PCTAIR 

408124 U89337 Hs.42B53 NM_004381:Homo salens cAMP responsive e 

456266 L29073 Hs.198726 NMjD03651:Homo sapiens cold shock domain 

428921 Z43809 Hs.1 94638 Hs.194638:po!ymerase (RNA) ll (DMA direc 

414721 X90392 Hs.77091 NM_006730;Homo sapiens deoxyribonudease 

422607 Z45471 Hs.1 18684 NM_006923:Homo sapiens stromal celWeri 

421846 AA017707 Hs.1432 NM_002743:Homo sapiens protein kinase C 

414874 026351 Hs.77515 NMJ>02224:Homo sapiens Inositol 1,4,S4r 

432956 AL037895 Hs.279861 NMj015959:Homo sapiens CQ-31 protein (L 

43B393 AA351815 Hs.50740 Hs.5Q74Q:Homo sapiens mRNA; cDNA DKFZp76 

418360 AW296974 Hs.84264 NM.006401 JHomo sapiens acidic (leucme-r 

401061 J , J 

426559 AB001914 Hs.170414 Hs.17M14:paJred basic ammo acid deavl 

412204 AI125507 HsJ24937 Hs^4937*ansformer-2 alpha (htra-2 alp 

448950 AF288687 Hs.9275 NM_020410:Horno sapiens CGM52 protein { 

409936 AK001691 Hs^7655 fJocusnnk)NM_018234:Homo sapiens dudufi 

414675 R79015 Hs^88968 Hs.288968:RAB22A, member RAS oncogene fa 

409983 D50922 Hs57729 (locusfink)NMJ>12289:Homo sapiens Kefch- 

450914 AI743761 Hs.142528 Hs.142528:ESTs 

444630 AI753230 Hs.323562 (locuslink)NM_032121:Homo sapiens hypolh 
401353 

441680 AW444598 Hs.7940 (Iocusfink)NMJ)21 159:Homo sapiens RAP1 , 

406860 AA876469 AAB76469:oe48b04.s1 NQ_CGAP_Pr25 Homo s 

449163 AW161356 Hs.23119 NNL0Q3491Homo sapiens chromosome X open 
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417785 X59812 
443358 H65417 
452349 A6028944 
427721 AI582843 
407559 AA313352 
413426 U88837 
425465 L18964 
444152 AI125694 
451820 AW058357 
441356 BE384361 
444410 BE387360 
415200 AL040328 
403955 

430361 AI033965 
432401 NM.013330 
446719 W39500 
439941 AI392640 
436685 W28651 
424522 AL134B47 
442904 AW575008 
422605 H16646 
442069 AW554144 
447362 AW176120 
416305 AU076628 
422624 BE616678 
447298 BE617527 
412833 AW960547 
404854 

415761 AA132666 
431104 AW970859 
439180 AI393742 
424250 AF073310 
452878 AW081128 
415742 BE410243 
404140 

407255 AA012992 
422509 AA258513 
434866 AW002565 
429743 AA804398 
433047 M86135 
418945 BE246762 
445926 AF054284 
411353 BE383533 
448252 BE622791 
447365 BE383676 
414844 AA296874 
444025 AA578354 
416149 AA311965 
418741 H83265 
437952 D63209 
445625 BE246743 
431565 AF161470 
410179 W27723 
431476 BE612705 
406672 M26041 
418180 BE618087 
428248 AI126772 
419935 AB020980 
446143 BE245342 
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432975 AA331517 Hs.286055 Hs^B6055xhimerin (diimaerin) 2 Z50 
430800 AW950967 Hs.274348 NM.004639"itomosafBeiis HIA8 associated Z50 
4075B4 W25945 Hs.8173 HsJ173:hypolhefcal protein FU 10803 2.50 



TABLE 9B 



Pkey: Unique Eos prabeset identifier number 
CAT number. Gene duster number 
Accession: Genbank accession numbers 



Pkey CAT Number Accession 

406685 0.0 M18728 

452098 161393J BG02B348 BF772844 H830S6 AW817989 H90985 BF755039 A1858183 

451129 1495511J BE072881 AI762181 BE072946 

459306 223120_-4 AW578452 

448489 2189115J R4S782R45781 

418869 12789J4 AA229762AA230035 

418546 242836.1 T59708 AA224827 T59843 BE1 56903 

455303 1 152492.1 BE065891 BE066895 AW892049 BE0S6897 BE903884 

406860 0_0 AA876469 

TABl£9C 

Pkey. Unique number corresponding to an Eos prabeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (GO numbers. Dunham L el a!.* refers to the publication entitled The DMA 

sequence of human chromosome 22" Dunham !. et at. Nature (1999) 402489-495. 

Strand: Indicates DMA strand from which exons were predicted. 

NLpostfion: indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposiBon 


406399 


9256288 


Minus 


63448-63554 


403220 


7630969 


Pius 


64338-64517 


403218 


7630969 


Plus 


58039-58149 


403221 


7630969 


Plus 


66294-66438,5693^67124 


403219 


7630959 


Plus 


61858-61995 


403739 


7630882 


Plus 


44563-44766,48209-48483,52255-52495 


405484 


5922025 


Plus 


199214-199579,199672-199920,200262-20049 


405556 


1552511 


Plus 


163497-163623,164715-164968,165369-16550 


400529 


9796988 


Plus 


138232-138423 


404826 


6572184 


Plus 


4772648046 


400750 


8119067 


Plus 


198991-199168,199316-199548 


400847 


9188605 


Plus 


4464344835 


400448 


9887687 


Minus 


177372-177674 


402B29 


8918414 


Plus 


101532-101852,102006-102263 


400846 


9188605 


Plus 


3931039474 


401179 


9438647 


Pius 


113477-113893 


404240 


5002624 


Minus 


116132-116407,116653-116922 


402260 


3399665 


Minus 


113765-113910,115553-115765,116808-11694 


406363 


9256114 


Plus 


14403-14602,17000-17147,17241-17368 


405203 


7230116 


Plus 


125295-125463 


402104 


8119072 


Plus 


122409-122600 


403912 


7710730 


Minus 


72000-72290,72431-72700,72929-73199 


400845 


9188605 


Plus 


34428-34612 


403217 


7630969 


Plus 


54089-54163,55427-55623 


403483 


9966188 


Minus 


144546-144854 


400509 


9796539 


Minus 


157909-158430 


403399 


6684178 


Plus 


61841-62145,62357-62756 


400541 


7574902 


Plus 


126235-126380,126478-126597 


402861 


2814366 


Minus 


14933-15231,15387-15627 


403955 


7770475 


Minus 


54527-54740 


404854 


7143420 


Plus 


14260-14537 


404140 


9843520 


Plus 


37761-38147 


401061 


3242744 


Minus 


99468-99549,100707-100848,100918-101107, 


401353 


9931296 


Minus 


50831-51352 



Table 1QA lists about 1,103 genes unregulated In colon cancer compared to normal adult tissues excluding non-mafrgnant colon tissues (whole colon and colon epithelium). These 
were selected from the starting collection of 59680 probesets on the Afn/metrix/Eos-Hu03 GeneCWp® array as follows: the raSo of "average" coton to "average* normal adult tissues 
was greater than or equal to IS, the "average" colon level was set to the 90th percentile value amongst colon primary cancer specimens and colon liver derived metatases, the 
"average" normal adult tissue level was set to the 85th percenfile value amongst non-malignant tissues minus the colonic derived samples, the "average" colon value was greater than 
or equal to 50 units, in order to remove gene-specific background levels of non-specific hybridization, the 15th percentile value amongst the over non-maSgnant tissues was 
subtracted from both (he numerator and the denominator before the ratio was evaluated. 

TABLE 1 0A: 1 , 103 genes up-regulated in colon cancer compared to norma! adult tissues excluding non-maSgnant colon tissues (whole colon and colon epitheGum) 

Pkey: Unique Eos probesel identifier number 

ExAccm Exemplar Accession number, Genbank accession number 

UntgenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: RaSo of tumor to normal adult tissues 
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Pkey ExAccn UnigenelD Unigene Trite 



436749 
428934 
446787 
431912 
423541 
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418406 
406667 
416768 
437935 
422578 
418888 
418007 
422260 
421582 
441031 
424212 
453863 
407243 
436217 
423371 
430178 
423673 
447400 
409683 
431777 
450685 
427583 
436624 
410407 
413719 
407007 
412374 
407244 
419741 
406741 
414386 
404519 
413585 
422281 
414463 
430828 
433927 
406687 
42353B 
434206 
409041 
432542 
422664 
436330 
421964 
430272 
413881 
420923 
428470 
420802 
452304 
431727 
421341 
432023 
447033 
411734 



AA584890 
AF039401 
U67167 
AI660552 
AA296922 
M29540 
X73501 
M12523 
AA383733 
AW939591 
AF239566 
AU076801 
M13509 
AA315993 
AI910275 
AI110684 
NMJJ05814 
X02544 
AA058357 
T53925 
AU076819 
AW449612 
BE003054 
AK000322 
U33317 
AA570298 
L15533 
M82962 
T64297 
X66839 
BE439580 
U22961 
X01388 
M10014 
NM_007019 
M058357 
X00442 



Hs.5302 NM.006149:Homo sapiens lectin, gatactosi 

Hs.1 94659 NM_001285:Homo sapiens chloride channel, 

Hs.315 NM_002457:Homo sapiens mucin 2, intesfin 

HsJ56183 Hs-356183:ESTs, Weakly simlar to S3B4_H 

Hs.129778 NM 014471 too sapiens serine protease i 

Hs.220529 (tocuslink)NWL004363:Horno sapiens carrin 

Hs.84905 Hs.84905xytokerafin20 



Hs.1 032 NM_006507:Hcmo sapiens regenerating isJe 

Hs5940 NM_033O49:Homo sapiens mucin 13, epilhe! 

Hs.1545 NM_001804:Homo sapiens caudal type homeo 

Hs.89436 NM_004053:Homo sapiens cadherin 17, U c 

Hs.831 69 NM.002421 :Homo sapiens matrix metaHopro 

Hs.1 05484 NMJ>32044:Homo sapiens regenerating gene 

Hs.350470 NM_003225:Homo sapiens trefoil factor 1 

Hs.7645 ' NM_005141:Homo sapiens fibrinogen, B bet 

Hs.143131 NM_005814:Homo sapiens glycoprotein A33 

Hs.572 Hs^72xtrosomucoid 1 

Hs74466 (locusfink)NNL00689l):H<^ 

Hs.1 07 Nk/L004467:Homo sapiens fibrirtogen-fike 1 

Hs.1650 NM_000111:Homo sapiens solute carrier fa 

Hs.152475 Hs.152475:ESTs 

Hs.1695 NMJM2426:Homo sapiens matrix metaflopro 

Hs.18457 NM.017763:Homo sapiens hypothetical prot 

Hs.71 1 NMJ»1926:Homo sapiens defensin, alpha 6 

Hs.307047 NMJ)32579:Homo sapiens colon and small i 

Hs.423 NMJ38938:Homo sapiens pancreatifis-asso 

Hs.179704 NM-005588:Homo sapiens meprin A, alpha ( 

Hs.351719 NMJK)1443:Homo sapiens fatty acid bindin 

Hs.63287 NM_001216:Homo sapiens carbonic anhydras 

Hs J5498 NM.004591:Homo sapiens small inducible c 

Hs.18441 1 NMJ)00477:Homo sapiens albumin (ALB), mR 

Hs.73849 NfyL000040:Homo sapiens apoTipoprotein C- 

Hs.93002 Hs^M2:ubiqui{in^on]ugating enzyme E2 
Hs.74466 {locusEnk)NM_006B90:Homo sapiens carcin 
Hs.75990 NMJ)05143:Horno sapiens haptoglobin (HP), 



428753 
443247 
409153 
449388 
428046 
433013 
419079 
428355 
422956 
424326 
450543 
428167 
435538 
411825 
427722 



414816 
430577 



All 33452 Hs.75431 ' NM_0D0509:Homo sapiens fibrinogen, gamma 

M36803 Hs.346935 NM_00061 3:Homo sapiens hemopexin (HPX), 

T69078 HS76177 NM_001633:Homo sapiens alpha-1-microgiob 

AT763257 Hs.86327 Hs.86327:homeo box B9 

A1557019 Hs.1 16467 NM_032391:Homo sapiens smaD nuclear pro 

M31126 Hs.352054 Hs.352054:pregnancyspecifk:beta-1-glyc 

AW603823 Hs.146268 Hs.14626B:ESTs.WeaWysimilaf toC71400 

AW136973 Hs.362915 Hs362915:Homo sapiens cDMFU34876fis 

AB033025 Hs.50081 Hsf0081:KiAA1199 protein 

AW083920 Hs.16098 NM 020384:Homo sapiens claudin 2 (CLDN2) 

AA31 5933 Hs.120879 Hs.120879:Homo sapiens, done MG&32871 

NM_004413 Hs.1 09 NRL004413:Hornosapiensdipeptidase1 (re 

X73079 Hs3B8579 NM_002644:Homo sapiens prfyrneric immunog 

X04898 Hs.237658 H5^37658:aponpoprotein A-II 

L00190 Hs.75599 (loaislMk)NM_000488:Homo sapiens serine 

AF097021 HSJ273321 NM_005418:Homo sapiens Differentially ex 

AC002301 Hs.1 84507 Hs.1845D7:Homo sapiens, similar to Homol 

U22376 Hs.1 334 NM_005375:Homo sapiens v-myb myetobiasto 

AA025386 Hs.61311 Hs51311:ESTs, Weakly simBar to S10590 

AW293464 Hs.162031 Hs.162031 :ESTs 

AJ243212 Hs.374281 NMJ)07329:Homo sapiens deleted in malign 

AW273128 Hs-300268 Hs^00268:EST 

AI357412 Hs.157601 Hs.1 57601 :ESTs 

AW374954 Hs.71779 Hs.71 779:ESTs, WeaWysirnflartoS24C_AR 

M18728 (loaisfinlONM_002483:Horno sapiens carcin 
AW939252 Hs.192927 NM_017726:Homo sapiens protein phosphata 
BE614387 Hs.333893 Hs.333893:cetl division cycle associated 
W03754 Hs.50813 NMJ)17625:Homo sapiens intelectin (rRN) 
H53191 Hs.36723 Hs.36723:ESTs, WeaMysimBartoC05G5.5 
AW812795 Hs.337534 Hs337534:Homo sapiens cDNAFU25241fs 
A1697890 Hs.127337 (lccusink)NM_004655:Homo sapiens axin 2 
AW014836 Hs.18844 Hs.18844:ESTs 
BE256452 Hs.2257 NM_0Q0638:Homo sapiens vitronectin (seru 

BE545072 Ks. 122579 fJocuslink)NM_018098:Homo sapiens epithe 
NMJJ14479 Hs.145296 MM_014479:Hcmo sapiens ADAM-Gke, decysi 
AI394037 Hs.1 70296 Hs.170296:Homo sapiens cONA: FU22090 fi 
A1687303 Hs^85529 Hs285529:G protein-coupled receptor 49 
AB01 1540 Hs.4930 Hs.4930iow density lipoprotein receptor 
AK000334 Hs.352415 NM_017767:Homo sapiens sdute carrier fa 
AKD00123 Hs.1 80479 NMJ)17671:Homo sapiens chromosome 20 ope 
AF241254 Hs.1 78098 N^021804:Homo sapiens angiotensin I con 
Y13709 Hs 77399 NM_001265:Homo sapiens caudal type homeo 
226317 Hs.359784 r^M1943^ornosapieiisdesrnoglein2{DSG 



R1 

1554 

1452 

14.04 

14.02 

13.72 

13.44 

12.70 

1Z42 

11.98 

1158 

11.50 

10.16 

10.11 

10.01 

9.77 

9.69 

9.48 

9.20 

9.18 

9.04 

8.69 

8.51 

8.43 

8.17 

8.12 

8.08 

6.06 

7.95 

7.74 

7.46 

7.41 

7.40 

7.34 

7.31 

7.31 

7.26 

7.21 

7.18 

7.13 

7.10 

7.02 

6.83 

6.81 

6.78 

6.53 

6.37 

6.33 

6.19 

6.19 

6.01 

6.00 

5.97 

5.94 

5.94 
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5.89 

5.89 

5.85 

5.84 

5.75 

5.69 

5.69 

5.55 

5.48 

5.45 

5.44 

5.38 

5.38 

538 

5.37 

5.35 

5.34 

5.30 

5.30 

5l30 

5.28 

5.28 

5.26 

5.26 

5.21 
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447208 


BE315291 


Hs737971 


430207 


AW079559 


Hs.152258 


417491 


AW376842 


Hs.1085 


421379 


Y15221 


Hs.103982 


447342 


AI199268 


Hs.19322 


452194 


A1694413 


Hs^73599 


421907 


BE018556 


Hs.109358 


408399 






403220 






408380 


AF123050 


Hs.44532 


415214 


AJ445236 


Hs.125124 


431330 


X69532 


Hs.2777 


420344 


BE463721 


Hs^7101 


452594 


AU076405 


Ks3981 


441377 


BE21B239 


Hs.202656 


444666 


8E293347 


Hs.11638 


415701 


NM 003878 


Hs.78619 


419354 


M62839 


Hs.1252 


455630 


AV655701 


Hs.75183 


422310 


AA316622 


Hs.98370 


423337 


NMJJ04655 


Hs.127337 


422330 


030783 


Hs.1 15263 


408908 


BE296227 


Hs.250822 


423936 


U77629 


Us. 135839 


404661 






408704 


AA056635 


Hs.5366 


420005 


AW271106 


Hs.133294 


451035 


AU076785 


Ks.430 


427506 


AK000134 


Hs.179100 


423445 


NMJM4324 


Hs.128749 


453884 


AA355925 


Hs.36232 


431301 


AA502384 


Hs.151529 


408983 


NM 000492 


Hs.663 


449032 


AA045573 


H&72900 


434540 


NMJJ16045 


Hs.3945 


407242 


M18728 




45S748 


AI381530 


Hs.371132 


406298 


A1745325 


Hs.271923 


424273 


W40460 


Hs.144442 


411975 


AI916058 


Hs.1 44563 


425371 


049441 


Hs.155981 


451917 


AW391351 


Hs!50820 


432867 


AW016936 


Hs.233364 


419559 


Y07828 


Hs.91096 


430294 


A1538226 


Hs.32976 


411248 


AA551536 


Hs.69321 


402496 






430937 


X53463 


Hs7704 


434414 


AJ798376 




443426 


AF098158 


Hs.9329 


422539 


AJ009936 


Hs.1 18138 


436972 


AA284679 


Hs75640 


450531 


AW301032 


Hs.203800 


403055 






414809 


AI434699 


Hs.77356 


400965 






430204 


AA618335 


HS.3566G4 


432978 


AF126743 


Hs.279084 


417931 


W95642 


Hs.82961 


430832 


AI073913 


Hs.1 00685 


408482 


NMJJ00676 


Hs.45743 


422487 


AJ010901 


Hs.1 98267 


414617 


Al 339520 


Hs.288817 


452940 


AA029722 


Hs.2173 . 


439211 


Af 890347 


Hs.271923 


459299 


BE094291 


Hs.1 55651 


449720 


AA311152 


Hs788708 


411142 


NM.014256 


Hs.69009 


421777 


BE562088 


Hs.108195 


419395 


B £2683 26 


Hs.90280 


443211 


AI128388 


Hs.143655 


403218 






430603 


AA148164 


Hs.247280 


409757 


NM_001898 


Hs.123114 


426227 


U67058 


Hs.154299 


421408 


AI588223 


Hs31096 


421100 


AW351839 


Hs.124660 


440869 


NM 014297 


Hs.7486 


414075 


U11862 


Hs.75741 


444151 


AW972917 


Hs.128749 


440409 


AW294316 


Hs.125608 


445564 


AB028957 


Hs.12896 


424687 


J05070 


Hs.151738 



NMJ)24096:Homo sapiens hypothefical prot 
Hs.152258:ESTs 

NMJXK963:Homo sapiens guanytate cyclase 
NM.005409-.HonK) sapiens small indudbte c 
Hs,19322:Homo sapiens, Similar to RIKEN 
Hs.373599:EST 

Hs.109358ATPase, Class V, type 10B 



NM_006398ftomo sapiens ubiqin5n D (UBD) 
NM_0044424tomo sapiens EphB2 (EPHB2), tr 
NMJ)02215:Homo sapiens inter-alpha (glob 
NM_01 43734tomo sapiens putative G protei 
Hs79981 solute carrier family 26 (sulfa 
Hs702656£STs 

(IocusM)NMJ)1 6234:Homo sapiens fatty- 
(loaisBnk)NM JJ03878:Homo sapiens gamma- 
NM_000042:Homo sapiens apoEpoprolein H 
NMJ)00773;Homo sapiens cytochrome P450, 
(loctdmk)NM_030622:Homo sapiens cytoch 
NM_004655Jtomo sapiens awn 2 (conductin 
NM_001432:Homo sapiens eptreguTin (EREG) 
(tc<^nk)NMJKB15Btfomo sapiens serine 
NM_005170:Homo sapiens achaete-scate com 

NMJ39053:Homo sapiens epidermal growth 
Hs.133294£STs 

NM w 002670:Homo sapiens plasfin 1 (1 isof 
NM_01767B:Homo sapiens hypothetical prot 
NMJJ14324:Homo sapiens aipha-rnethytacyi- 
NM_021057:Homo sapiens WAA0186 gene pro 
Hs.151529£STs 

NMJ)00492:Homo sapiens cystic fibrosis t 
NM_004289:Homo sapiens nuclear factor [e 
NNL01 6045:Homo sapiens chromosome 20 ope 
(IocusHnk)NM_002483:Homo sapiens carcin 
Hs.371132£STs 

Hs.Z71923:Homo sapiens cONA: FU2Z785 fi 
NM_G03561 :Homo sapiens phosphoIipaseA2, 
Hs.144583:Homo sapiens, done IMAGE: 3462 
NM_C05823itomo sapiens mesothefin (MSLN) 
Hs.50820-Jiypoth8fical cardiac/skeletal m - 
Hs733364:ESTs 

NM_007028:Homo sapiens tripartite moS- 
0o^slink)NM^()O4485:Horno sapiens guanin 
Hs.69321 JOAA1359 protein 

NMJW2083:HQmo sapiens glutathione perox 
AF134163:Homo sapiens Human endogenous r 
(locusfink}NM_012112:Hcmo sapiens chromo 
NI\L033013^omo sapiens nucfear receptor 
Hs.25640xteucfin 3 
Hs.203800:ESTs 

Hs.77356±ansferrin receptor (p90, CD71 

Hs.356564:hypotheSca1 protein FU32334 
NMJ)13238:Homo sapiens ONAJ domain-conta 
Ks.82961:Homo sapiens, clone MGC: 22588 1 
Hs.100686:antertor gradient protein 3 
NM_000676:Homo sapiens adenosine A2b rec 
NM_01 8406:Homo sapiens mucin 4, tracheob 
OocusHnk)NM_025130:Homo sapiens hypoth 
NM_002033:Homo sapiens fucosyltransteras 
Hs771923:Homo sapiens cONA: RJ227B5 fi 
NMJ)21784:Homo sapiens hepatocyte nuclea 
(locusfirik)NM_025113:Homo sapiens hypoth 
NM_0142564torno sapiens UOP-GtcNAc±etaGa 
NM_016095^omo sapiens KSPC037 protein ( 
Hs.902BO:5-aiTWumdazde-4K^ 
Hs.143655:ESTs 

Hs.247280xhromosoms 20 open reading fra 
NM_001898:Homo sapiens cystaBn SN (CST1 
(locusOnk) NM_005242:Hcmo sapiens coagul 
NM_05281 6: Ho mo sapiens tripartite motif- 
Hs.124660:ESTs, Moderately similar to 21 
NM_014297:Homo sapiens protein expressed 
NMJW1091:Homo sapiens amfloride binding 
(tocusfink)NM_014324:Horno sapiens alpha- 
Hs.125608:ESTs 
Hs.12896:WAA1034 protein 
NM_004994:Homo sapiens matrix metanopro 



5.14 
5.12 
5.12 
5.07 
5.06 
5.01 
4.93 
4.98 
4.94 
4.92 
4.92 
4.85 
4.84 
4.81 
4.81 
4.80 
4.80 
4.80 
4.78 
4.78 
4.75 
4.73 
4.70 
4.70 
4.68 
4.67 
4.66 
4.61 
4.60 
4.59 
4.55 
4.54 
4.54 
4.54 
4.54 
4.53 
4.53 
4.51 
4.50 
4.49 
4.49 
4.46 
4.44 
4.44 
4.42 
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401866 
431611 
430187 
414590 
443281 
449722 
418318 
435066 
414753 
403221 



449027 
431657 
439759 
441362 
417900 



U5B766 Hs^64428 Hs.264428:tissue specific transplantatio 

AI799909 Hs.158989 Hs.158989:Homo sapiens cDNAFU37936fis 

NM_000506 Hs.76530 NM_00Q505:Homo sapiens coagulation fado 

A1808699 Hs.162717 NM_032756:Horno sapiens hypothetical prat 

BE280074 Hs.23960 Hs.23960xycin B1 

U47732 Hs.84072 NM_004616:Homo sapiens transmembrane 4 s 

BE261750 Hs.4747 NM_001363:Homo sapiens dyskeratosis cong 

AF 158255 Hs.77225 NMJJ0S437:Homo sapiens ADP-ribosyttransf 

AW630041 Hs.56937 NM_021978:Homo sapiens suppression of tu 

AJ271216 Hs^2880 NM_00570&Homo sapiens dipeptidyipepfida 

A1345227 Hs.1 05448 Hs.105448:protein kinase, lysine deficie 

AL359055 Hs.67709 Hs.67709:Homo sapiens mRNA full length i 

BE61 4410 Hs.23044 N W_080668:Homo sapiens simHar to RIKEN 

BE250127 Hs.82906 Hs.82905:COC20 cell division cycle 20 ho 

NM.004751 Hs.1 94710 NMJ)04751:Homo sapiens gjucosaminyl (N-a 

456977 AK000252 Hs.1 69758 NM_017723:Homo sapiens hypothetical pro! 

445919 T53519 Hs.334692 Hs.334692:hypo»ieBcal protein MGC1 41 41 

423164 AK000232 Hs.1 24835 NM_019062:Homo sapiens hypotheticai prat 

422627 BE336857 Hs.1 18787 Hs.1 18787^ransfofrring growth factor.be 

422363 T55979 Hs.1 15474 N^002915:Homo sapiens replication facto 

433437 U20536 Hs.3280 NM_001226:Homo sapiens caspase 6, apopto 

415992 C05837 Hs.1 45807 Hs.145B07diypothe5cal protein FU13593 

425834 NM_001639 Hs.1 957 Hs.1957:amyloid P component serum 

415000 AW025529 Hs.239812 rte-239Bl2sero)ogicalry defined breast c 

432407 AA221036 AF134164:Homo sapiens Human endogenous r 

408243 Y00787 Hs.624 NMJ)005B4:Homo sapiens inlerieuWn 8 (IL 

408494 AA554714 Hs.187578 Hs.1 87578:Homo sapiens cOKA RJ1 1639 (is 

412610 X90908 Hs.74126 NM-001445:Homo sapiens fatty acid bindin 

433323 AA805132 Hs.159142 Hs.1 591 42iiunafo fringe hcmolog (Drosop 

422515 AW500470 Hs.117950 Hs.117950:pr«sphoribosytaninoimiaazolec 

436543 NMJJ02212 Hs.5215 Hs.5215dntegrin beta 4 binding protein 

418113 A1272141 Hs£3484 Hs.83484:SRY (sex determining region Y>- 

4330B3 AL042759 Hs.191762 Hs.1 9 1762typothefical protein MGC20258 

431939 AW008061 Hs331994 Hs.231994:Homo sapiens, done IMAGE:4341 

453439 Al 572438 Hs.32976 NMJX)44B5:Homo sapiens guanine nucleotid 

441888 AI733306 Hs.1 28071 NM_022901:Homo sapiens hypotheticai prat 

432150 AKO0O224 Hs.272789 KM_017716:Homo sapiens membiaiie-spanning 

425234 AW152225 Hs.165909 Hs.165909£STs, WeaWysirnHartohypoth 

423803 NNL005709 Hs.132945 0<x^nk)NIOO57O9:Homo sapiens PDZ-73 

410418 D31382 Hs.63325 Nf019B94:Homo sapiens transmembrane pro 

436251 BE515065 Hs396585 (locus5nk)NM_00639ZHomo sapiens nucteo 

422424 AI186431 Hs.296638 Hs.296638?rostate dHTerentiafion facto 

432269 NM.002447 Hs.2942 Hs-2942^nacrophage stimulating 1 recepto 

424905 NM 002497 Hs.153704 NM_002497:Homo sapiens NIMA (never in mi 

416209 AA236776 Hs.79078 NM_002358:Homo sapiens MAD2 mitotic arre 

430680 AW138724 Hs.168974 Hs.168974:ESTs _ 

434370 AF130988 Hs.58346 NM_022336:Homo sapiens ectodysplasin 1. 

436481 AA379597 Hs.5199 NM_014176:Homo sapiens HSPC150 protein s 

453700 AB009426 Hs.560 NM_001644:Homo sapiens apotipoprotein B 

410619 BE512730 Hs.65114 Hs.65114Aeratin18 

409420 Z15008 Hs.54451 NNL005562:HornosaplerBtanTinirugamma2 

422535 AA311914 Hs.154578 Hs.1 54578:Homo sapiens mRNA for FU00256 

432179 X75208 Hs.2913 NM_004443:Homo sapiens EphB3 (EPHB3), mR 

453967 AW009077 Hs.232947 Hs-232947£STs 

426106 AI678765 Hs.21812 Hs.21812fSTs 

434170 AA626509 Hs.159542 (locus8nk)NM_001490:Homo sapiens gtucos 

418322 AA284166 Hs.84113 Nf*L005192:Homo sapiens cydin-dependent 

444381 BE387335 Hs.283713 N^38455:Homo sapiens collagen triple h 

419229 AIB27237 Hs.362919 Hs.362919£STs 

437156 A1916600 Hs.121194 Hs.121194:HornosapfenscONA:FU21569fi 

452833 BE559681 Hs.30736 {kxusfink)NM_015201:Homo sapiens block 

426831 BE296216 Hs.172673 NM_00O687:Homo sapiens S^denosythomocys 

428970 BE276891 Hs.194691 NfL003979^omo sapiens refinofcacttind 

443957 AA521049 Hs.353013 rte^013xhrcmosome 20 open reading fira 

408832 AW085690 Hs.63428 Hs£3428:Homo sapiens cDNA FU34457 fis, 

440300 N39760 Hs.8859 NMJ3879:fcHcmo sapiens apyrase (SHAPY). 

425976 C75094 Hs.334514 NM_025257:Homo sapiens chromosome 6 open 

432575 AA553722 Hs.1 94346 Hs.1 94346:Spir-2 protein 

412104 AW205197 HsJ240951 (locusftik)NMJl33120:Hcmo sapiens naked 

417001 AU076648 Hs£0741 NM_0002B2:Homo sapiens propionyl Coenzym 

421225 AA463798 Hs.102696 Hs.1 02696:MCT-1 protein 

445109 AF039916 Hs.1 2330 NM_001247:Homo sapiens ectoniicleoslde tr 

426330 L22524 Hs3256 NI^02423:rtomosapieiisfnatrameta]lopro 

447472 AW207347 Hs^11101 Hs.211101:ESTs 

423349 AF010258 Hs.1 27428 NMJ»2142:Homo sapiens homeo box A9 (HOX 

422026 U80736 Hs.1 10826 Hs.1 10826*inucteotide repeal containin 

419574 AKD01989 HSJ91165 Hs.91165:hypothetical protein FU11127 

417720 AA205625 Hs^08067 Hs.208067£STs 

411257 AA628967 Hs.115274 Hs.1 15274dndian hedgehog homctog (Droso 

421515 Y11339 Hs.105352 (locusfink}NMj018414:Homo sapiens GalNAc 

433675 AW977653 Hs.75319 HsJ5319:rfconucieotide reductase M2 pol 
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437009 


AF127026 


Hs.5394 


445417 


AK001058 


Hs. 12680 


412140 


AA219691 


Hs.73625 


420542 


NM_000505 Hs.1321 


439453 


BE264974 


Hs.6566 


414798 


AI286323 


Hs.97411 


428862 


NM_000346 Hs-2316 


414052 


AW578849 


Hs.283552 


412056 


T28160 


Hs.778 


401519 






428011 


BE387514 


Hs.181418 


450505 


NMJHM572 Hs.25051 


421903 


AW079940 


Hs.15951 


413936 


AF1 13676 


Hs^97681 


424544 


M8B700 


Hs. 1504 03 


431563 


AI027643 


Hs/120912 


435602 


AF217515 


Hs^83532 


434369 


AI650363 


Hs.1 16462 


439963. 


AW247529 


Hs.6793 


447334 


AA515032 


Hs^1109 


422150 


AI867118 


Hs.279607 


450663 


H43540 


Hs^5292 


424625 


AF207069 


Hs.153357 


422765 


AW409701 


Hs.1578 


422106 


D84239 


Hs.111732 


422532 


AL008726 


Hs.118126 


425860 


L29339 


Hs.1964 


442053 


R35343 


Hs.24968 


437386 


W52452 


Hs.356766 


415927 


AL120168 


Hs.78919 


446372 


AB020644 


Hs.14945 


432378 


AI493046 


Hs.146133 


434171 


BE247688 


Hs.347349 


428479 


Y00272 


Hs.334562 


415099 


AI492170 


Hs.77917 


414918 


AI219207 


Hs.72222 


440340 


AW895503 


Hs.125276 


418384 


AW149266 


Hs.25130 


418203 


X54942 


Hs.83758 


429833 


NMJJ12079 Hs.288627 


409231 


AA446644 


Hs.692 


431567 


N51357 


Hs.250855 


453883 


AI638516 


Hs.347524 


442700 


AA377618 


Hs.103834 


410237 


AT750589 


Hs.61258 


428407 


NMJM3963 Hs.184194 


436213 


AA325512 


Hs.71472 


442923 


AW248322 


Hs.95835 


431548 


A1834273 


Hs.9711 


452316 


AA298484 


Ks.61265 


448993 


AI471630 


Hs.355952 


447320 


AI675419 


Hs.164464 


414108 


AC67592 


Hs.75761 


420996 


AK001927 


Hs.100895 


439580 


AF086401 


Hs.293847 


422158 


110343 


Hs.112341 


418256 


AW845318 


Hs.12271 


400157 




Hs.356473 


406709 


AJ355761 


Hs.242463 


453751 


R36762 


Hs.101282 


421526 


AL080121 


Hs.105460 


415164 


AW084352 


Hs.157123 


405451 






414361 


AI08613B 


Ks.204044 


422237 


M13149 


Hs.1498 


417576 


AA339449 


Hs.82285 


457001 


J03258 


Hs.2062 


450983 


AA305384 


Hs.25740 


421828 


AW891965 


Hs.367942 


418588 


8E387040 


Hs.162476 


417348 


A1940507 


Hs.318526 


423554 


M90516 


Hs.1 674 


451310 


AW250651 


Hs.25213 


425873 


NM.013390 Hs.160417 


429271 


AF039850 


Hs.198515 


437575 


AW954355 


Hs.36529 


432577 


NM.004482 Hs.278611 


439955 


AW203959 


Hs.149532 


443991 


NM.002250 Hs.10082 


435745 


AW967059 


Hs.374342 


403532 






413916 


N49813 


Hs.75615 


425247 


MM-.005940 Hs.1 55324 



NM_005379:Homo sapiens myosin IA (MY01A) 
Hs.1 2680: Homo sapiens cONA FU 10196 fe, 
NM_005733itano sapiens RAB6 interacSng, 
NM_000505^omo sapiens coagulation facto 
Hs.6566-1rr/rokJ hormone receptor interac 
Hs.9741 1 Jiypolhefica! protein MGC12335 
Hs.2316:SRY (sex determining region Y)-b 
Hs^83552±ypothefcal protein BC016153 
Hs.77aguanyb!e cyclase activator 2A (g 

NMJ)14730flomo sapiens KIAA01 52 gene pro 
N^004572*tomo sapiens platophffin 2 (PK 
OocusCnk)KM_145202:Homo sapiens prdin 
NM_00D295itomo sapiens serine (or cystei 
NM_00079fcHomo sapiens dopa decarboxylas 
Hs.120912:ESTs 

NMJJ1 8455Jtamo sapiens uncharacterized b 
Hs.116462£STs 

Hs.6793:p!atelet-KfivaQng factor acety 
Hs.91 109:ESTs, WeaHy similar to putafiv 
Hs.279607:Homo sapiens cONA FU34399 fis 
Hs.252923TbonucIease H2, large subunit 
NM_001084:Hcmo sapiens procoOagen-lystn 
NMJW1 1 68itomo sapiens bacuioviral IAP r 
NMJM3890:Homo sapiens IgG Fc binding pr 
(iocusrtnk)MM_000308:Komo sapiens protec 
NM_000343:Homo sapiens solute carrier fa 
Hs^4968Jiypothebcai protein BC016583 
Hs.356766:Homo sapiens mRNA; cDNA DKFZp7 
NM_021083:Homo sapiens KeB btaod group 
Hs.14945^-acid.CoenzymeAfigase ( I 
Hs.146133:ESTs 

(tocusfink)NM_004749:Homo sapiens cell c 
NM_001786:Homo sapiens ceil division eye 
NlvL006002:Homo sapiens ubiquifin carboxy 
Hs.72222der-1-Gte4(C.elegans) 
Hs.125276:Homo sapiens cDNA FU25833 fe 
Hs.25130: Homo sapiens cDNA FU 14923 fe, 
NM_001827:Homo sapiens COC28 protein kin 
NM_01 2079-itomo sapiens clacy^ycerd O- 
NM_002354:Komo sapiens tumor-associated 
(locuslink)NM_145175:Horno sapiens NSE1 ( 
Hs.347524:Homo sapiens, done MGC:24665 
NMJK405&Homo sapiens hypothefical prot 
Hs.61258:arginlnosuccinate lyase 
NM_003963:Homo sapiens transmembrane 4 s 
NM_024662:Homo sapiens hypothetical prot 

NM_01751&Homo sapiens novel protein (HS 
NM_133805:Homo sapiens family with seque 
Hs.355952:ESTs l WeaWy similar to 090320 
Hs.164464:Homo sapiens, done MG023656 
NM_003137:Homo sapiens SFRS protein kina 
(Iocusfink)NM_018099:Homo sapiens hypoth 
Hs.293847:ESTs 

NM_002638:Homo sapiens protease inhiKto 
flocusBnk)NMJ)12162:Homo sapiens F-box 
NM_006713:Homo sapiens acfivated RNA pd 
Hs.242463:kerafin8 

Hs.1012B2:Homo sapiens mRNA; cDNA DKFZp4 
NlvL015393:Homo sapiens DKFZP564O0823 pro 
Hs.157123:ESTs 

Hs.204044:ESTs 

Nlvt000412:Homo sapiens hisGdine-rich gt 
NM_000819:Homo sapiens phcsphoribosytgly 
Hs.2062™tarrrin D (1 ,25- c^ydroxyvitemi 
NM_014584:Homo sapiens EROI-Dke (S. cer 
Hs.367942flomo sapiens, done IMAGFj4701 
NM_031295:Homo sapiens Williams Beuren s 
NMJ)25138*lomo sapiens hypothefical prot 
NM_002056:Homo sapiens glutamine-fructos 
NMJK2951 :Homo sapiens chromosome 20 ope 
Hs.160417.1rarismembrane protein 2 
NM_005224:Homo sapiens dead ringer-fike 
NNL024320:Homo sapiens hypothetical prot 
NM_004482^omo sapiens UDP-W«etyWph 
Hs.149532:ESTs 



Hs.374342:Homo sapiens done 24711 mRNA 

NM_000483:Homo sapiens apolipoprctein O 
Hs.1 55324 matrix rnetanoproteinase 11 (s 
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424996 AF006005 
402944 

417165 R80137 

427528 AU077143 

42S711 AA3B3471 

439185 AI897274 

444783 AK001468 

426174 AA547959 

421585 U95626 

421605 BE440108 

446921 AB012113 

438746 A1B85B15 
403219 

420981 L40904 

456946 T29678 

425580 L11144 

412605 AW410734 
441384 AA447849 
416782 L35035 



426761 A1015709 
441633 AW958544 
416975 NMJ504131 
428874 W32133 
431192 A1670056 
431836 AF178532 
413219 AA878200 
410639 BE269047 
450737 AW007152 
410850 AW362867 
428450 NM.014791 
437810 GE246399 
403381 

434031 BE384165 
421975 AW961017 
452299 AW206330 
428024 229067 
412994 D32257 
443162 T49951 
'435327 BE301871 
424010 AL080188 
428953 AA306610 
419359 AL043202 
414695 BE439915 
444371 BE540274 
450221 AA328102 
449207 AL044222 
422609 Z46023 
403485 

441623 AA315805 
421943 BE616520 
405484 

435849 BE305242 
449139 BE268315 
404684 

447188 H65423 
423226 AA323414 
413254 U40272 
424243 AI949359 
435014 BE560898 
452281 T93500 
416065 BE267931 
427333 AF067797 
443464 BE548446 
432035 AAS24725 
408868 AW292266 
429504 X99133 
441085 AW136551 
426991 AK001536 
408901 AK001330 
439979 AW600291 
453968 AA847843 
457465 AW301344 
426317 AA312350 
414639 X67055 
439975 AW328081 
444261 AA298958 
454033 AF107457 
424837 BE276113 
427747 AW411425 
436469 AK001455 
400130 

422293 X94453 
400290 H18836 



Hs.302738 
Hs.179565 
Hs.343800 
Hs.105435 
Hs.62180 
Hs.1 15838 
Hs^02043 
Hs.106127 
Hs.16530 
Hs.184727 

Hs.100724 
Hs.166068 
Hs.1 907 
Hs.74111 
Hs588660 
Hs.79886 
Hs.172089 
Hs.1 12242 
Hs.1051 
Hs.194366 
Hs.137274 
Hs571411 
Hs.118727 
Hs.65234 
Hs.63325 
Hs.302738 
Hs.184339 
Hs.367646 



Hs.154104 NNL002657:Homo sapiens pleiomorphic aden 

Hs.302738:Homo salens cONA: FU21425 fl 
NM_002388:Homo sapiens MCM3 mkiichromoso 
(locusTmk)NM_033255:Homosapfens epifoe 
Hs.105435:GDP«mannase 4,6-dehydratase 
NWL01B5B5:Homo salens anffltn, acOn bi 
Hs.115B38:ESTs 

NluL003955:Homo sapiens chemokine (C-C mo 
NM_015972:Homo sapiens RNA polymerase I 
NWL002988:Homo sapiens small inducible c 
Hs.184727£STs, WeaHy similar to T45738 



NMJX)5037:Homo sapiens peroxisome proBf 
Hs.166068^Hin1 
Hs.1907:galanin 

Hs.741 1 1:RNA binding protein (autoanfige 
Hs588660:Homo sapiens cONA: FU22182 fi 
(tocusrmk)NM_144563:Homo sapiens ribose 
Hs.172089:pro-oncosis receptor inducing 
NM»032413:Homo sapiens norma! mucosa of 
NW_004131:Homo sapiens granzyme B (granz 
Hs.194356:transthyretin (prealbumin, amy 
Hs.137274:ESTs. WeaHy similar to hypoth 
NM 138992:Horr» sapiens beta-site APP-cle 
- Hs.1 18727:Homo sapiens cDNA FU33803 fis 
(locusflnk)NM_017B95:Homo sapiens DEAD/H 
Hs.63325.1raremembrane protease, serine 
Hs302738:Homo sapiens cDKA: FU21425 fi 
NM_014791:Homo sapiens maternal embryont 
NML016617:Homo sapiens bypothefical prot 

Hs.23723 fjocusnnk)NM»025215:Homo sapiens pseudo 

Hs.6459 (locusGnk)NMJ)24531:Homo sapiens hypoth 

Hs.355663 Hs.355663:ESTs 

Hs 2235 Hs5236:NlMA (never in mitosis gene a)-f 

Hs.751 1 3 Hs.751 llgeneral transcription factor ti 

Hs.9029 0ocusTmkJNM_01551 5:Homo sapiens type I 

Hs.4867 Hs.4867Tmannosyi(aIpha-1>Vglycoprola 

Hs.137556 NM 033100:Homo sapiens MT-protocadherin 

Hs.3481 83 NM 003823:Homo sapiens tumor necrosis (a 

Hs.90073 Hs.90073:CSE1 chromosome segregagon 1-1 

Hs.7691 3 Hs.7691 Iproteasome (prosome, macropain) 

Hs539 Hs.239^orkheadboxM1 

Hs54641 NM_018204:Homo sapiens cytoskeleton asso 

Hs.23255 NM_004298:Homo sapiens nucteoporin 155kD 

Hs.1 18721 NM_000434:Homo sapiens siaDdase 1 (tyso 
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AW249181 

AI733848 
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H53323 

BE618609 

AH41332 

AA336878 
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AW797437 

AK001818 

BE548266 

AA325243 

BE614599 

AW504924 

R12234 

AF155108 

BE276112 

AB037784 

T47364 

BE297434 

BE270447 

U30930 

A1916662 

AW419202 
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AW955632 

AI632683 

AFD16495 
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R15875 

U17760 

AB006532 

U34038 

AW301003 

NM_005518 

AA494359 
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NM.001197 

W44671 

M26301 

T97307 



Hs^352 
Hs.80506 
Hs.125759 
Hs.285218 
Hs.326733 
Hs.69360 
Hs.3100 
Hs.5398 
Hs.14415 
Hs.343589 
Hs.184062 
Hs.76095 
Hs.227933 

Hs31720 
Hs356473 
Hs.109437 
Hs.1 19908 
Hs.75432 
•Hs.1189 
Hs.178695 
Hs.82327 
Hs.4756 
Hs.159557 
Hs.16251 
Hs.75105 
Hs.75227 
Hs.38738 
Hs.190153 
Hs.20776 
Hs.193788 
Hs.178761 
Hs.85146 
Hjl236894 
Hs.52256 
Hs.9222 
Hs.154796 
Hs.71935 
Hs.24723 
Hs.86366 
Hs.27931 
Hs.25717 
Hs.279591 
Hs.200333 
Hs.9842 
Hs.179909 
Hs.69771 
Hs.144407 
Hs.76057 
Hs.166887 
Hs.356501 
Hs.9805 
Hs.13396 
Hs.256150 
Hs.7165 
Hs.22941 
Hs.278613 
Hs.15071 
Hs.356512 
Hs.158540 
Hs.211577 
Hs.286192 
Hs.147097 
Hs.66666 
Hs.27179 
Hs.104624 
Hs.9605 
Hs^58576 
Hs.75517 
Hs.31442 
Hs.154299 
Hs.51483 
HS.598B9 
Hs.30715 
Hs,82389 
Hs.155419 
Hs.124 
Hs2253 



NM_001527:Homo sapiens histone deacetyta 
NM__003Q90:Homo sapiens small nuclear rib 
Hs.125759Skely ortholog of mouse RING 
0ocusfink)NM_021213:Hamo sapiens phosph 
NV u 052858:Homo sapiens similar to RIKEN 
NM_006845:Homo sapiens kmesin-fte 6 (m 
HsJ3100JysyWRNA synthetase 
Hs^398:guanine monphosphala synthetase 
NM_01604&Homo sapiens exosomal core pro 
Hs343589^xcsome component Rrp41 
Hs.184062xhrornosome 20 open reading fra 
NM_052815:Homo sapiens immediate early r 
NWL013338^omo sapiens Alg5, S. cerevisi 

NM_014799:Homo sapiens hephaesfin (HEPH) 
NM_006713:Homo sapiens activated RNA poi 
NMJ31 4586;Homo sapiens horrnonaCy upregu 
NM_015934:Homo sapiens nucleolar protein 
NM_000884:Homo sapiens IMP (inosfoe mono 
NM_DO1949:H0mo sapiens E2F transcription 
NM_002754:hlomo sapiens mitogen-acfjvated 
NWL00017aHomo sapiens glutathione synlh 
NMJXM1 1 1:Homo sapiens flap structure-sp 
NM_002266:Homo sapiens kaiyopherin alpha 
Gccus0nk)N^016207^omo sapiens deava 
NM_006579:Homo sapiens emopamfl binding 
NM_0Q5001Homo sapiens NADH dehydrogenas 
NM>014343:Homo sapiens dautfin 15 (CLDN1 
Hs.1901 53:Homo sapiens cDNA RJ33988 6s 
(locusEnk)NM_016034:Homo sapiens mitoch 
NM_000625:Homo sapiens nitric oxide synt 
Hs.178761 26S proteascme-associaled pad1 
Hs.85146:v-ets erythroblastosis virus E2 
Hs.236894:ESTs, Highly similar to S02392 
Hs.52256:hvpothe8ea! protein FU20624 
Hs.9222:estrogen receptor binding site a 
Hs.154796:Homo sapiens cDNA FU37976 fis 
NMJ)21220:Horno sapiens zinc finger prote 
H*24723:ESTs 
Hs.86366:ESTs 

Hs.27931 hypothetical protein FU 10507 s 
Hs^5717:Homo sapiens cDNA: FU23454 fis 
Hs*279591:Horno sapiens, Similar to RNA p 
NM_018690:Homo sapiens apofipoprotein B4 
Hs.9841ESTs 

(locusfink)NM_02483'1«omo sapiens nuciea 
NM - 001710:Homo sapiens B-factor, properd 
NMJ)18283:Homo sapiens hypothetical pro! 
(locusGnk)NM_0Q0401Homo sapiens gatacl 
Hs.166887xopinel 

(lccusTink)NM_032335:Homo sapiens hypoth 
Hs.9805:exportin5 

Hs.13396:Homo sapiens clone 25028 mRNA s 
Hsi56150:NY-REN41 antigen 
NM_003904:Homo sapiens zinc finger prote 
HS.2294V.K1AA1363 protein 
(iocusBnk)NM w 005532:Homo sapiens Interf 
Hs.15071xhaperonto containing TCP1, sub 
Hs^56512£STs. Weakty similar to UBCAJV 
0ocaisEnk)NM_OO336O:Horno sapiens UDP gj 
{locus5nk)NM_004986:Homo sapiens Wnect 
NM - 032192:Homo sapiens protein phosphata 
Hs.147097«2A histone family, member X 
Hs.66666:chromosome 7 open reading frame 
Hs.27179:Homo sapiens cONA FU12933 6s, 
NM_020980:Homo sapiens aquaporin 9 (AQP9 
Hs.9505:c!eavage and polyadenylafion spe 
NM_012129:Homo sapiens daudai ]2 (ODN1 
NM_000228:Homo sapiens lamtnin, beta 3 ( 
NM_004260*toino sapiens RecQ protein-tike 
NM_005242:Homo sapiens coagulation facto 
Hs.51483:Homo sapiens, Similar to RIKEN 
Oocusiink)NI^005516:Horno sapiens 3-hydr 
Hs.30715:potassium voftage-gated channel 
NMJ)16055:Homo sapiens mitochondrial rib 
NM_001197:Homo sapiens BCX2-interacting 
NM_014628:Homo sapiens gene predicted fr 
Hs.2253xomplernent component 2 



AF082283 Hs.193516 
AI796390 HS210667 
N38913 Hs^21575 



NM.003921 :Homo sapiens B-cell CLLflympho 

Hs.210667£STs 

Hs.221575:ESTs 
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410045 AA806930 Ks£8189 HsJ81B9:eukaryo8c transition inifiaS 2.82 

454144 BE280478 Hs.1 82695 NM_02402fcHomo salens mitochondrial rib 182 

430387 AW372884 HsJM0770 Hs^4077(knudear cap binding protein su 181 

434583 AA095761 Hs349092 Hs.349092:ESTs.WeaMysim5!artoA42442 181 

5 431512 BE270734 Hs^795 Hs.2795:lactale dehydrogenase A 2.81 

428093 AW594506 Hs.104830 Hs.10483Q:ESTs 2.81 

416047 BE439894 Hs.78991 NM_012080:Homo sapfens DNA segment nume 2.81 

447495 AW401864 Hs.18720 NM_004208:Homo sapiens programmed cell d 181 

„ 452199 BE255543 Hs.110695 Hs.110695:hypolhefcal protein MGC31 33 2.81 

10 425998 AU076629 Hs.165950 NMJ»2011:Homo sapiens fibroblast growth 180 

445921 AW0 15211 Hs. 153799 Hs.153799:Homo sapiens cDNAFU38333fis 180 

422809 AK001379 Hs.121028 NNL01 81 36:Homo sapfens rrypolhefical prot 180 

417869 BE076254 Hs.82793 Hs.82793:proteasome (prosome, macropain) 180 

436127 W94824 Hs.11565 NM-080748:Homo sapiens chromosome 20 ope 180 

15 418731 A1254688 Hs.1197 Nr^.002157:Homo sapiens heat shock 10kDp 180 

432840 AK001403 Hs.279521 Hs^79521-Jiypo0iefical protein FU20530 180 

428026 U52112 Hs.182018 Hs,182018inleneukln-1 receptor-assoda 180 

441181 AA416925 Hs.374811 Hs.374811:Homo sapiens, amOar to 4-1BB 180 

409463 AI458165 Hs.17296 NM_023930:Homo sapiens hypothetical prot 179 

20 450010 AW293801 Hs.255052 Hs.255051ESTs 179 

418960 NMJXM494 Hs.89525 0ooistirk)NMJ>O4494:Homo sapiens hepato 179 

401179 179 

419252 AW138434 Hs.129805 Hs.129805:ESTs 179 

434750 BE019254 Hs.4112 Hs.411ltcompIex1 179 

25 412948 BE243313 Hs334851 Hs.334851:UM and SH3 protein 1 179 

400529 179 

436414 BE284633 Hs.143638 NMJ33661 :Homo sapiens WD repeal domain 179 

436291 BE568452 Hs.344037 0ocusfin!QNMJ)O3981:Horno sapiens protei 179 

427963 AKJ42582 Hs.181271 NMJ)16057:Homo sapiens CGt-1 20 protein ( 179 

30 426459 AF151812 Hs.169992 NM_01 5966:Homo sapiens serologically def 179 

413880 A1660842 Hs.1 10915 NM_021258:Homosapiensinterieu!dn22re 179 

442468 N77737 Hs.8349 NMJ 38933: Homo sapiens apobec-1 ccmpleme 179 

413476 U25B49 Hs.75393 NMJM4300:Homo sapiens acid phosphatase 179 

413278 BE563085 Hs.833 Hs.833:lnterferon-sfimulated protein, 15 179 

35 430120 AW675298 Hs.233694 (Iocusink)NMJ)1B395:Homo sapiens putafl 179 

452875 BE275760 Hs.30928 NNL006114:Homo sapiens transtocase of ou 179 

417164 AA338283 Hs.81361 Hs31361:teterogeneous nuclear ribonucle 179 

407811 AW190902 Hs.40098 Hs.40058:cysleheknotsur^erfarniiy 1.BM 179 

409636 AA305729 Hs.18272 (IocusEnk}NM_030674:Homo sapiens solute 178 

40 447619 AI174800 Hs.19054 (locusDnk)NKL01853Q:Hcmo sapiens hypolh 178 

434845 BE267057 Hs.325321 Hs.325321:WD repeat domain 18 178 

414862 BE621310 Hs.923 Hs.923:single-stranded DNA binding prole 178 

443639 BE269042 Hs.9661 Hs.9661:proteasome {prosome, macropain) 178 

414045 NM 002951 Hs.75722 NMJ)02951:Homo sapiens ribophorin II (RP 178 

45 430512 AF182294 Hs.241578 NH_016200:Homo sapiens U6 snRNA-associat 178 

432636 AA340864 Hs.278562 N^001307:Homo sapiens claudin 7 (CLDN7) 178 

414697 BE266134 Hs.76927 HsJ6927:trans!ocase of outer mtochondr 178 

420665 AW469240 Hs.371581 Hs.371581:ESTs 178 

428474 AB023182 Hs.1 84523 Hs. 184523serine/Ihreonine kinase 38 fik 178 

50 448093 AW977382 Hs.15898 Hs.15898:2,4<fienoyl CoA reductase % pe 177 

443343 BE409809 Hs.301005 Hs.301005:histone H2A5/Z variant 177 

418313 BE244231 Hs.84038 NMJ)15937:Homo sapiens CQ-06 protein (L 177 
424154 AF026004 Hs.141660 NrvL004366:Homo sapiens chtoride channel 177 
456950 AF111170 Hs.306165 Hs.306165:ESTs,HigHy similar to unknow 177 
55 432543 AA552690 Hs.152423 Hs.152423:Homo sapiens cDNA:FU21 274 fi 177 
423271 W47225 Hs.126256 NW_000576:Homo sapiens Interleuktn 1, be 177 
410595 AW629223 Hs.64794 NM_006978:Homo sapiens zinc finger prote 177 
448140 AF146761 Hs.20450 NM_Q20125:Homo sapiens B lymphocyte acfi 177 
„ . 457757 AA434109 Hs.12271 NM_01216lHomo sapiens F4x»x and leucine 177 
60 420186 NM_015925 Hs£5697 Hs^5697:liver-specific bHLH-2p transcr 177 
410094 BE147897 Hs.58593 NM_004128:Homo sapiens general transcrip 177 
403817 177 
459125 AA811363 Hs.29464 Hs.29464:Homo sapiens cDNA RJ23460 fc 177 
432705 AI879473 Hs.157123 Hs.1 571 23:ESTs 177 
65 446658 AI440137 Hs.164989 NMJ38491Homo sapiens hypolhefica! prot 176 
419485 AA489023 Hs.99807 Hs.99807:Homo sapiens mRNA; cDNADKFZp31 176 
432886 BE159028 Hs.279704 Hs.2797W:chromafin accessibility comple 176 
428438 NMJXM955 Hs.2271 NMj001955:Homo sapiens endothelin 1 (EDN 176 
_ 414767 BE541381 Hs.178705 NM_0335l5:Homo sapiens MacGAP protein (M 176 
70 406830 A1829848 Hs.342389 Hs342389:rjepfidylprcrylisomeraseA(cy 176 
432320 AW411066 Hs.274351 NMj016031Homo sapiens zinc finger, DHHC 176 
430450 R23553 Hs.241489 0ocusnnkJNM_015913:Homo sapiens hypolh 176 
433808 NNL014062 Hs.3565 HS.35S6ART-4 protein 175 
431890 X17033 Hs^71986 NM.002203:Homo sapiens integrin, alpha 2 175 
75 433369 Z49254 Hs.3254 NM_021134:Homo sapiens rnitochondnal rib 175 
446946 A1876932 Hs.317 KM_003286;Homo sapiens topocsomerase (DN 175 
432204 AI916132 Hs.1 21593 Hs.121593:Homo sapiens cDNARJ 131 23 lis 175 
424438 AA340724 Hs.271912 Hs^7191lHomo sapiens cDNA FU38690 fis 175 
_ _ 433862 D86960 Hs.3610 KMJ>14873ttomo sapfens K1AA0205 gene pro 175 
80 417080 BE392B46 rte.1063 Hs.1 063sma!l nuclear ribonudeoprotein 175 
428242 H55709 Hs.2250 HsJ2250Jeukemia inhibitory factor {chol 175 
416188 BE157260 Hs.79070 NMJH2467:Homo sapiens v-myc myetocytoma 175 
436014 AF281134 Hs.283741 NMJJ201 58:Homo sapfens exosome component 175 
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N^W340fcHomo sapiens repDcaSon inifj Z75 

Hs.6291 8:COC91 ceH ojvision cycle 91-B 2.75 

(toaisIink}NM_138456:Hcmo sapiens hypoth 2.75 

NM_002528:Homo sapiens nth endonudease Z75 

NM_018S83:Homo sapiens zinc finger prate 2.75 

NM_002707:Homo sapiens protein phosphata 2.75 

Hs.350103jiboscma] protein, large, P0 2.75 

NM_015421:Homo sapiens DKFZP564K2052 pro 2.75 

NM_02G387:Homo sapiens RAB25, member RAS 2.74 

HsJ4447:Hamo sapiens d3NAFU38512fis. Z74 

Hs^74548^ohjte earner family 16 (mono 2.74 

NM_019094:Homo sapiens nudbc (nucleoside Z74 

Hs.59451:DKFZP434C245 protein * Z74 

NM-002991:Hamo sapiens smaD Inducible c Z74 

Hs.1 99695±ypo0ieEcal protein MAC30 Z74 

Hs.6147ZHomo sapiens, clone IMAG&51841 Z74 

Hs.1951553o!ute carrier famfiy 38, memb Z73 

Hs.1634:cefl division cycle 25A Z73 

Hs.10128ZHomo sapiens mRNA; cONA DKFZp4 Z73 

OxusHnk)NM_017798^omc sapiens chromo Z73 

NM_005869;Homo sapiens centaurin, alpha Z73 

NM.021 199:Homo sapiens sulfide dehydroge 2.73 

Hs.378718:Homo sapiens cONAFU33433fc Z73 

r&108106:ubiquitin-iike, containing PHD Z73 

NM_0246ZZHomo sapiens hypotheficai prat Z73 

{locusfink)NWL025151:Homo sapiens Rabco Z73 

Hs^4724:Homo sapiens cDNA FU391 85 fe, Z72 

Hs.143969:ESTs Z72 

NM_004893:Homo sapiens H2A his tone famU Z72 

MM_017948:Hcmo sapiens hypothetical prot Z72 

Hs.151734:nuctear transport factor 2 Z72 

NM_01 4679:Homo sapiens WAA0092 gene pro Z72 

NM_002014:Homo sapiens FK505 bending pro . Z72 

NM_00231 8Momo sapiens lysyt oxidase-Gk Z72 

NM_080759:Homo sapiens dachshund homolog Z71 

Hs.73239:hypotheCca! protein RJ109D1 Z71 

NMJ)14017:Homo sapiens HSPC003 protein ( Z71 

BE743847£01577765F1 NiH_MGC_9 Homo sapi Z71 

(locuslmk)NNL016077:Homo sapiens CGM4 Z71 

Hs.255565:Homo sapiens cDNA RJ33892 fc Z71 

NM_000245:Homo sapiens met prate-oncogen Z71 

Hs.34393tomatin (EPB72Hike 2 Z71 

Hs^596ZHomo sapiens mRNA; cOMA OKFZp68 Z70 

NM_00288ZHomo sapiens RAN binding prate Z70 

Hs^36204:nuctear pore complex protein 2.70 

Hs.10564fthypothe0cal protein BC007772 Z70 

Hs.160602^omo sapiens cDNA FU36008 fis Z70 

NM_003714:Homo sapiens stanniocalcin 2 ( • Z70 

Hs.44680:hypothefcal protein FU20979 Z70 

Hs.10949:Homo sapiens cONA FU14162 fe, Z70 

Hs^34896:geminin Z70 

Hs.1 54443:MCM4 irunlchromosome maintenanc Z70 

NM_015939:Homo sapiens CGt-09 protein {L Z70 

(Iocusfink)NM_015873:Homo sapiens viflin Z70 

Hs.15578(hESTs Z70 

Hs.8S131:Fas fTNFRSF6)^sscciated via de Z70 

NMJM6347:Homo sapiens pepfidyl prolyl i Z70 

NM»012334:Homo sapiens myosin X (MY010), Z70 

Oocuslink)NMJ30974:Homo sapiens hypoth Z70 

Hs.1081 18*ypotheficaI protein FU22474 Z70 

NM_032173:Homo sapiens hypotheficai prot Z69 

Hs.426440htoredoxin-fike 2 Z69 

Hs.8854:Pvt1 oncogene homolog, MYC ac6v Z69 
Hs. 1 461 7CttrypctheficaJ protein FU22969 . Z69 

NM_022145*lomo sapiens leucine zipper or Z69 

NM_001551:Homo sapiens immunoglobulin (C Z69 

NM_006452*tomo sapiens phrjsprraribosyiami Z69 

NM_012145:Homo sapiens decxythyrnidylatB Z69 

Hs. 1 78292rorotein O^jcosyitransferase 1 Z69 

Hs.110406£STs Z69 

NMJ)1 4427Jtomo sapiens copine VII (CPNE7 Z69 

NMJ)1 78 1 6itorno sapiens hypotheficai prot Z69 

Hs.751 173nterleuWn enhancer binding fa Z69 

(too/sliniONMJ)21809:Hor^^ Z69 

Hs^2579:Homo sapiens clone COABP0035 mR Z68 

NMJ>1 81 31 :Homo sapiens hypothetical prot Z68 

Hs,191381diypothetical protein LOC51319 Z68 

NMJW1951:Homo sapiens eukaryotic trans! Z68 

NM_006746:Homo sapiens sex comb on midle Z68 

Hs.260523:neurobl3storna RAS viral (v-ras Z68 

Hs^11594proteasome {prosome, macropain Z68 

Hs.107213.1ormin binding protein 3 Z68 

NM_012083:Homo sapiens frequently rearra Z68 
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42S274 BE281191 Hs.155462 Hs.15546lMCM6minichromoscrre maintenanc 168 

433159 AB035898 Hs. 150587 NK-020242:Homo sapiens kinesin-fike 7 (K 2.68 

406673 M34996 Ks.198253 Hs.19B253:rnapr hislocompatibHIty comp] 2.68 , 

428206 AB020643 Hs.183006 Hs,183006ikdyhomoJog of mouse hepari £68 

5 429344 R94038 Hs.374664 NM_005538:Homo sapiens kihibin, betaC( 168 

' 427719 A1393122 Hs.134726 (tocusBnk)NM_14506ChHotno sapiens hypolh 168 

408113 T82427 Hs.194101 Hs.1 94101 :Homo sapiens cONA: FU208696 168 

457313 AF047002 Hs.241520 NWJXOTlHomo sapiens transcripfonal c 167 

_ 413142 M81740 HsJ5212 (locusfink)NM_002539:Honu) sapiens omith 2.67 

10 414998 NMJJQ2543 Hs.77729 NM_002543:Homo sapiens oxidised bw dens 2.67 

432391 AI732374 Hs.339827 rK339827:ESTs. Weakly simSar to protea 2.67 

446342 8E298665 Hs.14846 Hs,14846:Homo sapiens mRNA; cOHA DKFZp56 2.67 

447913 AW438602 Hs.191179 Hs.191179:ESTs * 2.67 

418738 AW388633 Hs.6682 Hs.6582sotirte canier family 7, {calion 2.67 

15 439586 AA922935 Hs.1 10039 Hs.110039:ESTs 2.67 

427477 AW973119 Hs.178391 NM_021029:Homo sapiens ribosomal protein 167 

421839 BE25877B Hs.108809 NM_006429:Horno sapiens chaperonin contai 2.67 

400448 2.67 

418416 U11700 Hs.84999 NMJM0053:Homo sapiens ATPase, CthM- tran 167 

20 445304 BE613206 Hs.279507 Hs^79607:Homo sapiens cDNA FU34399 fis 167 

417601 N&L014735 Hs.82292 NM_014735:Homo sapiens WAA021 5 gene pro 2.66 

444700 N(uL003645 Hs.1 1729 NMJXB645:Horno sapiens fatty-acid-Coenzy 2.66 

431021 AI869664 Hs351863 (locusItnk)NM_00331 1 Homo sapiens thtosu 166 

453157 AF077035 Hs.31989 NMJD15449:Homo sapiens N1CE-3 protein (N 2.66 

25 453454 AW052006 Hs.374973 NM_004697:Homo sapiens PRP4 pre-mRNA pro 2.66 

422599 BE367202 Hs.1 18638 Hs.1186383wn-metastaficcelis 1, protei 2.66 

456248 AL035786 Hs.82425 NM_005717:Homo sapiens acfin related pro Z66 

427691 AW194426 Hs.20726 Hs20726:ESTs. Moderately similar to hyp 166 

419705 AW368634 Hs.154331 Hs.1 54331 :ESTs 2.66 

30 421254 AK001724 Hs.102950 NM_016128:Homo sapiens coal protein gamm 166 

422719 BE017985 Hs.102558 Hs.102558:Homo sapiens cDNA FU40369 fis 166 

446356 AI816736 Hs.1 4895 Hs.1 489 Sainc finger, DHHC domain contai 2.66 

432435 BE218886 Hs.282070 Hs.282070:ESTs 166 

433020 AI375726 Hs.227152 NM_016391:Homo sapiens hypothetical prot 2.65 

35 436106 AI050715 Hs.2331 Hs.2331:E2F transcripfion factor 5, p130 2.65 

431127 U66618 Hs^50581 Hs.250581 :SWl/SNF related, matrix assod 2.65 

425568 AW963118 Hs.161784 Hs.161784:ESTs 165 

430508 AI015435 Hs.1 04637 Hs.104637:so!ute carrier famay 1 (gluta 2.65 

414761 AU077228 Hs.77256 NM_004456:Homo sapiens enhancer of zeste 2.65 

40 412738 N34731 Hs.74562 NM_078480:Homo sapiens fuse-binding prot 2.65 

409893 AW247090 Hs.57101 Hs.57101 :MCM2 nTinichrornosome maintenance 165 

421743 T35958 Hs.107614 Hs.1 0761 4:DKFZP564I1 171 protein 2.64 

428072 BE258602 Hs.182366 NM_01 6292:Homo sapiens heat shock protei 164 

417957 H53497 Hs£3006 NM_01 607 1:Homo sapiens mitochondrial rib 164 

45 409119 AA531133 Hs.4253 Hs.4253:hypothetical protein MGC2574 164 

447200 BE543146 Hs^81434 Hs.281434:Homo sapiens CDNAFU31 373 fis 164 

409214 AW405967 Hs333388 Hs.333388^imilar to CG3714 gene product 164 

414883 AA926960 Hs.348669 Hs.348669:COC28 protein kinase 1 2.64 

„ 433570 AI580053 Hs.109007 Hs.109007:Homo sapiens. Similar to LOC16 164 
50 408633 AW963372 Hs.222088 r4M_0141 09:Homo sapiens PRO2000 protein ( 164 - 

447769 AW873704 Hs.320831 Hs.320831xhromosome 20 open reading fra 164 
432954 AF118395 Hs.279865 NMJ)14317:Homo sapiens trans-prenyttrans 163 
444855 BE409261 Hs.12084 Hs.12084:Tu translation elongation facto 163 
428144 BE269243 Hs.18262S Hs.182625:VAI^(veside^ssociatedrnenibr 163 
55 408137 AJ694131 Hs.29002 Hs.2900lWAA1706 protein 163 
418703 NNL014448 Hs.87435 Hs.87435:Rho guanine exchange factor (GE 163 
446051 BE048061 Hs.37054 Hs.37054:ephrh>A3 163 
430024 AI808780 Hs^27730 NW-000210^omo sapiens integrin, alpha 6 163 
406122 163 
60 420988 AW006352 Hs.1 59643 rfc.159643:ESTs l WeaHysini!artoputafi 163 
436433 AW631437 Hs.5184 (toOisTink)NMJ)16397:Homo sapiens TH1-B 163 
417129 AI381800 Hs.300684 Hs.3Tj0684:catdtonin gene-related pepfid 163 
410397 AF217517 Hs.63042 NMJ)18457:Homo sapiens DKFZp564J157 prot 163 
419420 AA355435 Hs.30724 {locusImk)NM_001516:Homo sapiens genera 163 
65 400298 AA032279 Hs.61635 Hs.61635:six traremernbrane epitheHa! an 163 
412599 AU076782 Hs.248267 (tocuslink)NM_021126:Homo sapiens mercap 163 
436199 R3B946 Hs.127951 Hs.1 27951 :Horno sapiens cONA FU 14503 fis 163 
425081 X74794 Hs.1 54443 Hs.154443:MCM4minicrirornosomemaintenanc 163 
442025 AW887434 Hs.1 1810 NM_032026:Homo sapiens CDA11 protein {CD 162 
70 ' 437379 AL359575 Hs.23765 rte!3765:membranemetalk«ndopeptidase- 162 
409703 NMJXJ6187 Hs.56009 Hs.56(X)9:2-5 , -onfloadenytate synthetase 162 
419170 BE002798 Hs.287850 NM_002219:Homo sapiens integral membrane 162 
418216 AA662240 Hs.283099 Hs.283099-.AF15q1 4 protein 162 
451926 AW134519 Hs.96125 (k)OisIink)KM_025151:Homo sapiens Rab co 162 
75 413781 J05272 Hs.850 (locusIink)NM_0()0B83:Horno salens IMP(i 162 

407236 W79485 Hs.173980 Hs.1 73980m uclear matrix protein NMP200 162 
421405 AA251944 Hs.1 04058 NM_015957:Homo sapiens CG1-29 protein (L 162 
429491 NM_012111 Hs.204041 rM.012111:Horrosapienscflrcniosorne14ope 162 
„ 453335 AW857376 Hs.1 69238 NMJ>00149:Homo sapiens ruccsyttrartsferas 162 
80 441126 NM.000429 Hs.323715 (locusr«nk)NM_000429:Homo sapiens methio 162 
417404 Nl^_007350 Hs.82101 {locustffik)NM_007350:Homo sapiens ptecks 162 
432211 BE274530 Hs.273333 Hs.273333:hypotheficaI protein FU 10985 162 
446766 AF083208 Hs.1 6178 W012138^orno sapiens apoptosts antegon 162 
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449019 
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410442 
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Hs.74335 
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418803 
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447532 


AK000614 


Hs.18791 


420309 


AW043637 


Hs21766 


447418 
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424142 
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Hs.378970 


428342 


AI739168 


Hs^49283 


427254 


AL121523 
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452700 


Ai 859330 


Hs^88940 


427678 


BE267756 


Hs.180312 
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AI277924 


Hs.145199 


425206 


NM.002153 Hs.1 55109 


416412 


NMJM4742 Hs.79305 


427648 


AI376722 


Hs.180062 


419193 


D29643 


Hs.34789 


409984 


AW368226 


Hs.67928 


431910 


AK000142 


Hs.101774 


413010 


AA393273 


Hs.75133 


452264 


AU077013 


Hs.28757 


419423 


D26488 


Hs.90315 


425221 


AV649884 


Hs.1 55188 


437623 


D63880 


Hs.5719 


444184 


T87841 


Hs.282990 


418650 


BE386750 


Hs.86978 


425388 


AB014595 
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420614 
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Hs.99364 


427876 


A1494291 


Hs369171 


418862 


BE550964 


Hs.89399 


416432 


BE391767 
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(tocusEnk)NM_004875:Homo salens RNApo Z62 

NM_01 8256:Homo sapiens WD repeal domain Z62 

Hs.367900:progrannned cell death 2 Z61 

NWL0141 58:Homo sapiens HSPC067 protein ( Z61 

(locus5nk)NM_003329:Homo sapiens thjore 161 

(locuslink)NM.007208:Homo sapiens mitoch 2.61 

NM_0t430ZHomo sapiens Sec61 gamma (SEC6 Z61 

NM_014596:Homo sapiens zinc rfcbon domai Z61 

NM_000947:Homo sapiens primase, potypept Z61 

NM_032486:Homo sapiens dynacfin 4 {MGC32 Z61 

NM_024329:Hcmo sapiens hypothetical prot Z61 

NM_018087:Homo sapiens hypothefical prot Z61 

NM_033266;Homo sapiens ER to nucleus sig Z60 

NMJ)18983:Hcmo sapiens nucleolar protein Z60 

Hs.9973&hypolhefcal protein M6C39350 Z60 

NM_031265:Homo sapiens mucin and cad hen" Z60 

r&23652Z'DKFZP434PlD8 protein Z60 

NM_033416;Horno sapiens similar to HYPOTH Z60 

NM_00378&Homo sapiens ATP-b'mding casse Z60 

NM_005977:Homo sapiens ring finger prole Z60 

Hs.14355:Homo sapiens cDNA HJ 13207 fe, Z60 

Hs.100293:CMnked N-acerytglucosamine ( Z60 

NI4_000077:Homo sapiens cycGn-dependent Z60 

NMJ38969:Homo sapiens retinal short cha Z60 

NM_021178:Homo sapiens enhancer of invas Z60 

Hs.212296:ESTs Z60 

{bcusCnk}NM_030877:Homo sapiens cateni Z60 

(tacusfink)NM_005644:Homo sapiens heat s Z59 

Hs.265398:ESTs, Moderately similar to hy Z59 

Hs,14523.*htErferon, gamma-inducibta pro Z59 

Hs.68877xytochrome b-245, alpha potypep Z59 

NM_004182:Homo sapiens ubiqiritousfy-expr Z59 

NM_032351:Homo sapiens mitochondrial rib Z59 

NM_01598ZHomo sapiens germ cell specifi Z59 

NM_006109:Homosapiens SKB1 homotog (S. Z59 

Hs.17195Z-occkjdin Z59 

NMJH6191:Homo sapiens profiferafion-ass Z59 

BE5S2826:601336534F1 NIH_MGC_44 Homo sap 2.59 

NM_0Q635fcHomo sapiens ATP synthase, H+ Z58 

NM_017958:Homo sapiens hypothefical prot Z58 

Hs.378965:Homo sapiens cONA FU37658 fe Z58 

NMJJ33340:Homo sapiens caspase 7, apopto Z58 

(tocusMJNM^012243:Homo sapiens solute Z58 

Hs.67776:Homo sapiens, done IMAGE54556 Z58 

Hs.63786:propionyi Coenzyme A carooxytas Z58 

Hs.357942:Homo sapiens, clone IMAG&4701 Z58 

Hs.1 10826:trmudeofide repeat containin 2.58 

Hs.7922Zgalactos!dase, beta 1 Z58 

Hs.85844:neurotrophic tyrosine kinase, r Z58 

NM_012394:Homo sapiens prefoWin 2 (PFDN 2.58 

Hs.74335:heat shock 90kO protein 1, beta Z58 

Z58 

Hs.79172solute carrier family 25 (mitoc Z58 

NM_004964:Homo sapiens histone deacetyla Z58 

NM_017899*fomo sapiens hypothetical prot Z57 

Hs^1766£STs. WeaWy similar to hypothe Z57 

Hs.1855ZE21G2 protein Z57 

Hs.378970^omo sapiens cDNA RJ35102 fo Z57 

Hs.349283:Homo sapiens cDNA FU31 753 fis Z57 

Hs.97774:ESTs Z57 

KM_001669:Homo sapiens arytsuHatase D ( Z57 

Hs.24283:Homo sapiens cDNAFU25952fc, Z57 

NM_021259:Homo sapiens transmembrane pro Z57 

NM_01 6065:Homo sapiens mitochondrial rib Z57 

Hs.145199£STs, Weakly similar to hypolh Z57 

NMJK)2153:Homo sapiens hydraxysteroid (1 Z57 

Hs.79305:KIAA0255 gene product Z56 

Hs.18006Z-proteasome (prosome, macropain Z56 

NM_005216:Homo sapiens doGchyUfiphosph Z56 
Hs.67928:ESTs ■ Z56 

Hs.101774iiypothetical protein FU23045 Z56 

NM_003201:Homo sapiens transcription fee Z55 

HsJ8757:transmembrane 9 superfamily mem Z56 

Hs.90315:KlAA0007 protein Z56 

NMJ»554ZHomo sapiens TAF7 RNA polymera Z56 

NM_01 4865: Homo sapiens chromosome conden Z56 

(lccasGnk)NM3355Q:Homo sapiens chrcmo Z55 

Hs^978:praIylendopeptjdase Z56 

(lco^)^(KI3588.^omo sapiens cuffin Z56 

Hs.99364:abhydrolase domain containing 1 Z56 

Hs.369171:ESTs Z56 

NM_005176:Homo sapiens ATP synthase, H+ Z56 

.{!ocusImk)NM_005051:Horno sapiens ghrtam Z55 
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458814 A1498957 Hs.351937 Hs.351937:ribosoma) protein, large P2 2.55 

448153 Y10805 Hs.20521 NM_001536:Homo sapiens HMT1 hnRNP methyl 2.55 

454003 AA058944 Hs.1 16602 Hs.1 1 6602±ypolhefca! protein BC0091 1 5 2.55 

411950 T23407 Hs.81564 NM.00261 9:Homo sapiens platelet factor 4 2.55 

457400 AF032906 Hs.252549 NM-001336:Horno sapiens calhepsln Z (CTSZ 2.55 

426410 BE298446 Hs.305890 NfiU38578:Homo sapiens BCL2-fike 1 {BCL2 155 

402829 ZS5 

425843 BE313280 Hs.1 59627 NMJXM631Homo sapiens death associated 2.55 



400995 



2.55 



10 452945 AW978187 Hs.79103 NMJ>3Q579*.HomD sapiens cytochrome b5 out 2.55 

1 417144 AA382104 Hs.81337 Hs.81337ilecUn t galactoside-binding, so 2.55 

422192 AA305159 Hs.113019 NM01 5931 :Homo sapiens fls485 (LOC51 066) 155 

424755 AB033094 Hs.152925 Hs.1 52925:WM1 268 protein 2.55 

410012 AW015832 Hs.5789B {tocusnnk)hlM_017819:Homo sapiens hypoth 2.55 

15 431236 AV656840 Hs.285115 NM_00t56(hHomo sapiens Werteukin 13 re 2.55 

449042 AW294985 Hs.30715 Hs.30715:potassiumvdtage-gated channel 155 

420281 AI523693 Hs.323494 {tocusfink)NMJ)17964:Homo sapiens hypoth 2.55 

418681 AA287786 Hs.23449 Hs.23449dnsufin receptor tyrosine kmas 155 

406629 AW277078 Hs.181165 Hs.181165^ukaryotlctrans1afionelongat 2.55 

20 421612 AF161254 Hs.106196 (tocusTink)MM_016579;Horno sapiens 8D6 an 2.54 

446715 AI337735 Hs.173919 Hs.173919:ESTs, Weakly similar to neuron 2.54 

431183 NM 006855 Hs.250696 NMJ)06B55:Homc sapiens KDEL (Lys-Asp-Qu 2.54 

407722 BE252241 Hs.38041 NM_0036810Homo sapiens pyrktoxai (pyrido 2.54 

427368 BE041451 Hs.177507 Hs.177507Jiypothetical protein HSPC1 55 2.54 

25 426268 AF083420 Hs.1 68913 NM_003576:Homo sapiens serine/threonine 2.54 

409632 W74001 Hs.55279 NMJ>02639:Homo sapiens serine (or cystei 2.54 

442875 BE623003 Hs.23625 Hs^3625:Homo sapiens done TCCCTA00142 2.54 

456031 AA335996 Hs.355907 Hs-355907£STs, Weakly simflar to protei 2.54 

442432 BE093589 Hs.38178 NM_024629:Homo sapiens hypothetical prot 2.54 

30 437741 BE561610 Hs.5809 NM_020470:Homo sapiens putative transmem 154 

448775 AB025237 Hs.388 NM_002452:Homo sapiens nuda (nucleoside 154 

414368 W70171 Hs.75939 NM_012474:Homo sapiens uridine monophosp 154 

432876 AW248272 Hs.279652 NMJ)1 5956: Homo sapiens mitochondrial rib 153 

431731 BE266322 Hs.211374 (IocusIink)NM_145051:Horno sapiens hypoth 153 

35 425994 AK000207 Hs.165B03 NMJ)17708:Homo sapiens hypothetical prot 153 

445982 BE410233 Hs.1 3501 0r>aslrnk)NMJ)143O3:Homo sapiens pescad 153 

444232 W56010 Hs347297 (tocusDnk)NM_013397:Homo sapiens over-e 153 

435655 AW105663 Hs.6947 (locuslink)NrVL014159:Homo sapiens HunBn 153 

417686 AA769155 Hs.235498 Hs.235493±ypotheticaI protein FU1 4075 153 

40 417933 X02308 Hs.82962 NM_001071 :Homo sapiens thyrnidylatesynlh 153 

426812 AF105365 Hs.172613 NM_006598:Homo sapiens solute canter fa 153 

452313 Y00486 Hs.2B914 Hs.28914:adenine phosphoribosyltransfera 153 

438317 AA826401 Hs.122393 Hs.122393:ESTs 153 

409299 AA045650 Hs.53125 NMJXW597:Homo sapiens small nudear rib 153 

45 423599 AI805684 Hs.31731 0ocusHnk)NMJ)12O94:Homo sapiens peroxi 153 

412525 AA581439 Hs.152328 Hs.152328:ESTs 153 

424291 AL120051 Hs.144700 NM_004429".Homo sapiens ephrin-B1 (EFNB1) 153 

427581 NM.01478B Hs.179703 NMJr14788*tamo sapiens tripartite motif- 153 

414987 AA524394 Hs.294022 NM_032865:Homo sapiens hypothetical prot 153 

50 434274 AA628539 Hs.57783 Hs£7783:eukaryotic translation mitiafi 153 

400282 Hs.289101 NM_005313:Homo sapiens glucose regulated 153 

425322 U63630 Hs.155637 NM_006904:Homo sapiens protein kinase, D 153 

453344 BE349075 Hs.44571 Hs.44571:ESTs 153 

449915 NM_004529 Hs.404 NM_0M529:Homo sapiens myetoidrtymphoid 2.53 

55 417691 AU076610 Hs.82399 NM.007357:Homo sapiens component of oKg 152 

439012 BE383814 Hs.6455 NM_006656:Homo sapiens RuvB-Gke 2 (E. c 152 

434931 AW968941 Hs.166254 Hs.1 66254dikely ortholog of rat vacuole 152 

411678 AI907114 Hs.71465 NM_003129:Horno sapiens squalene epxaklas 152 

442315 AA173992 Hs.7956 Hs.7956:ESTs 152 

60 447140 AF070537 Hs.17481 NMJ38391:Homo sapiens hypothetical prot 152 

422385 BE549407 Hs.115823 (locusIink)MM_Q06638:Homo sapiens ribonu 152 

433517 AW022133 Hs.189838 Hs.189838£STs 152 

450230 AW016507 Hs^01582 Hs.2015B2£STs 152 

432866 BE395875 Hs.279609 NMJ)14342:Homo sapiens mitochondrial car 152 

65 433001 AF217513 Hs.279905 N^016359->tMmsapieTOnudeotarptotein 152 

440773 AA352702 Hs.37747 NM_022767:Homo sapiens hypothetical prot 152 

440587 AL1 38451 Hs^23084 (tocusfink)NM_031 209:Homo sapiens tRNA-g 152 

422813 AV656571 Hs.121068 (JocusRnk)NM_003270:Homo sapiens transm 152 

424259 AKD01776 Hs.143954 (locusRnkJNM.018270:HomD sapiens cnromo 152 

70 436075 BE090176 Hs.179902 NM_080546:Hcmo sapiens CDw92 antigen (CD 152 

453204 R10799 Hs.191990 Hs.191990:ESTs 152 

453665 AAS26250 Hs. 326 184 Hs326184:Homo sapiens nuctear protein p 152 

432353 NM_016558 Hs.274411 NMJM6558:Homo sapiens SCAN domain conta 152 

433271 BE621697 Hs.14317 NM_018648:Homo sapiens nudeolar protein 151 

75 431770 BE221880 Hs.268555 NMJM 2255: Homo sapiens 5-3 exoribontid 151 

444019 BE173977 Hs.10098 N^01908lHomo sapiens putative nudeola 151 

428839 A1767756 Hs.82302 (locusfinkJNMJ 471 74:Homo sapiens hepara 151 

404826 2- 51 

429569 BE185499 Hs.2471 NM_014878:Homo sapiens K1AA0020 gene pro 151 

80 434474 AL042936 Hs.211571 (lccusIkik)NM_005333:Homo sapiens holocy 151 

424482 BE268621 Hs.149155 Oocuslnk)NM_003374:Horno sapiens voltag 151 

450422 AA743525 Hs.60300 NMJ)33414:Homo sapiens hypothetical prot 151 

440214 AA247118 Hs.7049 0ocusfoik)NMJNWB6:Homo sapiens hypoth 151 
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421168 


AF 182277 


Hs.330780 


435750 


AB029012 


Hs.4990 


452101 


T60298 


Hs.10844 


436043 


AW963838 


Hs. 168830 


424909 


S78187 


Hs.153752 


435677 


AA694142 


Hs.6685 


406363 
452018 


AW102941 


Hs.211265 


409591 


AA532963 


Hs.9100 


421937 


AI878857 


Hs.109706 


416293 


BE244454 


Hs.79162 


421532 


AW138207 


Hs.146170 


434584 


D57341 


Hs.188361 


428109 


AW732918 


Hs.182490 


426053 


U68105 


Hs.172182 


432642 


BE297635 ■ 


Hs.3089 


452390 


A1864142 


Hs.29288 


429023 


NM.000312 Hs^351 


400076 






420596 


NM_002692 Hs.99185 


422244 


Y08890 


Hs.113503 


410723 


AA100683 


Hs.372108 


435496 


AW840171 


Hs.265398 


425159 


NM.004341 


Hs.154868 


433626 


AF078859 


Hs.86347 


448391 


H71025 


Hs.21075 



Hs330780xytDchrom8 P450, subfamBy MB 
Hs.4990:KlAA1089 protein 
NM_052972:Homo sapiens feucine-rich alph 
Hs.168830:Hcmo sapiens cDNA FU 12136 fe 
(locusrmk)NM_004358:Homo sapiens cell d 
Hs.66B5:{hyro:d hormone receptor Interac 

Hs.211265:ESTs 

Hsi)1 OfthypofheOcal gene supported by A 
NM_01 6185:Homo sapiens hematological and 
Hs.79162structure specific recognition 
NM_022B42*lomo sapiens hypothetical prot 
Hs.188361 :Homo sapiens cONA FU12807 fe 
HsJB2490deurine-rich PPR-mofif contain 
NM_002568;Homo sapiens pdy(A) binding p 
NMJ)04134:Homo sapiens heat shock 70kD p 
(tccuslink)NM_022759:Hamo sapiens endo-b 
NM_00031 2*lomo sapiens protein C (inacS 

NM_002691Homo sapiens polymerase (DNA d 
NMJ)02271:Homo sapiens karyopherin (irrrpo 
Hs.372108:ESTs 

Hs^65398:ESTs, Moderateiy similar to hy 
NM_004341:Homo sapiens carbamoyl-phospha 
NM_013341:Homo sapiens rrypothefoai prot 
NM_01 6328: Homo sapiens GTF2I repeat doma 



2.51 
2.51 
2.51 
2.51 
2.51 
2.51 
151 
151 
2.51 
151 
2.51 
2.50 
2.50 
150 
150 
150 
2.50 
2.50 
2.50 
150 
150 
150 
150 
150 
150 
150 



TABLE 10B 

Pkey: Unique Eos probeset identifier number 
CAT number Gene duster number 
Accession: Genbank accession numbers 



CAT Number Accession 



Pkey 

406685 
434414 



432407 MH1429J2 



406708 
459306 
447349 
441153 



0_0 M18728 

35978J AF134164BF803407AA218567BF842863AI267168BF876178BG999253AW861851AWK^ 

AA055556 BF773400 BF998869 BE081333 BE073424 BE142245 H59571 H59570 BF871558 BF871064 BE001132 BF826831 AW754298 
AA223267 BG997895 BG997897 AW991957 AA534354 BG319501 BF736309 A1694265 AA045564 BG950256 AI829309 BG987850 BE093175 
BF654337 

BG036675 BF772005 BF771856 BG960386 BG960381 NM.005712 AF110315 BE074534 BE182776 BE158000 BE157999 BE714315 AW818104 
AW847519 AA099426 AW817981 AW856396 BG961 122 AA224498 AA308542 AW821833 BF902155 A173241 1 BG778834 BG283641 BE748279 
BE748870 BG319540 BE748864 BF739224 BG9B6155 AK057283 B1861466 AA663341 AA457591 BG949294 AW392886 AA071122 AA227849 
AA584918BG959570BF773486AL041698BF959013 R87170C16859BF770411 BF771298 AI075321 L1 3823 AA21 6700 BF771 864 AW861 859 
BE537068 C1893S AA155719 BF771 172 BF769107 BFB04964 AW818172 AW818143 AW392930 AW817057 AW858044 BF74621 1 M179928 
AW861687 AW821826 BI055726 BF242643 AA207189 BF770412 BF771 157 BG430030 AA055592 
0_0 AI282759 
223120.-4 AW578452 

1063443J BE743847 AW809603 BM469626 AI375546 
264480.3 BE562826 BE378727 



TABLE 10C 



Pkey: Unique number corresponding to an Eos probeset 

Ref. Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. 'Dunham I. et aL" refers to the pubficafion entitled The DNA - 

sequence of human chromosome 21" Dunham I. et at,, Nature (1999) 401489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposidon: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposiSon 


404519 


8152000 


Plus 


12817-13000 


405399 


9256288 


Minus 


63448-63554 


403220 


7630969 


Plus 


64338^4517 


404661 


9797073 


Plus 


33374-33675,33769-34008 


402496 


9797769 


Minus 


8615-9103 


403055 


8748904 


Minus 


109532-110225 


400965 


7770576 


Minus 


173043-173554 


403218 


7630969 


Ptus 


58039-58149 


401866 


8018106 


Plus 


73126-73623 


403221 


7630369 


Plus 


66294-66438,66936^7124 


401519 


6549315 


Plus 


157315-157950 


405451 


7622517 


Minus 


145949-146227 


403532 


8076842 


Minus 


81750-81901 


402944 


9368423 


Plus 


110411-110716,111173-111640 


403219 


7630969 


Pius 


61856-61995 


403381 


9438267 


Minus 


26009-25178 


403485 


9966528 


Plus 


2888-3001,3198-3532,3655-4117 


405484 


5922025 


Plus 


199214-199579,199672-199920,200262-20049 


404684 


9797403 


Minus 


110881-111020 


402474 


7547175 


Minus 


53526-53528,55755-55920.57530-57757 


405506 
403739 


6466489 


Plus 


80014-80401,80593*1125 


7630882 


Plus 


44563-44766,4820948483,52255-52495 



190 



WO 03/042661 



PCT/US02/36810 



*HJOO*JO 


7711510 


nus 


14«i66?-1 45781 147854-147984 148098-14824 


401405 


7768126 


Minus 


69276-694 52,69548^9958 


400750 


8119067 


Plus 


198991-199168,199316-199548 


401179 


9438647 


Plus 


113477-113893 


400529 


9796988 


Plus 


138232-138423 


403817 


8962065 


Plus 


110297-111052 


400448 


9887687 


Minus 


177372-177674 


406122 


91440B7 


Minus 


30940-31386 


406180 


7283201 


Minus 


38923-39107 


402829 


8918414 


Plus 


101532-101852,102006-102263 


400995 


8099094 


Plus 


141186-141601 


404826 


6572184 


Plus 


47726-48046 


406363 


9256114 


Plus 


14403.14602.17000-17147.17241-17368 



I 



Table 1 1 A Ssts about 958 genes up-regulated In colon cancer compared to normal adult tissues excluding non-malignant colon tissues (whole colon and colon epithelium) that are 
likely to encode proteins amenable to modulation by small molecules, peptides, or antibodies. These were selected from the starting collection of 59680 probesets on the 
Affymetrix/Eos-Hu03 GensChip® array as follows: the ratio of 'average' colon to "average* normal adult tissues was greater than or equal to 3.0, the "average" colon level was set to 
the 90th percentile value amongst colon primary cancer specimens and colon liver derived metatases, the 'average' normal adult tissue level was set to the 70th percentile value 
amongst non-malignant tissues minus the colonic derived samples, the 'average* colon value was greater than or equal to 50 units, and the predicted protein contained a structural 
domain that Is Indicative of have an oncogenic function or of transducing an intracellular signal, or of being modulatabte by small molecules, peptides, or antibodies (e.g. pkinase, 
death-domain, 7tm, phosphatase, or ionjransporter}. In order to remove gene-specific bxkground levels of non-specific hybridization, the 15th percentile value amongst the non- 
malignant tissues was subtracted from both the numerator and the denominator before the ratio was evaluated 

TABLE 1 1 A: 958 genes up-regulated in colon cancer compared to normal adult tissues excluding non-malignant colon tissues [whole colon and colon epithelium) 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene Que 

R1: Ratio of tumor to norma) adult tissues 



Pkey ExAccn UnigenelD Unigene Title R1 

436749 AA584890 Hs.5302 NMJ)06149-.Homo sapiens lectin, galactosi 37.18 

406690 M29540 Hs.220529 0ocusl3nk)NM_004383:Homo sapiens carcin 31.24 

407242 M18728 (locusiink)NMJ)02483:Homo sapiens cartin 24.81 
406685 M18728 (locuslink)NM.002483:Homo sapiens carcin 20.54 
431912 A1660552 Hs.356183 Hs^56183:ESTs, Weakly slmiar to S3B4_H 20.38 
428934 AF039401 Hs.194659 NM_001285:Homo sapiens chloride channel, 20.13 
406667 M12523 19.89 
437935 AW939591 Hs5940 NM_033049:Homo sapiens mucin 13, epithel 19.68 
446787 U67167 HsJ15 NM-002457:Homosariensniudn2,intesfin 1955 
423541 AA296922 Hs.1 29778 NMJ)14471:Homo sapiens serine protease i 18.33 
421341 AJ243212 Hjl374281 NM_007329:Homo sapiens deleted in malign 17.47 
4143B6 X00442 Hs.75990 NM_005143:Homo sapiens haptoglobin (HP), 17.37 
416768 AA363733 Hs.1032 NM_006507:Homo sapiens regenerating isle 16.99 
422578 AF239666 Hs.1545 NM,0018O4:Homo sapiens caudal type homeo 15.15 
441031 A1110684 Hs.7645 NM_005141:Homo sapiens fibrinogen, B bet 15.02 
421582 AI910275 Hs.350470 NM-003225:Homo sapiens trefoil factor 1 1453 

407243 AA058357 Hs.74465 flocuslink)NMJ)0689fcHomo sapiens carcin 14.12 
422260 AA315993 Hs.1 05484 NM_032044:Homo sapiens regenerating gene 13.64 
432542 AW08392D Hs.1 6098 NM_020384:Homo sapiens daudin 2 (CIDN2) 13.48 
424212 NM 005814 Hs.1 431 31 NM_005814:Homo sapiens glycoprotein A33 13.43 
418888 AU076801 Hs.89436 NM_004063:Homo sapiens cadherin 17, Lie 1350 
453863 X02544 Hs572 Hs^72»rosomucoid 1 13.06 
413719 BE439580 Hs.75498 NM_004591:Homo sapiens small indudblec 1258 
436217 T53925 Hs.107 NM_004467:Homo sapiens fibrinogen-like 1 1234 
421100 AW351839 Hs.124660 Hs.1 24660:ESTs, Moderately similar to 21 11.72 
409153 W03754 Hs.50813 NM_017625:Homo sapiens tntelecfin (1TLN) 11.72 
452316 AA298484 Hs.61265 NMJ38805:Homo sapiens family wifliseque 11.49 
406399 1155 
414463 T69078 Hs.76177 NM_001633^osapierealpha-1-nticrogbb 11.18 
421964 X73079 Hs588579 NM_002644:Homo sapiens polymeric immunog 11.12 
407007 U22961 Hs.184411 NMJ100477:Homo sapiens albumin (ALB), mR 11.01 
423673 BE003054 Hs.1695 NM_002426:Homo sapiens matrix metailopro 10.70 
447400 AK000322 Hs.1 8457 NM_017763:Homo sapiens hypothetical pro! 10.69 
450685 L15533 Hs.423 NM^138938:Homo sapiens pancreafifis-asso 10.57 
427583 M82962 Hs.179704 NM_005588«orno sarierrs meprin A. alpha ( 10.48 
418007 M13509 Hs.83169 NM_002421:Homo sapiens matrix metaltopro 10.39 
406741 AA058357 Hs.74466 0^^nigNM_OO689O:H«rK) sapiens carcin 1050 
422424 AH86431 Hs596638 Hs.295538:prcstate dinereniiation facto 10.19 
423371 AU076819 Hs.1650 NI^000111:Homo sapiens solute carrier fa 9.91 
452304 AA025386 Hs.61311 Hs.61 31 1:ESTs, Weakly simflar to S 10590 9.72 
422106 D84239 Hs.1 11732 NM_00389Q;Homo sapiens IgG Fc binding pr 9.70 
430559 AF241254 Hs.178098 NM_021804iHomosaplerjsaf)ffotensblcon 9.65 
4066B7 M31126 Hs.352054 Hs352054:pregnancy specific beta-1-glyc 952 
428355 BE256452 Hs5257 N^00638:Hcmo sapiens vitronectin (seiu 9.47 
422281 M36803 Hs.346935 NM_000613:Homo sapiens hemopexin (HPX), 9.41 
413585 A1133452 Hs.75431 NM_0005O9-.HomD sapiens fibrinogen, gamma 9.39 
422664 AA315933 Hs.120B79 Hs.1 20879:Homo sapiens, done MGC:32871 9.31 
417931 W95642 Hs.82961 Hs.829S1:Homo sapiens, clone MGC:22588 1 9,30 
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5 

10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



422487 
413936 
424687 
420344 
446321 
428470 
452594 
422310 
421907 
424326 
435538 
413881 
443426 
436972 
430677 
409532 
423803 
430272 
451035 
422330 
425976 
411825 
451917 
410418 
418318 
414617 
447342 
452194 
414816 
417491 
423445 
403220 
415992 
449722 
414798 
415214 
411975 
422511 



431301 
428970 
424273 
431657 
431330 
425983 
408243 
428187 
408704 
428753 
426227 
419354 
414987 
422627 
407786 
414809 
425280 
432179 
443957 
426174 
430135 
420542 
409453 
408482 
444151 
444381 
421408 
430204 
443991 
428874 
408908 
411142 
452281 
412115 
421379 
433083 
403218 
412104 
449027 
429345 
414753 
415000 
425206 
432978 



AJ010901 

AF113576 

J05070 

BE463721 

AB012113 

AC002301 

AU076405 

AA316622 

BH018556 

NVL014479 

AB011540 

L00190 

AF098158 

AA284579 

Z26317 

W74001 

NM_005709 

X04898 

AU076785 

D30783 

C75094 

AK000334 

AW391351 

031382 

U47732 

AJ339520 

AI199268 

AI694413 

Y13709 

AW376842 

NM.014324 

C05837 

BE280074 

AI286323 

AJ445236 

AJ916058 

AU076442 

Nki.000492 

AA502384 

BE276891 

W40460 

AI345227 

X69532 

AK000226 

Y00787 

AJ687303 

AA056535 

AW939252 

U67058 

M62839 

AA524394 

BE336857 

AA687538 

A1434699 

U31519 

X75208 

AA521049 

AA547959 

NM_000035 

NM_000505 

AIB85516 

NMJW0676 

AW972917 

BE387335 

AIB88223 

AA618335 

NRL002250 

W32133 

BE296227 

NMJM4256 

T935O0 

AK001763 

Y15221 

AL042759 

AW205197 

AJ271216 

R11141 

AF158255 

AW025529 

NM.002153 

AF126743 



Hs.198267 NMJ)18406itenro sapiens rnurin 4, tracheob 9.01 

Hs.297681 HKL0OQ295:Hnmo sapiens serine (or cystei 8.99 

Hs.151738 NMJKM994:Homo sapiens matrix metaDopro 8.80 

Hs.97101 NM_014373ttomo sapiens puta&ve G protei 8.71 

Hs.1 6530 NM_Q02988:Homo sapiens smaS inductile c a67 

Hs.184507 Hs.184507:Homo sapiens, similar to Homol 8.47 

Hs.29981 Hi29981sclute carrier family 26 (sulfa 8.47 

Hs.98370 (tocasDnk)NM_030622:Hamo sapiens cytoch 8 43 

Hs. 109358 Hs.109358-.ATPase. Class V, type 1QB 8.34 

Hs.145296 WrVtOI 4479±lomo sapiens ADAM-fike, decysi ai2 

Hs.4930 Hs.493tMow density fipopralein receptor a09 

Hs.75599 (locusDnkJNM.OOOmHomo sapiens serine 796 

Hs.9329 (tooisfink)Nr^012112:Horriosapiensdtromo 792 

Hs^5640 rte^5640xlaudin3 7.89 

Hs.359784 NMJJ01943:Homo sapiens desmoglein 2 (DSG 7.87 

Hs£5279 NMJ)02639:Homo sapiens serine (or cystei 771 

Hs.132945 (locusrrr*)NNL005709:Homo sapiens PDZ-73 7.58 

Hs.237658 rK2376582po8poprotein A-il 748 

Hs.430 NM_00267(hHomo sapiens plasQn 1 (I isof 7.31 

Hs. 115263 NM_001432^omo sapiens epcregutm (EREG) 7.31 

Hs.334514 NM_025257:Homo sapiens chromosome 6 open 7.29 

Hs.352415 NM_01 7767^omo sapiens sotute carrier fa 723 

Hs.50820 Hs.50820:riypotheGcal cardiadsketetai m 721 

Hs. 63325 NM.01 9894:Homo sapiens transrnembrane pro 7.12 

Hs.84072 NM_004616:Homo sapiens traramembrane 4 s 7.12 

Hs.288817 (la^nk)NM_0S130:Homo sapiens hypolh 7.10 

Hs.19322 Hs.19322:Homo sapiens, Similar to RIKEN 7.06 

Hs.373599 Hs.373599:EST 7,02 

Hs.77399 • NM_001265:Homo sapiens caudal type homeo a97 

Hs.1085 NM_004963:Homo sapiens guanylate cyclase 6.96 

Hs.128749 NM_014324:Homo sapiens alpha-mefiiylacyl- a96 

6.95 

Hs.145807 Hs.145807^Typothefcal protein RJ 13593 6.87 

Hs.23950 Hs23960xycTtnB1 687 

Hs.97411 Hs.97411:rrypottefjca! protein MGC12335 6.80 

Hs.125124 NM_004442^omo sapiens EphB2 (EPHB2), ir a78 

Hs.144583 Hs.144583:Horno sapiens, done IMAGE3462 &76 

Hs.1 17938 NM_00O494:Homo sapiens collagen, type XV 6.66 

Hs.663 NMJ)00492:Homo sapiens cystic fibrosis t 6 65 

Hs.151529 Hs.151529:ESTs a62 

Hs.194691 NfvL003979->iorno sapiens retmoic acid ind 6.59 

Hs.144442 NrVL003561:Horno sapiens phosphoSpaseA2, 6.56 

Hs.105448 Hs.105448:protein kinase, lysine deride a54 

Hs.2777 NM_00221&Homo sapiens inter-alpha (giob 653 

Hs.165619 NM_031265:Homo sapiens mucin and cadheri a50 

Hs.624 NrM_000584:Homo sapiens interteukin 8 (IL 6.47 

Hs.285529 Hs.285529:G protein-coupled receptor 49 6.46 

Hs.5366 Nf4_139053:Homo sapiens epidermal growth 6.45 

Hs.192927 NM_017726;Homo sapiens protein phosphate 6.41 

Hs.154299 (Iocusiink)NM_C05242:Homo sapiens coagtrl a41 

Hs.1252 NMJ)00042:Horno sapiens apoDpoprotein H 6.27 

Hs.294022 , NM_032865:Homo sapiens hypothetical prot 620 

Hs.118787 Hs.118787:trarisfonTihggrowtti factor, be 619 

Hs.38972 NM.005727:Homo sapiens tetraspan 1 (TSPA ai9 

Hs.77356 Hs.7735€iranstemn receptor (p90,CD71 ai8 

Hs.1872 NMJ)02591:rtomo sapiens phosphoert^^ ai6 

Hs-2913 NM_004443:Homo sapiens EphB3 (EPHB3), mR 6.16 

Hs.353013 Ks.353013:chromosome 20 open reading fra 6 15 

HS.11583B Hs.115B3B:ESTs £ 10 

Hs-234234 NM_000035itorno sapiens aldolase B, frud 6.07 

Hs.1 321 NM_00050&Homo sapiens coagulation facto 6 06 

Hs^5612 KS.95612ESTS 6 06 

Hs.45743 NMJM067&Homo sapiens adenosine A2b rec 6 03 

Hs.128749 0ccuslink)NM_O14324:Horno sapiens alpha- 599 

Hs^83713 NMJ38455:Homo sapiens collagen triple h a97 

Hs.91 096 NM_05281 6:Homo sapiens tripartite mofif- 5 95 

Hs.356664 Hs.356664:hypothefjcal protein FU32334 ' £92 

Hs.1 0082 NM_002250:Homo sapiens potassium interme 5 90 

Hs.194366 Hs.19436S:fjansthyrefin (preatoijniin, amy 568 

Hs.250822 (tao^ink)NM_003158:Horno sapiens serine 588 

Hs.69009 NMJM425&Homo sapiens UDP-G!cNAcbetaGa 5 86 

Hs.28792 Hs^8792:Homo sapiens cONAFUl 1041 hs, 582 

Hs.73239 Hs.73239*ypothefcal protein RJ 10901 5 77 

Hs.103982 NM_005409:Homo sapiens small inducible c 5.76 

Hs.191762 Hs,191762±ypothetjcaI protein MGC2Q258 5.75 

574 

Hs^40951 (irxarsfink}NM_033120:Homo sapiens naked 5 72 

Hs.22880 NNL005700tf omo sapiens (fipepfidytpepfida 5 72 

Hs.199695 Hs.199695:hypoftetical protein MAC30 in 

Hs.77225 NM_005437itomo sapiens ADP-rfcosyitransf 5.72 

Hs.239812 Hs^39812^ero!ogicalry defined breast c 571 

Hs.155109 NM_002153:rtomosapiertshydroxysteroid(1 570 

Hs.279884 NM_01323&Romo sapiens DNAJ oVjmarn-conta 5.70 
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409889 AW630041 Hs.56937 NM_021978:Homo sapiens suppression of tu 5.67 

414052 AW57B849 Hs.283552 Hs.28355£hypotfie5ca] protein BC016153 5.67 

413916 N49813 Hs.75615 NMJW0483:Horno sapiens apoGpoprotein C- 5.63 

418322 AA284166 Hs.84113 KMJ>05192JHomo sapiens cvcln-dependent 5,62 

5 433437 U20535 Hs.3280 NMJ»1226:Homo sapiens caspase 6, apopto 5.60 

424010 AL0801B8 Hs.137556 NMJJ331 00:Homo sapiens MT-pratocadherin 5.59 

438746 AI885815 Hs.184727 Hs.184727:ESTs, WeaWy similar to T45738 5.58 

414590 NM 000506 Hs.76530 NM_000506:Homo sapiens coagulation facto 5.56 

^_ 457001 J03258 Hs.2062 Hs.20S2.-vitamin D (1,25- cfihydroxyvitami 5.55 

10 423164 AK000232 Hs.124835 NMJH9062itorno sapiens hypothetical prat 5.54 

409757 NM 001898 Hs.1231 14 NM_001898:Homo sapiens cystafin SN (CST1 5.53 

425397 J04088 Hs.1 56346 NM_001067:Homo sapiens topolsomexase (DN 5.53 

403221 5.52 

420981 L40904 Hs.100724 NrVL005037:Homo sapiens peroxisome prafif 5.52 

15 417165 R80137 Hs.302738 Hs.302738:Homo sapiens cDNA: FU 21425 fi 5.48 

419508 AW99793B Hs.90786 NM_003786too sapiens ATP-bintfing casse 5.44 

410850 AW362867 Hs.302738 Hs.302738:Homo sapiens cDNA: FU21425 fi 5.42 

436251 BE515065 Hs.296585 {locusSnk)NM_006392Homo sapiens nucieo 5.41 

430603 AA148164 Hs.247280 Hsi47280:chromosome 20 open reading tra 5.35 

20 450505 NM_004572 Hs.25051 NrAJ»4572:Homo sapiens plakophifin 2 (PK 5.34 

422535 AA311914 Hs.154578 Hs.154578:Homo sapiens mRNA for FU00256 5.33 

441384 AA447849 Hs.288660 Hs.2B8660:Homo sapiens cDNA FU22182 fi 5.32 

425834 NMJJ01639 Hs.1957 Hs.1957:amyloid P component, serum 5.31 

430680 AW138724 Hs.168974 Hs.168974:ESTs 5.25 

25 432378 AI493046 Hs.146133 Hs.146133:ESTs 5.25 

419693 AA133749 Hs.301350 Hs.301350:FXYDdofnauH»ntainingfantra 5.24 

422163 AF027208 Hs.112360 Hs.1 1 2360:proniiran-Iike 1 (mouse) 5.21 

447320 A1675419 Hs.164464 Hs.1 64464:Homo sapiens, done MGC:23656 5.21 

415927 AL120168 Hs.78919 NKL021083:Homo sapiens KeD blood group 5.21 

30 418203 X54942 Hs.83758 NM_0Q1827:Homo sapiens COC2B protein kin 5.20 

407944 R34008 Hs.239727 NM_024422*tomo sapiens desmocolfin 2 (DS 5.20 

428289 M26301 Hs.2253 Hs2253:complement component 2 5.19 

409231 AA446644 Hs.692 NM_002354toosapierstunK>r^associaled 5.19 

446051 BE048061 Hs.37054 Hs.37054:ephrin,A3 5.15 

35 432269 NM.002447 Hs.2942 Hs.2942:macrophage stimulating 1 recepto 5.13 

427557 NM_002659 Hs.179657 NM_002659:Homo sapiens plasminogen activ 5.11 

414639 X67055 Hs.76716 NM_002217:Homo sapiens pre-alpha (gtobuJ 5.09 

422765 AW409701 Hs.1578 NMJX)1168:Homo sapiens bacutoviral IAP r 5.08 

428479 Y00272 Hs.334562 NM_001786:Homo sapiens ceD division eye 5.08 

40 425873 NMJJ13390 Hs.160417 Hs.160417:transmembrane protein 2 5.07 

432575 AA553722 Hs.1 94346 Hs.194346:Spir-2 protein 5.07 

409142 AL136877 Hs.50758 Hs.50758:SMC4 structural maintenance of 5.07 

427747 AW411425 Hs.180655 (locusfirik)NMJ}M217:Homo sapiens serine 5.06 

422609 Z46023 Hs.118721 NM_000434:Homo sapiens siaGdase 1 (lyso 5.06 

45 414361 AI086138 Hs.204044 Hs.204044£STs 5.04 

452940 AA029722 Hs.2173 NMJ)02033:Homo sapiens tucosyitransferas 5.03 

435849 BE305242 Hs.16098 Hs.16098:claudin 2 5.03 

411257 AA628967 Hs.115274 Hs.115274:lrialanhedgeh()grujrnoIog(Droso 5.01 

416065 BE267931 Hs.78995 NM_002592:Homo sapiens proGferaOng ce! 5.00 

50 406673 M34996 Hs.1 96253 Hs.1982533iiajorWstocompatibiTrtycompI 4.99 

451541 BE279383 Hs.26557 NMJX)7183:Homo sapiens pdakophilin 3 {PK 4.99 

429833 NMJJ12079 Hs.288627 NM_01 2079: Homo sapiens dacyiglycerd O- 4.98 

411393 AW797437 Hs.69771 r^00171ftHomosapieraB4ador t properd 4.98 

445109 AF039916 Hs.1 2330 r^001247:Homosarieraecfanudeos1detr 4.98 

55 431548 AI834273 Hs.9711 NM_017515:Homo sapiens novel protein (HS 4.97 

419574 AK001989 Hs£1165 Hs.91165:hypothetical protein FU11127 4.97 

428450 NMJJ14791 Hs.184339 NM_014791:Homo sapiens maternal embryoni 4.95 

431211 M86849 Hs.323733 Hs.323733:gap junction protein, beta 2, 4.95 

437009 AF 127026 Hs.5334 NM_005379:Homo sapiens myosin IA(MY01 A) 4.93 

60 439453 BE264974 Hs.6566 Hs.656&1hyroid hormone receptor tnterac 4.93 

430696 AA531276 Hs^9509 Hs£9509:ESTs, Weakly similar to simiar 4.93 

431779 AW971178 Hs.268571 (tocusHnk)NI^001645:rtomosapierrsapolip 4.S2 

436469 AK001455 Hs.5198 Hs5198:Oown syndrome critical region ge 4.91 

414108 A1267592 HsJ5761 NMjOQ3137:Homo sapiens SFRS protein klna 4.91 

65 422539 AJ009936 Hs.1 18138 NM_033013:Homo sapiens nuclear receptor 4.89 

428024 Z29067 Hs2236 Hs-2235:NIMA (never in mitosis gene a)-r 4.89 

428407 NM.003963 Hs.184194 KM_003963:Homo sapiens transmembrane 4 s 4.89 

407811 AW190902 Hs.40098 Hs.40098:cysteine knot supenarnity 1, BM 4.88 

_ A 4091 62 H25530 Hs.50868 Hs£Q868:sokrte carrier tairfly 22 (organ 4.88 

70 434370 AF130988 Hs.58346 NM_022336:Homo sapiens ectodysplasln 1, 4.87 

413753 U17760 Hs.75517 NM.000228:Homosaprer»slarninin 1 beta3( 4.87 

405484 4.87 

410639 BE269047 Hs.65234 (tocusfink)NM_017895:Homo sapiens DEAD/H 4.87 

428953 AA306610 Hs.348183 NM_003823:Homo sapiens tumor necrosis fa 4.86 

75 447343 AA256641 Hs.236894 Hs.236894:ESTs, Highly similar to S02392 4.83 

421462 AF016495 Hs.1 04624 NM_020980:Homo sapiens aquaporin 9 {AQP9 4.81 

415474 NVL014252 Hs.78457 NrA.01425ZHomo sapiens sohrte carrier fa 4.79 

415099 AI492170 Hs.77917 NM_006002:Homo sapiens ubiqultin carboxy 4.79 

417115 AW952792 Hs.334612 NR_003094:Homo sapiens small nuctear rib 4.79 

80 426761 AI015709 Hs.172089 Hs.1 72D89:proK>ncosis receptor inducing 4.78 

453751 R36762 Hs.1 01 282 Hs.101282^omo sapiens mRNA; cDNA DKFZp4 4.77 

452721 AJ269529 Hs.301871 HU01 871 solute earner family 37 (gtyc 4.76 

424905 NML002497 Hs.153704 NWL002497:Homo sapiens N1MA (never in mi 4.76 
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U40272 
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439659 
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417526 


AA568906 
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413186 


AU077141 


Hs.374548 


436391 


AJ227892 
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Hs.118727 
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AF109302 
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T82427 . 


Hs.194101 


429638 
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NM_033504^omo sapiens CAC-1 (CAC-1), mR 

(Iocusfink)NM_00171 2:Homo sapiens carctu 
Hs.211101:ESTs 

(IrxusEnk)NMJ45252:Homo sapiens simfta 
Hs.6793:platElet-acBvafing factor acety 
Hs.256301:hypotheScal protein MGC13170 

Hs.105097%midine kinase 1, soluble 
NMJX)3645.*Homo sapiens fatty-add-Coenzy 
NM _021095:Homo sapiens solute carrier fa 
Hs.348710:Homo sapiens, done IMAGE4242 
NM_002257^omo sapiens kaiBkrein 1 , ren 
NM_014698flomo sapiens WAA0792 gene pro 

NM_002754:Homo sapiens rnitogen-acfivated 
NM_005603itomo sapiens ATPase, Class k 
hfe^35951 Jiypothefical protein AF301222 
NM_001084:Homo sapiens procollagen-tysin 
NM_032192Momo sapiens protein phosphata 
Hs.147097:H2A histone family, member X 
NM_017716:Homo sapiens membrane-spanning 
Hs76913:proteasome (prosome, macropain) 



Hs.4867:manno$yt (atpha-1,3-)-grycoprote 
NM_006845^Homo sapiens kinesin-Oke 6 (m 
Hs-42331:ephrin-A4 
*Hs57928:ESTs 

NM_000819:Homo sapiens phosphoribcsylgry 
AF 134 164: Homo sapiens Human endogenous r 
NM_033453:Homo sapiens inos'me triphosph 
KM_005975:Homo sapiens PTK6 protein tyro 

NM_006579:Homo sapiens emopamil binding 
Hs.191797£STs 

NM_000412:Homo sapiens his&fine-fich gl 
NM_0121 16:Homo sapiens Cas-Br-M (rnurine) 
NM^000303:Homo sapiens phosphornannomutas 
NM_138761:Homo sapiens BCL2^ssociated X 
(IocusBnk)NM„001712:Homo sapiens carctn 
Hs^93847:ESTs 

(toM)hn^001202:Homo sapiens bone m 
Hs.184062xhromosome 20 open reading fra 
Hs.79187:coxsackie virus and adenovirus 
KM_030766^omo sapiens apoptosis regutat 
KM_012248:Homo sapiens selenophosphate s 
Hs.355663:ESTs 

NM_002543:Homo sapiens oxidised low dens 
NM-004093:Homo sapiens ephrin-B2 (EFNB2) 
Hs.375009:Homo sapiens mRNA; cONA DKFZp6 
Hs.24879:phospha5dic acid phosphatase t 
Hs.1 2680:Homo sapiens cDNA FU10196 Cs, 
NM_020387^omo sapiens RAB25, member RAS 
NM_007028:Homo sapiens tripartite motS- 
NM_000343:Homo sapiens solute carrier fa 
Hs.190153:Homo sapiens cDNA FU33988 fe 
NM_138992:Homo sapiens beta-site APP-de 
NM»032192:Homo sapiens protein phosphata 
Hs.1 584:carBlage oOgomeric matrix prot 
Hs.164537:ESTs 

Hs,51483:Homo sapiens, Similar to RIKEN 
Oocuslink)NM_024531:Homo sapiens hypoth 
NM_022059:Homo sapiens chemokine (C-X-C 
Nt^.001 859-itomo sapiens solute carrier fa 
Hs.1 14356^yrroime-S<arb^ixyla^ synflie 
NM.00201 1 :Homo sapiens fibroblast growth 
(bcustink)N[M_017636:Homo sapiens transi 
NfvL014799-itomo sapiens hephaesfin {HEPH) 
KM_004482itomo sapiens UDP-f^acetyWph 
NM_005224:Homo sapiens dead ringer-Cke 
KM_004708itomo sapiens programmed cetl d 
MOOOWiHomo sapiens arytsutfatase E ( 
NM_002349:Homo sapiens lymphocyte antige 
Hs,356512:ESTs, Weakly similar to UBCAJV 
NM_004135:Homo sapiens isocitrate dehydr 
Hsi9483:leucine-rich repeat-<x)ntairung 
Hs^2240syntaxm3A 
Hs^74548soWe carrier family 1 6 (mono 
Hs.146274:ESTs 

Hs.1 18727:Homo sapiens cDNA FU33803 fts 
Hs.27495: prostate cancer associated prot 
Hs.194101 :Homo sapiens cDNA: FU20889 fi 
(locusnnk)NM_004986:Homo sapiens Wnect 
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432836 AA340864 Hs278562 N^001307:Homo sapiens daudin 7 (CL0N7) 429 

412869 AA290712 Hs.82407 Hs.82407xhemokine (C-X-C motif) Kgand 4.29 

443639 BE269042 H&9661 Hs.9661:proleasome (prosome, macropain) 428 

_ 418245 AA088757 Hs.83883 NM_0201 B2:Homo sapiens transmembrane, pr 4.27 

5 409636 AA305729 Hs.18272 flcaisfcikJNM J)30674:Homo sapiens sokrie 4.27 

408989 AW361666 Hs.49500 HS.4950&K1AA0746 protein 427 

428023 AL038843 HU74530 HsJ74530:Homo sapiens cDNA: FU23602 fi 427 

410199 AW377424 Hs205126 Hs.205126:Homo sapiens cONA: FU22667 fi 4.24 

, . 431685 AW296135 Hs267659 NMJ061 13:Horno sapiens vav 3 oncogene (V 424 

10 409956 AW103364 Hs.727 NM_002192:Homo sapiens inhibin, beta A ( 424 

413278 BE563085 Hs.833 Hs.833±rierferon^Crnutated protem. 15 423 

431193 AW749505 Hs296770 Hs296770-JOAA1719 protein 423 

436856 A1469355 Hs.127310 (tocusfink)NM_144624^omo sapiens kinase 4.23 

456629 AW891965 Hs.367942 Hs.367942^omo sapiens, clone IMAGE4701 423 

15 426682 AV660038 Hs2056 Hs.2056:UDP grycosyttransferase 1 family 4.23 

418054 NNL002318 Hs.83354 NM 002318:Homo sapiens lysytoxidase-Ift 4.22 

418526 BE019020 Hs.85638 NM_004207:Homo sapiens solute carrier fa 422 

437897 AA770561 Hs.146170 Hs.146170:riypothefical protein FU22969 421 

_ 435099 AC004770 Hs.4756 NM_0041 1 1 :Homo sapiens flap structure-sp 421 

20 419378 R24922 Hs.90078 Hs.90078:nucteotide-sogar transporter si 421 

421585 U95626 Hs.302043 NM_003955:Homo sapiens chemokine (C-C mo 420 

420039 NWL004605 Hs.376147 Hs.376147:Homo sapiens cONAFU39D99fis 420 

426427 M86699 Hs.169840 Hs.169840:TTK protein kinase 4.19 

_ _ 425263 NM_001197 Hs.155419 NMJ»1197:Homo sapiens BCL2-interacfing 4.19 

25 426031 AA295251 Hs.166066 (Iocusftik)NMJ^ 4.19 

441085 AW136551 Hs.181245 Hs.181245^omo sapiens cONAFU12532fis 4.19 

412939 AW411491 Hs.75069 Hs.75069^ehydroxyrretrn4transferase 4.18 

430514 AA318501 Hs241587 NMJE1246:Homo sapiens lymphocyte antige 4.17 

431842 NM.005764 Hs271473 Hs.271473:epitheRal protein update 4.17 

30 430387 AW372884 Hs240770 Hs.240770:nuclearcap binding protein su 4.17 

404826 4.17 

414198 AW505308 Hs.75B12 Nl^_004563^omo sapiens phosphoenolpyruva 4.17 

434203 BE262677 Hs.283558 NM_018509:Horno sapiens hypothetical prot 4.17 

„ 426378 U80082 Hs.169600 Hs.169600:KlAA0826 protein 4.16 

35 433020 AI375726 Hs227152 NK/L01 6391 :Homo sapiens hypothetical prot 4.16 

420319 AW406289 Hs .96593 NM_01S034:Homo sapiens ras homologgene 4.15 

446696 AF279265 Hs298476 NM_022911:Homo sapiens solute carrier fa 4.15 

400130 Hs.155560 NM.001746:Hornosspienscatnexin(CANX), 4.14 

431890 X17033 Hs271986 NM.002203:Homo sapiens mtegrin, alpha 2 4.14 

40 425003 AF119046 Hs.154149 NM.014481 :Homo sapiens APEX nuclease (ap 4.13 

417386 AU037228 Hs.301957 - NMJM8144:Homosa^ns$ec61 alpha form 4.13 

424837 BE276113 Hs.333034 NM_003491:Homo sapiens ARD1 homolog, N-a 4.13 

424534 D87682 Hs.150275 Hs.150275:KIAA0241 protein 4.13 

. _ 445462 AA378776 Hs.288649 (iooisiink)NM_024051:Horno sapiens hypoth 4.12 

45 428471 X57348 Hs.184510 Hs.184510:stratifin 4.12 

409012 AL117435 Hs.49725 Hs.49725:DKF2P434l216 protein 4.11 

424154 AF026004 Hs.141660 NM_004365:Horno sapiens chloride channel 4.10 

400290 H18836 Hs.31608 (locusiink)NM_01 7636:Homo sapiens transi 4.10 

409152 AA176585 Hs.194346 Hs.194346:Spir-2 protein 4.10 

50 427333 AF067797 Hs.176658 NM.001 1 69-Homo sapiens aquaporin 8 (AQP8 4.10 

413835 AI272727 Hs249163 NM_024305:Homo sapiens fatty acid hydrox 4.09 

444664 N26362 Hs.11615 NM_016086Jtomo sapiens map kinase phosph 4.09 

421959 AW751497 Hs.98370 NMJW0622:Homo sapiens cytochrome P450, 4.09 

407777 M161071 Hs.71465 Hs.71465squalene epoxidase 4.09 

55 414806 014694 Hs.77329 (]ocuslink)KM_014754:Homo sapiens phosph 4.08 

421190 U95031 Hs.102482 Hs.102482xnucin 5, subtype B, tracheobro 4.08 

408683 R58665 Hs.46847 NMJ)16614:Homo sapiens TRAF andTNF rece 4.08 

419488 AA316241 Hs.90691 NM_006993:Horno sapiens mjcteophosmki/nuc 4.06 

- 414907 X90725 Hs.77597 NM_00Q998:Homo sapiens ribosomal protein 4.06 

60 425247 NMJXK940 Hs. 155324 Hs.155324:matrametatoproteinase 11 (s 4.06 

443802 AW504924 Hs.9805 Hs.9805:exportin 5 4.04 

411165 NMJJ00159 Hs.69089 KM_000169:Homo sapiens galactosidase, al 4.04 

434808 AF155108 Hs. 2561 50 Hs256150:NY-KEN-41 antigen 4.04 

428376 AF119665 Hs.184011 Hs.184011:pyrophosphatase (inorganic) 4.04 

65 418216 AA662240 Hs.283099 Hs283099^F15q14 proteki 4.02 

436278 BE396290 Hs.5097 Hsi097synaptogyrin 2 4.02 

421910 NML014586 Hs.109437 NMJM4586:Homo sapiens hormonally upregu 4.02 

417866 AW067903 Hs.82772 Hs£2772xoflagen, type XL alpha 1 4.02 

„ 449057 AB037784 Hs.22941 Hs22941:WAA1363 protein 4.01 

70 414561 AI064813 Hs.195155 Hs.195155solirte carrier family 38, memb 4.00 

414812 X72755 Hs.77367 NMJW241 fr.Homo sapiens monokine induced 4.00 

456362 AW973003 Hs.179909 OocusTink)NM_024831:Homo sapiens nuclea 3.99 

431958 X63629 Hs.2877 NM_001793:Homo sapiens cadherin 3, type 3.98 
418661 NMJJ01949 Hs.1189 NM_001949flomo sapiens E2F transection 3.98 
75 419092 J05581 Hs.89603 NM_002456;Homo sapiens mucin 1, transmem 3.98 
414013 M766605 Hs.47099 NMJ)24642:Homo sapiens hypothetical prot 3.98 
409093 BE243834 Hs.50441 NM_0t5936:Homo sapiens CG-04 protein (L 3.97 
445873 AA250970 Hs.251946 Hs251946:Homo sapiens cDNAFUl 1840 fis 3.96 
436485 X59135 Hs.156110 Hs.1 561 ^immunoglobulin kappa constant 3.96 
80 422164 NMJJ14312 Hs.112377 Hs.1 12377:ccfQca! trrymocyte receptor (X 3.95 
437016 AU076916 Hs.5398 Hs^398:guanine monphosphate synthetase 3.94 
449437 AI702038 Hs.100057 Hs.100057serineffiireonineldnase35 3.94 
446946 AI878932 Hs.317 NWL003285:Homo sapiens topoisomerase (DN 194 
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420162 


BE378432 


Hs.95577 


NM_Q52984:Homo sapiens cycTnvdependatt 


3.94 


443180 


R15875 


Hs.258576 


NMJ) 1 21 29:Homo sapiens daudjn 12(CLDM 


333 


418738 


AW388633 


Hs.6682 


Hs.6682sohite carrier family 7, (cation 


193 


409463 


AM58165 


Hs.17296 


NM_Q23930-J4omo sapiens hypothetical pro* 


3.92 


447495 


AW401864 


Ks.18720 


NM_004208iforno sapiens programmed cell d 


192 


448093 


AW977382 


Hs.15898 


Hs.15898:2,4~djenoyl CoA reductase 2, pe 


3.91 


428698 


AA852773 


Hs-334838 


t&334838:KlAA1865 protein 


3.90 


438485 


W57578 


Hs.378718 


Hs.37871 8:Homo sapiens cDNA FU33433 fis 


3.89 


436827 


H72187 


Hs.356668 


(locuslink)NM_0C5274:Homo sapiens guanin 


189 


407971 


AM69117 


Hs.62918 


Hs.62918: CO C91 cell division cycle 91-5 


189 


400750 






3.89 


448140 


AF146761 


Hs 20450 


NM_020125:Homo sapiens B lymphocyte act) 


3.89 


413880 


A1660842 


Hs.110915 


NM_021258:Homo sapiens mterleuKn 22 re 


189 


453258 


AW293134 


Hs.32597 


NM_005977:Homo sapiens ring finger prole 


189 


428788 


AF082283 


Hs.193516 


NM_003921:Homo sapiens B-ceO CLUIympho 


188 


443044 


N28522 


Hs-8935 


NM_014298:Homo sapiens quinoBnate phosp 


188 


413095 


AA494359 


Hs.30715 


Hs.30715:potassium voltage-gated channel 


188 


417129 


AI381800 


Hs.300684 


Hs.300684xateitonin gene-related peptid 


3.87 


410268 


AA316181 


Hs.61635 


NM_012449:Homo sapiens six transmembrane 


187 


425047 


U34038 


Hs.154299 


NM_005242:Homo sapiens coagulation facto 


187 


416084 


L16991 


Hs.79006 


NM^012145:Homo sapiens deoxyttryrnrdylate 


186 


449667 


AB023227 


Hs.23860 


Hs.23860:KlAA1010 protein 


186 


400298 


AA032279 


Hs.61635 


Hs.61635six transmembrane epithelial an 


185 


407770 


AW607831 


Hs.38738 


NM_014343flomo sapiens claudin 15 (CLDN1 • 


185 


418313 


BE244231 


Hs.B4038 


NM_015937:Homo sapiens CGI-05 protein (L 


185 


413380 


AI904232 


Hs.75323 


Hs.75323:prohibitin 


185 


452220 


BE1 58006 


Hs^12296 


Hs.21229S:ESTs 


185 


413588 


AA971014 


Hs.75432 


NM_000884:Homo sapiens IMP (inosine mono 


185 


433658 


L03678 


Hs.156110 


Hs.156110±Trmunog!obufln kappa constant 


184 


428474 


AB023182 


Hs.184523 


Hs. 1 64523:seririe/8ireonine kinase 38 Bk 


3.84 


430237 


AI272144 


Ks.236522 


Hs236522J)KFZP434P106 protein 


184 


414862 


BE621310 


Hs^23 


Hs.9233ingle-stranded DNA binding prote 


184 


437967 


BE277414 


Hs.5947 


MM_005370:Homo sapiens me! transforming 


3.84 


427316 


AF1 86081 


Hs.1 75783 


NM_.014579-.Homo sapiens solute carrier fa 


183 


459306 


AW578452 




AW578452RC1-CT0252-030100-023-O07 CT025 


3.83 


446342 


BE298665 


Hs.14846 


Hs,14846:Homo sapiens mRNA; cDNA DKFZp56 


183 


432886 


BE159028 


Hs.279704 


Hs.279704:chromatin accessibility compte 


182 


434845 


BE267057 


Hs.325321 


Hs.325321:WD repeat domain 18 


182 


426514 


BE616633 


Hs.170195 


Hs.170195:bone morphogenetjc protein 7 { 


182 


410315 


AI638871 


Hs.378955 


Hs.378965:Homo sapiens cDNA FU37658 fe 


182 


421905 


AI660247 


Hs.32699 


Hs.32699: Homo sapiens. Simitar to RIKEN 


181 


421481 


AW391972 


Hs.104696 


Hs104696:KlAA1324 protein 


3.81 


445921 


AW015211 


Hs.1 53799 


Hs.153799:Homo sapiens cDNA RJ38333 fe 


180 


414368 


W70171 


Hs.75939 


Nht_012474:Homo sapiens uridine monophosp 


180 


457284 


AF102850 


Hs^27933 


NrvL013338:Homo salens Alg5. S. cerevisi 


3.80 


413813 


wiyDyoy 


Hs.75561 


NMJK)3212:Homo sapiens teratocarcinoma-d 


3.80 


414602 


AW630088 


Hs.76550 


NM_052886:Homo sapiens mal, T-cefl dine 


180 


410219 


T98226 


Hs.171952 


Hs.171952»ccrudin 


180 


407137 


T97307 






3.78 


430462 


AI584156 


Hs.105640 


Hs.105640-Jiypothetical protein BC007772 


3.78 


432680 


T47364 


Hs.278613 


{locusEnk)NM_005532:Homo sapiens interf 


178 


450010 


AW293801 


Hs.255052 


Hs.255052£STs 


178 


440334 


BE276112 


Hs.7165 


NM_003904:Homo sapiens zinc finger prote 


178 


440676 


NM.004987 Hs.1 12378 


(iocusrmk)NM.004987:Homo sapiens UM an 


177 


428072 


BE258602 


Hs.182366 


NM_01 6292:Homo sapiens heat shock protel 


177 


407722 


BE252241 


Hs.38041 


NM_003681:Homo sapiens pyridoxal (pyrido 


177 


426459 


AF151812 


Hs.169992 . 


NM_015966:Homo sapiens serologically def 


177 


443323 


BE560621 


Hs.9222 


Hs.9222:estrogen receptor binding site a 


176 


406621 


X57809 


Hs.181125 


Hs.1 81 125:immunogioburm lambda locus 


3.76 


423198 


M81933 


Hs.1634 


Hs.1634xe0 division cycle 25A 


176 


428206 


AB020543 


Hs.183006 


Hs.183005:GkeJy homolog of mouse hepari 


3.75 


447200 


BE543146 


Hs.281434 


Hs-281434jtomo sapiens cDNA FU31373 fis 


3.74 


425209 


AL049761 


Hs.155140 


NM_001895:Homo sapiens casern kinase 2, 


174 


411950 


T28407 


Hs.81564 


NMJ302619:Homo sapiens platelet factor 4 


174 


416681 


AA287786 


Hs.23449 


Hs.23449:tnsulin receptor tyrosine kin as 


174 


421532 


AW138207 


Hs.146170 


NM_022342:Homo sapiens hypothetical prot 


174 


446291 


BE397753 


Hs.14623 


Hs.14623Snterferon, gamma-inditcible pro 


174 


435886 


BE2G5E39 


Hs.12126 


NM.01 8487^omo sapiens hepatocellular ca 


173 


417286 


AA122237 


Hs.81874 


NM_00241lHomo sapiens rnicrosomal gfutat 


173 


421743 


T35958 


Hs.107614 


Hs.107614:DKFZP564M71 protein 


173 


tUW 13 


AF084545 




Aruo4943.nomo sapiens verscan vim isot 


o./o 


421357 


AK000609 


Hs.103808 


NM_017896:Homo sapiens chromosome 20 ope ' 


173 


420665 


AW469240 


Hjl371561 


Hs.371581:ESTs 


173 


418703 


NM.014448 Hs^7435 


Hs.87435:Rho guanine exchange factor (GE 


3.73 


452679 


Z42387 


Hs.83883 


QocusGnk)NM_020182:Homo sapiens transm 


172 


419743 


AW408762 


Hs.5957 


Hs.5957:Homo sapiens clone 24416 mRNA se 


172 


435730 


AB020635 


Hs.4984 


Hs.4984:KLAA0828potein 


172 


431512 


BE270734 


Hs.2795 


Hs^795Jactate dehydrogenase A 


172 


444006 


BE395085 


Hs.334762 


(locusGnk)NM.032832:Homo sapiens hypoth 


172 


442875 


BE623003 


Hs.23625 


H&23625:Homo sapiens clone TCCCTA00142 


3.71 


413431 


AW246428 


Hs.75355 


NM_003348:Homo sapiens ubtquitin-conjuga 


171 


413950 


AA249096 


Hs.32793 


Hs.32791Homo sapiens cDNA FU31 108 fis, 


171 


411125 


M151647 


Hs.68877 


Hs68877xytochrame b-245. alpha polypep 


171 
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406722 H2749B Hs.293441 Hs.293441 :Homo sapiens SNC73 jxotein (SN 3.71 

418416 U11700 Hs.84999 NM_0O0C53:Homo sapiens ATPase, OR* tran 3.71 

421038 AL080192 Hs.101282 Hs.101282*tomo sapiens mRNA; cDNA DKFZp4 3.70 

409327 L41162 Hs53563 NM_001853tfomo sapiens collagen, type IX 3.70 

5 413476 U25B49 Hs.75393 NM_004300:Homo sapiens acid phosphatase 3.70 

400846 3.70 

415003 M11437 Hs.77741 Hs.77741:kinlnogen 3.70 

408137 AI694131 Hs^9002 Hs.29002:KIAA1 706 protein 3.70 

418550 BE386750 Hs.85978 Hs.86978:proryt endopeptidase 3.70 

10 413179 N99692 Hs.75227 NM_0Q5002*tomo sapiens NADH dehydrogenas 3.69 

425643 BE313260 Hs.1 59627 NM_004632^omo sapiens dealh associated 3.69 

432215 AU076509 Hs.2934 NNt001033^ioinosapJensribonudeoGdere 3.69 

413781 J05272 Hs.850 (tocusRnk)NM_000883:Homo sapiens IMP (i 3.69 

429344 R94038 Hs.374664 NM_005538:Homo sapiens inhibin, beta C( 3.69 

15 442315 AA173992 Hs.7956 Hs7956:EST$ 3.68 

452875 BE275760 Hs.30928 NM06114:Honwsapieretrans1ocaseofou 168 

401179 3.67 

410174 AA308007 Hs£9461 Hs.59461:DKFZP434C245 protein 167 

418558 AW082265 Hs.86131 Hs.86131:Fas (TNFRSF6)-associated via de 3.67 

20 440086 NM.005402 Hs.6906 NM_0D5402:Homo sapiens v-ral simian leuk 166 

409402 AF208234 Hs.695 Hs,695systatin B (steftn B) 166 

436014 AF281134 Hs.283741 NM_020158:Homo sapiens exosome component 3.66 

432633 AI796390 Hs.210667 Hs.210667:ESTs 166 

412599 AU076782 Hs.248267 (locusfinkJNIA_021 126:Homo sapiens mercap 3.66 

25 453857 AL080235 Hs.35B61 Hs.35861:Ras-induced senescence 1 165 

432211 BE274530 Hs.273333 Hs^73333:hypoftetical protein FU10986 165 

430720 U85768 Hs.247838 NMJX)2991:Homo sapiens smafl inducible c 165 

432320 AW411066 Hs.274351 NM_016032:Homo sapiens zinc finger, DKHC 3.64 

420186 NM 015925 Hs.95697 HsJ}5697:fiver-specrfic bHLH-Zip transcr 164 

30 441128 AA570256 Hs.348504 Hs^48504iiypotheiical protein BC014072 164 

444184 T87841 Hs.282990 (tocusfink)NM_033550:Homo sapiens chromo 164 

411678 A1907114 Hs.71465 NM_003129:Homo sapiens squalene epaxidas 3.63 

423750 AF165883 Hs.298229 NM_012394:Homo sapiens prefoldin 2 (PFDN 3.62 

412948 BE243313 Hs.334851 Hs.334851HM and SH3 protein 1 3.62 

35 452098 A1858183 BF755039flVO^T0583-18100M28^7CIB58 162 

430024 AI808780 Hs.227730 NMJM0210:Horno sapiens integrin, alpha 6 3.62 

416412 NM.014742 Hs.79305 Hs.79305:KIAA0255 gene product 161 

437712 X04588 Hs.B5844 Hs.85844:neurotrophic tyrosine kinase, r 3.61 

400847 160 

40 406671 AA129547 Hs.285754 Nr^000245:Homo sapiens met proto-oncogen 3.60 

412641 M16660 Hs.74335 Hs74335:heat shock 90kD protein 1, beta 3.60 

404854 160 

400448 3.60 

453331 AI240665 Hs.352537 Hs.352537:Homo sapiens cDNA FU31066 fis 160 

45 441406 Z45957 Hs.7837 Hs.7837:phosphoprotein regulated by mito 3.60 

417389 BE260964 Hs.82045 Hs.82045:midkine (neurite growth-promoti 159 

419507 R52557 Hs.91579 NM_033416:Homo sapiens similar to HYPOTH 159 

447250 AI878909 Hs.17883 NM_002707:Homo sapiens proiein phosphata 3.59 

446356 AI816736 Hs.14896 Hs.l4896zinc finger, OHHC domain contai 3.59 

50 431236 AV656840 Hs.285115 NNL001560:Homo sapiens interleukin 13 re 3.59' 

426722 U53823 Hs.171952 NM_00253B:Homo sapiens cccrudln {OCLN}, 3.58 

420531 AI652069 Hs.98614 NMJX)4587:Homo sapiens ribosome binding 158 

416933 BE561850 Hs.80506 NMJXJ3090:Homo sapiens smaD nuclear rib 157 

447698 AI420156 Hs.326733 NfvL052853:Hcmo sapiens similar lo RiKEN 157 

55 434457 AF141332 Hs^00333 NM_018690:Homo sapiens apofipoprotein B4 3.57 

424241 AW995948 Hs.8364 Hs.8364:pyravate dehydrogenase Idnase, I 157 

452264 AU077013 Hs.28757 Hs.28757:transmembrane 9 superfamfly mem 157 

420614 AL110291 Hs.99364 Hs.99354:abhydrolase domain containing 1 156 

434224 AA380731 Hs.84 NM_000206:Homo sapiens Interleukin 2 rec 156 

60 425322 U63630 Hs.1 55537 NMj006904:Homo sapiens protein Idnase, D 156 

438407 AI457122 Hs.129673 Hs.1 29673:eukaryotic translation Inifiat 156 

413859 AW992356 Hs.8364 Hs.8364:pyruvate dehydrogenase kinase, I 156 

427266 X78520 Hs.1 74139 NM_001829:Homo sapiens chloride channel 155 

436127 W94824 Hs.11565 NMJ)80748:Homo sapiens chromosome 20 ope 155 

65 411704 A1499220 Hs.71573 {locusfink)NIA_017988:Homo sapiens hypoth 155 

452700 Al 859390 Hs.288940 NM_021259:Homo sapiens transmembrane pro 3.54 

418803 U50079 Hs.88556 NI^004964:rtosarjierrshistDnedeaceryla 3.54 

453323 AF034102 Hs.32951 NM_001532:Hcmo sapiens solute carrier fa 154 

422813 AV656571 Hs.121068 {locus8nk)NrA_003270:Homo sapiens transm 154 

70 452488 N74921 Hs.184389 HsJ84389£STs, Moderately similar to S1 154 

432268 BE311856 Hs.274230 rte^74230^-prosprK>adenosine5 , -phospho 3.54 

425811 AL039104 Hs.159557 NMJH)2266:Homo sapiens karyopherin alpha 153 

437741 BE561610 Hs.5809 NM_020470:Homo sapiens putative transmem 153 

421802 BE261458 Hs.108408 (lociisIlr*)NM.016022:Horno sapiens CGl-78 3.53 

75 428582 BE336699 Hs.185055 Hs.1 85055:BENE protein 3.53 

446147 AL133064 Hs.14051 0ocusfink)NMJ45698:Horno sapiens endoze 3.53 

408716 A1567839 Hs.151714 (IocusBnk)NiyL033405:Homo sapiens peroxi 3.52 

450625 AC005954 Hs^5527 {locusrmk)NM_014428:Homo sapiens tight 3.52 

442007 AA301116 Hs.142838 NM 032390*Xomo sapiens MK167 (FHA domain 152 

80 453454 AW052006 Hs.374973 NM_004697:Homo sapiens PRP4 pre-mRNA pro 3.52 

421642 AF161254 Hs.106196 0ocusGnk)NM_O16579:Horno sapiens 8D6 an 151 

428371 AB012193 Hs.183874 NM_003589:Homo sapiens cullin 4A (CUL4A) 3.51 

421340 F07783 Hs.1369 IWL000574:Homo sapiens decay accderafin 150 
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429023 


NM_000312 Hs.2351 


452862 


AW378065 


Hs.8687 


442993 


8E018682 


Hs.166196 


404240 






424909 


S78187 


Hs.153752 


429583 


NM.006412 Hs^09119 


445937 


AI452943 


Hs.321231 


424954 


KM-000546 Hs.1846 


424142 


A1678727 


Hs.378970 


428028 


U52112 


Hs.182018 


456534 


X91195 


Hs.100623 


424685 


W21223 


Hs.151734 


419170 


BE002798 


Hs.287850 


439841 


AF038961 


Hs.6710 


428390 


AI640377 


Hs.350077 


430589 


AJ002744 


Hs.246315 


431183 


NM_005855 Hjl250696 


422599 


BE387202 


Hs.118638 


457635 


AV660976 


Hs.3569 


419705 


AW36B634 


Hs.154331 


454390 


AB020713 


Hs.56966 


402829 






451707 


AW051061 


Hs, 60973 


433604 


NM.013442 Hs.3439 


420085 


AT741909 


Hs.44680 


437704 


AA766142 


Hs.131810 


439223 


AW238299 


Hs.250618 


452203 


X57522 


Hs.352018 


450273 


AW296454 


Hs.24743 


408089 


H59799 


Hs.42644 


44050 


AA305800 


Hs.5672 


437379 


AL359575 


Ks.23765 


427581 


NM_014788 Hs.179703 


433627 


AF078866 


Hs.28429S 


400263 




Hs.75309 


433570 


AI580053 


Hs.109007 


410636 


AA088177 


Hs.172870 


456950 


AF111170 


Hs.306165 


432391 


AI732374 


Hs.339827 


428144 


BE269243 


Hs.182625 


417144 


AA382104 


Hs.81337 


458778 


AW451034 


Hs.326525 


425274 


BE281191 


Hs.155462 


448913 


AA194422 


Hs.22564 


448847 


AI587180 


Hs.1 10906 


420166 


AW732276 


Hs.95583 


412420 


AL035668 


Hs.73853 


424482 


BE268621 


Hs.149155 


414186 


U33446 


Hs.75799 


422395 


W21872 


Hs.7907 


428093 


AW594506 


Hs.104830 


428293 


BE250944 


Hs.183555 


4455B0 


AF167572 


Hs.12912 


442821 


BE391929 


HsJ752 


427597 


D15049 


Hs.179770 


427648 


AI376722 


Hs.180052 


428734 


BE303044 


Hs, 192023 


453902 


BE502341 


Hs.3402 


441565 


AW953575 


HsJ03125 


414045 


NM_002951 


Hs.75722 


423323 


AI951628 


Hs.127007 


443303 


U57319 


H&9216 


426268 


AF083420 


Hs.168913 


422256 


M64673 


Hs.1499 


451129 


BE072881 




400205 




Hs.81848 


428109 


AW732918 


Hs.162490 


448440 


AA173467 


Hs.62402 


426858 


NM.004182 Hs.172791 


417457 


AA378907 


Hs^49326 








444758 


ALD44B76 


Ks.11899 


423309 


BE006775 


Hs.1 26782 


426125 


X87241 


Hs.166994 


452835 


AK001269 


Hs^0738 


419493 


AF001212 


Hs.90744 


457670 


AF119666 


Hs.23449 


400125 




Hs.125078 


429404 


NM_005738 


Hs.10706 


410293 


AK000047 


Hs.61960 


434826 


AF155661 


Hs.22265 


423599 


AI805564 


Hs.31731 


427715 


BE245274 


Hs.180428 



NNL00031 1 Homo sapiens protein C (inacti 
Hs.86B7£STs 

Hs.166196ATPase, Cbss 1, type 8B. memb 

(bcusTmk) NM_004358:Homo sapiens eel d 
NMJX)6412*lcmo sapiens 1-acytgfycemi-3- 
(bcusEnk)NM_003779:Homo sapiens UDP-Ga 
NM»000546:Homo sapiens tumor protein p53 
Hs,37897(hHomo sapiens cOMA RJ35102 fe 
Hs. 1 820 1 8:tn terfeukio- 1 receptor-assoria 
NM_138689:HoTno sapiens protein phosphata 
Hs.1 517343iuctear transport factor 2 
NMJ)02219:Homo sapiens integral membrane 
NM_004870:Homo sapiens fnannose-P-doficho 
Nf4_000982:Homo sapiens ribcsomal protein 
NMJ>17423:Homo sapiens UDP-N^cetyt^jh 
NM_006855:Homo sapiens KDEL (Lys-Asp-Gtu 
Hs. 1 1 8638:norwnetastefic cefls 1, protei 
Hs.3569xhromosome 20 open reacfing frame 
Hs.154331£STs 

(locusnnk)NM_024923:Homo sapiens hypoth 

Hs.6097aHomo sapiens cDNA RJ40829 fis, 
Hs.3439stomatin (EPB72Hike 2 
Hs.44580:hypotheCcal protein FU20979 
Hs.131810.Homo sapiens cDNA FU35976 fc 
NMJ)25217:Homo sapiens UL16 binding prot 
NfA_000593:Homo sapiens transporter 1, AT 
rte.24743:rrypotheScal protein FU20171 
rte.42644»redoxiivlike2 
{iocusiirikJNM-030799^omo sapiens golgi 
Hs.23755^nembrane metallo-endopepGdase- 
NM_014788:Homo sapiens tripartite motif. 
NM_033161:Homo sapiens surfeit 4 (SURF4) 
NMJ)01961:Homo sapiens eukaryofc transl 
Hs^0904)7^torrK)sa^ t S}mtertoLOC16 
Hs.172870:KIAA1913 protein 
Hs.306165:ESTs, Highly similar to unknow 
Hs.339827:ESTs, Weakly similar to protea 
Hs.182625:VAMP (vestele-associated membr 
Hs.81337tecfin, galactoside-binojng, so 
NM_001669:Homo sapiens aryfeuifatase D { 
Hs.155462:MCM6 minichromosome maintenanc 
NM_004999:Homo sapiens myosin VI (MY06), 
Hs.110906^ypothetica3 protein BC004501 
NM_01 2339:Homo sapiens transmembrane 4 s 
Nf^J)01200:Homo sapiens bone morphogenefi 
0ocosfirtk)NM_003374:Homo sapiens voitag 
Hs.75799:prot8ase, serine, 8 (prostasin) 
{tocusGnk)NM_145059:Homo sapiens Uuco 
Hs.104830:ESTs 

Hs.183556soiute carrier famSy 1 (neutr 
NM_0061 09-iiomo sapiens SKB1 homolog (S. 
HsJ752:transmembrane protein 4 
NhL002842*tomo sapiens protein tyrosine 
Hs.180062:proteasome (prosome, macro pain 
NM_003767:Homo sapiens eukaryofic transl 
NMJ39177:Homo sapiens chromosome 17 ope 
Hs^03125p534nduced protein RGPC1 
NM_002951:Homo sapiens ribephorin II (RP 
Nt»L003740:Homo sapiens potassium channel 
NM_033340:Homo sapiens caspase 7, apopto 
NfA_003576:Homo sapiens serine/threonine 
NM_005526:Homo sapiens heat shock transc 
BE072881.RC2^T0548-20030W)12-e09 BT054 
KM_006265:Homo sapiens RAD 21 homolog (S. 
Hs.182490&in±ie-ricri PPRwnoSf contain 
Hs.62402:p21/CoW2to1-acfivated kinase 
NM_004182:Homo sapiens ubiquflously-expr 
Hi349326:Homo sapiens cDNA FU30577fis 

NM_000B59->lomo sapiens 34iydraxy-lmethy 
NM_014467:Homo sapiens sushi-repeat prot 
Hs.166994:FAT tumor suppressor homolog 1 
NM_018087:Homo sapiens hypotheScai prot 
Hs,9Q744:proteascme (prosome, macropain) 
NM_01 8842:Homo sapiens insulin receptor 
(hxMsfinkJNM_004152:Homo sapiens omlth 
NMJM5738:Horno sapiens ADP-ribosylafion 
NM.01 8992:Homo sapiens hypotheScai prot 
Hs.22265:pynjvate dehydrogenase phosphat 
Ooojsiink)NM_012094:Homo sapiens peroxi 
HS.180428KIAA1181 protein 



150 
3L50 
150 
3.50 
3.50 
150 
149 
149 
149 
149 
149 
149 
3.49 
149 
148 
148 
148 
148 
148 
148 
148 
147 
147 
147 
147 
147 
146 
146 
146 
146 
146 
3.45 
145 
145 
145 
145 
145 
144 
144 
144 
144 
144 
144 
3.44 
144 
144 
143 
3.43 
143 
143 
3.43 
142 
142 
142 
3.42 
141 
141 
3.41 
141 
141 
141 
3.41 
140 
3.40 
140 
140 
139 
139 
139 
139 
139 
139 
138 
3.38 
138 
138 
138 
138 
137 
137 
137 
137 
3.37 



198 



WO 03/042661 



PCT/US02/36810 



446715 AJ337735 Hs.173919 r&173919:ESTs.WeaJdy similar to neuron 3.36 

42S788 U66615 Hs.172280 NM«003074:Homo sapiens SWI/SNF related, 3.36 

429747 M87507 Hs.2490 Hs.2490:casp3se 1. apoptosis-reiated cys 3.36 

406698 X03068 Hs.73931 Hs.73931 ^najor histowmpaflxlity compte 3.36 

5 439778 AL109729 Hs.99364 Hs.99364:abhydrolase domain containing 1 3.36 

418862 BE550964 Hs£9399 NM_005176:Homo sapiens ATP synthase, H* 3.36 

421140 AA29B741 Hs.102135 NM_006280:Homo sapiens signal sequence r 3.36 

451932 AA360954 Hs^7268 Hs.2726B:Homo sapiens cDNA: FU21933 lis 3.36 

449042 AW294985 Hs.30715 Hs.30715:potassiuinvo[tagfrflated channel 3.36 

10 426746 J03626 Hs.2057 N^L000373:Homo sapiens uridine monophosp 3.36 

425725 NWL012243 Rs.159322 pa^nk)NM_012243:Homo sapiens solute 135 

444734 NMJJ01360 Hs.11806 NM_001360:Hc™s3^7^ydnxholeste 3.35 

436415 BE265254 Hs.343258 NM_.006191:Homo sapiens prafcrflon-ass 3.35 

457329 AI634860 Hs.359582 (locusink)MM_016442:Homo sapiens type 1 135 

15 432169 Y00971 Hs.2910 NM_00Z765:Homo sapiens phosphoribosyi py 3.35 

412525 AA581439 Hs.152328 Hs.152328:ESTs 3.35 

415391 A1878927 Hs.79284 NMJ)02402:Homo sapiens mesoderm specific 3.35 

419193 D29643 Hs.34789 NM_005216:Homo sapleas ddfcrryWiphosph 3.35 

432065 AA401039 Hs.2903 Hs5903:protein phosphatase 4 (formerly 3.34 

20 400262 Hs.75309 NNUX)1961:Homo sapiens eukaryofic trans! 3.34 

423598 BE247600 Hs.377968 NM C20400:Homo sapiens G fjrotein-coupted 3.34 

424291 AL120051 Hs.144700 NML004429:Homo sapiens ephrin-B1 (EFNB1) 3.34 

450506 ML004460 Hs.418 0°cusKnk)N^004460:Homo sapiens fibrob 3.34 

437296 AA350994 Hs.20281 Hs.20281:MAPK phosphafese-7 3.34 

25 431731 BE266322 Hs.211374 (tocusfink)NM_W5051:Homo sapiens hypoth 3.34 

425159 NNL004341 Hs.1 54868 NM_004341:Homo sapiens carbamoyt-phospha 3.34 

427349 AA360154 Hs.177415 (irxraEnk)NMJ»1997:Homo sapiens FinkeJ 3.34 

439246 AI498072 Hs.351474 Hs.351474:Homo sapiens cDNAFU30002fis 3.34 

448775 AB025237 Hs.388 NM_002452:Homo sapiens nudix (nucleoside 3.34 

30 407236 W79485 Hs.173980 Hs.173980:nudear matrix protein NMP200 3.34 

445350 AF052112 Hs.12540 NM_006330:Homo sapiens lysophospholipase 3.34 

444706 AK000398 Hs.11747 (locusTmk)N^017798:Homo sapiens chroma 3.34 

429574 BE268321 Hs.208912 Hs.208912Aypothetical protein MGC861 3.33 

427647 W19744 Hs.180059 Hs.180059:Homo sapiens cDNAFU31360fis 133 

35 415938 BE383507 Hs.78921 NM_0Q3488:Homo sapiens A kinase (PRKA) a 3.33 

414271 AK000275 Hs.75B71 (loMsiinkjNMJJI 2408:Homo sapiens protei 133 

424394 BE277024 Hs.146381 Hs.1 46381 :RNA binding motif protein, Xc 133 

437186 AA338305 Hs.377816 Hs.377816:Homo sapiens cDNAFU36808tls 3.32 

430542 AJ557486 Hs.119122 Hs.119122j*osoma! protein L13a 132 

40 444019 BE173977 Hs.10098 NM_019082:Homo sapiens putative nucieola 3.32 

434931 AW968941 Hs.166254 Hs.166254:likeryorthologof rat vacuole 132 

426158 NMJJ01982 Hs,199067 NM_001982:Homo sapiens v-erb-b2 ervthrob 132 

430393 BE185030 Hs.241305 . OocusRnk)NM_006470:Horno sapiens tripar 3.32 

402104 132 

45 446620 AA128808 Hs.179902 (to^ltnk)^J22l09:HorrosarjiensCO^2 132 

443425 AI056776 Hs.133397 Hs.133397:ESTs 132 

414883 AA926960 Hs.348669 Hs.348669£DC2B protein kinase 1 131 

413063 AL035737 Hs.75184 Hs.75184xhifinase 3-fike 1 (canHage g 131 

451564 AU076698 Hs.132760 Oocusfirik)KM_001467:Homo sapiens gtucos 131 

50 437822 AW450485 Hs.4437 NM_000991:Homo salens ribosomal protein 131 

441866 BE464341 Hs^1201 Hs.21201:nectin 3 131 

438930 AW843633 Hs.343261 Hs.343261 :histocompafibliity (minor) 13 3.31 

422192 AA305159 Hs.113019 NM_015931:Homo sapiens fls485 (LOC51066J 131 

446506 AI123118 Hs.15159 (kx^ink)NM_016326:Homo sapiens chemok 131 

55 415323 BE269352 Hs.949 NM_000431Homo salens neutrophil cvtoso 131 

449644 AW960707 Hs.148324 Hs.148324:ESTs 3.31 

422611 AA158177 Hs.118722 (kxsis!iitk)NMJ)04480:Homo sapiens fucosy 131 

417640 D30857 Hs*2353 N\L006404:Homo sapiens protein C recepto 130 

428157 AT73B719 Hs.198427 KM_0M189:Homo sapiens hexokinase 2 (HK2 130 

60 447321 AW271217 Hs.281434 Hs.281434:Homo sapiens cONA FU31373 fis 3.30 

450447 AF212223 Hs.25010 NMJ)18698:Homo sapiens hypothefical prot 3.30 

422691 NM 003365 Hs.1 19251 NM_0(^65:H()mosa^ei]SubiquinoM^tochr 3.30 

426375 AK000597 Hs.169549 NMJ)17893:Homo sapiens sema domain, immu 130 

449230 BE613348 Hs.356392 Hs.356392£STs, KghrysirrilartoS-phas 129 

65 424756 AW504657 Hs.152931 (tocusEnk)rM.002296:Homo sapiens lamin 129 

442772 AW503680 Hs.5957 Hs.5957:Homo sapiens clone 24416 mRNAse 3.29 

430281 AIB78842 Hs.237924 NMJ)16016:Homo sapiens CGi-69 protein (L 129 

448153 Y10805 Hs.20521 NMJ001536:Homo sapiens HMT1 hnRNP methyl 129 

420332 NM.001755 Hs.1305 NM_001756Jtomo sapiens serine (or cystei 3.29 

70 417691 AU076610 Hs.82399 NM_007357:Homo sapiens component of o5g 129 

412926 AI879076 Hs.75061 Hs.75061 macrophage myristoylaled alanin 3.28 

427308 D26067 Hs.174905 HS.174905MAAO033 protein 3.28 

432026 AA524545 Hs.224530 HsJ224630:Homo sapiens cDNA FU3331 8 lis 128 

449199 AI990122 Hs.196988 Hs.198988£STs 128 

75 442739 NM_C07274 Hs.8579 (iocusTtnk)NM_007274:Homo sapiens cytoso 128 

422051 AVV327546 Hs.111024 (JccusM)NM_005984:Homo sapiens solute 3.28 

452714 AW770994 Hs.30340 H^30340:hypotnetical protein K1AA1 165 3.28 

431884 AA521246 Hs.210792 Hs.210792itomo sapiens CDNAFU36691 6s 128 

0 . 402260 3.28 

80 409586 AK000002 Hs.55B79 (locusfink)NM_03345(hHorno sapiens rmilW 128 

409267 NM.012453 Hs.52515 NM.012453:HomosapierBtransducin(beta) 3,28 

447783 AF054178 Hs.19561 NM_0Q50Q1:Homo sapiens NADH dehydrogenas 127 

426812 AF105365 Hs.1 72613 NKt006598:Homo sapiens solute earner fa 3.27 
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429671 


BE379335 


Hs711594 


434521 


NM_002267 Hs.3886 


454128 


AL031259 


Hs.367900 


445033 


AV652402 


Hs.72901 


448752 


AA593867 


Hs.300842 


425221 


AV649864 


Hs.1 55188 


440286 


U29589 


Hs.7138 


413745 


AW247252 


Hs.75514 


412338 


AA151527 


Hs.69485 


426520 


BE545684 


Hs.343566 


427640 


AF058293 


Hs.180015 


440943 


AW082298 


Hs.146161 


425965 


NM.001761 


Hs/1973 


416448 


L13210 


Hs.79339 


449944 


AF290512 


Hs.58215 


424381 


AA285249 


Hs.146329 


426784 


U03749 


Hs.172216 


420190 


A1816209 


Hs.95867 


438085 


R52518 


Hs7967 


419216 


AU076718 


Hs.164021 


430154 


AW583058 


Hs734726 


458376 


AB023179 


Hs.9059 


410600 


AW575742 


Hs.351676 


420676 


AI434780 


Hs.4248 


435640 


AF220053 


Hs^4960 


427775 


R26944 


Hs.180777 


412600 


L28824 


Hs.74101 


430250 


NMJJ16929 Hs783021 


432871 


NM.016142 Hs.279617 


432731 


R31178 


Hs787820 


410340 


AW182833 


Hs.112188 


410047 


A1167810 


Hs.379753 


430567 


NM.003028 Hs.244542 


425907 


AA365752 


Hs.155965 


436075 


BE090176 


Hs.179902 


403912 






429782 


NM-005754 Hs.220689 


416178 


AI808527 


Hs.192822 


445229 


BE276013 


Hs.343828 


422030 


X51416 


Hs.110849 


409591 


AA532S63 


Hs.9100 


411531 


AB014511 


Hs.70604 


414820 


AA371931 


Hs.77422 


450770 


M019924 


Hs78803 


433233 


AB 040 927 


Hs.301804 


414172 


AW954324 


Hs.75790 


428781 


AF164799 


Hs.193384 


432078 


BE314877 


Hs74553 


454358 


AW792876 


Hs7B8936 


447140 


AF070537 


Hs.17481 


409132 


AJ224538 


Hs.50732 


400836 






420281 


AI623693 


Hs.323494 


414343 


AL036166 


Hs.75914 


447096 


BE539199 


Hs.62112 


412276 


BE262621 


Hs.73798 


425261 


BE385099 


Hs.355814 


407736 


N41744 


Hs.349326 


400845 






407082 


247055 




452012 


AA307703 


Hs779766 


403217 






414249 


AI797994 


Hs.279929 


431243 


U46455 


Hs.252189 


417777 


AI823763 


HsJ055 


457274 


AW674193 


Hs727152 


445139 


AB037848 


Hs.12365 


430280 


AA361258 


Hs.237868 


422197 


AW974265 


Hs.111632 


422938 


NM_001B09 Hs.1594 


<woo 1 3 


AF213457 


Hs.44234 


449704 


AK000733 


Hs73900 


426925 


NrVL001196 Hs.172894 


414814 


D14697 


Hs.77393 


405387 






444108 


R55784 


Hs.140942 


4240B9 


AL036662 


Hs.144949 


414788 


X78342 


Hs.77313 


424927 


AW973666 


Hs.153850 


451452 


BE550055 


Hs76433 


426924 


BE222542 


Hs.128762 


447032 


AK000310 


Hs.17138 


410653 


AA194952 


Hs.36093 



Hs.21 1594:proteasome (prosome. macropain 
Hs.388S:karyopherin alpha 3 fcmportin al 
HsJ679 00 programmed cell death 2 
NM_078487:Homo sapiens cydin-dependent 
NM_02482(hHomo sapiens WAA1608 protein 
NM_005642Harrra sapiens TAF7 RNA poiymera 
rM_000740:Horno sapiens cholinergic recep 
NM_G0Q27CfcHomo sapiens nucleoside phosph 
(locusrtnk)KM,024661:Horno sapiens hypoth 
HsJ43566:WAA0251 protein 
NM_001355flomo sapiens Wopachrome taut 
NM_032331:Homo sapiens hypothetical prot 
NM_001761:Hamo sapiens cyctin F (CCNF), 
NM_0G55S7:Homo sapiens lecfin, gatactosl 
(kxai^uik)NH.033046:Horno sapiens rhotek 
NM_007194:Homo sapiens CHK2 checkpoint b 
NM_001275d4omo sapiens chrornogranin A (p 
(tocuslink)NM_0241 12:Homo sapiens chromo 
Hs.7957:ESTs, Weakly similar to extensin 
NM_002993:Homo sapiens small inducible c 
NM_001085:Homo sapiens serine {or cyslei 
Hs.9059:KlAA0962 protein 
HsJ51676:Homo sapiens cDNA FU25921 fis 
Hs.4248:Homo sapiens PP3781 mRNA. compte 
NM_018458:Homo sapiens uncharacterized h 
Hs.1 80777:Homo sapiens mRNA; cDNA DKFZp5 
Hs.74101spteen tyrosine kinase 
NMJJ1 6929^omo sapiens chloride intracel 
Hs779617:hydroxysteroid (17-beta) dehyd 
Hs787820^bronectin 1 
(locusEnk)NM_021826:Homo sapiens hypoth 
Hs.379753:Homo sapiens cDNA FU33176 fis 
Hs744542:Homo sapiens cDNA FU38908 fis 
Hs.155965:ESTs 

NM.080546^omo sapiens COw92 antigen (CD 

Hs720S89:Ras^Pase-adiva&]g protein 
NMJ)30949-.Homo sapiens protein phosphata 
Hs.343828:Homo sapiens mRNA; cDNA DKRp7 
pocusDnkJNM_004451:Homo sapiens estrog 
Hs.9100:hypothetical gene supported by A 
Hs.70604ATPase, Oass II, type 9A 
Hs77422:proteofipid protein 2 (colonic 
Hs78803:ESTs 
Hs301804:WAA1494 protein 
(tocuslink)NM_002642:Homo sapiens phosph 
Hs.1 93384:putatafive 28 kDa protein 
(locusiink)N^022369:HonTO sapiens hypoth 
NM_031420:Homo sapiens mitochondrial rib 
NMJ 38391 :Homo sapiens hypothetical prot 
NM_005399:Homo sapiens protein kinase, A 

(locuslink)NM.017964:Homo sapiens hypoth 
NM.00681 5:Homo sapiens coated vesicle me 
(tocus0nk)NMJ)03457:Homo sapiens zinc f 
Hs.73798:macrophage migration inhibitory 
Hs^55814:Homo sapiens done IMAG&29333 
Hs349326:Homo sapiens cDNA FU30677 6s 



(locusfink)NM_012310:Homo sapiens kmesi 

(iocusrmk)NM_017510:Homo sapiens gp2S7 
NM_002999:Homo sapiens syndecan 4 (amphi 
Hs.7055:Homo sapiens cDNA RJ33420 (is, 
NM_016391:Homo sapiens hypothetical prot 
Hs.12365synaptotagmin Xlll 
Hs737868:Homo sapiens mRNA; cONA DKFZp6 
Hs.111632: Lsnti protein 
NMJW1809*tomo sapiens centromere protei 
NM_018965:Komo sapiens triggering recept 
HsT3900:Rac GTPase adivafing protein 1 
Hs.172894:BK3 interacfing domain death a 
(tocuslink) NM_002004:Homo sapiens femes 

Hs.140942:Homo sapiens cONA FU38396 fis 
Hs.144949:ESTs 

Hs.7731 3:cycfin-dependent kinase (COC2-I 
Hs.15385(Wiypottetfcal protein C321D2.4 
NM_001382#omo sapiens doEchyt-phosphat 
Hs.12B782flomo sapiens cDNA FU31512 fis 
CocusDnk)r4M_017755:Homo sapiens hypoth 
HsJ6093:Homo sapiens cDNA RJ 12885 fis, 
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415402 

451032 

412146 

417018 

425244 

417B78 

426675 

432728 

442643 

418462 

429922 

429556 

418127 

416293 

435968 

414702 

437672 

435750 

432710 

407961 

438203 

426410 

422282 

450295 

413900 



407797 
412006 
424247 
447627 
422753 
441321 
411358 
438444 
424727 
435975 
426680 
412326 
409220 



M164687 
W03692 
M92444 
M16038 
AK002127 
U90916 
AW084791 
NMJM6979 
U82756 
BE001596 
297630 
AW139399 
BE243982 
BE244454 
AW161481 
122005 
AW748265 
AB029012 
AA609685 
AW672939 
BE540090 
BE298445 
AF019225 
AI766732 
AW409747 
AW780199 
AK000524 
AW451618 
X14008 
AF090922 



422675 
444301 
409932 
419152 
410240 
413073 



405203 
44102B 
417211 
421684 
429824 
426234 
40S805 
417821 
416976 
410013 
429597 
453518 
429238 
433409 
426440 
435472 
427609 
408201 
'418181 
445176 
436906 
427337 
433435 
408150 
431738 
449703 
423184 
400278 
449051 
428297 
430066 
428044 
426989 
447887 
422010 
444823 



Hs.177576 Hs.177576jnartnosyl {alpha-1>)-dycopro 3.17 

Hs 323079 Hs.323079:Homo sapiens mRNA; cDNA DKFZp5 3.17 

HsJ3722 HsJ3722APEX nuclease (mulGfundionai 3.17 

Hs.80887 Hs.80887>yes-1 Yamaguchi sarcoma viral 3. 16 

Hs. 1553 13 NrA.022105:Hc^sapietisdea<hassoctatBd 3.16 

Hs.82845 Hs.82845:Homo sapiens cDNA: FU21930 fis 3.16 

Hs.133122 Hs.133122AypoBiefical protein FU14524 3,16 

Hs.278721 NM_006979:Homo sapiens HLA class Uregi 3.16 

Hs.374973 {locusBnk)NM_004697:Homo sapiens PRP4 p 3.16 

Hs.85266 Hs£5266:integrin,beta4 H6 

Hs.2261 17 NM„005318:Homo sapiens H1 histone family 116 

Hs.314807 Hs.314807:hypolhe6cai protein MGC2655 3.15 

Hs.83532 (locusiink)NNt002389:Homo sapiens membra 3.15 

Hs.79162 HsJ9162striictire specific recognition 3.15 

Hs.1 11577 pccusfink)NM_030926:Homo sapiens bitegr 3.15 

Hs.76932 NM_004359:Homo sapiens cell division eye 3.15 

Hs.5741 NMJ)16230:Homo sapiens eavonemoprotein 3.15 

Hs.4990 Hs.4990:KlAA1089 protein 3.14 

H5.278672 NM_005898:Homo sapiens membrane componen 3.14 

Hs.41 694 Hs.41694:origin recognition complex, sub 3.14 

Hs.7345 Hs.7345:MAD1 mitotic arrest deficient 3.14 

Hs.305890 NMJ38578:Homo sapiens BCL2-Jike 1 (BCL2 3.14 

Hs.114309 (locusrink)NM_.003661:Homo sapiens apofip 3.14 

HsJ*10628 Hs.210628:ESTs 3.14 

Hs.7561 2 NM-00681 9:Homo sapiens stress-induced-ph 3.13 

Hs.30327 Nr^003668:r^sapferarnitDgen-activated 3.13 

Hs.39850 Hs^9850:uridinekin3se-like1 3.13 

Hs.290216 Hs290216:ESTs 3.13 

Hs.234734 NM_000239:Homo sapiens fysozyme (renal a 3.13 

Hs.152738 NM_016050:Homo sapiens mitochondrial rib 3.13 

Hs.1575 Hs.1575sma!l nudsar nbonucleoprotfiin 112 

Hs.7771 KM_007273:Homo sapiens repressor of estr 112 

Hs.94761 Hs.94761:KIAA1691 protein 3.12 

Hs.301226 Hs.3Q1226:Homo sapiens, clone tMAGE:3456 112 

Hs.378965 Hs.378965:Komo sapiens cONA FU37658 fis 3.12 

Hs.373554 {locusnnk)NM_130786:Homo sapiens alpha- 3.12 

Hs.171811 NMJ»1625:Homo sapiens adenylate kinase 112 

Hs.73817 NM_002983:Homo sapiens small inducible c 112 

Hs£1233 (locusEnk)NM_003842:Homo sapiens tumor 112 

Hs.190161 Hs.190161:LR8 protein 3.12 

Hs.1 19140 Nr^00197aHorr»sapfer6eukaryotictransl 112 

Hs.10760 NM017680:Homo sapiens asporin (LRR clas 112 

Hs.57600 NMJ01283:Homo sapiens adaptor-related p 112 

Hs.89643 (locusIink)NM_001064:Homo sapiens transk 112 

Hs.61289 Hs.61289synaptojanln2 112 

Hs.75187 NM_014765:Homo sapiens translocase of ou 111 

Hs.181357 Hs.181357:laminin receptor 1 (67kD. ribo 111 

111 

A1333660 Hs.17558 Hs.17558:Homo sapiens, done 1MAG&40704 111 

T97617 Hs.269092 Hs^69092:ESTs 11] 

BE281591 Hs.105768 NM_01 81 20:Homo sapiens hypothetical prot 111 

AA296363 Hs.121520 Hs.121520:Homo sapiens cDNA FU35792 fis 111 

BE314534 Hs.16B159 Hs.168159±ifunctionalapoptosisregulat 111 

H69912 Hs.48269 NMJW33B4:Homo sapiens vaccinia related 110 

BE245149 Hs.82643 NM_002822:Homo sapiens protein tyrosine 3.10 

BE243985 Hs.80680 Hs.80680:major vault protein 110 

AF067173 Hs.57904 Hs.57904:mago-nashi homotog, proTsferafi 110 

NM.003816 Hs^442 rte.2442adBintegnnarKlmeta31oprotein 110 

AW503205 Hs.27268 Hs.27268:Homo sapiens cDNA: FU21933 fis 3.10 

NWL002849 Hs.1 98288 N^002B49:Horno sapiens protein tyrosine 110 

AI278802 Hs.25661 Hs^5661£STs. Moderately similar to hyp 110 

BE382756 Hs.1 69902 NMJ>06516:Homo sapiens solute carrier fa 110 

AW972330 Hs.283022 NM_018643:Homo sapiens triggering recept 110 

AK000436 Hs.179791 NM>017817:Homo sapiens RAB20, member RAS 110 

AK0D0568 Hs.43654 NM_017882:Homo sapiens cerokHipotusdn 110 

U37012 Hs.83727 N^013291:Horno sapiens cleavage and poly 3.10 

A187B907 Hs.12379 NM_001419:Homo sapiens ELAV (embryonic 1 3.10 

H95990 Hs.1 81244 Hs.181244:maj«rustc<»r^ H0 

Z46223 Hs.176663 NM_000569:Homo sapiens Fc fragment of I g 3.10 

BE545277_Hs.340959 NMJK)5726:Homo sapiens Ts translation el 109 

BE620274 Hs.43112 Hs.43112:H()rTOsapieiismRr^cDNADKFZp43 3.09 

AW237726 Hs.288549 NMJJ32828:Homo sapiens ubiquifin UBF-8 109 

H61001 Hs.171802 Hs.171802:Homo sapiens, done 1MAGE3956 3.09 

NM 004428 Hs.1624 NfvL004428:Homo sapiens ephrin-A1 (EFNA1) 3.09 

Hs.2280 NNt00295ftHorrosap(ensn^ophorinl(RPN 3.09 

AW961400 Hs.333526 NM_032339:Homo sapiens hypothetical prot 3.09 

AA236291 Hs.183583 NMJ)30666:Homo sapiens serine (or cystei 109 

A1929559 Hs.237B25 Hs.237825:signal recognition parficte 72 109 

AA093322 Hs.301404 NI006743:Homo sapiens RNA binding molif 109 

A1815206 Hs.1 00293 Hs.100293:O-t3nked N-acetylglucosamine{ 108 

AA114050 Hs.211610 NM>001228:Homosapfenscaspase8.apopto 108 

AA302049 Hs.31181 Hs31181:Homo sapiens cDNA: FU23230 fis 108 

BE262989 Hs.12045 Hs.12045:C2f protein 3.08 



H17182 
R47479 
AI064707 
AW590378 
All 18990 
AA320160 
R07566 
BE243323 
AW578252 
BE018517 
AKD00136 
AI376750 
L12711 
AL157424 
AL038165 
AI025931 
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10 
15 
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25 
30 
35 
40 
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55 
60 
65 
70 
75 
80 



410668 


BE379794 


Hs.159651 


415173 


AW501735 


Hs.180059 


419757 


M773820 


Hs.63970 


427725 


U66839 


Hs.1 80533 


424408 


AI754813 


Hs.146428 


453914 


NM_000507 


Hs.574 


420187 


AK001714 


Hs.95744 


431498 


AK001777 


Hs.258551 


411423 


AW845987 


Hs.68864 


449954 


M641638 


Hs.37477 


423671 


AW860155 


Hs.234101 


448719 


AA033627 


Hs^1858 


451455 


A1937227 


Hs.8821 


450876 


AF1 89062 


Hs.285976 


432465 


D56165 


Hs.275163 


421808 


AK00O157 


Hs.108502 


430014 


H59354 


Hs.374303 


436553 


AW407157 


Hs.181125 


458814 


AI498957 


Hs.351937 


450247 


AF123303 


H;l24713 


418052 


AW630656 


Hs.83383 


407223 


H96850 




418641 


BE243138 


Hs.86947 


450690 


AA296696 


Hs.333418 


408124 


U89337 


Hs.42853 


435550 


A1224456 


HsJ24507 


421779 


A1879159 


Ks.108219 


440246 


W52010 


Hs.1 91379 


446770 


AV660309 


Hs.154986 


440708 


AF038962 


Hs.7381 


425118 


AU076611 


Hs.1 54672 


453830 


AA534295 


Hs.20953 


412867 


AU076861 


Hs.74637 


422032 


AA47696S 


Hs.1 10857 


441238 


AI372555 


Hs.322456 


408524 


D87942 


Hs.46328 


408102 


U46351 


Hs.621 


430508 


AI015435 


Hs.104637 


432281 


AK001239 


Hs.274263 


443883 


M114212 


Hs.9930 


423570 


AW838306 


Hs.129819 


443653 


AA137043 


Hs3653 


451711 


AK000461 


Hs^6890 


444736 


AA533491 


Hs23317 


407687 


AK002011 


Hs.37558 


423022 


AA320525 


Hs.201076 


453450 


AW797627 


Hs^47459 


412708 


R26830 


Hs.106137 


448569 


BE382657 


Hjl21486 


443329 


BE262943 


Hs.9234 


439018 


AW300887 


Hs.26638 


412627 


BE391959 


Hs.74276 


444309 


U83236 


Hs.10803 


412969 


AI373162 


Hs.75103 


430354 


AA954810 


Hsl239784 


414774 


X02419 


Hs.77274 


450607 


AL050373 


Hs.25213 


421179 


U72664 


Hs.148495 


451798 


BE297567 


Hs.27047 


428428 


AL037544 


Hs.184298 


447656 


NMJJ03726 Hs.19126 


436823 


AW749865 


Hs.117077 


417896 


AA379770 


Hs.82890 


444193 


Y17801 


Hs.10574 


418741 


H83265 


Hs.8881 


414421 


AI521130 


Hs.355126 


424867 


A1024860 


Hs.153591 


442504 


BE503373 


Hs.334335 


437651 


BE560672 


Hs.13543 


436540 


BE397032 


Hs.14468 


438000 


A1825880 


Hs.5985 


415697 


A1365603 


Hs.279696 


437469 


AW753112 


Hs.15514 


436319 


H90727 


Hs^123 


450126 


BE018138 


Hs4W47 


445985 


BE621800 


Hs^9444 


406868 


AA505445 


Hs.300697 


424439 


AA579635 


Hs.1770 


408452 


AA054683 


Hs.222728 


417831 


H16423 


Hs.82685 


TABLE 11B 





NM_014452^tomo sapiens tumor necrosis fa 3.08 
Hs.180059-.Hamo sapiens cONA FU31360 6s • 3.08 

Hs.63970:ESTs 108 

NM»002756itomo sapiens mitogen-activated 3.08 

Hs.146428xoHagen. type V, alpha 1 108 

NM_00C507:Homo sapiens fructose- 1,6-bisp 3.08 

NM_01 9028flomo sapiens hypothetical prot 108 

NMJ)1210Q-iiomo sapiens aspartyt aminopep 3.07 

(locusEnkJNhfl_139248:Homo sapiens membra 3.07 

Hs^7477:ESTs,WeaWysimDartoT46220 107 

Hs^101^onx) sapiens, similar tochofi 107 

Hs^1858serine (or cysteine) proteinase 107 

NMJ>21175:Homo sapiens hepcidin anfimicr 107 

(Iocusfink)Nf«L013384:Homo sapiens LAG1 1 107 

N MJXJ251 2:Homo sapiens rton-metastafic ce 107 

NM_017688:Homo sapiens hypothefica) prot 107 

flocuslinkJNM J 44691 : Homo sapiens hypoth 107 

Hs.181125±nniunogbbufin lambda locus 106 

Hs-351937:r&osomaJ protein, large P2 3.06 

NM_013386:Homo sapfens hypothetical prot 106 

NM_00640&Homo sapfens peroxiredoxin 4 ( 106 

H96850?w03b1 2*1 Soares melanocyte 2NbH 3.06 

NM.001 1 09:Homo sapiens a (fisintegrin and 3.06 

(locusfink)NM_0 1 41 64:Homo sapiens FXYD d 3.06 

NMJXM381:Homo sapiens cAMP responsive e 3.06 

Hs.324507^iypo&ietica! protein RJ20985 3.06 

NMJ)04626:Homo sapfens wingless-type MMT 105 

Hs.191379£STs 3.05 

Hs.154986:ESTs, Weakly similar to PLLP.H 3.05 

Hs.7381:voltage-dependent anion channel 105 

Hs.15467ZiTielhylenetetraJiydrofolatedeh 105 

Hs.20953:hypothetical protein BC010003 . 105 

HsJ4637:testis enhanced gene transcript 105 

NM_016310:Homo sapfens polymerase (RNA) 105 

NM.032039:Homo sapiens hypothetical prot 3.05 

Hs.46328:fucosyltransferase 2 (secretcr 105 

Hs.621 tecun, oalactoside-binding, sotu 105 

Hs.1 04637solute earner family 1 (gluta 3.04 

Hs.274261hypotheBcal protein RJ10377 104 

Hs.9930:serine (or cysteine) proteinase 104 

NMJ)18344:Homo sapiens hypothetical prot 104 

NM_013374:Homo sapfens programmed cell d 104 

NMJ)17829:Homo sapiens cat eye syndrome 104 

NM_032824:Homo sapfens hypothefical prot 104 

NMJ)1 8339:Homo sapiens hypothefical prot 3.04 

Hs.201076:ESTs 104 

Hs.347459:Homo sapiens cONA FU 13900 fts 104 

Hs.106137-.Homo sapfens mRNA for OK/SW-CL 104 

Hs^1486signal transducer and acfivator 104 

NMJ332635:Hamo sapiens seven transmembra 103 

NM_031457:Homo sapiens membrane-spanning 103 

Hs.74276xWori(telJitraceBu1ar channel ^ 103 

Hs.10803xab'um and integrin binding 1 103 

N^003406:Homo sapfens tyrosine 3-monoox . 103 

Hs.239784:scribble 103 

NMJX>2658:Homo sapiens plasminogen acfiv 103 

NM_01 5677:Homo sapiens hypothefical prot 103 

NM_.00281fcHorno sapiens proteasome (proso . 3.02 

Hs.27047:hypothetfcal protein FU 20392 102 

NM_001799:Horno sapiens eyefin-dependent 102 

NM_003726:Homo sapiens sre family associ 102 

Hs.1 17077zinc finger protein 264 102 

Hs.82890:defender against cell death 1 102 

Hs.10574:sotute carrier family 2, (facfl 102 

Hs.8881:Homo sapiens cDNA FU32163 fis, 101 

{tocusRnk)NM_144686:Homo sapiens hypoth 3.01 

NM_0Q5787:Homo sapiens Not56 (D. melanog 3.01 

NM_022484:Homo sapiens hypothefical prot 101 

(locusBnk)NMJ45214:Homo sapiens tripar 101 

. NM_020230:Homo sapfens peter pan homolog 100 

Hs£985:non-kinaseCdc42 effector protei 100 

Hs.279696:DKFZP556!1Q24 protein 100 

Hs.15S14:hypothefical protein MGC3260 100 

Hs^121hypotheticaI protein BC008246 100 

(locuslirA)N^005866:Horno sapiens type I 3.00 

Hs^9444:putafive small membrane protein 100 

Hs^0697Arirnunogiobunn heavy constant 3.00 

Hs.1770:ngase l f DNA, ATP-dependent 100 

Hs^22728:Homo sapiens cDNA FU39004 fis 3.00 

Hs.82685:C047 anGgen (Rh-reiated anfige 3.00 
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Pkey: Unique Eos probeset Identifier number 
CAT number: Gene duster number 
Acce ss ion: Genbank' accession numbers 

Accession 



B6036675 BF772005 BF771866 B69503B5 BG9603B1 NM 005712 AF110315 BE074534 BE182776 BE158000 BE157999 BE714315 AW81B104 
AW847519 AA099426 AW817981 AW856396 BG961122 AA224498 AA308542 AW821833 BF902155 AI732411 BG778834 BG283641 BE748279 
BE748870BG319540BE748864 BF739224BG986155AK057283 B1861466 AA563341 AA457591 BG949294 AW392886AA071122AA227849 
AAS84918BG959570BF773486AL041698BF959013R87170C16859BF770411 BF771298 AI075321 L13823AA216700BF771864 AW861859 
BE537068 C18935 AA155719 BF771172 BF769107 BF804964 AW818172AW818143 AW392930 AW817057 AW858044 BF746211 AA179928 
AW861687 AW821826 BI055726 BF242643 AA207189 BF77041 2 BF771 157 BG430030 AA055592 
AW578452 

BG028348 BF772844 H83066 AW817969 H90985 BF755039 AI858183 
BE072881 A1762181 BE072946 

TABLE 11C 

Pkey. Unique number corresponding to an Eosprobeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham I et aL" refers to the publication entitled The DNA 

sequence of human chromosome 22/ Dunham L et aL, Nature (1999) 402:489-495. 
Strand: Indicates DNA strand torn which exons were predicted. 
NLposifioru Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposition 


406399 


9256288 


Minus 


63448-63554 


403220 


7630969 


Plus 


64338-64517 


40321 B 


7630969 


Plus 


58039-58149 


403221 


7630969 


Plus 


66294-66438,66936-67124- 


405484 


5922025 


Plus 


199214-199579,199672-199920,200262-20049 


400529 


9796988 


Plus 


138232-138423 


405556 


1552511 


Plus 


163497-163623,164715-164968,165369-16550 


403739 


7630882 


Plus 


44563-44766,48209-48483,52255-52495 


403219 


7630969 


Plus 


6185B-61995 


404826 


6572184 


Plus 


47726-48046 


400750 


8119067 


Plus 


198991-199168,199316-199548 


400846 


9188605 


Plus 


39310-39474 


401179 


9438647 


Plus 


113477-113893 


400847 


9188605 


Phis 


4464344835 


404854 


7143420 


Ptus 


14260-14537 


400448 


9887687 


Minus 


177372-177674 


404240 


5002624 


Minus 


116132-116407,116653-116922 


402829 


8918414 


Plus 


101532-101852.102006-102263 


406363 


9256114 


Phis 


14403-14602,17000-17147,17241-17368 


402104 


8119072 


Phis 


122409-122600 


402260 


3399665 


Minus 


1 1 3765- 1 1 39 1 0. 1 1 5653-1 1 5765.1 1 6B08^1 1 694 


403912 


7710730 


Minus 


72000-7229172431-72700,72929-73199 


400836 


8954179 


Plus 


677-1188 


400845 


9188605 


Plus 


34428-34612 


403217 


7630969 


Plus 


54089-54163,55427-55623 


405387 


6587915 


Minus 


376&-3833.5708-5895 


405203 


7230116 


Phis 


125295-125463 



Table 12A fists about 1006 genes up-regulated in cervical cancer compared to norma) adult tissues. These were selected from 59680 probesets on the ARymetnx/Eos-Hu03 
GeneChip array such that the ratio of "average' cervical cancer to 'average* normal adult tissues was greater than or equal to 2.5. The "average" cervical cancer level was set to the 
93 rd percentile vahie amongst cervical cancers. The "average" normal adult tissue level was set to the 93 d percentile value amongst non-malignant tissues. In order to remove gene- 
specific background levels of non-specific hybridization, the 15* percentile value amongst non-malignant tissues was subtracted from bom the numerator and the denominator before 
the ratio was evaluated. 

TABLE 12A: 1006 (SLUES UP-REGULATED IN CERVICAL CANCER COMPARED TO NORMAL ADULT TISSUES 

Pkey: Unique Eos probeset identifier number 
ExAccn: Exemplar Accession number, Genbank accession number 
UnigenelD: Unigene number 
Unigene Title: Unigene gene title 
R1: Ratio of tumor to normal body tissue 

Pkey ExAccn UnigenelD Unigene Title 

402075 U19557 Hs. 123035 squamous cefl cardnorna antigen 2 (SCCA2) 

425650 NM001944 Hs.1925 desmoglefo 3 (pemphigus vulgaris antigen) 

418007 M 13509 Hs.83169 matrix melaltoprateinase 1 {interstifia! coU 

435094 AI560129 Hs.329062 EST 

439606 W79123 Hs.58561 G protein-coupled receptor 87 

452240 A1591147 Hs.61232 ESTs 

444783 AK001468 Hs.62180 anMn {Drcsophila Scraps homolog), actin bi 

417034 NM.006183 Hs.80962 neurotensin 

424046 AF027866 Hs.138202 serine (or cysteine) proteinase inhibitor, d 

422956 BE545072 Hs.1 22579 hypothetical protein FU 10461 

203 



Pkey CAT Number 

406685 0_0 
432407 MH1429J2 



459306 223120.-4 
452098 161393.1 
451129 149S511J 



R1 

81.1 
43.6 
38.9 
30.3 
283 
27.0 
26.0 
255 
24.5 
23.7 
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435505 AF200492 Hs^11238 tnterteukirvl homolog 1 21.2 

400289 X07B20 Hs.2258 matrix metafloprotetnase 10 (stromer/sin 2) 20.5 

418345 AJ001696 Hs.241407 serine proteinase InWbflor 13 (P113; serpin 20.1 

452451 N7B223 Hs.108106 transcripfion factor 19.8 

5 423017 AW178761 Hs.227948 serine (or cysteine) proteinase inhibitor, cl 19.2 

429432 A! 578059 Hs .202676 synaptosomal complex protein 2 17.5 

415817 U88967 Hs.78867 protein tyrosine phosphatase, receptor-type, 16.4 

435243 AW292886 Hs.251373 hypothe8cai protein (U434014.3 16.3 

. . 428664 AK001666 Hs.1 89095 simitar to SALL1 (sat (DrosophitaHfce 16.2 

1 0 428227 AA321649 Hs.2248 small inducible cytokine subfamily B (Cys-X-C 15.9 

421373 AA808229 Hs.167771 ESTs 15.7 

416209 AA236776 Hs.79078 MAD2 (mitotic arrest deficient, yeast, homob 15.4 

441459 AI919142 Hsl214233 ESTs, Weakly similar to ALU1_HUMAN ALU SUBFAM 14.6 

447164 AF026941 Hs.17518 Homo sapiens rig5 mRNA. partial sequence 13.8 

15 412719 AW016610 Hs.129911 ESTs 13.4 

417366 BE185289 Hs.1 076 small proOne-ricri protein 1B (comifin) 13.3 

431753 X76029 Hs.2841 neuromedin U 13.2 

438817 AI023799 Hs.163242 ESTs" 13.1 

404996 Target Exon 13.1 

20 443211 AJ128388 Hs.143655 ESTs 12.9 

. 414764 AW013887 Hs.72047 ESTs- 12.9 

^ 428618 AA885360 Hs.160199 TargetCAT 12.7 

416661 AA634543 Hs.79440 IGF-II mRNA-binding protein 3 12.7 

__ 421478 AI683243 Hs3725B ESTs,r^eralelysirrflartoS29539rirxKornaI 12.6 

25 429486 AF155827 ' Hs.203963 hypothetical protein FU10339 12.6 

432666 AW204069 Hs.312716 ESTs, Weakry similar to unnamed protein produ 12.6 

427585 031152 Hs.179729 collagen, type X, alpha 1 (Schmid metaphyseal 12.6 

419183 U60669 Hs.89663 cytocrirome P450, subfamily XXIV (vitamin D 24 12J 

450221 AA328102 Hs.24641 cytoskelebn associated protein 2 112 

30 422168 AA586894 Hs.112408 S100 calciunvbmduig protein A7 (psoriasinl) 11.6 

415989 AI267700 Hs.317584 ESTs 11.5 

452838 U65011 Hs.30743 preferentially expressed antigen in melanoma 11.4 

447048 AW393080 Hs.228320 hypothefical protein FU23537 11.3 

453922 AF053306 Hs.36708 budomg uninhibited by bercimidazoles 1 (yeas 11.0 

35 449260 M741180 Hs.29879 ESTs 11.0 

423049 X59373 Hs.18B023 ESTs,l^eratelysirTiartoHXDA_HUI^HOMEOB 10.7 

406467 Target Exon 10.5. 

439926 AW014875 Hs.137007 ESTs 10.2 

. . 428368 BE440042 Hs.83326 rr^n»tanoproteinase3(straTOlysm1,pr 10.2 

40 420759 T11832 Hs.127797 Homo sapiens cDNA FU1 1 381 fis, clone HEMBA10 10.2 

414422 M147224 Hs.337232 HomeoboxA13 10.2 

442660 AW138174 Hs.130651 ESTs 10.1 

449003 X76342 Hs.389 alcohol dehydrogenase 7 (class (V), mu or sig 10.0 

Ae 408572 AA055611 Hs.226568 ESTs, Moderately similar to ALU4_HUMAN ALU SU 9.9 

45 439820 AL360204 Hs.283853 Homo sapiens mRNA Ml length insert cONA do 9.B 

400195 NM_007057 NNL007057*:Horno sapiens ZW10 interactor (ZWiN 9.8 

422426 W79117 Hs.58559 ESTs 9.7 

447700 AI420183 Hs.171077 ESTs, Weakly similar to T21259 hypothetical p 97 

„ 458194 AW383618 Hs.265459 ESTs,Mc>a^ratelysirreIartoALU2.HUMANALUSU 9.4 

50 455601 AI368680 Hs.816 SRY (sex determining region Y>box 2 9.4 

418882 NM_004995 Hs.89433 ATP-bindmg cassette, sub-family C (CFTR/MRP) 9.4 

437789 AI581344 Hs.127812 ESTs, Weakry similar to T17330 hypothetical p 9.4 

419247 S65791 Hs.89764 fragile X mental retardation 1 9.1 

419750 ALD79741 Hs.183114 Homo sapiens cDNA FU14235 fis, ctone NT2RP40 9.1 

55 420602 AFC60877 Hs.99236 regulator of G^rotein signalling 20 9.0 

428845 AL157579 Hs.1 53610 K1AAD751 gene product 9.0 

426427 M86699 Hs.1 69840 TTK protein kinase 9.0 

•^429538 BE182592 Hs.11261 small profine-rich protein 2A 9.0 

W 446232 AI281848 Hs.194691 relmotc acid induced 3 8.9 

60 430520 NMJM6190 Hs.242057 crrromosome 1 open reading frame 10 8.9 

439772 AL365406 Hs.10268 Homo sapiens mRNA full length insert cDNA do 8.9 

424905 NMJJ02497 Hs.153704 NIMA (never in mitosis gene a)-related kinase 8.9 

423020 AA383092 Hs.1608 replicafion protein A3 (14kD) 8.9 

430486 BE062109 Hs.241551 chloride channel, calcium activated, family m 8.7 

65 452291 AF015592 Hs.28853 CDC7 (cell division cyde 7, S. cerevisiae, h a7 

432193 AA372264 Hs^73193 hypothetical protein FU 10706 a7 

407642 AW17B963 gkMR^T0032-200899-001-b11 ST0032 Homo sapi 8.7 

422420 U03398 Hs.1 524 tumor necrosis factor (Cgand) superfamiiy, m a7 

458027 L49054 Hs.85195 myetold leukemia factor 1 8.4 

70 424086 AI351010 Hs.102267 rysyl oxidase 8.3 

420092 AA814043 Hs.88045 ESTs 8.3 

449034 AI624049 gbrts41a09.x1 NCLCGAPJJM Horno sapiens cDNA 8.3 

408522 AI541214 Hs.46320 Small praline-rich protein SPRK [human, odont 8.2 

__ 418478 U38945 Hs.1174 cycfin-dependent kinase inhibitar 2A (metanom 8.2 

75 436279 AW900372 Hs.180793 ESTs, Weakly simitar to S65657 alpha-1 C-adren 8.2 

440834 AA907027 Hs.128606 ESTs 8.2 

452724 RB4810 Hs.30464 cydinE2 8.1 

423849 AL157425 Hs.133315 Homo sapiens mRNA; cDNA DKFZp761 J1324 (from c 8.1 

410044 BE566742 Hs.58169 highly expressed in cancer, rich in leucine h ao 

80 429228 AI553633 Hs337139 ESTs 7.9 

438915 AA280174 Hs^85681 Willtams-Beuren syndrome chromosome region 14 7.9 

425710 AF030880 Hs.1 59275 sduterarrierfamfly, member 4 7.8 

421308 AA687322 Hs.1 92843 leucine zipper protein FKSG1 4 7.8 
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435159 
439232 
437616 
406554 
433133 
424098 
418134 
446364 
447254 
414148 
429548 
423725 
450192 
450149 
431941 
427821 
436211 
425761 
450028 
409719 
444342 
413573 
422330 
454988 
447342 
403471 



AA6SB873 Hs.1 16649 ESTs 
N48590 Hs.46693 ESTs 
AI797163 Hs.207954 ESTs 

Target Exon 

AB027249 Hs.1 04741 PDZ-binding kinase; T-ceD originated protein 

AF077374 Hs. 139322 small profine-rich protein 3 

AA397769 Hs.86617 ESTs 

AB00S624 Hs.14912 KIAA0286 protein 

NM.004153 Hs.17908 origin recognition complex, subunit 1 (yeast 

BE084049 gb:PM0-BT0651-27040«K)3-f02 BT0651 Homo sap 

AW138872 Hs.135288 ESTs 

AJ403108 Hs.132127 hypothetical protein LOC57822 

AA263143 Hs.24596 RAD51 -interacting protein 

AW969781 Hs.1 32863 Zic family member 2 (odd-paired DrosophSa ho 

AK0001 06 Hs.272227 Homo sapiens cDNA FU20099 fis. done COL0454 

AA470158 Hs.98202 ESTs 

AK001581 Hs.334828 hypothetical protein FU 1071 9; WAA1794 prote 
AW664214 Hs.195729 ESTs 
Hs.200737 ESTs 

Hs.108681 Homo sapiens brain tumor associated protein N 
siirflar to rysosome-assodated membrane giyco 
Hs.149089 ESTs 
Hs.1 15263 eplregufin 

gb:lL3XT0219-261099-023-D11 CT0219 Homo sapi 
A1199268 Hs.19322 Homo sapiens, Similar to RIKEN cDNA 2010317E2 
Target Exon 
WAA1199 protein 



ESTs 



AI912012 
AI769160 
NM_014398 Hs.10887 
AI733859 
D30783 
AW850140 



409041 


AB03302S 


Hs.50081 


407839 


AA045144 


Hs.161566 


415652 


T79213 


Hs.272073 


420900 


AL045633 


Hs.44269 


444271 


AW452569 


Hs.149804 


410153 


BE311926 


Hs.15830 


448693 


AW004854 


Ks.228320 


431622 


AW979271 


Hs393184 


457405 


AA504860 




424345 


AK001380 


Hs.145479 


414812 


X72755 


Hs.77367 


425734 


AF056209 


Hs.159396 


446435 


AW206737 


Hs.253582 


421948 


L42563 


Hs.334309 


419335 


AW960146 


Hs.284137 


429259 


AA420450 


Hs.292911 


406747 


A1925153 


Hs.217493 


453884 


AA355925 


Hs.36232 


423735 


AA330259 




421773 


W69233 


Hs.112457 


457435 


AW972024 


Hs.142653 


450025 


AK001875 


Hs.24321 


427043 


AA397679 


Hs.3991 


409723 


AW885757 


Hs.257B62 


459462 


AA481396 


Hs.105167 


423244 


AL039379 


Hs.209602 


427217 


AA399272 


Hs.144341 


441820 


AA959119 


Hs.143502 


437958 


BE139550 


Hs.121668 


430791 


AA486293 


Hs.272068 


416734 


H81213 


Hs.14825 


413385 


M34455 


Hs.840 


434828 


D90070 


Hs.96 


414299 


M142989 


Hs.71730 


439292 


AA090421 


Hs.5555 


413753 


U17760 


Hs.75517 


413625 


AW451103 


Hs.71371 


416049 


A1970536 


Hs.1 6603 


415054 


AA159804 


Hs.149305 


425695 


NM_005401 


, Hs.159238 


451381 


BE241831 


Hs.172330 


415900 


Z43758 


Hs.26037 


444478 


W07318 


Hs.240 


449611 


A1970394 


Hs.197075 


420637 


AW976153 




438639 


AI278360 


Hs.31409 


414972 


BE263782 


Hs.77695 


438394 


BE379623 


Hs.27693 


428365 


AA295331 


Hs.183861 


407746 


AK001962 


Hs.38114 


452401 


NMJKJ7115 Hs.29352 


432239 


X81334 


Hs.2935 


451307 


AW293207 


Hs.211516 


441531 


AW291239 


Hs.271111 


418863 


AK001100 


Hs.41690 


410659 


A1080175 


Hs.68826 


432869 


AW974094 



gbab03a10.s1 Stratagene fetal retina 937202 
Homo sapiens cDNA FU 10518 fis, clone NT2R 
monokine induced by gamma interferon 



gb:EST339S3 Embryo, 12 week (I Homo sapiens c 



ESTs 



ESTs, Weakly similar to KIAA1503 protein [Ms 
Wdeamine-pyrrole 2,3 dioxypenase 
phorboU 2-rnynstate-1 3-acetaie-mduced prote 
ESTs 

hypothetical protein MGC5347 

laminin, beta 3 (nicein (125kD), kallnin (140 

ESTs 

hypothetical protein FU13163 



ESTs 

M-phase phosphoprotein 1 
ESTs 

gb:EST388262 MAGE resequences, MAGN Homo sapi 
ESTs 



hypothetical protein FU 11 100 

tumor necrosis factor, alpha-induced protein 

matrix metaDoproteinase 13 (collagenase 3) 



desmocodin 3 
ESTs 

gb-£ST386197 MAGE resequences, MAGM Homo sapi 
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431255 


AA497043 


Hs.115685 


407386 


AF026942 




433091 


Y12642 


Hs.3185 


418502 


R99288 


Hs.35152 . 


440320 


AA879294 




439579 


AF086400 




420783 


AI659838 


Hs.99923 


408536 


AW381532 


Hs.135188 


408758 


NNL003686 


Hs.47504. 


451411 


AA017492 


Hs.135655 


424834 


AK001432 


Hs.153408 


407853 


AA336797 


Hs.40499 


412140 


AA219691 


Hs.73625 


420026 


A1831190 


Hs, 166676 


427356 


AW0234B2 


Hs.97B49 


420440 


NMJM2407 


Hs.97644 


430082 


AW5140B3 


Hs.190135 


445259 


AI798994 


Hs.152923 


457345 


AI699933 


Hs.192175 


453161 


AA628608 


Hs.61 656 


449)19 


AI205540 


Hs.281295 


425420 


BE536911 


Hs^34545 


439706 


AW872527 


Hs.59761 


431494 


AA991355 


Hs^98312 


443179 


A1928402 


Hs.6933 


432226 


AW182766 


Hs,273558 


44102) 


W79283 


Hs.35962 


437044 


AL035864 


Hs.69517 


419520 


AB009303 


Hs.90800 


430563 


AA481269 


Hs.108660 


405547 






435206 


AI432364 


Hs.160594 


409269 


AA576953 


Hs.22972 


439223 


AW238299 


Hs.250618 


413251 


A1932903 


Hs^11535 


426320 


W47595 


Hs/169300 


458829 


A1557388 




416208 


AW291168 


Hs.41295 


432473 


AI202703 


Hs.152414 


418738 


AW388633 


Hs.6682 


423634 


AW959908 


Hs.1690 


426350 


NML003245 Hs.2022 


432867 


AW016936 


Hs233364 


449448 


D60730 


Hs.57471 


409744 


AW675258 


Hs.56265 


405657 






4296B2 


NMJJ0S3Q6 Hs211602 


446704 


A1337228 


Hs.197083 


434376 


M631492 


Hs.23921 


407378 


AA299264 


HS57776 


421155 


H87879 


Hs.102267 


443335 


T89697 


Hs.16645 


444461 


R53734 


Hs35978 


410361 


BE391804 


Hs.62661 


423573 


BE003054 


Hs.1695 


441720 


AI346487 


HS.2B739 


442980 


AA857025 


Hs.8878 


450375 


AA009647 


Hs.8850 


417592 


AA204664 


Hs.182437 


429846 


AB023021 


Hs.225945 


418939 


AW630803 


Hs.89497 


417235 


AA810278 


Hs.24250 


41195B 


AA099020 




433858 


N69243 


Hs.192974 


450434 


AA166950 


Hs.195870 


418379 


AA218940 


Hs.137516 


401747 






439759 


AL359055 


Hs.67709 


441421 


AA355792 


Hs334824 


457465 


AW301344 


Hs.1 22908 


433159 


AB035898 


Hs.150587 


412333 


AW937485 




401137 






401575 






423448 


AK000776 


Hs.128753 


421978 


AJ243662 


Hs.110196 


408728 


AL 137379 


Hs.47125 


431956 


AK002032 


Hs.272245 


450510 


AA010056 


Hs.242993 


435291 


8E568452 


Hs.5101 


424902 


NM_003866 Hs.153687 


428484 


AF104032 


Hs.184601 


449416 


AI651016 


Hs^46311 



ESTs 

gbiHomo sapiens cig33 mRNA, partial sequence, 
lymphocyte anfigen 6 complex, focus D 
ESTs 

gb:nw86e09.s1 NCLCGAPJM2 Homo sapiens cONA 
gbtHomo sapiens full length insert cONA done 
lectin, gatactoaoe^im&ig, soluble, 7 (gale 
ESTs 

exonudease 1 

EST 

Homo sapiens cONA FU 10570 fe, done NT2RP20 

dickkopf (Xenopus laevis) hcmotog 1 

RAB6 interacting, kinesin-Eke (rabkinesin 6) 

ESTs 

ESTs 

mammaglObin 2 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

hypothetical protein NUF2R 

ESTs, WeaMy similar to QAP1 HUMAN DEATH-ASSO 

hypolhetical protein DKFZp434A1315 

hypothefical protein FUJI 2 684 

phosphate cySdytyttransf erase 1, choRne, al 

ESTs 

cONA for differentially expressed C01 6 gene 
matrix metafloprotemase 1 6 (rnembrane-inserte 
ATP-Unding cassette, sub-fam3y C (CFTR/MRP) 
NM_01 B833*:Homo sapiens transporter 2. ATP-W 
ESTs 

hypothetical protein FL) 13352 
UL16 binding protein 2 
ESTs 

rjanstbmiing growth factor, beta 2 

gb J r T2.1_6_G03.r tumor2 Homo sapiens cDNA 3\ 

ESTs, Weakly simflar to MUC2_HUMAN MUCIN 2 PR 

ESTs 

solute carrier family 7, (cationic amino acid 
he pari rvbln ding growth factor binding protein 
transglutaminase 3 (E polypeptide, protein-gt 
ESTs 
ESTs 

Homo sapiens mRNA; cDNA OKFZp586P2321 {from c 
CT000246:gi|72477lpbfJDVHY1C multidrug rests 
SMC1 {structural maintenance of chromosomes 1 
ESTs 

hypolhefica) protein DKFZp547A023 

ESTs, Moderately simitar to 138022 hypothetic 

tysyl oxidase 

ESTs 

ESTs, Weakly similar to 2109260A B cell growl 
guanytate binding protein 1, interfere n-induc 
matrix metalloproteinase 12 (macrophage etast 
ESTs 

kines in-like 1 

a disintegrln and metafioprotelnase domain 12 
ESTs, Weakly similar to 154383 chromosome seg 
focosyttransferase 9 (alpha (1 ,3) fucosyltran 
lambiBI 
ESTs 

gb2n45h0U1 Stratagene HeLa cell s3 937216 
hypothefical protein FU 12735 
hypothefical protein FU14991 
fidgefm-Cke 1 

Homo sapiens kerafin 17 (KRT17) 

Homo sapiens mRNA fuQ length insert cDNAdo 

hypothefical protein FU 14625 

DNA repDcaSon factor 

Wnesin-GkB protein 2 

gbK3V3.DT0044.22129WW54>09 DT0044 Homo sapi 
Target Exon 
Target Exon 

Homo sapiens cDMA FU 20769 fis, done COLD567 
N1CE-1 protein 

hypothefical protein FU13912 

Homo sapiens cDNA FU1 1 170 fis, done PLACE10 

ESTs 

protein regulator of cytokinesis 1 

inositol polyphosphale^phosphatase. type II 

solute carrier famUy 7 (cattortic amino acid 

ESTs 

206 



5\5 
5.5 
5.4 

5.4 

5.4 
5.4 
5.4 
5.4 
5.4 
5.4 
5.3 
5.3 
5.2 
5.2 
5.2 
5.2 
5.2 
5.2 
5.2 
5.2 
5.2 
S2 
5.2 
5J2 
5.2 
S2 

ai 

5.1 
5.1 
5.1 
5.1 
5.1 
5.1 
5.1 
5.1 
5.1 
5.0 
5.0 
5.0 
5.0 
5.0 
5.0 

5.0 

5.0 
4.9 
4.9 
4.9 
4.9 
4.9 
4.9 
4.9 
4.9 
4.8 
4.8 
4.8 
4.8 
4.8 
4.8 
4.8 
4.8 
4.7 
4.7 
4.7 
4.7 
4.7 
4.7 
4.7 
4.7 
4.7 
4.6 
4.6 
4.6 
4.6 
4.6 
4.6 
4.6 
4.6 
4.6 
4.6 
4.6 
4.6 
4.5 
4.5 



WO 03/042661 



PCT/US02/36810 



5 

10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



41S16B 

447033 

446353 

443715 

454707 

435435 

412099 

409731 

422809 

430919 

435313 

425071 

433322 

416111 

408908 

444781 

429170 

414035 

418216 

446252 

447519 

425916 

409420 

416320 

431808 

441582 

414132 

424012 

411835 

433330 

428613 

425921 

447078 

434699 

428758 

405708 

433405 

456443 

428479 

448621 

412608 

406687 

455365 

452930 

430134 

423035 

427666 

444602 

417791 

444266 

439394 

457336 

429125 

404440 

449228 

437144 

448599 

431810 

419991 

444361 

458116 

444105 

426010 

409632 

408096 

457620 

402048 

427025 

423515 



H23687 
AI357412 
AI290919 
A15B3187 
AW814989 
T89473 
U64198 



455310 



Hs.157601 
Hs.153661 
Hs.9700 



gb:yn72d12j1 Scares adult brain N2b5HB55Y Ho 
ESTs 
ESTs 
cycfinEI 

gb:MR1-ST0206-l70400-024-g05 ST0206 Homo sapi 
Hs.192328 ESTs 

Ks.73165 interleukin 12 receptor, beta 2 

thymosin, beta, identified in neuroblastoma c 
Hs.1 21028 hypothetical protein FU10549 
Hs.295448 ESTs 
Hs.189729 ESTs 
NM 013989 Hs.1 54424 deiodmase, tofothyronine, type II 
H50621 Hs.134156 ESTs, WeaWy similar to 138022 hypothetical p 
AA033813 Hs.79018 chromafin assembly factor 1 , subunlt A (p150) 
Hs.250822 serine/threonine kinase 15 

GPI-anchored metastasis-associated protein ho 
dual specificity phosphatase 4 
serine (or cysteine) proteinase inhibitor, cl 



M125985 Hs.56145 
AK001379 
AA489041 
AI769400 



BE296227 

NMJH4400 Hs.1 1950 

NM.001394 Hs.2359 

Y00630 Hs.75716 

AA662240 Hs.283099 AF15q14 protein 

A1283125 Hs.150009 ESTs 

U46258 HS339665 ESTs 

MU305786 Hs.162200 urotensm2 

Z15008 Hs.54451 

H47867 Hs.34024 

M30703 Hs770833 

BE550200 Hs.127197 ESTs 

AI801235 Hs.48480 ESTs 



laminin, gamma 2 (nicein (lOOkD), kafinta (10 
ESTs 

amphiregufin (schwannonwlerived growth facto 



426642 
423738 
448243 
411559 
423553 
457030 
424115 
432374 
424745 
433384 
448995 



AW36B377 Hs.137569 

U29343 Hs.72550 
AW207C 
AB037749 

NM.007231 Hs.162211 



tumor protein 63 kDa with strong homology to 
hyaluronan-mediated motility receptor (RHAMM) 
AW207084 Hs.132816 hypothetical prolein MGC14801 
Hs.186928 K1AA1328 protein 

solute carrier famSy 6 (neurotransmitter tra 
AW885727 Hs.301570 ESTs 
AA643687 Hs.149425 Homo sapiens cDNAFU 119806s, done HEMBB10 
AA4339B8 Hs.98502 hypothefical proteai FU 14303 

Target Exon 
AW157566 Hs.156892 ESTs 
AW967500 Hs.133543 ESTs 

Hs.184572 cetl division cycle 2, G1 to S and G2 to M 
Hs.5250 ESTs. Weakly simflar to ALU1JHUMAN ALU SUBFAM 
Hs.44898 Homo sapiens ctorte TCCCTA00151 mRNA sequence 
Hs.272620 pregnancy specifc rjeta-1^rycoprotein 9 

gb^CO-MT0015-130400-031-cO1 MT0015 Homo sapl 
AW195285 Hs.194097 ESTs, Weakly simaar to 138022 hypothetical p 
BE380149 Hs.105223 ESTs, Weakly similar to T33188 hypotheScal p 
AW449679 Hs.156739 H^apiensXG mRNA (clone PEP11) 
AI791495 Hs.180142 calrrtodufin-Ske sldn protein 
A! 174456 Hs.271925 ESTs, Moderately simitar to 138022 hypothetic 
AW965339 Hs.1 11471 ESTs 
AI424984 Hs.125465 ESTs 
Hs.56105 



Y00272 

AI097144 

AA247995 

M31126 

AW948343 



ESTs 
ESTs 



AA149250 

AW969657 Hs.291029 

AA446854 Hs.271004 ESTs, Weakly similar to 138022 hypothetical p 

KM_021048:Homo sapiens melanoma antigen, fami 
AJ403107 Hs.148590 protein related with psoriasis 
AL049466 Hs.7859 ESTs 

AW860912 gb:QVO-CT0387-170200-121-c05 CT0387 Homo sapi 

X67155 Hs.270845 Wnesin-fike 5 (mitotic Hnesin-tike protein 

AW00098 Hs.94210 eyes absent (Drosophla) homolog 1 

W76027 Hs^3920 hypothetical protein FU11105 

AW977549 Hs.47367 WAA1785 protein 

AW189097 Hs.166597 ESTs 

AA136563 Hs.1975 hypothetical protein FU21007 

serine (or cysteine) proteinase inhibitor, cl 
dSiydrofotate reductase 
Hs.336753 EST 

Target Exon 
ESTs 

AA327017 Hs.162204 ESTs 

AK002042 Hs.134795 Homo sapiens cONAFUl 11 80 fis, done PIACE10 
AWB93961 gb«C4-NN0027-06040(W11-d11 NN0027 Homo sapi 

AW959433 Hs.326290 hypothetical protein FU12581 
AW068223 Hs.171581 ubxquiUn C-terminal hydrolase UCH37 
AB002134 Hs.132195 airway trypsin-Gke protease 
Inlegrin, beta 8 

gb:MRO-HT016W3020WH)7-d06 HT0165 Homo sapl 
AA405635 Hs.95854 ESTs, Weakly similar to DYIX_HUMAN CYTOPLASM! 
AI301740 Hs.173381 dihydropyrimidinase-Bke 2 
AA335497 Hs^93965 ESTs, Weakly similar to 138022 hypothetical p 
W68815 Hs.301885 Homo sapiens cDNA FU1 1346 fe, clone PLACE1 0 
AA214618 Hs.152759 activator of S phase kinase 
AI021992 Hs.124244 ESTs 

A161 3276 Hs.5562 guanine nucleotide binding protein (G protein 
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W74001 Hs.55279 

BE250162 Hs^3765 
AA60Z711 

AA397589 Hs.97523 



AW369771 Hs.52620 
BE144081 
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hypothetical protein C321DZ4 
niammaglobjn 1 
cell division cycle 25C 
SBB131 protein 

gb:ng99c08.s1 NCI_CGAP_Trry1 Homo sapiens cDNA 
NM_005557*:Homo sapiens kerafin 16 (focal non 
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Hs.44155 


DKFZP585G1517 protein 


3.1 


447815 


AM32199 


Hs.247084 


ESTs 


3.1 


441974 


A1683782 


Hs.128245 


ESTs 


11 


446474 


AI301227 


Hs.150188 


hypothetical protein DKFZp566K1946 


11 


452165 


AI948607 


Hs.264680 


ESTs 


3.1 


451659 


BE379761 


Hs.14248 


ESTs 


3.1 


439979 


AW600291 


Hs.6823 


hypothetical protein FU1O430 


3.1 
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447701 BE619526 Hs.255527 hypotheficd protein MGC1 41 28 3.1 

443648 A1085377 Hs.143810 ESTs 3.1 

414696 AF002020 Hs.7691B Niemann-Pick disease, type C1 3.1 

449441 A1556040 Hs.196532 ESTs. 3.1 

5 458145 AI239457 Hs.130794 ESTs 3.1 

444588 AI221321 Hs.167559 ESTs 3.1 

450832 AW970602 Hs.105421 ESTs 3.1 

449425 AW103433 Hs.195684 ESTs 3.1 

440953 AI683036 Hs.124135 Homo sapiens cDNAFUl 3051 fis, done NT2RP30 3.1 

10 42215B L10343 Hs.112341 protease Inhibitor 3, skin-derived (SKALP) 3.1 

416120 H46739 gb:yo14M£s1 Scares adult brain N2b5HB55Y Ho 3.1 

425081 X74794 Hs. 154443 rrunichromosome maintenance deficient (S. cere 3.1 

404107 Target Exon 3.1 

419563 AA526235 Hs.193162 Homo sapiens CDNAFU11983 fis, done HEMBB10 3.1 

15 417168 AL133117 Hs.81376 Homo sapiens mRNA; cDNA DKFZp586L1 121 {from c 3.1 

435604 AA625279 Hs26892 uncharacterized bone marrow protein BM040 11 

442824 BE178065 Hs.144081 ESTs 3.1 

435061 AI651474 Hs,163944 ESTs 3.1 

420589 AA419360 Hs.192708 ESTs 3.0 

20 434569 AI311295 Hs.8294 K1AA01 96 gene product 3.0 

420039 NM.004605 Hs.945B1 sulfotransferase family, cytosofic, 2B, membe 3.0 

453883 A1638516 Hs.22630 cefaclor required for Sp1 transcriptional act 3.0 

402892 Target Exon 3.0 

405087 Target Exon 3.0 

25 411770 NM_014278 Hs.71992 healshockrjrotein(hsp110farnily) 3.0 

459587 AA031955 gbzk15e04.s1 Soares_pregnanLuterus_NbHPU Ho 3.0 

435990 AI015862 Hs.131793 ESTs 3,0 

442577 AA292998 Hs.163900 ESTs 3.0 

448733 NW_005629 Hs.1 87958 solute carrier famHy 6 {neurotransmitter tra 3.0 

30 458154 AW816379 Hs.335018 ESTs 3.0 

416809 N67253 Hs.271691 ESTs 3.0 

444946 AW139205 Hs.1 56457 hypothefical protein FU22408 3.0 

437938 AI950087 gbnwq05c02Jt1 NCI_CGAPJGd1 2 Homo sapiens cON 3.0 

413281 AA861271 Hs.222024 transcription factor BMAL2 3.0 

35 434808 AF155108 Hs.256150 Homo sapiens, Similar to R1KEN cDNA 281002701 3.0 

445505 AI971156 Hs.148891 ESTs 3.0 

425005 AI565851 gbin07g03jrt NO J£APJ3rn25 Homo sapiens cDN 3.0 

435673 AF202961 Hs.284200 Homo sapiens uncharacterized gastric protein 3.0 

432189 AA527941 gb:nh30c04.s1 NQ_CGAP^Pr3 Homo sapiens cDNA 3.0 

40 453509 ALO40021 Hs.252674 ESTs, Weakly similar to alternatively spBced 3.0 

455750 BE075114 o£PM1-BTK85-1 10200403*11 BT0585 Homo sapi 3.0 

407777 AA161071 Hs.71465 squalene epoxidase 3.0 

424441 X14850 Hs.1 47097 H2Ahistcfle family, member X 3.0 

417734 Z42667 Hs.6724 ESTs 3.0 

45 449676 AW380579 H*l209657 ESTs 3.0 

445425 A1223511 Hs.300722 ESTs 3.0 

427061 AB032971 Hs.173392 WAA1 145 protein 3.0 

433584 AW295399 gb:UI-H-BI2-ahv-h-03-0-ULs1 NCI_CGAP..Sub4 Ho 3.0 

444477 A1150548 Hs.23155 ESTs 3.0 

50 446255 A1283257 Hs-257090 ESTs 3.0 

400612 C10001034:gij7513113lpir|IT13078 WAA0992 pro 3.0 

450841 AI741466 Hs.270515 ESTs 3,0 

410561 BE540255 Hs.6994 Homo sapiens cDNA: FU22044 fis, done HEP091 3.0 

433871 W02410 Hs.205555 ESTs 3.0 

55 401994 Target Exon 3.0 

449272 AW137656 Hs.197645 ESTs 3.0 

409703 NMJXJ6187 Hs.56009 2^4ligoadenylate synthetase 3 (100 kD) 3.0 

400250 Eos Contrd 3.0 

40B015 AW136771 Hs344349 epidermal drfferenfiafion complex protein Bk 3.0 

60 436414 BE264633 Hs.143638 WD repeat domain 4 3.0 

432220 A1571306 Hs^32224 ESTs 3.0 

420831 AA280824 Hs.190035 ESTs 3.0 

433644 AW342028 gb:hb75d03jc1 NCi_CGAP_Ut2 Homo sapiens cDNA 3.0 

447313 U92981 Hs.18081 Homo sapiens done 0T1P1B6 mRNA, CAG repeat r 3.0 

65 428262 A1651324 Hs.7298 biphenyl hydrolase^ (serine hydrolase; br 3.0 

452778 R71338 Hs.5921 Homo sapiens cDNA: FU21592 fis, clone COL070 3.0 

417308 H60720 Hs.81892 KIAA0101 gene produd 3.0 

436281 AW411194 Hs.85195 myeloid leukemia factor 1 3.0 

433485 A1493076 Hs.201967 aldc-keto reductase family 1 , member C2 (dihy 3.0 

70 423556 R72694 Hs.7720 dynein, cytoptasrnic, heavy polypeptide 1 3.0 

426890 AA393167 Hs.41294 ESTs 2.9 

436333 AA709270 Hs.136672 EST 2.9 

440006 AK000517 Hs.6844 hypothetical protein FU20510 19 

402556 C100t383*:giI538695|pjraA61ie3 hypothetical 2.9 

75 411098 AW817238 gb:QV0^T0247^9020T>105-b07ST0247rtomosapi Z9 

435399 AA67S463 gbac50c03.s1 Stratagene hNT neuron (937233) 2.9 

431070 AW408164 Hs.249184 transcripfion factor 19 (SC1) 2.9 

427986 N45214 Hs.282387 Homo sapiens cDNA: FU21 837 fis, done HEP01 6 2.9 

410658 AW105231 Hs.192035 ESTs 2.9 

80 434539 AW748078 Hs.214410 ESTs, WeaWy similar to MUC2_HUMAN MUCIN 2 PR Z9 

412279 BE245511 gb:TCBAP1 D3235 Pediatric pre-B cell acute tym 2.9 

405277 ENSP0000021 1621M<sratin, type II cytoskeleta 2.9 

423733 AA330281 gb:EST33985 Embryo, 12 week ll Homo sapiens c 2.9 
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AW895387 




407538 


AJ404672 


Hs.334483 


4i<3oUO 


AW303544 


Hs.118654 




AU0766O9 


Hs^934 


A^AAtl 


NM.006769 Hs.3844 




AW263155 


Hs.14559 


41400/ 


AW945964 




ATM AO. 
<*OD140 


BE005252 


Hs.321583 


Action 


U9S031 


Hs.102482 


xrviosH 






/MCT7QC 


AA147829 


Hs301431 




BE300078 


Hs.80449 


4Ul ioO 






443859 


NM.013409 Hs.9914 


404253 






432491 


AA662910 


Hs.42635 


435667 


AA954229 


Hs.1 14052 


429035 


BE549781 


Hs^70475 


446733 


AA853360 


rfeZ6040 


446417 


A1299050 




437637 


AJ003029 


Hs.65792 


452452 


BE393822 


Hs.29645 


442432 


BE093589 


Hs.38178 


450698 


W31489 


Hs.95044 


439430 


AF124250 


Hs.6564 


434876 


AF160477 


Hs.61460 


438268 


AA782163 


Hs.293502 


APiifOi 

4Ul/ol 






439625 


AF086453 


Hs.58611 


425234 


AW152225 


Hs.165909 


410743 


AA089474 


Hs.272153 




NNL002462 Hs.76391 


449746 


AI668594 


Hs.176588 


443479 


AF027219 


Hs.9443 


442601 


AI584969 


Hs.46772 


405932 






405454 






418844 


M62982 


Hs.1200 


408562 


AI436323 


Hs.31141 


408829 


NMJXJ6042 Hs.48384 


414581 


AA256213 


Hs.72010 


411268 


AK000512 


Hs.69388 


450024 


AA005129 




400297 


AI127076 


H^334473 


436481 


AA379597 


Hs.5199 


400631 


AF173937 


Hs.109494 


429118 


H20669 


Hs.35406 


444381 


BE387335 


Hsl283713 


435711 


AF226667 


Hs.58553 


419088 


A1538323 


Hs.52620 


431629 


AU077Q25 


Hs^65827 


429299 


AI620463 


Hs^93384 


451702 


AW665452 


Hs.246503 


432162 


AA584062 


Hs.272798 


405281 






438161 


BE089028 


Hs.20158 


409103 


AF2S1237 


Hs.112208 


425599 


AW366745 


Hs.214140 


425274 


BE281191 


Hs.155462 


435099 


AC004770 


Hs.4756 


445873 


AA250970 


Hs.251946 


452730 


AAD27952 


Hs.165216 


413083 


BE064528 




437030 


AA742577 


Hs.303781 


438113 


AI467908 


Hs.8882 


442973 


BE567665 


HsZ88550 


440994 


AI160011 


Hs.193341 


442295 


AI827248 


HsZ24398 


422689 


AWB56665 




410310 


J02931 


Hs.62192 


424408 


AI754813 


Hs.146428 


433788 


AI810534 


Hs.161275 


403806 






437182 


ALO80O98 




453955 


AW579207 


Hs.304666 


420795 


AA323037 


Hs.128645 


452696 


AI826645 


Hs.211534 


432656 


NML000246 Hs.3076 


438052 


AA776564 


Hs.41891 


441755 


AW450826 


Hs.1 27788 


427961 


AW293165 


Hs.143134 


449785 


A! 225235 


Hs.288300 


450451 


AW591528 


Hs.202072 



gb^V4^N0038^00300-157-c10NN0038Homosapi 29 

hypothe&sl protein FU 23571 29 

ESTs Z9 

ribonucleotide reductase Ml pdypeplide Z9 

UM domain only 4 Z9 

hypothetical protein RJ10540 Z9 

gb:OVO-ET00014)50500-228-e09 ET0001 Homo sapi Z9 

Homo sapiens cDNA RJ20779 fis, done COL0507 Z9 

mucin 5. subtype B, tracheobronchial Z9 

ENSP0000025224?:Kera&,typetlcytosketeta Z9 

endothelial zinc finger protein induced by tu Z9 

Homo sapiens, done IMAGE3535S4, mRNA, part Z9 

Target Exon Z9 

fbfflstafin Z9 

NM_021058*:Homo sapiens H2B histone famDy, m Z9 

hypothetical protein DKFZp434K2435 Z9 

ESTs Z9 

ESTs Z9 

ESTs, Weakly similar to fatly add ornega-hydr Z9 

gb:qn14d12x1 NCLCGAPJ.U5 Homo sapiens cONA Z9 

symrophin, gamma 2 Z9 

Homo sapiens mRNA; cDNA DKF2p761 C029 (from d 29 

hypothetical protein FU23468 29 

ESTs.Wealdysirrdartol38022hyrJOlhe6calp Z9 

cervical cancer anti-estrogen resistance 3 29 

Ig superfamDy receptor LN1R 29 

ESTs Z9 

Target Exon Z9 

ESTs Z9 

ESTs, Weakly similar b 138022 hypothetical p 29 

ESTs 29 

myxovirus (influenza} resistance 1 , homotog o 29 

ESTs, WeaWy similar b CP4Y_HUMAN CYTOCHROME 29 

zinc finger protein 202 29 

ESTs Z9 

C15000305^|3806122jgb!AAC69198.1|{AR)97887 29 

a2000541#|5729884lrenNPJQ06539Ll| IGF-ll Z9 

arachidonate 12-Ttpoxygenase 29 

Homo sapiens mRNA for K1AA1568 protein, parti 29 

heparan sulfate (glucosamine) 3-0-sidfotransf 29 

ESTs 29 

hypothetical protein FU20505 29 

gbzh90h08.r1 SoaresJeia!Jver_spleenJNFLS 29 

hypothetical protein DKFZp56401278 29 

HSPC1 50 protein similar ta ubiquitirhconiugat 29 

secreted protein of unknown function 29 

ESTs, Highly similar ta unnamed protein produ 29 

ESTs, Weakly similar ta S64054 hypothetical p 29 

CTP synthase II 29 

mtegrin, beta 8 28 

interferon, dpha-inductble protein (done IF 28 

hypothetical protein MGC13102 28 

ESTs 28 

hypothetical protein FU20413 28 

NM_002864:Homo sapiens pregnancy-zone protein 28 

ESTs. WeaWy similar to S341 59 transcripfon 28 

XAGE-1 protein 28 

ESTs, WeaWy simBar to ALU1_HUMAN ALU SUBFAM 28 

rrrinichromosorne maintenance deficient (mis5, S 28 

flap structure-specific endonudease 1 28 

poiy(A)-binding protein, cytoplasmic 1-!ike 28 

ESTs 28 

gb:RC4-BT0311.25020(W)144i06BT0311 Homosapi 28 

EST 28 

ESTs 28 

Homo sapiens cDNA FU23156 fis, done LNG096 28 

ESTs 28 

Homo sapiens cONA FU1 1469 fis, done HEMBA10 28 

gb:RC3-CT0297-29010W)1^d03 CT0297 Homo sapi 28 

coagulaSon factor 111 (thromboplastin, fissu 28 

collagen, type V, alpha 1 28 

ESTs 28 

Target Exon 28 

gfcHomo sapiens mRNA; cONA DKFZp564C1072 (fro 28 

ESTs, WeaWy similar to I78B85 serine/lhreoni 28 

sorting nexin 16 28 

ESTs 28 

MHC dass II transactor 28 

zinc finger 1111 28 

ESTs 28 

ESTs 28 

hypothetical protein FU23231 28 

ESTs 28 
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406831 N73448 Hs.50272 ESTs, Weakly similar to RS1 A_HUMAN 40$ RIBOSO 2.8 

411558 AA102670 Hs.70725 gamma-aminobutync add (GABA) A receptor, pi 28 

439453 BE264974 Hs.6566 thyroid hormone receptor inleractor 13 2.8 

413582 AW295647 Hs.71331 hypothefcal protein MGC5350 2.8 

5 448979 AI611378 Hs.192610 ESTs 2.8 

409143 AW025980 Hs.138965 ESTs,WeaWysirrflartol38022hypottiefica!p 2.8 

410564 N^.006033 Hs.65370 lipase, endolheSal 2.8 

444550 BE250716 Hs.87614 ESTs 2.8 

422109 S73265 Hs.1473 gastrin-releasbg peptide 2.8 

10 407788 BE514982 Hs.38991 S100 caWurrvfcMng protein A2 28 

445941 A1267371 Hs.172636 ESTs 28 

459719 AW749511 Hs.301554 ESTs, Weakly similar to AF1 33298 1 cytochrome 28 

413943 AW294416 Hs.144687 Homo sapiens cDNA FU12981 fe. clone NT2RP20 2.8 

456455 AA477609 Hs.89563 nuclear cap binding prolan subunit 1, 80kD 2.8 

15 428301 AW628666 Hs.98440 ESTs, Weakly similar to 138022 hypothetical p 2.8 

403000 BE247275 Hs.151787 U5 sriRNP-specffic protein, 116 kD 2.8 

413273 U75679 Hs.75257 stem-loop (histone) binding protein 2.8 

439846 T63959 Hs^2B320 hypotheticai protein FU23537 2.8 

429597 NM_003816 Hs.2442 a cfisintegrin and metafloproteinase domain 9 2.8 

20 412970 AB026436 Hs.177534 duat specificity phosphatase 10 28 

455091 BE079752 gb:RC6-8T0627-1 40200-01 1-A04BT0627 Homosapi 2.8 

410049 AW579475 gb^CtM)T0076-11010(W31-d10DT0076Hornosapi 2.8 

452571 W31518 Hs.34665 ESTs 28 

455666 BE065813 gb:RC2-BT0318-11010(W12-a08BT0318 Homosapi 28 

25 426343 N&UJ14642 Hs.169387 KIAA0036 gene product 28 

414853 U31116 Hs.77501 sarcoglycan, beta {43kD dystrophin-assxialed 2.8 

409142 AL136877 Hs.50758 SMC4 (structural maintenance of chromosomes 4 27 

418592 X99226 Hs.284153 Fanconi anemia, wmrjlementafiongroupA 27 

429128 AA446869 Hs.1 19316 ESTs 2.7 

30 427651 AW405731 Hs.1B498 Homo sapiens cDNA FU1 2277 fis, done MAMMA10 27 

433345 A1681545 Hs.152982 hypothetical protein FU 131 17 27 

403763 N^MIOSg'^orno sapiens tachyWnin receptor 3 27 

444172 BE147740 Hs.104558 ESTs, Moderately similar to 138022 hypothetic 27 

405753 AA505665 Hs.217493 annexinA2 27 

35 415747 AA381209 gb:EST94257 Activated T-ceHs l Homo sapiens 27 

419875 AA853410 Hs.93557 proenkephafci 27 

452234 AW084176 Hs.223296 ESTs. Weakly similar to I38022 hypothetical p 27 

430466 AF052573 Hs^41517 polymerase (DMA directed), theta 27 

456181 L36463 Hs.1030 ras inhibitor 27 

40 416548 H62953 gbyr47f06jl Scares fetal Ever spleen 1NFLS 27 

417995 AW974175 Hs.1 88751 ESTs. Weakly similar to MAPB_HUMAN MICROTUBUL 27 

435347 AW014873 Hs.1 16963 ESTs 27 

* 457339 AW971949 Hs.291252 ESTs, Weakly similar to ZN91_HUMAN ZINC F1NGE 27 

417398 N78541 Hs.177365 ESTs . 27 

45 408380 AF123050 Hs.44532 diubiquitin 27 

437724 AW444828 Hs.184323 ESTs 27 

408680 AK000093 Hs.46821 hypothetical protein FU20086 27 

454202 AW178363 gb:RC3-HT0105^10999^024t06HT0105 Homosapi 27 

441362 BE614410 Hs.23044 R/kD51(S.cerevisiae)homolog(EcoHRecAho 27 

50 422278 AF072S73 Hs.114218 frizzled (Drosophila) homolog 6 27 

406092 Target Exon 27 

447748 AI422023 Hs.161338 ESTs 27 . 

443236 AI079496 Hs.134169 ESTs 27 

433743 AF075312 Hs.236760 Homo sapiens clone HQ0262 27 

55 446839 BE091926 Hs.16244 mitotic spindle cofed-cotl related protein 27 

405675 Target Exon 27 

424625 AW904466 Hs.321197 PD2 domain prolein (Drosophila InaWike) 27 

416250 AA581386 Hs.73452 hypothetical protein MGC10791 27 

448592 N69546 Hs.44563 hypothefical protein 27 

60 407289 AA135159 Hs.203349 Homo sapiens cDNA FU12149 fis, done MAMMA10 27 
4072B7 A1678812 gbAi59d08j(1 NCLCGAPJ3as4 Homo sapiens cDNA 27 

448275 BE514434 Hs.20830 kinesin-Dke 2 27 

412977 AA125910 Hs.191461 ESTs 27 

431721 AB032996 Hs.268044 K1AA1 170 protein 27 

65 417357 AF260257 Hs.131917 retinitis pigmen tosa GTPase regulator interac 27 

400298 AA032279 Hs.61635 six transmembrane epithelial antigen of the p 27 

416294 D86980 Hs.79170 K1AA0227 protein 27 

458201 AI989961 Hs.233477 ESTs, Moderately similar to A Chain A, Cyclop 27 

425483 AF231022 Hs.158159 FAT hjmor suppressor (Drosophila) homolog 2 27 
70 401230 NhUM4191^Homo sapiens sooTum channel, volta 27 

422058 AA862231 HsJ34443 ESTs 27 

452747 BE153855 Hs.61460 Ig superfamily receptor LN1R 27 

430152 AB001325 Hs^34642 aquaporin3 27 

„ 444006 BE395085 Hs.10085 type I transmembrane protein Fn14 27 
75 443500 AV646388 HsJ3961 Homo sapiens mRNA; cDNA DKFZp6S7DD95 (from d 27 
418030 BE207573 Hs.83321 neuromedin B 27 
445640 AW969626 Hs.31704 ESTs, Weakly similar to KIAA0227 [H^apierts] 27 
418869 AW516565 gb:xq01d05.x1 Soares_NHCeC_cervicaiJumor Horn 27 

„ 431688 AA513906 gb:ng67c08.s1 NCI_CGAP_Up2 Homo sapiens cDNA 27 

80 427579 AA366143 Hs.179669 hypotheCcal protein FU20637 27 

423175 W27595 Hs.18653 hypotheficai protein FU14627 27 

414737 A1160386 Hs.125087 ESTs 27 
451813 NMJJ16117 Hs.27182 phosphoDpase A2-activaSng protein 27 
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446659 AI335361 H«l226376 ESTs 17 

419833 AA251131 Hs.220697 ESTs 2.7 

411819 AW947884 gb:PM1-MT0010-20030WM)1-g08 MT0010 Homo sapi 2.6 

445592 AV654382 Hs.17947 ESTs, WeaWy similar to T 16534 hypothetical p 2.6 

5 446102 AW168067 Ks252956 ESTs Z6 

441408 A1733249 Hs.126897 ESTs 2.6 

436027 AIB64053 Hs.39972 ESTs, WeaWy simJar to 138588 reverse transc 2.6 

416283 * NM_Q05429 Hs.79141 vascular endothelial growth factor C 2.6 

421470 R27496 Hs.1378 annewnA3 2.6 

10 416658 U03272 Hs.79432 fibrfflin 2 (congenital contractural arachnod 2.6 

428062 AA420683 Hs.98321 hypolhefical protein RJ14103 2.6 

431832 AW276866 Hs.192715 ESTs 2.6 

426698 AA394104 HsJ7489 ESTs 2.6 

433288 AI368873 Hs.271257 ESTs, Weakty sirnBar to 138022 hypothetical p 16 

15 410290 AA402307 Hs322844 hypothefica) protein DKFZp564A1 76 2.6 

432865 Ai753709 Hs.152484 ESTs, Weakly similar to B8022 hypothetical p 2.6 

408690 AW8S4542 gb:PM4-SN0016-120500-0034i02 SN0016 Homo sapi 2.6 

440048 AA897461 Hs328737 ESTs, WeaWy similar to envelope protein [Us 16 

401260 C1001031^ij7305041|retlr^_CO887ai|erythro 16 

20 435136 R27299 Hs.10172 ESTs 2.6 

412108 AA100293 Hs.185043 ESTs 2.6 

434442 AA737415 Hs.1 52826 ESTs 16 

443204 AW205878 Hs.29643 Homo sapiens cDMA FU 131 03 fis, done NT2RP30 16 

419667 AU077005 Hs.92208 a dtsintegrin and nietalioproteinasB domain 15 16 

25 422892 AA988176 Hs.1 21553 hypothetical protein FU20641 16 

409594 AA076118 gbxm18e06.s1 Stratagene pancreas (937208) Ho 16 

410008 AA079552 gtam20hils1 Stratagene pancreas (937208) Ho 16 

423038 026528 Hs.123058 DEAO/H (Asp-Qu-Ala-Asp/Hs) box polypeptide 16 

406671 AA129547 Hs.285754 met proto-cncogene (hepatocyte growth factor 16 

30 450983 AA305384 Hs.25740 ER01 (S. cerevisiasHike 16 

434444 AI765276 Hs.1 01 257 hypothefica) protein MGC3295 16 

421817 AF146074 Hs.108660 ATP-binding cassette, sub-farnily C (CFTR/MRP) 16 

411465 AWB47663 gMU-CT021 3-280 100-056-F02 CT0213 Homo sapi 16 

408625 AW243323 Hs.256785 ESTs 16 

35 412530 AA766268 Hs.266273 hypothefical protein FU13346 16 

439245 NM_C 13381 Hs.6510 thyrotropin-releasing hormone degrading ectoe 16 

431890 X17033 Hs.271986 integrin, alpha 2 (C049B, alpha 2 subunit of 16 

414747 U3Q872 Hs.77204 centromere protein F (350/400kO, mitosin) 16 

401050 NI^014155^Horno sapiens HSPC063 protein (HSPC 16 

40 405897 Target Exon 16 

451153 BE092900 gb:CM2-BT0742-10040(M47-h04BT0742 Homo sapi 16 

407327 AMB7182 Hs.269414 ESTs, Weakly similar to Z195_HUMAN ZINC FINGE 16 

440159 AI637599 Hs.126127 ESTs 16 

404184 pJM_030903*:Homo sapiens olfactory receptor, f 16 

45 428552 AW274560 Hs.129520 ESTs 16 

401367 Target Exon 16 

428450 NR.014791 Hs.184339 K1AA0175 gene product 16 

425698 NM.016112 Hs.159241 polycystic kidney disease 2-fike 1 16 

424783 AA913909 Hs.153088 TATA box binding protein (TBP^-associated fac 16 

50 449432 AW451381 Hs.196529 ESTs 16 

425062 H09748 Hs57387 B-ce!l aUlymphoma 11B {zinc finger protein) 16 

452281 T93500 Hs.28792 Homo sapiens cONAFU 11 041 fis, done PLACE 10 16 

450705 U90304 Hs^5351 Iroquois homeobox protein 5 16 

421506 BE302796 Hs.105097 tfryrniameltinase 1, soluble 16 

55 408391 AW859276 gb:MR1-a0352-240200-1 05^02 CT0352 Homo sapi 16 

427099 AB032953 Hs.173560 odd OzAerwn homolog 2 (Drosophila, mouse) 16 

431750 AA514986 Hs.283705 ESTs 16 

451B07 W52854 Hs.27099 hypotheScal protein FU23293 similar to ARL- 16 

453331 AI240665 Hs.8895 ESTs 16 

60 447175 AB65208 Hs.293606 ESTs 16 

451878 AI821027 Hs.8429 ESTs 16 

433790 BE298215 Hs.288968 RAB22A, member RAS oncogene family 16 

418282 AA215535 Hs38133 ESTs 16 

434557 AW855456 Hs.271866 ESTs, Weakty simHar to ALU1_HUMAN ALU SUBFAM 16 

65 425704 U79293 Hs.159264 Human done 23948 mRNA sequence 16 

420894 AA744597 Hs.88854 ESTs 16 

435663 AIQ23707 Hs.134273 ESTs 16 

448037 AW195634 Hs.1 70401 ESTs 16 

418067 AI12795B Hs£3393 cystafinE/M 16 

70 439524 BE542950 Hs.1 55548 ESTs 16 

402298 Target Exon 16 

424081 NMJU6413 Hs.139120 ribonuctease P(30kD) 16 

407471 D55644 gb:Human spleen PABL (pseudoautosomal boundar 16 

__. 430994 AA490346 Hs.40530 Homo sapiens, done MGC17624. mRNA, complete 16 

75 419983 W55956 Hs.94030 Homo sapiens mRNA; cDNA DKFZp586E1 624 (from c 16 

419699 AA248998 Hs.173044 ESTs, Weakty similar to 138022 hypothetical p 16 

423637 AL137279 Hs.130187 HomosapiertsrnRWA;cDr4ADKFZp43401214(fromc 16 

425415 M13903 Hs.157091 Involucrin 16 

0 . 444826. A1674482 Hs.1 48441 ESTs 16 

80 413331 BE083950 gbPMO6T0651-26O20(W)OU11 BT0651 Homo sapi 16 

414987 AA524394 Hs.294022 hypothetical protein FU 14950 16 

405041 a001706*5i]1345652Isp|P15989lCA36 CHICK COL 16 

413864 BE175582 gb:RC54TT0580.10050M22^01 HT05B0 Homo sapi 16 
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438746 
438966 
433365 
412723 
422656 
411171 
447197 



AI885815 Hs.184727 ESTs 
AW979074 

AF026944 Hs.293797 

AA64B459 Hs.335951 

AI870435 Hs.1569 



gb:EST391 1 84 MAGE resequences, MAGP Homo sapi 
ESTs 

hypothetical protein AF301 222 
LtM homeobox protein 2 
AW820260 gb:Cflf7^TQ296-1 50200-040*10 ST0296 Homo sapi 

R36075 gb:yh88bOU1 Soares placenta Nb2HP Homo sapi 

U72671 Hs.151250 mVercelhilar adhesion molecule 5, tfilencepha 

414883 AA926960 Hs.334883 COC28 protein kinase 1 

419741 NM.007019 Hs.930O2 ubiquitin carrier protein E2-C 

437412 BE06928B Hs.34744 Homo sapiens mRNA; cDNA DKFZp547C136 (from d 

427366 AA885108 Hs.223806 TATA box binding protein (TBPVassociated fac 

455549 AW994222 gb^C3-BN0035-25020(W)12-e02 BN0036 Homo sapi 

409676 AA077118 Hs.197298 NS1-bInding protein 

448305 AA625207 Hs.264915 Homo sapiens cDNA FU 12908 fe, clone NT2RP20 

429413 NMJJ14058 Hs^01877 OESC1 protein 

424420 BE614743 Hs.14668B prostaglandin E synthase 

427510 Z47542 Hs.179312 small nuclear RNA activating complex, polypep 

452834 A1638627 Hs.105685 WAA1688 protein 

424354 NM.014314 Hs.145612 RNAheficase 

455095 AWB55598 gb:CM1-CT0278431 199-032-e08 CT0278 Homo sapi 

431241 AA496799 Hs.36958 ESTs 

424073 U03493 / Hs.1 38959 gap junction protein, alpha 7, 45kO (connexin 

427239 BE270447 Hs.174070 ubiquifin carrier protein 

407103 AA424881 Hs.256301 hypothetical protein MGC13170 

458175 AW296024 Hs.150434 ESTs 

431130 NM 006103 Hs.2719 epidJdymis-srpecific, whey-acidic protein type 

453379 AA035261 Hs.61753 ESTs 

438533 A1440266 Hs.170673 ESTs, WeaWy simHar to T24832 hypothetical p 

412313 AW936832 gb:PM2-OT002^050400-0034i03 DT0023 Homo sapi 

421733 AL1 19671 Hs.1420 fibroblast growth factor receptor 3 (achcndro 

443757 H05479 Hs.62314 ESTs 

449300 A1656959 Hs.222165 ESTs 

434913 AW872860 Hs.11056 RAIBP1 protein 

448946 AI652855 Hs^3363 hypothetical protein FU 10983 

437327 AL353942 Hs.306504 Homo sapiens rnRNA;cDNADKFZp761L23121 (from 

450262 AW409B72 Hs.1 84846 Homo sapiens. Similar to zinc finger protein 

453204 R10799 Hs.191990 ESTs 

420170 U43374 Hs.95631 Human normal keratinocyte mRNA 

449344 AI640355 Hs.312691 ESTs 

439436 BE140845 Hs.57858 ESTs 

449867 AI672379 Hs.122970 hypothetical protein RJ21579 

452220 BE158006 Hs.212296 ESTs 

433675 AW977653 Hs.75319 ribonucleotide reductase M2 polypeptide 

429163 AA884766 gb:am20a10.st Soares_NFUJ_GBC_S1 Homo sapien 

441703 AW390054 Hs.192843 leucine zipper protein FKSG14 

415030 D31118 Hs.191735 hypothetical protein MGC10520 

417975 AA641836 Hjl30085 hypothetical protein FU 231 86 

451105 AI761324 gbwi60b1 1 jc1 NCl_CGAP_Co16 Homo sapiens cDNA 

400301 X03635 Hs.1 657 estrogen receptor 1 

429386 AK001795 Hs301179 hypothetica! protein FU10933 

423949 AI014546 Hs.130912 ESTs 

411768 NH.013371 Hs.71979 interleuWn19 

436961 AW375974 Hs.1 56704 ESTs 

431124 AF284221 Hs.59506 doublesex and mab-3 related transcription rac 

410878 AW809201 Hs.314248 ESTs, Weakly similar to ALU4JHUMAN ALU SUBFAM 

418717 A1334430 Hs.86984 ESTs 

443270 NM 004272 Hs.337737 Homer, neuronal immediate early gene, 1 B 

448454 NMJJ05879 Hs.21254 TRAF interacting protein 

430072 X13294 Hs.300592 v-myb avian myeloblastosis viral oncogene horn 

442966 A1394036 Hs.132237 ESTs, Weakly similar to DUS8_HUMAN DUAL SPEC! 

451494 A1799444 Hs.247095 ESTs, Moderately similar to ALU7_HUMAN ALU SU 

418327 U70370 Hs.84136 paired-tike tomeodomarn transcription factor 

440381 AA917808 Hs.190495 ESTs 

403983 Target Exon 

451340 AW936273 gb.-QVO-DT002(M)90200-107^07 DT0020 Homo sapi 

447888 BE620911 Hs.1 26889 ESTs 

441794 AW197794 Hs.253338 ESTs 

424153 AA451737 Hs.141496 MAGE-fike2 

453633 AA357001 Hs.34045 hypothetical protein FU 20764 

435647 A1653240 Hs.49823 ESTs 

428780 AI478578 Hs.50636 ESTs 

439108 AW163034 Hs.6467 synaptogyrin 3 

422565 BE259035 Hs.118400 singed (Drosophila)-[ike (sea urchin fascin h 

428054 A19485B8 Hs.266619 ESTs 

418811 AK001407 Hs.88663 hypothefical protein FU10545 

409893 AW247090 Hs.57101 minichromosame maintenance deficient (S. cere 

443362 AJ053464 Hs.166505 ESTs 

433183 AF231338 Hs.222024 transcription factor BMAL2 

438214 H06076 Hs.26320 TRABID protein 

446745 AW118189 Hs.156400 ESTs 

414416 AW409985 Hs.76084 hypothetical protein MGC2721 

426333 AW269088 Hs.118183 hypothefical protein FU22833 
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TABLE 12B 



Pkey: Unique Eos probeset IdenCfter number 
CAT number Gene duster number 
Accession! Genbsnk access ton numbers 



Pkey CAT number 
407642 1007175J 



408391 
408690 
409594 



410008 
410049 
4107B4 
411098 
411171 
411465 
411559 
411819 
411958 
412279 
412313 



1055687.1 

107490.1 

114249J 

114876.1 

116544.1 

116812.1 

1172307.1 

1221005J 

1232093.1 

1234393.1 

1246768J 

1249417 1 

1259748.1 

126717 1 

1287332J 

1288355 J 



412333 
412367 

412879 

413083 

413331 

413854 

414147 

414148 

415317 

415613 

415747 

416120 

416168 

416548 

417742 

418347 

41B869 

419807 

420373 

420637 

420930 

422689 

423733 

423735 

423841 

425005 

429163 

431120 

431322 

431688 

432184 

432189 



433584 
433644 
434321 
435399 
437182 
437938 



1289037.1 
1291505.1 

1334272.1 

1348S39.1 

1361726 1 

1395788.1 

142127.-1 

142133.1 

1533847.1 

1540602.1 

155189.1 

1571268.1 

1574545J 

1600181 1 

1696282.1 

174149.1 

179863J 

188252J 

193194.1 

195241.1 

197736.1 

219896J 

231476.1 

231498J 

232507.1 

24S908J 

300543J 

328264.1 

331543.1 

336509.1 

342677.1 

342819.1 

355475.1 

36202_-1 

370400.1 

371919.1 

383473.1 

405576.1 

43421.1 

44573.2 



438390 



45662J 

467436.1 

467651.1 



AW178363 AW845721 BE141041 AW806977 AW845690 AW845691 AW845724 AW1 76564 AW845705 AW845603 AW845729 AW845722 AW178965 

AW845693 AW845585 AW845707 BE141053 BE141046 AW845570 AW845575 BE141043 BE141039 BE141070 AW062443 AW806980 AW845643 

AW806969 AW845686 BE141054 BE141040 BE141044 BE141042 AW845571 AW845604 BE141047 BE141071 AW062442 AW845633 AW178958 

AW859276 AW859274 AW190959 T91463 

AW864542 AA056567 AW882724 

AA0761 18 AA975618 AA076220 

AA295951 AA296889 AA076945 AA077528 AA077497 

M079337 AA079338 AW2721 00 

AA079552 BE142525 BE142527 

AW579475 AW939654 AW939855 

AW803201 BE079700 BE062940 

AW817238 AW993985 AW993998 

AW820260 AW820332 R94406 

AW847663 AW847861 AW861080 

BE144081 BE144190AW851155 

AW947884AW947918 AW947888 AW947883AW947897 AW947910 AW947905AW864751 AW947878 
AA099020 AW751 275 AW751276 AW751289 
BE245511 BE246133AW935247 

AW936B32 AW936609 AW936657 AW93661 1 AW936739 AW936734 AW936779 AW936688 AW936659 AW936738 AW936827 AW936737 AW936736 
AW936740 AW936833 AW936777 AW936830 AW936834 AW936829 AW936772 AW936638 AW936658 AW936636 AW936774 AW936778 AW936766 
AW936776AW936831 AW936760 AW936819 
AW937485 AW937589 AW937658 AW937654 AW937492 

AW945954 AW946020 AW946034 AW946027 AW946041 AW946044 AW946033 AW946024 AW946021 AW946029 AW94501 5 AW946016 AW946039 

AW946045 AW946028 AW946036 

BE092219 BE092361 BE006789 

BE064528 BEO 54589 8E064561 

BE033950 BE084017 BE084016 

BE175582 BE175514 BE175505 BE175591 BE175530 

BE091634 

BE084049 AW292907 AA135984 
Z43388 F05453 R19573 R20275 H06917 
R20233F12901T74740 
AA381209AA381245AA167683 
K46739 H51513H19779 
H23687H46460 H40239 
H62953 N76608 N72413 
R64719Z44680R12451 
AA216419F03238AA229517 
AW516565AA229762AA230035 
R77402 AA262452 AA250988 R05794 
AW968228 AA259146 W01465 
AW976153 AA278945 AA747691 

AW888650AW888651 BE149946 BE149948 BE149951 BE149947 AW888649 AA281840AA281822AW888652 

AW856665 AA315006 AW954733 

AA330281 AA330232 AW962521 

AA330259 AA661806AA502431 AW974633AA649496 

AW753967 AA370795 AA331630 AW962550 

A1555851 AA349656 R24798 

AA884766 AW974271 AA592975 AA447312 

AA4925B8 AA492498 AA492571 

AW970522 AA503009 AA502998 AA502989 AA502B05 T92188 

AA51 3906 AAB47734 AI357044 

AW971125 AA527731 N52655 AI821508 AA532420 

AA527941 AI810608A1620190AA635266 

AW974094 AA569074 AA602574 

AF005258 

AW295399 AW207772 AW300541 AW070290BE348854AW1 70383 AA600968AA778832 
AW342028 AA641030 AA603282 
AA629368 AW849574 AW849573 
AA679463 AW813779 AW813709 
AL080098 AL037472 AA432051 

AI950087 N70203 R97040 N36809 AI3081 19 AW967677 N35320 A1251 473 K59397 AW971573 R97278 W01059 AW967671 AA908598 AA251875 
AI820501 AI820532 W87891 T85904 U71456T82391 BE328571 T75102 R34725 AA884922 BE32B517 AI219788 AA884444 N92578 F13493 AA927794 
A1560251 AW874068 AL134043 AW235353 AA683345 AW008282 AA488964 AA283144 AI890387 AI950344 AI741346 AI689062 AA282915 AW102898 
AI872193 AI763273 AW173586 AW1 50329 AJ 553832 AI762688 AA988777 AA488892 A1356394 AW103813 AI539642 AA642789 AA856975 AW505512 
AI961530AW629970BE612881 AW276997AW5 13601 AW512843 AA044209 AW856538 AA1 80009 AA337499 AW961101 AA251669 AA251874 
AI819225 AW205862 AI683338 A1858509 AW276905 A1633006 AA972584 AA908741 AW072629 AW513995 AA293273 AA969759 N75628 N22388 
H84729 H60052 T92487 A1022058 AA780419 AA551005 WB0701 AW613456 AI373032 A1564269 F00531 HB3488 W37181 W78802 R66056 A!002839 
R67840 AA300207 AW959581 T63226 FO4005 

AI422017 AI422945 A1363249 AI4231 13 A1925592 AW20795 A1208187 AI423279 AJ423645 A1424090 AJ359637 AL044732 D17O03 
AW979074 AA834841 AA828650 
AA828995 AA834879 A1926351 
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vtTOCTQ 


47404 1 






491930 1 






624951 1 




«WO«H » 


676384~1 




44/1:*/ 


711623 1 




44uoyy 








794817 1 




40UUZ4 


R99QR 1 
DmjP.I 






OjWIlfi 1 
0*tUU *D_ I 


4011 ID 


859083 1 




401100 


ocricA 1 




AOIiMU 


86640 1 




454202 


lU0U0v/_i 




404/41 


infi7Rfl7 1 


ARAHY7 

4o4/Uf 


muzou_i 


4o4o9i 


107Q917 1 




454988 


19/1BCn7 1 
l£*KJ0Uf.l 








20 




1252971 1 


455095 


1252987 J 




455203 


1259973.1 




455310 


1278158.1 




455319 


1279172^1 


25 


455365 


1284681J 


455549 


1324696J 




455666 


1349545.1 




455750 


1355998.1 




455838 


1374605J 


30 


455987 


1397735.1 


457405 


333127.1 


458829 


773443J 




459267 


966605.1 



AF086400 W79232 W73990 
AAB79294 N67538 A1474541 
AI201849BE069007AW946544 
A1299050BE256910 
R36075A1366546 R36167 
AW850912A1540866 
AI624049 AW117770 A1858360 
AA005129 AA679084 AA694399 
AI702055 R89204 R86260 
AT761324 AW880941 AW880937 
BE092900 AA015B77 AA018521 

AW936273 AW340350 AA017208 AUnieMn 
AW178363 AW84601 1 AW845964 AW845988 AW845977 AWB46002 
BE144666 BE1 84942 AW2384U BE184946 
AW814989 AW814852 AW814808 
AW837349 AW837355 AW882717 

BB^fO BE0raBOtE1^ffl^W855532 BE148818 BE14881S 8E148796 
BE152428 AW855572 AW855607 



AW855605 



AW865450 AW8651 19 AW865452 AW865461 A) 
AW893961 AW893998 AW894034AW894019 

AVffi9o^87 AW895547 AW895564AW895323 AW895405AW895539AW895538 

AW948343 AW948341 AW902855 AW984737 

AW994222AW994377 

BE065813 BE065788 BE065889 BE065832 

BE075114 BE075283 BE075118 

BE145808BE145807BE181883 

BE178323BE177978 

AA504860AA504911 

AI557388BE158936 

AJ003631AJ003650AJ003651 
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40 
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80 



TABLE 12C 



hwnan chromosome 22.' Dunham I.etaL, Nature (1999) 402:489^95. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposrfiom Indicates nucleotide positions of predicted exons. 



Pkey 

400612 
400656 
401050 
401137 
401230 
401260 
401367 
401458 
401486 
401575 
401747 

401760 
401780 
401781 
401994 
402048 
402298 
402337 
402481 
402556 
402639 
402800 
402892 
403274 
403471 
403763 



Ref 

9929646 
8118496 
8117628 
2547238 
9929527 
80768B3 
9796198 
9187885 
7341763 
7229804 
9789672 

9929699 
7249190 
7249190 
4153858 
8072512 



Strand NLposflon 



404107 
404132 
404184 
404253 
404440 
404782 
404959 
404981 
404996 
405041 
405195 



6957691 
9797406 
9863723 
9958129 
6010175 
8086B44 
8072441 
9930659 
7229888 
8140491 



8099028 
6931900 
45B1418 
9367202 
7528051 
9910094 
7407964 
4432779 
6007890 
7547195 
7230083 



Minus 

Pius 

Minus 

Minus 

Minus 

Minus 

Minus 

Plus 

Phis 

Minus 

Minus 

Plus 

Minus 

Minus 

Minus 

Plus 

Plus 

Plus 

Pius 

Plus 

Minus 

Plus 

Minus 

Minus 

Minus 

Minus 

Plus • 

Minus 

Minus 

Plus 

Minus 

Minus 

Plus 

Minus 

Plus 

Minus 

Phis 

Bus 



151513-151662 

17982-18115,20297-20456 

7B449-79425 

^^006.34539^592,3646W6745,4892W9098,526()4-52758 

8600846355 

145356-145807 

76485-77597 

32585^32756,36281-35540,4079140933,4401844179 
131932,132451-132575,133580-134011 

83215-B3W^1-83&^.B374043901,^ 

4290443124,4321 143336.44607-44763,4519945281,4633746732 

4393644078 

87891-8B991 
13579-14026 
20167-223B3 

4392144049,4618146273 
194384-194645 

104069-104179,105683-105859 
85867-85983 
4357543887 
146390-146678 
62441-82701 
201699-202363 
11307-12434 
12652-13548 . 
55675-56055 
80430-81581 
15455-15589 
4524345368 
20626-20770,22513-22721 
- 37999-38145,38652-38998,39727-39872,4055740674.4235142450 

121230-121714 
135716-135851 
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405277 


3980473 


Phis 


23471-23572 


405281 


6139075 


Minus 


34202*3435 1 ,35194^5336,45412^5475.45731^5958,47295^457,49549^9 1 1-54Z79 


405336 


6094635 


Ptus 


33267-33563 


405454 


7656675 


Plus 


133807-134053 


405545 


1054740 


Plus 


1 1 8677-1 18807,1 19091-119295,121626-121823 


405547 


1054740 


Pius 


124361-124520,124914-125050 


405657 


4827303 


Kfinus 


104132-104293 


405S75 


4557087 


Plus 


70304-70630 


405708 


4156182 


Bus 


55030-55504 


405897 


6758795 " 


Plus 


59828-60535 


405932 


7767812 


Minus 


123525-123713 


405943 


6758795 


Plus 


20605-20812 


406087 


9123919 


Minus 


7234-76B 


406092 


9123919 


Plus 


251370-251797,252168-252882 


406487 


9795551 


Plus 


182212-182958 


406554 


7711556 


Phis 


106956-107121 


406560 


7711569 


Minus 


35162-35292 


406599 


8248616 


Plus 


10933-110B6 



TABLE 13A: 465 GENES UP-REGULATED IN CERVICAL CANCER COMPARED TO NORMAL ADULT TISSUES, LIKELY TO ENCODE EXTRACELLULAR OR CELL-SURFACE 
PROTEINS 

Table 13A rets about 465 genes up-regulated in cervical cancer compared lo normal adult tissues that are fikely to encode extracellular or cell-surface proteins. These were selected 
as (or Table 12A, except (hat the ratto was greater than or equal to 17, and the 95* percenBe value amongst cervical cancers was greater than or equal 100 units, and the predicted 
protein contained a structural domain that Is intficafive of extracellular localization (e.g. ig, fn3, egf, 7tm domains, signal sequences, trarernernbrane domains). The predicted protein 
domains are noted. 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

PPDomains: Predicted Protein Domains 

Unigene Title: Unigene gene Bile 

R1; Ratio of tumor to normal adult tissues 



Pkey ExAccn UnigenelD PPDomains 



425650 

418007 

439606 

452240 

424046 

400289 

418345 

423017 

428227 

,447164 

414764 

416661 

427585 

406467 

428368 

418882 

419247 

446232 

424905 

422420 

427821 

436211 

444342 

422330 

447342 

407839 

410153 

414812 

421773 

413385 

413753 

432239 

418663 



433091 
408538 
420440 
437044 
405547 
439223 
426320 
423S34 
426350 
409744 



NM_001944 
M13509 
W79123 
AI591147 
AF027866 
X07820 
AJ001695 
AW176761 
AA321649 
AF026941 
AW0 13887 
AA634543 
D31152 

BE440042 
NM_004996 
S65791 
AI281848 
NM.002497 
U03398 
AA470158 
AK001581 
NMJJ14398 
D30783 
AI199268 
AA045144 
BE311926 
X72755 
W69233 
M34455 
U17760 
X81334 
AK001100 
AF026942 
Y12642 
AW381532 
NM_002407 
AL035864 



Hs.1925 
H&83169 
Hs^8561 
Hs.61232 
Hs.1 38202 
Hs.2258 
Hs^41407 
Hs.227948 
Hs.2248 
Hs.17518 
Hs.72047 
Hs.79440 
Hs.179729 

Hs.83326 
Hs.89433 
Hs.89764 
Hs.194691 
Hs.1 53704 
Hs.1524 
Hs.98202 
Hs.334828 
Hs.1 0887 
Hs.115263 
Hs.19322 
Hs.161566 
Hs.15830 
Hs.77367 
Hs.112457 
Hs.640 
Hs.75517 
Hjl2936 
Hs.41690 

Hs.3185 
Hs.135188 
Hs.97644 
Hs.69517 



TM^dherin.CadMi_CJerm 

SS.hernopexin.PepfidaseJAlO 

TM,7tmJ 

TM 

SS.TM,serpin 

hemopexin l Peptidase_M1 0 

SS.TM^erpin 

SS,serpin 

SS,TM,ILB 

TM.IBR 

TM 

TM 

SS.CIq, Collagen 
TM,efhand 

SS,Peptidase_M10,hemopexin 

TM,ABCjnembrane^BCJran 

TM T KH-dornain 

m7tnu3R3)CsornatL13 

TMjjWnase 

TM,tubuGn.TNF 

TM,7tm_1 

Ammonium_transp 

Lamp 

SS,TM£GF 
SSJipccaHn 

TM,cadherin, Cadhenn_C Jerm 

QyOTsJransf_2 

SS.TM.IL8 

SS 

TM.IDO 

SSJarrMruEGF^aminin.Nterm,adXshort 
SS,PepSdase_M10^emopextn 



AW23B299 Hs.250618 

W47595 Hs.169300 

AW959908 Hs.1690 

MM 003245 r&2022 

AW675258 Hs^6265 



TM.IBR 

SSJM.UPARJ.Y6 

SS,TM^1-E^_ATPase,CaI)orLATPase_C, N 

SRCRUteroglobin 

TM 

SSJM^BC rnembrane,ABC_tran 1 ig 
SS 

SS,TM 1 TGF-beta,TGFb_propeptide 
TM 

TM,Trarcoiutarr^_CJrarisglutanTin_N,Trar^ 
TM,metalthio,Keteh 
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Unigene Title 

desmoglein 3 (pemphigus vulgaris antigen) 
matrix rnetatloproteniase 1 (interstitial 
G protein-coupled receptor 87 
ESTs 

serine (or cysteine) proteinase inhibitor 
matrix metatloproteinase 10(stromerysin 
serine proteinase inhibitor 13(PI13; se 
serine (or cysteine) proteinase inhibitor 
small inducible cytokine subfamily B (Cys 
Homo sapiens cig5 mRNA, partial sequence 
ESTs 

IGWI mRNA-binding protein 3 

collagen, type X, alpha 1 (Schmid metaphy 

Target Exon 

matrix metafloproieinase 3 (stromerysln 1 

ATP-binding cassette, sub-family C {CFTR/ 

fragile x mental retardation l 

retrnox aero rnauceo d 

NIMA (never in mitosis gene a>reJated ki 

tumor necrosis factor (Eg and) superfamH 

ESTs 

hypothefical protein FU10719; WAA1794 p 
similar to fysosorne-associaied membrane g 
epheguEn ■ 

Homo sapiens. Similar to RIKENcDNA 201 03 
ESTs 

hypothetical protein FLU 2691 
mortokine Induced by gamma interferon 
ESTs 

inddsamine-pyrrole 2,3 dioxygenase 
larrnnin, beta 3 (nlcein (125kD), kafrnin 



desmocoIBn 3 
gb:Homo sapiens cig33 mRNA, partial seque 
lyrnphocyte anfigen 6 complex, locus D 
ESTs 

marnmaglobin 2 

cDNA for differentiaHy expressed C01 6 ge 
NM_018833*:Homo sapiens transporter 2, AT 
UL16 binding protein 2 
transforming growth factor, beta 2 
heparrn-binding growth factor binding pro 
transglutaminase 3 (E polypeptide, protei 
Homo sapiens mRNA; cONA DKFZp5B6P2321 (fr 



R1 

43.6 
38.9 
28.8 
27.0 
24.5 
20.5 
20.1 
19.2 
15.9 
13.8 
1Z9 
12.7 
1£6 
10.5 
102 
~'9.4 
9.1 
8.9 
8.9 
8.7 
6.9 
6.9 
6.8' 
6.8 
6.8 
6.6 
6.5 

a4 

6.2 
5.9 
5.8 
5.5 
5.5 
5.5 
5.4 
5.4 
5.2 
5.1 
5.1 
5.1 
5.1 
5.0 
5.0 
• 4.9 



WO 03/042661 



PCT/US02/36810 



5 

10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



444461 
410361 
423573 
450375 
401575 
428484 
425071 
431808 



406687 
404440 
449226 
444105 
409632 
423515 
423738 
423553 
445537 
446989 
428536 
413801 
429441 
409601 
439238 
446292 
405545 
422938 
423217 
4306B6 
444707 
409582 
408771 
400441 
413278 
42S514 
424927 
408591 
407756 
407137 
411274 



R53734 

BE391804 

BE003054 

AA009647 

NA 

AF104032 
NM.013989 
M30703 
AA643587 
M31126 

AJ403107 
AW1B9097 
W74001 
AA327017 
AB002134 
AA405635 
AJ245571 
AK001898 
A1143139 
M62246 
AJ224172 
AF237621 
N47305 
AF081497 



NWL001809 
NM.000094 
NMJ)01942 
AI188613 
R27430 
AW732573 
M15530 
BE5630B5 



412471 

450650 

451778 

430397 

449722 

422487 

449101 

418994 

421379 

414774 

431956 

418462 

424687 

401486 

408113 

427359 

452934 



AW973665 
AF015224 
AA1 16021 
T97307 
NNL00Z776 

M63193 
T65617 
AI826131 



439750 
414696 
435604 
453883 
448733 
444946 
437938 
424441 
427061 
409703 
447313 
431070 
446269 
421190 
452732 
443859 
446733 
449746 
418844 
414581 
431629 
445B73 
438113 
410310 



BE280074 
AJ010901 
AA205847 
AA296520 
Y15221 
X02419 
X63629 
BE001596 
J05070 
NA 

T82427 
AW020782 
AA581322 
Y09763 
AL359053 
AF002020 
AA625279 
A1638516 
NMJ»5629 
AW139205 
AI950087 
X14850 
AB032971 
KMJ>06187 
U92981 
AW408164 
AW263155 
U95031 
BE300078 
NMJH3409 
AA8S3360 
A1668594 
M62982 
AA256213 
AU077025 
AA250970 
AI467908 
J02931 



Hs^5978 TM 

Hs.62661 SS.TM.GBP 

Hs.1695 SS,TM,Pepfidase_M10 f hemopexm 

Hs.8850 TM,disrntegrin,Pep_M1 2B j)rupep,Reprolysin 
TM 

Hs.184601 TM 

Hs.154424 SS,TM,T4_deiodinase 

Hs.270833 SS.TM.EGF 

Hs.149425 TM,KudeosideJra2 

Hs.272620 SS.Peptidase_M1 O,hemopexin 

TM.MAGE 

Hs.148590 TM,PAF^ap450 

Hs.166597 TM.cadhertn 

Hs.55279 SS,serpin 

Hs.162204 SS,TM,UPAFLLY6 

Hs.132195 SS.TM,lrypsin,SEA 

Hs.96854 TM 

Hs.12844 TM.ras 

Hs.16740 TM 

Hs.2288 TM,efhand,Syndecan 

Hs35406 TM 

Hs.204096 Uteroglobin 

Hs.80828 TM,Samenlfaament l C2 

Hs.46668 TM 

Hs.279682 Ammonlum.transp 

SS,TM,proteasome r igABC_niemb.tranABC_traa, 

Hs 1594 TM,thiolase 

Hs!l640 SS.TM,fh3,vwa,Collagen.Kunit5_BP r n 

Hs.2633 SS,TM,caflierto,CadherfoJUerrn 

Hs.41680 TRcadherin 

Hs.271565 TM 

Hs.47584 TM,KJetra,ion_trans 

Hs.99879 TM.G-alpha 

Hs.833 mubiqui1in!aminin_G,lanHni(LEGF^azal 

Hs.170195 SS,TGFb_propeptide,TGF-beta 

Hs.153850 SS 

Hs.46452 SS,TM,Uteroglobin 

Hs.38260 SS.UCH-1.UCH-2 
TM,GDA1_CD39 

Hs.69423 trypsin 

SS,hemopexin,PeptidaseJ410 

Hs.73946 SS,TM,Glycos„transf_3,Cani_acyltransf 

Hs.101257 TM 

Hs.71243 ig 

Hs.105607 SSJM 

Hs33960 TM,cycfin 

Hs.198267 TM,vwd 

Hs.23016 SS,TM,7tn>_1 

Hs.89546 SS,TM,lBc5n_c^ushi,EGF 

Hs.103982 SS,TM,IL8 

Hs.77274 SS,kringle,trypsin 

Hs.2877 SS,TM,Cadherin_0.teim,cadherin 

Hs.85266 SS,TM/Ritegrin_B,fh3 

Hs.151738 SS.Peptldase_M10,fn2,hemopexin 

SS,TM,trypsto 

Hs.194101 TM,7tmJRfeosomaLL13 

Hs.79881 TM,7tmJ 

Hs.4213 SS,TM,ig 

Hs^2785 SSJM 

Hs.57664 TM,lnlegnn_B,RiaruBJec6nnm 

Hs.76918 SS,TM,Patched 

HS26892 TM 

Hs.22630 TM,Ets,SAM_PNT 

Hs.1 87958 SS,TM,SNF^C_trarMSodh,pkit«se f DSP^Ribosomal_ 

Hs.156457 SS,TM^bhydro!ase 
TMJistone&MHCJ 
TM.histone 
TM 



Hs.147097 
Hs.173392 
Hs.56009 
Hs.18081 
Hs^49184 
Hs.14559 
Hs.102482 
Hs.80449 
Hs.9914 
Hs.26040 
Hs.176588 
Hs.1200 
Hs.72010 
Hs 265827 
Hs.251946 
Hs.8882 
Hs.82192 



TGF-beta 
ABCJran 
TM 

TM,vwd 
TM 

SS.kazai 
TM.D450 
SS.O450 

SS,TMJlpoxygenase,PLAT 

TM,Cam acyttransf,ChoIine_ldnase,SC01-ScnC 

SS.tRNA_an6SH2,SH3,pldnase 

SS,rrm,PABPpWrase,14-W f rrm 

TMJtmJ 

SS,TM,Ttssue_fac 



ESTs, WeaHy simBar to 2109260A B cell g 
guanylate binding protein 1, interferon-i 
matrix metaltopioteinase 12 (macrophage e 
a disintegrin and mstallo proteinase domai 
Target Exon 

solute carrier family 7 {catbnlc amino a 
deiod'mase, todothyronine. type U 
amphrregurm (schwacirwma-derived growth f 
Homo sapiens cDNA FU11980 fis, done HEM 
pregnancy specific beta- 1 -glycoprotein 9 
NM_021048:Homo sapiens melanoma antigen, 
protein related with psoriasis 
ESTs 

serine (or cysteine) proteinase inhibitor 
ESTs 

airway trypsin-fixe protease 

ESTs, Weakly simBar to DYLX_HUMAN CYTOPL 

EGF-Bke^omain, mulBple 6 

hypothetical protein FU11036 

visinin-Gke 1 

ESTs, Highly similar to unnamed protein p 
fipophitin B (uteroglobin family member), 
kerafin 1 (epidermolyfic hyperkeratosis) 
ESTs 

RhtypeCgtycoprotein 

(MDFVTAP) (TAP2) 

centromere protein A (17kD) 

collagen, type VII. alpha 1 (epidermotysi 

desmoglein 1 

desmocoIGn 3 

ESTs 

potassium voltage-gated channel detayed- 
B-cell growth factor 1 (12kD) 
interferon-stimuiated protein, 15kDa 
bone morphogenetjc protein 7 (osteogenic 
hypothetical protein C321DZ4 
mammaojlobin 1 
ubtquitin specific protease 18 
gb:ye53h05.s1 Soares fetal fiver spleen 1 
kalBkreinIO 

NM_002425:Homo sapiens matrix metalloprot 

endothelial cell growth factor 1 (platele 

hypothetical protein MGC3295 

ESTs, Weakly similar to zinc finger prote 

bicarbonate transporter rotated protein 1 

cycfinBI 

mucin 4, tracheobronchial 

G protein-coupled receptor 

selectin E (endothelial adhesion molecule 

small inducible cytokine subf amny B (Cys 

plasminogen acfivaior, urokinase 

cadherin 3, type 1, P-cadherin (placental 

totegrtn,beta4 

matrix metatloproteinase 9 (gelaGnase B, 
C4000647*^4758508|reflNP_00425l1l air 
Homo sapiens cDNA: FU20869 fis, done AD 
Homo sapiens cDNA: FU23006 fis, clone LN 
hypotheficai protein MGC16207 
garnrr^ambobutyric acid (GABA) A receptor 
Homo sapiens mRNA nil length insert cDNA 
hfiernann-Pick disease, type CI 
uricharacterized bone marrow protein BM040 
cofactor required far Sp1 transcriptional 
solute carrier family 6 (neurotransmitter 
hypothetical protein FU22408 
g b:wq05c02jc1 NCI_CGAP_Kid1 2 Homo sapiens 
H2A histone family, member X 
KIAA1 145 protein 



Homo sapiens done DT1P1B6 mRNA, CAG repe 

transcription factor 19 (SCI) 

hypothetical protein FU 10540 

mudn 5, subtype B, tracheobronchial 

Homo sapiens, done IMAGE3535294, mRNA, 



ESTs, WeaWy similar to tatty acid omega- 
ESTs. Weakly similar to CP4Y_HUMAN CYTOCH 
aractudonate 12-Epoxygenase • 
ESTs 

interferon, alphfrJndudble protein (clon 
poly(A)-bintfing protein, cytoplasmic 1-6 
ESTs 

coagulation factor 111 (thromboplastin, t 



4.8 
4.8 
4.8 
4.8 
4.6 
4.5 
4.4 
4.3 
4.3 
4.2 
42 
A2 
4.1 
4.1 
4.1 
4.1 
4.1 
4.0 
4.0 
3.9 
19 
3.9 
3.8 
3.8 
3.8 
3.8 
3.7 
37 
17 
3.7 
3.6 
3.6 
3.6 
3.6 
3.6 
3.6 
3.5 
3.5 
3.5 
3,5 
3.5 
14 
14 
14 
14 
3.4 
14 
13 
13 
13 
13 
13 
3.3 
13 
-12 
3.2 
12 
3.1 
11 
11 
3.1 
11 
10 
10 
3.0 
10 
10 
3.0 
3.0 
10 
2.9 
19 
2.9 
2.9 
2.9 
Z9 
19 
2.9 
2.9 
Z8 
2.8 
2.8 
• 2.8 
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411558 


AA102670 


Hs.70725 


413273 


U75679 


Hs.75257 


426343 


NM.014642 Ks.1 69387 


433345 


A1S81545 


Hs.152982 


452234 


AW084176 


HJL223296 


456181 


136463 


Hs.1030 


408380 


AF123050 


Hs.44532 


422278 


AF072873 


Hs.114218 


446839 


BE091926 


Hs.16244 


416250 


AA581386 


Hs.73452 


407287 


A1678812 




412977 


AA125910 


Hs.191461 


400238 


AA032279 


Hs.61635 


425483 


AF231022 


Hs.158159 


430152 


AB001325 


Hs.234642 


444006 


BE395085 


Hs.10086 


418869 


AW516565 




416658 


U03272 


Hs.79432 


410290 


AA402307 


Hs.322844 


419567 


AU077005 


Hs.92208 


406671 


AA129547 


Hs.285754 


434444 


AI765276 


Hs.101257 


421817 


AF146074 


hte.108660 


431890 


X17033 


Hs.271986 


452281 


T93500 


Hs.28792 


421506 


BE302796 


Hs.105097 


453331 


A1240665 


Hs.8895 


447197 


R36075 




459688 


U72671 


Hs.151250 


437412 


BE069288 


Hs.34744 


429413 


NM_014058 Hs.201877 


424420 


BE614743 


Hs.146688 


427239 


BE270447 


Hs.174070 


407103 


AA424881 


Hs.256301 


431130 


NA/L0061Q3 Hs.2719 


453379 


AA035261 


Hs.61753 


421733 


AL1 19671 


Hs.1420 


452220 


BE158006 


Hs.212296 


417975 


AA641836 


Hs.30085 


440381 


AA917808 


Hs.190495 


441794 


AW197794 


Hs.253338 


439108 


AW163034 


Hs.6467 


401103 


NA 




430630 


AW269920 


Hs.2621 


430129 


BE301708 


Hs.233955 


415621 


A1648602 


Hs.55468 


402745 






407758 


D50915 


Hs.38365 


457570 


AA579426 




429574 


BE268321 


Hs.208912 


431211 


M86B49 


Hs.323733 


452865 


AI924046 


Hs.119567 


420511 


AF052692 


Hs.98485 


437897 


AA770561 


Hs.146170 


437846 


AA773866 


Hs^44569 


416432 


M14156 


Hs.85112 


438108 


AM71795 


Ks.287776 


453406 


AI192987 


Hs.61784 


435542 


AA687376 


Hs^69533 


434517 


AA635690 


Hs.337251 


431630 


NR.002204 


Hs.265829 


422310 


AA316622 


Hs.98370 


441954 


AI744935 


Hs.8047 


416091 


AF295370 


Hs.283082 


429359 


W00482 


Hs^399 


409402 


AF208234 


Hs.695 


432284 


AA532807 


Hs.105822 


408243 


Y00787 


Hs.624 


423229 


AC003965 


Hs.1 25532 


408713 


NNL001248 Hs.47042 


440502 


AI824113 


Hs.78281 


429929 


AB014583 


Hs^26275 


439963 


AW247529 


Hs.6793 


428953 


AA306610 


Hs.1 94676 


439398 


AA284267 


Hs^21504 


440371 


BE268550 


Hs.80449 


452203 


X57522 


Ks.158164 


407811 


AW190902 


Hs.40098 


432078 


BE314877 


Hs.24553 


429113 


D28235 


Hs.196384 


452755 


AW138937 


Hs.213436 


428434 


AW363590 


Hs.65551 


429922 


Z97630 


Hs.226117 



SS.TM 

TMjg.pfcinase 

TM,SCAN7tm_1 

SS 

TM 

TWIRA.VPS9 

TM,ubiquitin7tm_3^NF_receptor p sushi 

TM/rizzfed,Fz 

TM 

TKREJ.PLAT, PKD.WSCLRRCT, GPSPMP22_daudin 

TMjascadherin 

TGF-beta 

TM 

EGF,cadhe7in t lamintnjG 

SS,TM,MIP 

SS.TM 

TMJtesGAP,lQ,WW 
SS,TM£GF,TB 

SS,TM, Sema,T1G,Plexin_repeat 
SS,TM r dsinlegrin f ReproJy^ 
TM,pJdnase,Pbxin_repealSema,TIG,lJM 
TM 

TM^CJran^Cjnembrane,Rhomboid 
vwa,FG-GAPjntegrw_A 
TGF-beta,TGFb .propeptide 
TM.TK 

TM,cfismtegriaPep_M 1 2B_propep,Repro}ys'm 

TM.SDF 

SS.TM.ig 

TM^C^tran^jnembrane,Rhombdd 

bypsin 

TM.MAPEG 

TM.UQ_con 

TM.cNMP.bhdingbypsin 

SS,TM,wap 

PAN.ktingte.bypsin 

SS,TM&,pkinase 

TMjntegrinJVFG-GAP 

SS,frypsm . 

TM 

TM 

SS.TM 

TM,vwd 

TM^ystafin 

TM,G!ycoJransf_11 

TM#stone,Sec1sugar tr 

SS.TM.EGFM-recepUthyroglobuliiLl 

SS.TM 

TM 

SS.TM 

SS.THoonnexin 

SS,TMPMP2^0audin 

SS,TM,connewn 

SS.proJscmerase 

TM 

Insufin 

TM 

pidnase,FurtWfe,RecepJ^domain 

pkinase,RrioGEF,ig,PH,SH3 

TM 

SS.TM.FG^AP.lntegrin.A 

SS.TM.fn3.ig4)janase I Ribosomal_U5€,p450 

TM,Band_7,AAA,cdc48_N 

SS.TM.Defensin.beta 

SS,TMPepfidase_M1 0.hemopexin 

THcystafin 

TMjjkinase 

SS.TM.IL8 

SS.trypsin 

GDA1JX39 

RGS.GoLoco.RBD 

TM 

TM.p45.0Ets 

SS 1 TM > TNFR^c6,arf,Stathmin.DEAD 

SS 

TM 

SS.TMABC_{ran^eCjnembranB 

SS 

TM 

SS.TM.EGF 

GycoJmsfJS 

SS 

TM,rmker_histone7b7i_1 

220 



gamma-annnobutyric acid (GABA) A receptor 28 

stern-toop (hlstone) binding prolan 2.8 

K1AA0036 gene product 2.8 

hyprtheucat protein FU 131 17 2.7 

ESTs, WeaWy simitar to 138022 hypothetic 27 

ras inhibitor 2.7 

diubiquifin 2.7 

frizzled {Drosophfla) homoiog 6 2.7 

mitotic spindle coaed-coil related prote 2.7 

hypothetical protein MGC1 0791 2.7 

SWu59d08jc1 NCLCGAP_Gas4 Homo sapiens 27 

ESTs 2.7 

six transmembrane epithelial antigen oft 27 

FAT tumor suppressor (DrosopWa) hornotog 27 

aquaporin3 27 

type I transmembrane protein Fn 14 27 

gbocqOldOSjcl Soares_NHCeC_cervicattumor 27 

fibrBEn 2 (congenital contracfural arac 26 

hypothetical protein DKFZp564A176 26 

a asmtegrin and metaBoprotefnase dcmaf 26 

mat proto-oncogene (hepatocyte growth fac 26 

hypolhelfcal protem MGC3295 26 

ATP-binding cassette, sub-family G (CfXW 26 

mtegrin. alpha 2 (CD49B. alpha 2 subunit 26 

Homo sapiens CDNAFU11041 fe,done F1A 26 
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416737 AF154335 Hs.79691 
35 409012 AL117435 Hs.49725 
423804 AW403448 Hs.1706 
410418 D31382 Hs.63325 
440028 AW473675 Hs.125843 
457646 M725650 Hs.11294B 
40 445439 BE243084 
420426 AA262045 
431341 AA307211 
412338 AA151527 
414799 AI752416 
45 452700 A1859390 

430877 NM.005269 HsJ2693 
428624 A1125222 Hs.98712 
444055 AW449415 Hs.10260 
416319 AI815601 
50 429357 AB007867 
430425 AA531428 
441668 AI611973 
418469 U34B79 
450835 BE262773 Hs.25584 
55 418859 AA229558 
425304 AA463844 
423635 X85019 
414820 AA371931 
440654 AW014242 Hs.159998 
60 412276 BE262621 Hs.73798 
422087 X58968 
407151 H25836 
410726 AI623B59 
452012 AA307703 Hs.279766 
65 433627 AF078866 Hs.284296 
409220 BE243323 Hs.51233 
427082 AB037858 Hs.173484 
426410 BE298446 Hs.305890 
433598 AI762836 Hs.271433 
70 436495 BE258948 Hs.290874 
422032 AA476966 HS.11QB57 
429736 AF125304 Hs.212680 
427600 AW630918 Hs.179774 
431981 AA664069 Hs.115779 
75 407736 N41744 Hs.19978 
420187 AK001714 Hs.95744 
424620 M101043 Hs.151254 
430488 D19589 Hs.13453 
423393 R37772 Hs.21420 
80 444051 N48373 Hs.10247 



HS23476 
Hs.98453 
Hs.30928 



Hs.170531 
Hs.86947 



Hs.152925 

Hs.44680 

Hs.133494 

Hs.154918 

Hs.76941 



Hs.12719 
Hs.36567 
Hs.251531 
Hs.69485 
Hs.77326 
Hs.288940 



Hs.79197 

Hs.278311 

Hs.241412 

Hs.127525 

Hs.85279 



Hs.31339 
Hs.130181 
Hs.77422 



Hs.111301 
Hs.301527 
Hs.15936 



TM 
TM 

SS,adenyiatekmase 
TM, Gal-bind Jectin 
TMApoTipoproteinig 
TM,PepQdase_M1 O.hemopexin 
TM 

TM,WHEP-TRS,7tm_2 
SS 
TM 

SS.TM,dtsintegrin.Pep_M12Bj)ropep l Reprolysln 
SS 
TM 
TM 
TM 

SS,wnt 
TM 

ig 

TM.PEPCK 
TM 

SS.wap 
TM 
TM 

TM,HC03j»trartsp 
TM 
TM 

TM,p450 
TM 
TM 

TM,Ribosoma]_S1 7Ribosomal_L1 3 
hofmone_rec,Pro9_receptDr^i-C4 
SS.TM,Ng_K-ATPaseE2F_TDP 
TM,CoBagen 

SS.TM.UM.PDZsugarJr.PDZ.LlM 
TMRhoGEFzl-OHHCadh^shart 
TMJRF 

SSJM,bypsin,WLrecepLa 
TM 

TM.SPRY 
SSJGF-bela 

TM,GaJactosyljr_2ATP-synLC 
TM.proteasome 

TUSema,RexinjepeamG,Plexiruepeal 
SS ( thyroglobuErLl,IGFBP 
TM,DlXRGS,thiored 

GST C.tRNA-synU,WHEP-TRS.TGF-beta 
TM,Wored,Y_phosphatase,MAM^,fn3MSP_doman 
TMjon trans 
SSJMjg 



TM 

TM,Arrmioiu*umJransp 

SS.TM,adh_short 

TKArfGap 

TM 

TM,ig,ITAM 

TM,Ricm_B_lecfin 

TMMJrarfi,UM,Synaptophysin 

TM,connexin 

SS.MIF 

Ss!Peplidase_M10,fn2.hemop8Mn 

SS.TNF 

TM.PX 

TM,kinesin 

TM,SURF4,SURF1,DBADlipocalin 

TM.dealh.TNFK.c5 

TM,mito_carr 

TM.BcV2.BH4 

TM,Cytidy}yltransf,SlR27tm_2 
TM^rmadilto.seg 

TM,TFnS,RN^POU_M_15KDserpin,honTttnie_tec^M34 
SSJNFRj* 

T^Transgiutamin_C,Transglutamjn_N,Transglul.core 

laminki_B,lamirun_FGF 

TM,Sutfatase 

TM 

SSJM,trypsin 
TM 

TM,truoredpkm3se 
SS.ig 



hypothetical protein MGC2603 
PRP4/STK/WD splicing factor 
Opl-interacting zinc finger protein 
ESTs, Moderately similar ta R27328 2 [Rs 
DMA segment on chromosome 19 (unique) 117 
hypothetical protein FU 131 54 
gbioy92e04jc1 SoaresJetal>er_sp!eenJ 
gr/cyHRNA synthetase 
hypotheOcai protein FU10199 
ESTs 

a disintegrin and metaBoproteinase doma* 
ESTs 

DKFZP586E1621 protein 
ESTs 

hypothetical protein FU10385 
wingless-type MMTV integration site f amS 
hypothetical protein FU 10407 
pregnancy srjeciticbeta-l^ryccprotdn 11 
transmembrane, prostate androgen induced 
Homo sapiens, Similar to RIKEN cDNA 94300 
secretory leukocyte protease inhibitor (a 
ESTs 
ESTs 

ENSP0000020258rfilcarbonate transporter- 

ESTs 

ESTs 

ESTs 

K1AA1268 proton 

hypothetical protein FU20979 

Homo sapiens clone TCCCIA00164 mRWA seque 

ESTs 

ATPase, Na? transporting, beta 3 polype pt 
CSR1 protein 
UM domain prolan 
DKF2P434I216 protein 
toterferorwsfimulated transcription facto 
transmembrane protease, serine 4 
ESTs. Weakly similar to T17227 hypothetic 
ESTs 

regulator of nonsense transcripts 1 
Homo sapiens cDNA FU14227 fc, clone NT2 
proteasome (prosome. macropam) subun'rt, 
hypothetical protein FU12436 
insufin-fike growth factor binding protei 
five-span transmembrane protein M83 
gfioma-associated oncogene homolog (zinc 
rrypotheticai protein DKFZp434H0311 
Homo sapiens cDNA FU 1 1 341 6s, clone PLA 
CD83 antigen (activated B ryrnphocytes. cm 
ptextn B1 

apoEpoprotein L. 2 
ESTs 

hydraxysteroid (17-beta) dehydrogenase 1 

rrypotheticai protein FU10767 

gbmc15d10.s1 NCLCGAPJ>r1 Homo sapiens c 

ffixobtest growth factor 11 

UDP-N-a^tyt-alpha-D-ga!actosamine:po!ype 

proteolipid protein 2 (colonic epithelium 

ESTs 

macrophage migrafion inhibitory factor (g 
matrix metalloproteinase 2 (gelafinase A, 
ESTs, Moderately similar to unknown lUsa 
ESTs 

kinesin family member 4A 
Homo sapiens cDNA: FU22993 fe. clone KA 
tumor necrosis factor receptor superfamil 
hypothetical protein FU10337 
BCL2-tike 1 

ESTs, Moderately similar to ALU2 W HUMAN AL 
ESTs, Weakly similar to ALU8JWMAN ALU SU 
polymerase (RNA) III (DNA directed) polyp 
tumor necrosis factor receptor superfamil 
proteasome (prosome, macropain) activator 
ESTs 

CGl-30 protein 

hypothetical protein similar to ankyrin r 
kaiiikreln 7 (chyrnobypuc, stratum come 
hypothetical protein FU 14753 • 
p21-acuVated protein kinase 6 
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TABLE 138 

Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession: Gen bank accession numbers 



Pkey 

408344 
418546 
418859 
418859 
43793B 



CAT Number Accessions 



443534 
447197 
454197 



455333 
457570 



105240J 
175677 J 
179717J 
179853.1 
44573J 



467390 1 
572957.1 
711623J 
1050392 J 



1281 044J 
357443J 



AA053843BE162213 
AA224827 T59708T59343BE156903 
AA229558 AA345492 AA229582 
AW516565 AA229762 AA230035 

A3950087 N70208 R97040 N35809AI308119 AW967677tm320/U251473H59397AVW71573 R97278VV01059AW^671 AA908598AA251875 
AI820501 AJ 820532 W87891 T85904 071456 T82391 BE32B571 T75102 R34725 AA884922 BE328517 AI219788 AA884444 N92578 F13493 
AA927794 AI560251 AW874068 AL134043 AW235363 AA663345 AW0C8282 AA4889S4 AA283144 AI8903B7 Al 950344 AI741346 A16B9062 
AA282915 AW102898 AI872193 A1763273 AW173586 AW150329 AI653832 AJ762688 M988777 AA488892 AI356394 AW103813 Al 539642 
AA642789 AA856975 AW505512 AB61530 AW629970 BE61 2881 AW276997 AW51 3601 AW512843 AA044209 AW856538 AA160009 AA337499 
AW961 101 AA251669 AA251 874 A1819225 AW205862 AI683338 A) 858509 AW276905 AI633006 AA972584 AA908741 AW072629 AW51 3996 
AA293273 AA969759 N75628 N22388 H84729 H60052 T924S7 AI022058 AA780419 AA551005 W80701 AW613456 A1373032 A1564269 F00531 
H83488 W37181 W78802 R66055 AI002839 R67840 AA300207 AW959581 T63226 F04005 
BE046594 BE046667 AA828585 AI207343 
AI076123AI244834AI695239 
R36075AJ366546 R36167 

8E140966 BE140961 BE140967 BE141006 BE140985 BE140970 BE141669 BE141553 BE141664 BE141655 BE141661 BE141660 BE140969 
BE141673 BE141650 BE141674 BE141550 BE141688 AW178241 BE140994 BE141666 BE140998 BE141008 BE140988 BE14101 1 BE140975 
BE141667 BE141675 BE141657 BE141681 BE141 656 BE141672 BE141680 AW178237 BE141012 BE140990 BE141658 BE141648 BE141013 
BE141668 BE140973 BE141004 BE140963 BE140984 BE141009 AW178232 BE141007 BE141649 AW178293 BE140993 AW17B233 BE141646 
BE141005 BE141691 BE141000 BE141652 BE140SS5 BE141562 BE140960 BE140962 BE141001 BE140978 AW178229 AW178239 BE141671 
AW178230 BE141547 AW178235 BE141663 BE141549 BE140996 BE141003 AW17B236 BE141002 BE141556 
AW897851AW897852 
AA579426 AA579436 AA573736 



TABLE 13C 

Pkey: Unique number corresponding to an Eos probeset 

Ren Sequence source. The 7 digit numbers in this column are Genbank identifier (Gl) numbers. ■Dunham I. et aL' refers to the publication entitled Tne DNA 

sequence of human chromosome 22." Dunham L et aL, Nature (1999) 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
Ntposttion: Indicates nucleotide posifions at predicted exons. 



Pkey 


Ref 


Strand 


NLposition 


400666 


8118496 


Plus 


17982-18115,20297-20456 


400749 


7331445 


Minus 


9162-9293 


401103 


8558122 


Minus 


98330-98449 


401486 


7341763 


Plus 


32585-32756,36281-36540,40791-40933,4401844179 


401575 


7229804 


Minus 


76253-76364 


402745 


9212200 


Minus 


76516-76690 


402915 


7406502 


Minus 


140-276 


404440 


7528051 


Plus 


80430-81581 


404604 


9212537 


Minus 


72019-72509 


405545 


1054740 


Plus 


118677-118807,119091-119296.121626-121823 


405547 


1054740 


Plus 


124361-124520,124914-125050 


405400 


9256298 


PtUS 


1553-1712,1878-2140,4252-4385.5922-6077 


405467 


9795551 


Phis 


182212-182958 



TABLE 1 4A: 209 GENES UP-REGULATED IN CERVICAL CANCER COMPARED TO NORMAL ADULT TISSUES THAT ARE LIKELY TO ENCODE EITHER ENZYMES OR 
PROTEINS AMENABLE TO MODULATION BY SMALL MOLECULES 

Table 14A fists about 209 genes up-regulated in cervical cancer compared to normal adult tissues that are Dkehy to encode either enzymes or proteins amenable to modulation by 
small molecules. These were selected as for Table 12A, except that thereto was greater than or equal to 2.0, and the 96 h percentile value amongst cervical cancers was greater than 
or equal 40 units, and file predicted protein contained a structural domain (hat is indicative of enzymatic function or of being modulatable by small molecules (e.g. pkinase, peptidase, 
phosphatase, ATPase, or tonjrans porter domains). The predicted protein domains are noted. 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unkjene number 

PP Domains: Predicted Protein Domains 

Unigene Title: Unigene gene fifle 

R1: Ratio of tumor to normal adult tissues 



Pkey 


ExAccn 


UnigenelD 


PPDomains 


Unigene Ttfie 


R1 


416007 


M13509 


Hs.83169 


SS,hemopexin,Pepfidase_M1 0 


matrix metaHoproteinase 1 (interst 


38.9 


439606 


W79123 


Hs.58561 


WtmJ 


G protein-coupled receptor 87 


28.8 


400289 


X07820 


Hs.2258 


hemopexin,Peptid3se_M1 0 


matrix metaDoproteinase 10 (stroma 


20.5 


415817 


U88967 


Hs.78867 


SS,TliYj)hosphatase,cam„anhyd 


protein tyrosine phosphatase, recep 


16.4 


416209 


AA236776 


Hs.79078 


TM.HORMA 


MAD2 (mitotic arrest deficient, yea 


15.4 


404996 


NWL001333 


HSJB7417 


Pep8dase_C1 


CTSL2CalhepsinU 


13.1 
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10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



428618 


AA885360 


Hs.160199 


pkmase 


429486 


AF155827 


Hs.203963 


he!icas8 - C,SNF2_NheIjcase_C 


419183 


U50669 


Hs.89663 


p450 


428368 


BE440042 


Hs.83326 


SS.PepGdase..M10.hemopexin 


420759 


T11832 


Hs.1 27797 


helicase_C 


458194 


AW383S18 


Hs.265459 


p450 


44S232 


AI281848 


Hs.194691 


TM.7tm_3Ribosomal.L13 


424905 


NM.002497 


Hs.153704 


TM,pWnase 


452291 


AF015592 


Hs.28853 


TM^kinase 


424086 


A1351010 


Hs.102267 


LysyLoxklase 


425710 


AF030880 


Hs.159275 


TM,Sutfate_transp l STAS 


433133 


AB027249 


Hs.104741 


TM,Cotlagen,pkinase 


447254 


NMJJ04153 


Hs.17908 


SS/AA.BAH 


431941 


AK000106 


Hs.272227 


pkmas€,Fun*n-nkfi,Recep_L.doni 


427821 


AA470158 


Hs.98202 


TM,7tm_1 


436211 


AK001581 


Hs.334828 


Ammoriurnjransp 


403471 


NA 




SS,TM,bypsin 


410153 


BE311926 


Hs.15830 


Grycosjransfji 


457405 


AA504860 




TM,7tm_2 


421948 


L42583 


Hs.334309 


filamenlHC03j»transpfaafnent 


439292 


AA090421 


Hs.5555 


TMAAA,Feiric_reduci 


413625 


AW451103 


Hs.71371 


TM,E1-E2^TPase,Hydro!ase 


425695 


NM.005401 


Hs.159238 


TM,Band_41,Y_phosphatase 


438394 


BE379623 


Hs.27693 


SS,proJsomerase 


432239 


X81334 


Hs.2936 


SS .Peptidase „M1 O.hemopexl n 


408536 


AW381532 


Hs.135188 


SS,mE1-E^TPase,Cafion_ATPa 


432226 


AW182766 


Hs.273558 


Cyfidylyltransf 


419520 


AB009303 


Hs.90800 


TMMnopextn,Pepedase_M10 


425350 


NM.003245 


Hs.2022 


TM,Transglutamhi_C,TransgIutam 


421155 


H87879 


Hs.102267 


SS,Lysyl_oxldase^Wose_epjm,E 


423673 


BE003054 


Hs.1695 


SS.TM.Pepfidase.MIO.hemopexin 


450375 


AA009647 


Hs,8850 


TM,disintegrin,Pep_M12B_prapep 


418379 


AA218940 


Hs.137516 


AAA 


457465 


AW301344 


Hs.122908 


PribosyttraaSuifatase 


412333 


AW937485 




TNtftmJ 


450510 


AA010055 


Hs.242998 


DNA_topoiso«,DNA_tDpo , isoIVIGF 


436291 


BE568452 


Hs.5101 


abhydrolase 


446353 


A1290919 


Hs.153561 


HECTpkmase 


435435 


T89473 


Hs.192328 


lipase.PLAT 


425071 


NM_013989 


Hs.154424 


SSJrWjiefcdlnase 


433322 


H50621 


Hs.134156 


TM,ion_lransNB-ARC,CARD^nitD_c 



408908 BE298227 Hs.250822 

444781 NWL0144O0 Hs.1 1950 

428479 Y00272 

406687 M31126 

423035 AW449679 

449228 AJ403107 

423738 AB002134 

457030 AI301740 

448995 AI613276 

415857 AA866115 

438390 A1422017 

429900 AA460421 

446292 AF081497 

422938 NMJW1809 Hs.1594 

408771 AW732573 Hs.47584 

424296 AI631874 

436246 AW450963 

411274 NMJM2776 Hs.69423 
400666 

426920 AA393351 

412471 M63193 

430704 AW813091 

455092 BE152428 
453775 NM_002916 Hs.35120 

438993 AA828995 

426572 AB037783 
449101 AA205847 
427660 A1741320 
402481 

414774 X02419 
412246 AI160873 
418462 BE001596 
424687 J05070 
401486 NA 
408113 T824Z7 
427359 AW020782 

402337 . 

420930 AW888650 
443426 AF098158 
439750 AL359053 
420039 NMJXM605 Hs.94581 
448733 NWL005629 Hs.187958 



Hs.184572 

Hs.272620 

Hs.156739 

Hs.148590 

Hs.132195 

Hs.173381 

Hs.5662 

Hs.127797 

Hs.30875 
Hs.279582 



Hs,155140 
Hs.119991 



Hs.132121 
Hs.73946 
Hs.335799 



Hs.170623 
Hs.23016 
Hs.114121 

Hs.77274 
Hs.69233 
Hs.85266 
Hs.151738 

Hs.194101 
Hs.79881 



Hs.9329 
Hs.57664 



TM,pkinase 
PH,lactamaseJB 
pkinase 

SS,PepBdase_M10^emopexin 

TM,GrycoJransfJB 

Tr*PAF-AH,p450 

SS.TM.Uypstn.SEA 

TM.DBTydroorotase 

adenylatekinase 

heficase.C 

TM.DSL7tm_17tmJ 



AmmoniiaiL.transp 

TM,thiolase 

TM.KJfifrattonJrans 



connexlrtoormonejec,zf-C4 
trypsin 

SS^emopewn,P€pfidase_M10 
PDEase 

SS,TM,Glycos_transL3 ( Carn_acy 



AAA,Pt3 J>l4Jdnase,PI3Ka,Pl3K_ 

lrrlegrin_B 

hormone_rec/f-C4 

SS.TM,7tm_1 

hormone_rec,zf-C4 

TM,GDI,7tm_1 

SS.kringte.trypsin 

SutfotransferACOX 

SS.TM,integrin_B,fti3 

SS.Peptidase_M10,fn2 f hemopexin 

SSJM,trypsm 

TM ( 7bnJRfcosomal_L13 

TM,7tmJ 

SS,p450 

LT2 



Target CAT 

hypothetical protein FU10339 
cytochrome P450, subfamily XXIV (vl 
matrix metaBoproteinase 3 (stromel 
Homo sapiens cONA FU1 1381 lis. do 
ESTs. Moderately similar to ALU2.HU 
refinofc acid induced 3 
NIMA (never in mitosis gene a)-reia 
COC7 (cell division cycle 7, S. cer 
lysyt oxidase 

sdute carrier family, member 4 
PDZ-bindtng kinase; T-cell original 
origin recognition complex, subuntt 
Homo sapiens cDNA FU 20099 fis, do 
ESTs 

hypothetical protein FU10719; WAA 
Target Exon 

hypothetical protein RJ 12691 
gb:ab03a10.s1 Stratagene fetal refi 
keratin GA 

hypothetical protein MGC5347 
ESTs 

protein tyrosine phosphatase, non-r 
pepSdylprolyl isomerase (cydophil 
matrix metatioproteinase 13 (collag 
ESTs 

phosphate cytidylyltransf erase 1 , c 
matrix melalloproteinase 16 (membra 
transglutaminase 3 (E polypeptide, 
tysyt oxidase 

matrix metalloproteinase 12 (macrop 



THirdegrm_B,Ricuv.Bjecfinrr 

CARD.SurfotransferDAGKc 

SS,TM,SNF^BC_trarUsodh,pkirta 



fidgeGn-tike 1 
DNA replication factor 
gb:QV3-DTO044-221299O454>09 DT0O44 
ESTs 

protein regulator of cytokinesis 1 

ESTs 

ESTs 

deiodinase, iodothyronine, type II 
ESTs, Weakly similar to 138022 hypo 
serine/threonine kinase 15 
GPl-anchored metastasis-associated 
cell division cyde 2, G1 to S and 
pregnancy specific beta-1-gr/coprot 
Rsapiens XG mRNA (clone PEP1 1) 
protein related with psoriasis 
airway trypsin-Bke protease 
tfrrydropyrimidinase-&ke 2 
guanine nucleotide binding protein 
Homo sapiens cDNA FU11381 fc, do 
gb:tJ45f12j(1 Nd_CGAP_Brn23 Homo s 
ESTs 

Rh type C glycoprotein 
centromere protein A (17kD) 
potassium voltage-gated channel, de 
casein kinase 2, alpha 1 polypepDd 
ESTs 

ka!Gkreln10 

NM 002425:Homo sapiens matrix metal 
ESTs 

endothelial cell growth factor 1 (p 
ESTs 

gbKmHT0323-151299-12M>04 HT0323 
replication factor C (activator 1) 
gb:oo77b03.s1 NCLCGAP_Ov2 Homo sap 
hypothetical protein FU1 1 183 
G protein-coupled receptor 
Homo sapiens cDNA: FLJ23228 fis, d 
NM_00182r:Homo sapiens dwrolderem 
plasminogen activator, urokinase 
zinc finger protein 
integria, beta 4 

matrix metalloproteinase 9 (gelaBn 
C4000547^gi|4758508lref}NP_004253. 
Homo sapiens cDNA: FU20869 fis, d 
Homo sapiens cDNA: FU23006 fis, d 
Target Exon 

gb:CM4-NTO007-13O5O0-551-fD8 NT0007 
chromosome 20 open reading frame 1 
Homo sapiens mRNA ful length inser 
sulfotransferase family, cytosoBc, 
sdute carrier family 6 (neurotrarts 

225 
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444946 AW139205 Hs. 156457 SS.TM.abhydrdase hypothetical protein RJ22408 3.0 

450841 AI741465 Hs27Q515 projsornerase ESTs 3.0 

428282 AI551324 Hs.7298 death,pkinase biphenyi hydralasa4ike (serine hyd 3.0 

435399 AA679463 pkinase gbac50c03.s1 Stratagene hNT neuron 2.9 

5 446733 AA863360 Hs .25040 TM,p450 ESTs, WeaMysintflar to fatty acid 2.9 

449746 AI668594 Hs.1765B8 SS,p450 ESTs, Weakly simitar to CP4Y_HUMAN 29 

418844 M62982 Hs.12O0 SS,TM,Epoxygehase,PLAT arachidonate 12-Bpoxygenase 29 

414581 AA256213 Hs.72010 mCam_acyltransf,Chofine_km ESTs 29 

431629 AU077025 Hs.265827 SS,tRNAjmtiSH2,SH3,pkinase interferon, alpha^ndudble protein 28 

10 445873 AA250970 Hs.251945 SSjrm,PABPpkinase f 14-3-3^rrn poJy(A}-bindmg protein, cytoplasm' 28 

438113 A1467908 Hs.8882 TM,7tm_1 ESTs 28 

422689 AW856665 hefcase.C.SNF2JJheDc3se_C gb:RC3-CT0297-2901 00-01 3403 CT0297 28 

. 439453 BE264974 Hs.6566 SS.AAA thyroid hormone receptor interactor 28- 

413582 AW295647 Hs.71331 carb.anhydrase hypothetical protein MGC5350 26 

15 410664 NMJJ06033 Hs.65370 TM.Iipase.PlAT lipase, endothelial 28 

456456 AA477609 Hs.89563 FBPase nuclear cap binding protein subunit 28 

413273 U75679 Hs.75257 TM.lg.pJdnase stem-loop (histone) binding protein 28 

426343 NM 014642 Hs. 159387 TM.SCAN7tm_1 WAA0036 gene product 28 

403763 TMJimJ NM_001059*:Homo sapiens tachykinin 27 

20 408380 AF123050 Hs.44532 TRub^Qn7tmJ.ANFjeceptor diubiquitin 27 

401230 SS.TWjonJransJQ NM_014191^Homo sapiens sodium chan 27 

418030 BE207573 Hs.83321 SS,TM,Pep5dase_S26 1 Bombesin neuromedin B 27 

445640 AW969626 Hs.31704 TM^pha-amylase ESTs, Weakly similar to K1AA0227 [H 27 

432865 AI753709 Hs. 152484 TMjon_transNB-ARC,CARD,WD40.m ESTs. Weakly sim2ar to I38022 hypo 26 

25 419667 AU077005 Hs.92208 SS,TM,ajsirtegrin,Reprc4ysin t P a (fisintegrin and metaltoproteinase 26 

406671 AA129547 Hs.285754 TM,pkinase,Rexin_repeat,Sema, met proto-oncogene (hepaiocyte grow 26 

412530 AA766268 Hs^66273 abhydrotese hypothetical protein RJ 13346 26 

431890 X17033 Hs.271986 vwa.F&GAP.tntegrin^A integrin, alpha 2 (CD49B, alpha 2s 26 

404184 NA SSJMJtm 1 NMJJ30903*:Homo sapiens olfactory r 26 

30 428450 NM.014791 Hs.184339 pkinase.KAl WAA0175 gene product 26 

425698 MM_016112 Hs. 159241 TRpkmasejonJrans potycystic kidney disease 2-fike 1 26 

453331 AI240665 Hs.8895 TM,disjntegrtn,Pep_M12B_propep ESTs 26 

444826 AI674482 Hs.148441 pHnase,SAM ESTs 26 

414987 AA524394 Hs.294022 connexrnhomwne^rec^WM.conn hypothetical protein FU 14950 26 

35 438746 AI8B5815 Hs.184727 RibosomaLS^transfenin ESTs 25 

429413 NNL014058 Hs201677 trypsin DESC1 protein 25 

407103 AA424881 Hs.256301 TM,ciWJnndingtrypsin hypothetical protein MGC13170 25 

453379 AA035261 Hs.61753 PArikringle.trypsin ESTs 25 

421733 All 19671 Hs.1420 SS,TM.ig.pWnase fibroblast growth factor receptor 3 25 

40 452220 BE158006 Hs.212296 TMUntegrin^A.FfrGAP ESTs 25 

417975 AA641836 Hs.30085 SS,trypsin hypothetical protein RJ23185 25 

400301 XD3635 Hs.1657 TM,OesLrecep^f^,hoiTnone„re estrogen receptor 1 25 

408938 AA059013 Hs.22607 Yjtaphatase ESTs 24 

411643 AI924519 Hs.192570 DEAD,heficase_C hypothetical protein FU22028 24 

45 446638 AL133063 Hs. 15783 TrApkinase Homo sapiens mRNA; cDNA DKFZp434P1 1 24 

430129 BE301708 Hs.233955 THGlycoJransfJI hypothetical protein FU20401 24 

417655 AA780791 Hs.14014 Peptidase_M41 .AAApkinase hypotheficat protein FU1481 3 24 

448005 AW207437 Hs.170378 pkinase ESTs 24 

423973 ARJ38461 Hs.1 36574 TM.tipoxygenase.PUT arachidonate 12-iipoxygenase, 12Rt 24 

50 437897 AA770561 Hs.146170 SS,proJsomerase hypothetical protein FU22969 24 

425397 J04088 Hs.156346 DNA^topoisotl ( DNA_topoisoIVlGF topoisomerase (DNA) II alpha (170kO 24 

432777 AA564991 Hs.269477 atpha-amyiase ESTs 24 

421247 BE391727 Hs.102910 TM,tRNA-synU .SPRYFS.JB Jype_ general transcription factor UH, p 24 

425465 L18964 Hs.1904 TM,pkinase,DAG^PE-bind,OPRpki protein kinase C iota 24 

55 419281 H96452 Hs.42189 TM£1-E2_ATPase,HMA,Hydrolase ESTs 24 

434205 AF119861 Hs.283032 SH3 ( efhand,C2^H,RhoGEF^AA,PG hypotheBcal protein PRO201 5 24 

453406 AI192987 Hs.61784 pkjr^,Firrin-ijke,Recep_L.dorn hypothetical protein FU 14451 23 

435542 AA687376 Hs.269533 pWnase 1 RhoGEF,ig,PH,SH3 ESTs 23 

443151 AI827193 Hs.132714 DrM L _rrns^repatr r HATPase_cAcylph ESTs 23 

60 431630 NM_002204 Hs.265829 SS.TM.F&GAPMtegrin^A integrin, arpha3(anfjgenCD49C, a 23 

422310 AA316622 Hs.98370 SS.TM l m3,ig I pkmase i rebosomal cytochrome P450. subfamily IIS, pd 23 

441954 AI744935 Hs.8047 TM t Band_7 ( AAA,cdc48_N Fanconi anemia, complementstion gro 23 

414907 X90725 Hs.77597 SS,TM,pkinase,POLO_box poto (DrosophiaHike kinase 23 

439810 AL109710 Hs.85568 aconitaseAxmitase.C EST 23 

65 429359 W00482 Hs.2399 SS,TM,PeptjdasejM10 l hemopexin matrix metaDoproteinasB 14 (membra 23 

432284 AA532807 Hs.105822 TM,pkmase ESTs 23 

452947 AW130413 alpha-amylase gb3cf50f04j(1 NCLCGAP_Gas4 Homo sa 23 

423229 AC003965 Hs.125532 SS.trypsb protease, serine, 26 23 

„ 453941 U39817 Hs.36820 DEAD,HRDC,he!icase_C Blown syndrome 23 

70 439953 AW247529 Hs.6793 TM.p45QEts ptatelet-ac&raSng factor acetythy 23 

424439 AA579635 Hs.1770 DNAJgase Bgase I, DNA. ATP-dependent 22 

452755 AW138937 Hs.213436 Qyco_transt29 ESTs, Weakty similar to A340B7 hypo 22 

429922 297630 Hs^26117 TMJnker_histone7bn_1 H1 histone family, member 0 22 

434149 Z43829 Hs.19574 TM.EPH lbd,fn3,pkinase,SAM hypothetical protein MGC5469 22 

75 417576 AA339449 Hs.82285 TM^RS,f6mryLtransf,GARS phosphoriDosylglycinamide formyttra 22 

409994 D86864 Hs.57735 IP transSH2,SH3 acetyl LDL receptor, SREC 22 

416763 AI908127 Hs.79748 TM^pha-amyiase7tm_1 solute carrier family 3 {activators 22 

414733 BE514535 Hs.77171 TM,MCMHeme_axygenase rrrinidiromosorne maintenance defcien 22 

ft _ 443171 BE281128 Hs.9030 SS,TM,7tmJl.nm TONDU 22 

80 430637 BE160081 " Hs.256290 S 100Pepfidase_M16 S1Mcalcwm4»naing protein A11 (c 22 

452367 U71207 Hs29279 SS.HydroJase eyes absent (DrosophRa) homolog 2 22 

408308 AL033377 Hs.44197 TM,7tm 2 hypolhefJcal protein DKFZp564DM62 22 

417900 BE250127 Hs.82906 TM,WD40.pro_isomerase COC20 (cell division cyde 20, S. c 21 
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424490 
412834 
410855 
418804 
447674 
450663 
408805 
429415 
447827 
428273 
404274 
403133 
440249 



AJ278016 

R77123 

X97795 

AA809532 

BE270640 

H43540 

H69912 

NM_002593 

U73727 

A1867228 



406400 

427375 

423453 

433716 

420757 

425018 

421685 

457288 

407305 

456327 

422429 

402974 

458016 

452194 

428028 

427747 

452841 

449539 

418140 

430076 

425749 

425855 

400135 



A1246590 
AA811262 

AL03546O 

AW450737 

AA608808 

X78592 

BE245277 

AF189723 

AA521458 

AA715284 

H68741 

AA310527 

NM_001501 

AW188099 

AI694413 

U52112 

AW411425 

T17431 

W80353 

BE613836 

AA465115 

AW328587 

AF135025 

L40027 



Hs.55565 
Hs.79881 
Hs.66718 

Hs.19192 

Hs.25292 

Hs.48269 

Hs.202097 

Hs.19718 

Hs.303211 



Hs.337275 
Hs.299202 

HS.17753S 
Hs.128791 
Ks.225118 
Hs.99915 
Hs.154196 
Hs.1 06778 
Hs.192738' 

Hs-3B774 

Hs.129715 

Hs.131813 

Hs.332649 

Hs.182018 

Hs.180655 

Hs.65412 

Hs.58446 

Hs.83551 

Hs318773 

Hs.1 59448 

Hs-159679 

Hs.1 18890 



TMj)kinase,ank 
TMJtmJ 

SNF2_N,he0case_C 

HATPasej: I HSP90.PHD.zf-C2H2 

TM.pkjnasefas.aff 

SS.TM.RNase.HH 

TM.pkinase 

SS.CUB.rTTR.MAM.TlU'nUvvvd.EP 

SS,TM < Yjjhosphatase f th3,ig f MAM 

Oycos_transf.2 

SS,TM,pkinase.fn3 

pktoe l K_tetra,Band.41 I RhoGEF 

VHL,TatD_DNase 

TM^Wnasesugar.tr 

SS.TM,trypsin 

SSZn^carbOpept,hormone5Reprol 
SS,Granin 1 CDP-OH_P_transf 
Acyl phosphatase 

TMJorrnonejec,Androgenjecep, 
DNaseJ,K_tetra 

TM,E1-E2J\TPase,HydrolaseE1-E2 
proJscmerase 

TM,pkmase 1 Sema,Ptexin_repeal, 
THGtycoJransfJ} 
pkmase t RGS,PHpktoaseWRGS 
GnRHhormcn65,hormone4 



TM.7tm_3ANF_receptor^usN 

TM,pkrnase,MBD 

pWnase.Hpoxygenase.PLATlipox 

TM,DEAD,he!tcase_C 

pkinase.FurinfeRecep_L.dorn 

TM,E1-E2JtfPase 

AAA.BAH 

Ribc^maUJAe,LRR^CT,pkina 
SS,trypsin 



ankyrin repeal domain 3 2.1 

Homo sapiens cDNA: FU23005 fis. cl Z1 

RAD54 (S.cerevisiae}-fika 2.1 

8 b:nz17h04.s1 NCI_CGAP_GC81 Homo sa 2.1 

cycftwJependenl kinase 2 2.1 

ribcnudease HI. large subunft 2.1 

vaccinia related kinase 1 2. 1 

procollagen C-endopepGdase enhance 2.1 

protein tyrosine phosphatase, recep 2.1 

ESTs 2.1 

NM_002944':Homo sapiens v-ros avian 2.1 

Target Exon 2.1 

ESTs 2.1- 

ESTs 2.1 

NMJXJ71 96:Homo sapiens kalfikrein 8 2.1 

metalkxarboxypeptidase CPX-1 2.1 

CGI-09 prolein 2.1 

ESTs 2.1 

androgen receptor (dihydrotestoster 2. 1 

E4F transcription factor 1 2.1 

ATPase. Ca transporting, type 2C. m 2.1 

ESTs 2.1 

gfcnv35fD3.r1 NCI_CGAP_Br5 Homo sap 2.1 

ESTs 2.0 

gb:EST181333 Jurkat T-cells V Homo £0 

gonadobopin-releasing hormone 2 2.0 

ESTs 2.0 

otfactory receptor, family 2, subfa 2.0 

interteukin-1 receptor-associated k 2.0 

serirte/ttoeonine kinase 12 2.0 

DEAD/H(Asp^lu-Al3-Asp/His)baxpo 10 

ESTs 2.0 

rrtcrofibrinar-assodated protein 2 2.0 

WAA1836 protein 2.0 

surfeit 2 2.0 

te!likretn12 2.0 

glycogen synthase kinase 3 alpha 2.0 



TABLE 14B 

Pkey: Unique Ec« probeset ioentifier number 

CAT number. Gene cluster number 

Accession: Genbank accession numbers 

Pkey CAT number Accessions 
* 

412333 1289037 1 AW937485 AW937589 AW937658 AW937654 AW937492 

418804 179138 1 AA809632A1917245AI701732AA228406 

420930 197735~1 AW888650 AW888651 BE149946 BE149948 BE149951 BE1 49947 AW888649 AA281 840 AA281 822 AW888652 

422429 216469J AA31 0527 AW9622S5 Z44865 H05641 

422689 219896J AW856655 AA3 15005 AW954733 

438390 45662J 1 A1422017 AI422945 AI363249 AI4231 1 3 AI925592 AI420795 AI208187 AW23279 AI423645 AI424090 AI359637AUM4732 D17003 

438993 467651J AA828995 AA834879 A1926361 

452947 939810 J AW130413AI932362 

455092 1252971J BE1 52428 AW855572 AW855607 

457405 333127J AA504860AA504911 



TABLE 14C 

Pkey: Unique number corresponding to an Eos probeset Lr „ ._. _ MA 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gi) numbers. "Dunham I et aL refers to the pubicaBon entiled The DNA 

sequence of human cbromosome 22/ Dunham L et aL. Nature (1999) 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposOion: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLpostSon 


400666 


8118496 


Plus 


17982-181153297.20456 


401230 


9929527 


Minus 


33835^4005.3453W4592.3646146745 l 4892549098,526O4.52758 


401486 


7341763 


Plus 


32585-32756,35281-36540.40791-40933,4401 844179 


402337 


6957691 


Plus 


411M286.16811-16973,17107-17255,19715-20040^2029-22205 


402481 


9797406 


Plus 


87891-88991 


403133 


7331427 


Plus 


38314-38634 


403471 


9930659 


Minus 


85857-85983 


403763 


72298B8 


Minus 


43575-43887 


404184 


45B1418 


Minus 


12652-13548 


404274 


9885189 


Plus 


104127-104318 


405400 


9256298 


Plus 


1553-1712,1878-2140.4252-4385.5922-6077 
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TABLE 15A: 752 GENES UP-REGULATED IN CERVICAL CANCER COMPARED TO NORMAL ADULT CERVIX 

Table 15A lists about 752 genes up-regutaied In cervical cancer compared to normal adult cervix. These were selected as for Table 12A, except that the raSo was greater than or 
. equal to 7.0, the denominator was the median value for three non-malignant cervical specimens, and the 96* percentile value amongst cervical cancers was greater than or equal 80 
units. 

Pkey: Unique Eos probeset identifier number 

ExAccrc Exemplar Accession number, Genb^ accession number 

UnigenelD: Urtigene number 

Unigene Title: Urtigene gene title 

R1: Ratio of cervical cancer to normal cervix 



Pkey ExAccn UnigenelD Unigene "Rile 



414915 NM-002462 Hs.76391 
411248 AA551538 Hs.334S05 
428227 AA321649 Hs.2248 
421508 NM04833 Hs.105115 
443S39 BE269042 Hs.9661 
454390 AB020713 
416065 BE267931 
433226 AW503733 Hs^414 
413503 BE410228 Hs.75410 
411669 BE612676 Hs.303116 
414132 A1801235 
422809 AK001379 
448569 BE382657 
432906 BE265489 
418963 BE304571 
439963 AW247529 Hs.6793 
449722 BE280074 Hs.23960 
414812 X72755 
408405 AK001332 
432917 NM_014125 Hs^79812 
412530 AA766268 Hs.266273 
457465 AW301344 Hs.122908 
408806 AW847814 Hs^89005 
429083 Y09397 
401405 

426272 AW450671 Hs.189284 
424878 H57111 
412140 AA219691 
444371 BE540274 
418030 BE207573 
452291 AF015592 
400196 

416795 A1497778 
424865 AF011333 
438011 BE466173 
428368 BE440042 
436923 AW293704 Hs. 122658 
415791 H09366 Hs.78853 
448775 AB025237 
435647 AI 653240 
431049 AA846576 
429486 AF155827 
428433 AA521410 
418322 AA284166 
417308 H60720 
429574 BE268321 
407204 R41933 
408901 AK001330 
438899 AF085833 
456362 AW973003 Hs. 179909 
438598 A1805943 Hs.326067 
40B908 BE296227 
427488 M914Q1 
400195 

414747 U30872 Hs.77204 
410324 AW292539 HU0177 



HsJ>6966 
Hs.78996 



Hs.48480 

Hs.121028 

Hs.21486 

Hs.3123 

Hs.89529 



Hs.77367 
Hs.44672 



Hs.227817 



Hs.221132 

Hs.73625 

Hs.239 

Hs.B3321 

Hs.28853 

Hs^0509 
Hs.153563 
Hs.145696 
Hs.83326 



Hs.368 

Hs.49823 

Hs.103267 

Hs.203963 

Hs.41371 

Hs.84113 

Hs.81892 

Ks^0B912 

Hs.140237 

Hs.48855 

Hs.135624 



Hs.250822 
Hs.178658 



453028 AB006532 

410608 A1538438 

432503 AA551196 

430512 AF182294 

430709 R34356 

449962 AA004879 

425408 AB002375 

440774 AI420611 

408201 AKD00568 



Hs^1442 
Hs.1 59087 
Hs.188952 
Hs.241578 

Hs.187820 
Hs.156814 
Hs.127832 
Hs.43654 
Hs.291651 



436110 AA704899 
426897 AW976570 Hs.97387 
447700 A1420183 Hs.171077 



rrtyxovirus (influenza) resistance 1 , homotog of murine 
Homo sapiens cDNA FU14408 fis, done HEMHA1 004341 
small inducible cytokine subfamily B (Cys-X-Cys), mem 
absent in melanoma 2 

proteasome (prosome, rnacrooam) subunll beta type, 1 
KIAA0906 protein 
proliferating cell nuclear antigen 
WAA148B protein 

heat shock 7GkD protein 5 (glucose-regulated protein, 

stromal cell-derived factor 2-fike 1 

ESTs 

hypothetical protein FU 10549 

signal transducer and activator transcription 1, 9 

lethal giant larvae (Drosophila) homotog 2 

aldo-keto reductase farrtfly 1, member AI (atoehyde red 

platetet-acfivafing factor acetylhydrolase, isoform I 

cycIinBI 

monokine induced by gamma interferon 
hypothetical protein FU 10470 
PRO0327 protein 
hypothetical protein FU13346 
DMA replication factor 

Homo sapiens cDNA: FU21532 fis, clone COL06049 

BCL2-related protein A1 

Target Exon 

ESTs 

ESTs 

RAB5 Interacfing, Wnesn-tike (rabWrtestn 6) 

forkheadboxM 

neuromedin B 

CDC7 (cell division cycle 7, S. cerevrsiae, homotog)- 
Eos Control 

HBV pX associated protein-8 
lymphocyte antigen 75 
splicing factor (CC1 3) 

matrix metaDoproteinase 3 (strometysin 1, progelaCn 
ESTs 

uraciV-DNA glycosylase 

nutfrx (nucleoside diphosphate foiked moiety X>type m 
ESTs 

hypothetical protein FU22548 similar to gene trap PA 

hypothefical protein FU 10339 

ESTs 

cycfin-dependent kinase mhtbitor 3 {CDK2-assoctated 
K1AA0101 gene product 
hypothetical protein MGC861 

ESTs, Weakly similar to ALU1_HUMAN ALU SUBFAMILY J SE 

hypothefical protein FU 10468 

ESTs 

hypothetical protein FU22995 

hypothetical protein MGC5178 

serine/threonine kinase 15 

RAD23 (S. cerevisiae) homotog B 

NW_00705Titomo sapiens 2W10 interactor (ZWINT), tran 

centromere protein F (35Q/400kD, mitosin) 

ESTs 

RecQproteirvtike4 

ESTs 

ESTs 

U6 snRNA-associated Sm-like protein LSmB 
gb:yh85d01.s1 Soares placenta Nb2HP Homo sapiens cDNA 
ESTs 

WAA0377 gene product 
ESTs 

hypothefical protein FU 20551 

ESTs, Weakly similar to 138022 hypothetical protein [ 

ESTs 

ESTs. Weakly sirnuar to T21259 hypothefical protein F 
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R1 

5U3 

36.2 

35.6 

33.6 

32.0 

30.5 

30.4 

30.0 

29.4 

28.9 

28.3 

28.1 

27.4 

27.2 

26.9 

26.5 

26.2 

25.3 

25.1 

24.6 

23.6 

211 

225 

22.9 

22.8 

22.7 

22.6 

22.5 

212 

22.0 

21.6 

2U 

21.2 

21.0 

20.7 

20.3 

20.2 

20.0 

19.6 

19.6 

19.5 

19.5 

19.4 

19.3 

19.2 

19.2 

19.0 

19.0 

19.0 

18.9 

18.8 

18.8 

18.6 

18.5 

18.4 

18.3 

iai 

18.1 
17.9 
17.7 
17.6 
17.3 
17.1 
16.8 
16.7 
16.7 
16.5 
16.5 
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10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



Hs.191565 

Hs.1695 

Hs.270975 

Hs.20247 

HsS700 



Hs.82962 

Hs.321058 

Hs.55847 



4331 59 AB035898 Hs.1 50507 
430466 AF052573 Hs^41517 
453883 AI638516 Hs.22630 
453941 U39817 Hs36820 
438461 AW075485 Hs.286049 
407999 AI126271 Hs.49433 
413943 AW294416 Hs. 144687 
407720 AB037776 Hs38002 
425316 AA354977 
423673 BE003054 
419777 D60134 
453886 R66282 
443715 AI583187 
407786 AA687538 Hs.38972 
431910 AK000142 Hs.101774 
417634 W27202 Hs.82327 
432692 AW974944 Hs.20Q577 
446921 AB012113 Hs.16530 
427999 AJ435128 Hs.181369 
413869 NM_000878 Hs.75596 
431629 AU077025 Hs.265827 
435354 AA678267 Hs.117115 
406836 AW514501 Hs.156110 
416109 AJ420311 Hs.126550 
417933 X02308 
438970 AAB37782 
409580 W31092 
432401 NM_013330 Hs.274479 
425397 J04088 Hs.156346 
420734 AW972872 Hs.293736 
434256 AI378817 Hs.191847 
418269 AA806113 Hs.189025 
427372 AW960673 Hs.177530 
427081 AI474533 Hs.170528 
420309 AW043637 Hs.21766 
429966 BE081342 Hs.283037 
410361 BE391804 Hs.62661 
443957 AA521049 Hs.34487 
418803 U50079 Hs.88556 
434094 AA305599 Hs.23B205 
420139 KM_005357 Hs.95351 
444783 AK001468 Hs.62180 
433255 AI274270 Hs.96840 
431838 A1097229 H$J217484 
449801 AM77355 Hs.288300 
447078 AW885727 Hs.301570 
441240 AA923749 Hs.132442 
439398 AA2B4267 Hs.221504 
404630 

408321 AW405882 Hs.44205 
Hs.169840 

413278 BE563085 
403055 

456614 AV653110 
425261 BE385099 Hs334727 
439925 AW014875 Hs.137007 
411263 BE297802 Hs.69350 
451141 AW77Z713 Hs.247186 
447390 X95384 Hs.18426 
419828 T8U22 Hs.14922 
428147 AW629965 Hs.234983 
410068 A1633888 Hs.58435 
407595 BE350012 Hs.248365 
432721 AL121478 Hs.180532 
416975 NM_004131 Hs.1051 
413314 BE081585 
430929 AA489166 Hs.156933 
449571 AW016812 Hs.200266 
400298 AA032279 
417105 X60992 
434263 N34895 
412059 AA317962 
407756 AA116021 
437056 AI147061 
43S766 A1307416 
444478 W07318 
450738 AA010907 
418205 L21715 
442994 AI026718 
433301 AW295280 Hs.152016 
437457 AA757900 Hs.270823 
435327 BE301871 Hs.4867 
422765 AW4O9701 Hs.1578 



Hs.833 
Hs.106650 



Hs.61635 
Hs.81226 
Hs.44648 
Hs.249721 
Hs.36260 

Hs.184675 
Hs.240 
Hs.184456 
Hs.83760 
Hs.15954 



tenesmi protein 2 
polymerase (DMA directed), theta 
cefaclor required for Sp1 transcriplional acfivaion. 
Bloom syndrome 
phosphoserine aminotransferase 

ESTs Weakly similar to YZ28.HUMAN HYPOTHETICAL PROTE 
Homo sapiens cDNA FU129B1 fis, done KT2RP2006454 
WAA1355 protein 

ESTs. Moderately similar to T14342 NSD1 protein - mou 
matrix melaUoproteinase 1 2 {macrophage elastase) 
ESTs 

ESTs, Weakly similar to S65657 arpha-IOadrenergic re 
cycfinEI 
tetraspanl 

hypofoefcal protein FU23045 
glutathione synthetase 
ESTs 

small inducible cytokine subfamily A (Cys-Cys), membe 
ubiquitin fusion degradation 1-Ske 
inteneukin 2 receptor, beta 
interferon, arpha-indudbte protein (clone IFl-6-16) 
ESTs 

immunogtobufin kappa constant 
suppressor of K transport defect 1 
tlrymidylate synthetase 
ESTs 

mitochondrial ribosoma! protein 64 
NME7 

topolsomerase (DNA) II alpha (170kD) 
ESTs 
ESTs 
ESTs 

ATP synthase. H transporting, mitochondrial F1 comple 
ESTs. Moderately simitar to ALUC.HUMAN ill! ALU CLASS 
ESTs. Weakly similar to ALU5JWMAN ALU SUBFAMILY SC S 
HSPC039 protein 

guanyiate binding protein 1, interferon-inducible, 67 
hypothetical protein FU23412 
histonedeacetylasel 
hypothetical protein PRO2013 
lease, hormone-sensitive 

anilSn (Drosophita Scraps homoiog), actin binding pr 
K1AA1527 protein 

ESTs. Weakly similar to ALU1JHUMAN ALU SUBFAMILY J SE 
hypothetical protein FU 23231 
ESTs 
ESTs 
ESTs 

Target Exon 
corfistafin 

TTK protein kinase 
interferon-stimulated protein. 15 kDa 
C2002219*:gjl12737280|refp<P_005682^ keratin 18 [Ho 
hypothetical protein FU20533 
hypotheScal protein MGC3017 
ESTs 

kinesb-lke 6 (mitotic centromere-associated kinesm 
ESTs 

translational inhibitor protein p14-5 
ESTs 

ESTs. Weakly similar to 2109260A B cell growth factor 
FYN-binding protein (FYB-120/130) 
ESTs 

glucose phosphate isomerase 

granzyme B (granzyme 2. cytotoxic T-lyrnphccyte-associ - 
gb:QV2-BT0635-210400-156*07 BT0635 Homo sapiens cONA 
ESTs 
ESTs 

six transmembrane epithelial antigen of Die prostate 
CD6 antigen 
ESTs 

ESTs, Moderately similar to PC4259 fenifin associate 
ubiquitin specific protease 18 

gb:ok33a11.s1 Soares_NSF_F8_9W_OT_PA_P_S1 Homosapien 
ESTs, Moderately similar to ALU7_HUMAN ALU SUBFAMILY 
M-phase phrjsphoprolein 1 
hypothetical protein 
troponin I, skeletal, fast 
ESTs 

Homo sapiens cDNA: FU22140 fis. done HEP20977 
ESTs. Weakly similar to S65657 alpha-IOadrenergic re 
mannosyl (atpha-1,3-)^lycoprotein beta-1.4-N-acetytg 
bacuioviral IAP repeat-containing 5 (survivin) 



16.3 
163 
16.3 
16.1 
16.0 
16.0 
15.7 
15.6 
15.6 
155 
153 
15.2 
15.2 

m 

15.2 

15.1 

15.1 

15.1 

15.0 

15.0 

14.9 

14.8 

14.8 

14.8 

14.7 

14.7 

14.7 

14.6 

14.5 

14.5 

14.5 

14.3 

14.3 

142 

14.2 

14.2 

14.1 

14.0 

14.0 

14.0 

13.9 

13.9 

13.9 

13.8 

13.8 

13.8 

13.8 

13.6 

13.6 

13.6 

135 

13.5 

13.5 

135 

13.3 

133 

13.2 

132 

13.2 

m 

13.2 

13.1 

13.1 

13.1 

13.0 

13.0 

12.9 

12.9 

12.8 

12.6 

12.6 

12.6 

125 

125 

1Z5 

125 

12.4 

12.4 

12.4 

12.4 

12.4 

123 

123 
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410245 C17908 Hs.194125 ESTs 12.3 

424927 AW973666 Hs.153850 hypothetical protein C321D2.4 12.3 

418941 AA452970 Hs. 15521 8 E1B-55kDa-associated protein 5 123 

432325 AW973209 Hs^61782 ESTs 123 

5 414761 AU077228 Hs.77256 enhancer ofzeste (DrosopMa) homotog 2 123 

416618 U66037 Hs.B6724 GTP cyclohydrolase 1 (dopa-responsive dystonia) 1Z2 

449296 AL137257 Hs^3458 Homo sapiens cDNA: FU23015 fis, dene LNG00818 1Z2 

415B57 AA866115 Hs.127797 Homo sapiens cDNAFUl 1381 fis, done HEMBA1 000501 122 

427295 AW291212 Hs.293943 hypothetical protein M.GC1 1 266 12.2 

10 415443 T07353 Hs.7948 ESTs 121 

429770 AI766047 Hs.99738 ESTs 12.1 

428955 AA579297 Hs^6937 brain and nasopharyngeal carcinoma susceptibility pro 111 

435244 N77221 Hs. 187824 ESTs 12.1 

432810 AA8634O0 Hs^3054 ESTs 12.1 

15 434423 NMJ306769 Hs3B44 UM domain only 4 12.0 

443378 AW392550 Hs3280 proteasorne (prosome, macropain) subunit, beta type, 9 120 

459273 AW608906 Hs.334767 hypothetical protein MGC5629 120 

419945 AW290975 Hs.118923 ESTs 115 

442159 AW163390 Hs.278554 heterodiromatin-Bke protein 1 11.9 

20 436169 AA888311 Hs.17602 Homo sapiens cONA FU 12381 fis, done MAMMA1 002566 11.9 

407804 AF228603 Hs.39957 ptectetrin 2 (mouse) homolog 11.8 

401557 Target Exon 11-8 

434408 AI031771 Hs.132588 ESTs 113 

406747 A1925153 Hs.217493 annexinA2 11.8 

25 409231 M446644 Hs392 GA733-2 antigen; epMheGal glycoprotein (EGP) (KSA) 11.8 

429412 NIO06235 Hs^4D7 POU domain, dass 2, associating factor 1 11.8 

445655 AA873830 Hs. 167746 B cell Bnker protein • 11.7 

419138 U48508 Hs39631 ryanodine receptor 1 (skeletal) 11.7 

427527 AI809057 Hs302063 rmnumogtobuTm heavy constant mu 11.7 

30 432287 AK001057 Hsl274268 Homo sapiens cDNA FU 101 95 fc, done HEMBA1 004771 11.6 

408548 AA055449 Hs.63187 ESTs, WeaWy similar to ALUC_HUMAN !!!! ALU CLASS C W 11.6 

409703 NMJW6187 Hs.56009 2-5 , -digoadenylate synthetase 3 (1 00 kD) , 11.6 

447082 T85314 Hs.42644 tWoredoxWiT© 113 

409931 BE293233 Hs.129771 ESTs 11.4 

35 426172 AA371307 Hs.125056 ESTs 11.4 

424723 BE409813 Hs. 152337 protein arginine rl^elhvltransferase 3(hnRNP methyftr 11.4 

456880 AW015644 Hs. 155005 TEA domain family member 1 (SV40 transcriptional enha 11.4 

433849 BE465884 Hs^80728 ESTs 11.4 

430519 AF129534 Hs.49210 F^ox only protein 4 11.4 

40 434442 AA737415 Hs.152826 ESTs 113 

457205 A1905780 Hs.198272 Target CAT 113 

422713 AA902780 Hs.119325 Huntingfin-interacfing protein A 113 

443491 AW499665 Hs.9456 SWl/SNF related, matrix associated, actin dependent r 113 

424339 BE257148 Hs.145416 endoglycan 113 

45 419741 NMJJ07019 Hs.93002 ubiquitin carrier protein E2-C 113 

450208 AI686945 Hs.272062 ESTs 11.2 

446849 AU076617 Hs.16251 deavage and pofyadenytaQon specific factor 3, 73kD 11.2 

424965 AW955282 Hs. 144609 Hrjmosapierus.SirriHartoR^ 11-2 

442737 AB002319 Hs35S3 WAA0321 protem 11.2 

50 409113 AA074897 gb:zmB5a05.r1 Stratagene ovarian cancer (93721 9) Homo 11.2 

415782 M169345 Hs.123177 ESTs 11.1 

417958 AA767382 Hs.193417 ESTs 11.1 

402539 AW502761 Hs.30909 KIAA0430 gene product 11.0 

v 413677 AW503116 Hs.301619 zinc finger protein 146 11.0 

55 414706 AW340125 Hs.76989 WAA0097 gene product 11.0 

421632 AA825426 Hs.238832 ESTs, Weakly simitar to ALU1_HUMAN ALU SUBFAMILY J SE 11.0 

438995 AI277986 Hs.164875 ESTs 11.0 

400289 XD7820 Hs.2258 matrix meta!loproteinase 10 (strometysln 2) 10.9 

„ 432363 AA534489 gbmf76g11.s1 NQ_CGAP_Co3 Homo sapiens cDNA done 3* 10.9 

60 451655 HB5689 Hs^25560 ESTs . 10.9 

429237 AA448417 Hs.104990 ESTs 10.9 

427719 AI393122 Hs.134726 ESTs 105 

444665 BE613126 Hs.47783 Bagg^rveryrnphomagene 103 

410093 AVV589558 Ha.296120 ESTs, Weakly similar to K1AA0970 protein [Rsapiens] 10.8 

65 ' 400080 Eos Control 103 

424517 AI539443 Hs.137447 Homo sapiens cDNA FU12169 fis, done MAMMA1000643 10.8 

401539 NM_002675:Homo sapiens promyetocyfc leukemia (PML), 10.8 

446099 T93096 Hs.17126 hypothetical protein MGC15912 10.7 

451056 AI758660 Hs^06132 ESTs 10.7 

70 409235 AA188827 Hs.7988 ESTs, Weakly similar to 138022 hypolhefical protein ( 10.7 

451730 AF095687 Hs.26937 brain and nasopharyngeal carcinoma susceptibility pro 10.7 

428054 AI948688 Hs^66619 ESTs 10.6 

441636 AA081846 Hs.7921 Homo sapiens mRNA; cDNA DKFZp56SE1 B3 (from done DKFZ 10.6 

__ 438654 AI005270 Hs. 123543 ESTs 10.6 

75 424321 W74048 Hs.1765 rymphocyte-spedfc protein tyrosine kinase 10.6 

449035 A1815726 Hs.19980 DNA polymerase epsfion p1 2 subunit 10.6 

435137 AI056769 Hs.133512 ESTs 10.6 

417863 AB000450 Hs.82771 vacdnia related kinase 2 10.6 

439975 AW328081 Hs.6817 mosme triphosphatase (luideosideto^^ 10.6 

80 434206 AW136973 Hs.288516 ESTs, WeaWy similar to S69890 mitogen inducible gene 10.6 

454355 AW812535 gb.<»^T0182^1099^21^ST0182H(OTOsafier«d)^ 10.6 

435542 AA687376 Hs^69533 ESTs 10.6 

431386 AA504359 Hs.110057 ESTs, Weakly simJar to ALU5_HUMAN ALU SUBFAMILY SC S 10.5 
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5 

10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



416564 AW795793 Hs.179827 
447769 AWB73704 Hs.320831 
408329 AF155510 Hs.44227 
410146 AW592655 
427600 AW530918 Hs.179774 
418007 M13509 
407241 M34516 
435061 AI651474 
409653 AW451693 Hs.220826 
428294 AA425488 
433160 AW207002 Hs.134342 
408809 AW274673 Hs.279706 
410174 AA306007 
424792 U92538 
422406 AF025441 
424687 J05070 
413809 L25851 
413507 BE145360 
448119 H385B7 
457288 AA521458 
402025 

440572 AW183778 Hs.2495B4 
453323 AF034102 Hs.32951 
443780 NMJH2068 Hs.9754 
422429 AA310527 
444314 AI140497 
426125 X87241 
430848 AW021726 
422470 AB017919 
449501 AI652924 
420731 AL042052 
404345 M730407 
400438 AF185611 
438170 AI916685 
432193 AA372264 
458715 AK000973 
427766 AM12258 
443426 AF09815B 
403038 

434674 AA831879 Hs.136985 
439685 AW956781 Hs.293937 
439428 AA835B25 



Hs.83169 
Hs.163944 



Hs.59461 

Hs.153138 

Hs.1 16206 

Hs.151738 

Hs.851 

Hs.190064 

Hs.82295 

HS.19273B 



Hs.166994 

Hs.1 17232 
Hs.231942 
Hs.104432 
Hs.159156 

Hs.194601 

HS373193 

Hs.16725 

Hs.188817 

Hs.9329 



Hs.190490 



Homo sapiens cONA FU 12257 fe, done MAMMA1001501, h 
Homo sapiens cDNA FU 14597 6s, clone NT2RM400239Q 



403310 

408392 U28831 



Hs.44566 
421849 AW410872 Hs.108894 
433384 AI021992 Hs.124244 
443343 BE409809 Hs.301005 
437267 AW511443 Hs.258110 
455978 A1310151 Hs.173524 
435851 M700946 Hs. 191933 
452243 AL355715 Hs.28555 
441703 AW390054 Hs.192843 
414001 A1610347 Hs.103812 
436669 AA535975 Hs.174308 
421502 AF111856 Hs.105039 
417087 AA193193 HS.18B325 
455855 BE147440 
410390 AA876905 Hs.1 25285 
418526 BE019020 Hs.85838 
442660 AW138174 Hs.130651 
436186 BE390717 Hs.5074 
426773 NM.015556 Hs.172180 
413476 U25849 Hs.75393 
418347 AA216419 
448752 AA593867 Hs.300842 
440349 AA884196 Hs.31476 
431363 M86528 Hs.266902 
430752 AA485330 Hs.303278 
436523 BE612990 Hs.5212 
415740 N80486 Hs39911 
411930 F06485 Hs.7740 
430B32 AI073913 Hs.100686 
452234 AW084176 Hs.223296 
409997 A1906055 Hs.57749 
434957 AF283775 Hs.35380 
407292 AA876638 
459109 AW292447 Hs.140821 
457892 AA744389 
432074 AA525248 Hs.149723 
440463 AI733087 Hs.129994 
420851 AA281062 Hs39493 
445326 AI220072 Hs.165893 
434953 BE049102 Hs.121573 



gbW45f12j(1 Soares_NFU.T.GBC.S1 Homo sapiens cDNAc 
ptoteasome (prosome, macropain) activator subunit 2 ( 
matrix rnetaflopTOtfiinase 1 {interstitial cdlagenase) 
gb:Human omega Gght chain protein 14.1 ftg lambda ch 
ESTs 
ESTs 

gb3w46d01r1 Soares_totaLfetus_Nb2HF8.9w Homo sapie 
TASP for tesBs-specffic adriarnycin sensifivity prate 
ESTs, Weakly similar to A47582 B-ceH growth factor p 
OKFZP434C245 protein 

origin recognition complex, subunft 5 (yeast homoiog) 
Opa-interading protein 5 

matrix metalloprotetnase 9 (getathase B, 92kD gelati 
integral, alpha E (anBgen CO103, human mucosa! lymph 
ESTs, Weakty similar to 138022 hypothetical protein [ 
dedicator of cyto-kioesls 1 
ESTs 

NM_021624:Homo sapiens histamine H4 receptor (HRH4). 

ESTs, Weakly similar to MYSA^HUMAN MYOSIN HEAVY CHAIN 

solute carrier family 29 (nucleoside transporters), m 

activating transcription factor 5 

gb:EST181333 JurkatT-celis V Homo sapiens cONA 5 1 en 

gb:ow76b0£s1 SoaresJetalJrver_spleen JNFLS_S1 Homo 

FAT tumor suppressor (DrosophOa) homoiog 

gb:dfZ7eQZy1 Morton Fetal Cochlea Homo sapiens cDNA 

pepBdyt argmine deimirtase, type V 

ESTs 

ESTs 

protocadherinll 

Target 

ESTs 

hypothetical protein FU10706 
hypothetical protein FU10111 
ESTs 

chromosome 20 open reading frame 1 

Target Exon 

ESTs 

ESTs. Weakly stmBar to FXD2_HUMAN FORKHEAD BOX PROTE 
ESTs 

Target Exon 
KIAA1641 protein 
hypothefical protein FU20411 
ESTs 

purine-rich element binding protein B 

ESTs 

ESTs 

ESTs 

programmed cell death 9 
leucine zipper protein FKSG14 

ESTs, Moderately simitar to ALU 1.HUMAN ALU SUBFAMILY 
Homo sapiens, done IMAGE3453347, mRNA, partial cds 
solute carrier family 34 (sodium phosphate), member 2 
Homo sapiens cDNA FU 1 1 484 fe, clone HEMBA1 001 835 
gb:RC1-HT022W)B010M1Sfl>9 HT0229 Homo sapiens cDNA 
ESTs 

solute carrier family 16 (mccocarboxyflc acid transpo 
ESTs 

similar to S.pombe dim 1 

K1AA0440 protein 

acid phosphatase 1, soluble 

gbmc16e035l NCLCGAPJM Homo sapiens cDNA clone si 
K1AA1608 protein _ 
Homo sapiens cDMA FU13872 fe, clone THYRO1001322 
neurotrophin 5 (neurotrophin 45) 
ESTs 

single-strand selective monofunctional uracil DNAgly 
Homo sapiens mRNA for FU00089 protein, partial cds 
oxysterol binding protein-Gke 1 
ESTs, Weakly simitar to JE0350 Anterior gradient [H 
ESTs, Weakly simDartD 138022 hypothetical protein [ 
synaptic nuclei expressed gene % KIAA101 1 protein 
x001 protein 

gb.nz45e06.s1 NCI_CGAP_Pr12 Homo sapiens cDNA clone s 
ESTs 

gbmy51e10.s1 NCLCGAP^PrlS Homo sapiens cDNA clone s 

ESTs 

ESTs 

hypothetical protein FU20142 
ESTs 

ESTs. Weakly similar to TRHY.HUMAN TR1CHOHYAU [H.sap 
231 
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Hs.11762 
Hs.55336 



Hs.816 



42D361 N92054 Hs.1 9471 8 
415B53 H06016 Hs.100855 
429599 AAB06106 Hs. 123664 
417037 BE083938 Hs.80976 
5 449317 AW293413 Hs. 132906 
436588 AA759233 Hs.126506 
409261 BE315042 Hs.19210 
401069 

_ 414065 AW515373 Hs.271249 
10 .409902 A1337658 Hs.156351 
43225B AW973078 Hs293039 
438581 AW977766 Hs292133 
405536 

. 418216 AA662240 Hs.283099 

15 434573 AW372340 Hs. 1597 17 

439354 AF086174 

455410 AW936678 

400736 

419474 AW968619 Hs.155B49 
20 406464 

407881 AW072003 Hs.40968 
427258 AA400091 Hs.39421 
404680 

433840 AA129782 Hs.3576 
25 423642 AW452650 Hs.157148 

457008 AA410446 Hs.112011 

435099 AC0D477O Hs.4756 

451846 T65840 

419988 W39388 
30 402967 

455601 A1368680 

441075 AA915991 Hs.179214 

451107 AA235108 Hs.17639 

404649 

35 420897 AW139261 Hs232280 
418857 D31771 Hs.89404 
420298 AI199510 Hs267912 
449893 T97999 Hs.18214 
420101 AW50Q529 Hs,95180 
40 428166 AA423849 Hs.79530 
420022 AA256253 Hs.120817 
444020 R92962 
454765 AW819629 
. _ 415021 R54409 
45 418506 AA084248 Hs.85339 
415009 C75253 Hs220950 
428845 AL157579 Hs.153610 
433348 AA877996 Hs. 125376 
417881 AI879117 
50 446354 AW449650 Hs.202249 
427018 AA397538 Hs.136280 
434410 AA632644 
448072 A14S9306 
457322 AI815486 
55 424317 AI865032 

433001 AF217513 Hs.279905 
404112 BE302729 Hs.173162 
433334 AI927208 Hs.231958 
„ 434960 AW374941 Hs.72545 
60 431658 BE409917 Hs.266935 
439158 R60323 Hs.193888 
443081 H86858 Hs.1 32909 
429432 AI678059 Hs202676 
452705 AW449390 Hs257150 
65 437044 AL035854 Hs.69517 
430780 N95102 
426793 X89887 
418379 AA218940 Hs.137516 
431405 AM70895 Hs252574 
70 405454 

438362 AA805678 Hs. 12326 
401940 

424834 AK001432 Hs.1 53408 
442432 BE093589 Hs.38178 

75 459086 AA021163 Hs.22287 
418653 AI734064 
444152 AI125694 
437534 AA814471 
435074 AI760944 

80 406722 H27498 

442829 AW263123 Hs.127554 
431675 AA699965 Hs.202375 
447164 AF026941 Hs.17518 



Hs.35052 



Hs.301693 



Hs249Q8 
Hs243901 
Hs26017 



Hs.334858 
Hs.172350 



Hs.136212 
Hs.149305 
Hs291800 
Hs.1 16937 
Hs.293441 



zinc finger protein 265 

ESTs 

ESTs 

antigen identified by monoclonal antibody KK67 

19A24 protein 

ESTs 

hypothetical protein MGC11308 

C11000374*gil10764778teblAAG22817.1|AF302150.1 (AF30 
Homo sapiens cDNA FU 13580 fis, done PIACE1 008851 

ESTs ■- 

ESTs 

ESTs. Moderately similar to 178885 serine/threonine* 
NM_005805:Homo sapiens 26S proteascme-asstxaated pad1 
AF15q14 protein 
ESTs 

gb:Homo sapiens fall length insert cDNA done ZB94A08 
p£:PM2^T<M2M8030r>fl04-a04 DT0023 Homo sapiens cDNA 
Target Exon 
ESTs 

C17000168^i|7294725Igb|AAF5006Z1| (AE003544) CG7547 
heparan sulfate (glucosamine) 3-O-suifotransferase 1 
ESTs 

Target Exon 

Homo sapiens mRNA fuD length insert cONA done EURCH 

hypothetic^ protein MGC1 3204 

ESTs, Weakly similar to unknown [Hsapiens] 

flap structure-specific endonudease 1 

ESTs 

Homo sapiens, clone MGG17421, mRNA, complete cos 
Target Exon 

SRY (sex determining region Y}-box 2 
ets variant gene 3 

Homo sapiens ubiquifin protein ligase (UBE3B) mRNA, p 

Target Exon 

ESTs 

msh (Drosophfla) homeo box homolog 2 

ESTs, Weakly similar to ALU7_HUMAN ALU SUBFAMILY SQ S 

ESTs, Weakly similar to B34087 hypothetical protein [ 

WAA0767 protein 

MS- 14 protein 

ESTs 

ESTs 

gfcRC5-ST0293-1402(KH)14-H05 ST0293 Homo sapiens cDNA 
Homo sapiens, done 1MAGE:3638994, mRNA, partial cds 
G protein-coupled receptor 39 
ESTs 

K1AA0751 gene product 

ESTs, Weakly similar to JC5314 CDC28/cdc2-4ike kinase 
gbau54g09.y1 Schneider fetal brain 00004 Homo sapien 
ESTs 

Homo sapiens cDNA: RJ22288 fis, clone HRC04157 
gbmp87b07.s1 NO_CGAP_Thy1 Homo sapiens cDNA done s 
ESTs 

Homo sapiens cDNA FU20738 fis, done HEP08257 
ESTs 

doneHQ0310PRO0310pi 
neighbor of COX4 
matrix metalioproteinase 28 
ESTs 

tRNA selenocysteine assodated protein 

ESTs 

ESTs 

synaptonemal complex protein 2 

ESTs, Moderately similar to SUR1.HUMAN SURFEIT LOCUS 

cONA for cKfererilially expressed C01 6 gene 

hypothetical protein MGC12250 

HIR (hist one cell cycle regulation defective, S. cere 

fidgefin-IIke 1 

ribosoma] protein L10a 

C12000541xjil5729884NiNP.006539.1| IGF-II mRNA-bin 
ESTs 

Target Exon 

Homo sapiens cDNA FU 10570 fis, done NT2RP20031 17 

hypothefical protein FU23468 

ESTs 

ESTs 

hypothetical protein MGC2603 

ESTs 

ESTs 

Homo sapiens SNC73 protein (SNC73J mRNA, complete cds 

ESTs 

ESTs 

Homo sapiens cig5 mRNA, partial sequence 
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Hs^13493 
Hs.324696 
Hs.270521 
Hs.158008 
Hs.191990 



420183 W92B85 Hs.143408 
421133 AA814971 Hs.257634 
407605 W03512 Hs.6479 
441370 A1242433 Hs.270085 
5 437966 AW891130 Hs.38173 
4263S0 AW290981 Hs.211296 
448111 AA053486 Hs.20315 
408021 AW137133 Hs.245867 
429228 A1553633 Hs.337139 
10 433914 AF108138 Hs.1 12160 
431184 AW970116 Hs^10616 
425219 AF207881 Hs.155185 
439774 AL360257 
432573 AA553612 
15 450881 W80462 
437835 A1146771 
453204 R10799 
412719 AW016610 Hs.129911 
408805 H69912 Hs.48269 
20 428281 AA194554 Hs.183434 
422583 AA410506 Hs.27973 
448148 NNL016578 Hs.20509 
453005 AW055308 Hs.31803 
454132 AW131759 Hs.248286 
25 425263 NMJW1197 Hs.155419 
416209 AA236776 Hs.79078 
441525 AW241867 Hs.127728 
459539 A1279186 
443148 A1034357 
30 424255 AI192657 
459435 AA32003B 
443117 AI248826 
457434 AW628192 Hs.18851 
442505 AW003775 Hs.1 98248 
35 430901 AA488833 Hs.126711 
439223 AW238299 Hs.250618 
417739 Z43995 
415961 K10983 
424042 Y10601 
40 451035 AU076785 Hs.430 

447155 AA1OO605 Hs.121557 
412668 M456195 Hs.10056 
458042 AW058464 Hs.6430 
456530 AL049437 Hs.100292 
45 433345 AI681545 
445006 W91903 
453922 AF053306 
455161 BE145900 
424308 AW975531 
50 430413 AW842182 Hs.241392 
423494 AW504365 Hs.24143 
415018 U49395 
404534 

438451 AI081972 
55 435176 AA744875 
443245 AI040955 
443162 T49951 
457478 T15803 
403839 

60 434932 BE613162 

420991 AW504814 Hs.121004 
457854 BE547674 Hs.204169 
455994 BE179190 
402796 

65 423426 AW389579 Hs.128434 
429568 AJ088691 
404110 

424441 X14850 
433155 AL037035 
70 414839 X63692 
406867 AA157857 
418278 AI088489 
458696 AW375333 
456248 AL035786 
75 403152 AA576664 
407649 BE066724 
448387 AJ874402 
433671 AW138797 Hs.132906 
425891 A1041717 Hs.1 32141 
80 447347 AA570055 
439079 AF085937 
458115 BE091587 



Hs.211194 
Hs.143897 

Hs.42029 



Hs.155919 
Hs.137674 



Hs.152982 
Hs.124814 
Hs.36708 

Hs.154443 



Hs.77807 

Hs.220261 

Hs.189413 

Hs.151973 

Hs.9029 

Hs.272458 

Hs.284135 



Hs.208414 

Hs.147097 
Hs.1 00426 
Hs.77462 
Hs.182265 
Hs.83937 
Hs.199890 
Hs.82425 
Hs.37078 
Hs.37427 
Hs.170810 



Hs.122730 
Hs.38348 



428144 BE269243 Hs.182625 



ESTs 
ESTs 

^^^S^to^iuMAN AW SUBFAMILY J SE 
ESTs 

ESTs, Weakly similar to 2109260A B cell growth factor 
interferon-mduced protein with tetratricopeptide rep 
ESTs 
ESTs 

Homo sapiens DNA heQcase homolog (PIF1) mRNA. partia 
ESTs 

cytosotic ovarian carcinoma antigen 1 

Homo sapiens mRNA fufl length Insert cONA done EURO! 
WAA1594 protein 

ESTs, Highly similar to ALU2_HUMAN ALU SUBFAMILY SB S 
ESTs 
ESTs 
ESTs 

vaccinia related kinase 1 

ATPase, H transporting, lysosomal (vacuolar proton pu 
KIAA0874 protein 
HBV pX associated prolein-8 
ESTs, WeaWy similar to N-WASP Sapiens] 
ESTs 

BCtf-interading kHter (apoptosis-mducing) 
MAD2 (mitotic arrest deficient, yeast, homotogHike 

pfrqm24a04jc1 NQ CGAP_Lu5 Homo sapiens cONA clone 3* 
ESTs, Weakly similar to ALU8.HUMAN ALU SUBFAMILY SX S 
dysferiin, limb girdle muscular dystrophy 2B (autosom 
gb:EST22383 Adipose tissue, white II Homo sapiens cDN 
ESTs 

hypothetical protein FU10875 
UDP-GakbetaGJcNAc beta 1 ,4- galactosyitransferase, p 
ESTs, WeaWy similar to 138588 reverse transcriptase 
UL16 binding protein 2 

gfcHSCI QB121 normalized infant brain cDNA Homo sapian 
ESTs 

ankyrin-fike with transmembrane domains 1 
plastin 1 (I isoform) 

ESTs. Weakly similar to DP1_HUMAN POLYPOSIS LOCUS PRO 
hypothetical protein FU14621 
protein with potyghitamine repeat calcium (ca2) home 
Homo sapiens mRNA; cONA DKF2p5B5E1 1 20 (from done OKF 
hypotheticai protein FU13117 
ESTs 1 
budding uninhibited by benzimidazoles 1 (yeast homoto 
gb:MR0-HT0208-221299.2044)12 HT0208 Homo sapiens cDNA 
mimchrornosorne maintenance deficient (S. cerevistae) 
smaii inducible cytokine A5 (RANTES) 
Wiskott-Aldrich syndrome protein Interacfing protein 
punnergic receptor P2X, ligand-gated ion channel, 5 
C11001758*:gil12621132lretlNP_075243.1| MEGF1 (Rattus 
ESTs 
ESTs 

hypothetical protein FU 23511 
DKFZP434G032 protein 

protein phosphatase 3 (formerly 2B), catalytic subuni 
Target Exon 

hypotheBca! proton MGC3036 
Homo sapiens mRNA for FU001 1 1 protein, partial cds 
ESTs, Weakly similar to S65657 aJpha-IC-adrenergic re 
g b:RC04fr0613-2103004&-fD7 HT0613 Homo sapiens cONA 
Target Exon 

Homo sapiens EUSC-1 mRNA. partial cds 
Homo sapiens mRNA; cDNA OKFZp564D0472 (from clone DKF 
NM_020245*:Homo sapiens tubby super-family protein (T 
H2A histone farriy, member X 
Homo sapiens cervical cancer metastasis-suppressor 1 (B 
DNA (cytosme^)^thyttrareferase 1 
keratin 19 

hypothetical protein ' 
ESTs 

acfin related protein 2/3 complex, subunit 5 (16 kO) 
v-crk avian sarcoma virus CT10 oncogene homolog-tike 
erythrocyte membrane protein band 4.1 (einptocytosis 
ESTs 

19A24 protein 

ESTs , , 

ESTs, Moderately similar to KIAA1215 protein [Rsaple 

ESTs 

gML2-BT0731-240400-069-H04 BT0731 Homo sapiens cDNA 
VAMP (vesWe-associated membrane protein)-asscctated 
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424259 AKD01776 Hs.143954 hypotheficai protein FU10914 B3 

443056 AI457996 Hs.1 32578 ESTs 8.3 

410391 H17881 hfe.15043 Homo sapiens clone FLB5227PR01 367 mRNA, complele cds 8.3 

407989 AW135208 Hs^56092 ESTs 8.3 

5 410536 N39533 gb:yv27d04.s1 Scares fetal fiver spteen 1NFLS Homo sa 83 

452273 AI870685 Hs.231022 ESTs B.3 

454297 A1223335 Hs.50651 Janus kinase 1 (a protein tyrosine kinase) 8.3 

453718 AL119317 Hs.120360 phospholipase A2, group VI (cylosofc, caterum-mdepe 83 

401654 NM_007242ttomo sapiens DEAD/H (Asr>Gi>-Ala-Asp/His) b 8.3 

10 432891 AF161483 Hs.279761 HSPC1 34 protein a3 

419923 AW081455 Hs.120219 ESTs 8.2 

433627 AFD78866 Hs284296 Homo sapiens cDNA: FU22993 fis, clone KAT11914 82 

435452 AAB31004 Hs.124874 ESTs 8.2 

418683 U90908 HsJ7241 hypotheficai protein from clones 23549 and 23762 8.2 

15 440065 W03476 Hs-26S331 hypotheficai protein MGC4595 8.2 

439752 T78968 Hs.14411 ESTs 82 

447983 AW612726 Hs282113 ESTs, Weakly similar to 138022 hypothetical protein [ 82 

441966 AA568689 Hs.16131 hypothetical protein FU 12876 a2 

408182 AA047854 gb:zf49g04.rt Soares retina N2b4HR Homo sapiens cDNA B.2 

20 432180 Y18418 Hs.272822 RuvB (E coti homotogH&e 1 8.2 

435005 BE551650 Hs.158126 Homo sapiens cDNAFU13350 fis, clone OVARC1002143 a2 

414962 AF273304 Hs.235376 XPMC2 protein a2 

444476 AF020038 Hs.1 1223 isodtrate dehydrogenase 1 (NADP), soluble a2 

408175 W29089 Hs. 19066 hypothetical protein DKFZp66702416 8.2 

25 413940 A1633205 Hs.159914 ESTs, Weakly similar to 178885 serineAhreonine-speci a2 

437277 AA748016 Hs.123370 ESTs a2 

431445 AA505135 Hs.44037 ESTs ai 

418927 BE349635 Hs.190284 ESTs ai 

452446 AA086123 Hs.297856 ESTs ai 

30 445380 AI222019 Hs.144838 ESTs ai 

421174 AW969058 Hs.291974 ESTs, Moderately similar to A4601 0 X-finked reiinopat ai 

444374 AA009841 Hs.11039 hypothetical protein MGC2722 8.1 

417247 N58024 gb:yv63cQ1.s1 Soares fetal liver spleen 1NFLS Homo sa ai 

438335 AI498421 Hs.243168 ESTs 8.1 

35 445235 A1564022 Hs.138207 ESTs '8.1 

422585 NMJH6186 Hs.1 18820 protein Z-dependent protease inhibitor precursor 8.1 

442522 AI087038 Hs. 146592 ESTs, Weakly simflar to ALU7_HUMAN ALU SUBFAMILY SQ S 8.1 

430684 AI808979 Hs293193 ESTs 8.1 

446442 BE221533 Hs257858 ESTs 8.1 

40 441410 AA932689 Hs233304 ESTs, WeaWy simBar to I38022 hypothetical protein [ ao 

419485 AA489023 Hs.99807 ESTs, WeaWy similar to unnamed protein product [H.sa ao 

449539 W80363 Hs.5B446 ESTs 8.0 

406663 U24683 Hs.302063 immunoglobulin heavy constant mo 8-0 

423767 H1B283 Hs.132753 F-box only protein 2 8.0 

45 450937 R49131 Hs.26267 ATP-dependant interferon response protein 1 aO 

430977 AA490069 Hs.306676 Homo sapiens cDNA RJ 14302 fis, done PUCE2000003 8.0 

455677 BE066061 Hs.8867 cysteine-nch, angiogenic Inducer, 61 8.0 

436706 AA725808 Hs.194609 ESTs 8.0 

459407 N92114 gbza22h11.r1 Soares fetal Bver spleen 1NFLS Homo sa 8.0 

50 444132 AK000452 Hs.10340 hypothetical protein FU20445 8.0 

437149 AI686651 Hs.202234 ESTs. WeaMy sbraiar to ALU4.HUMAN ALU SUBFAMILY SB2 ao 

418499 AI627392 Hs302023 hypothetical protein FKSG25 8.0 

411298 AW835858 gb:PMCW.TQQ1 7-031 29WH)1-h07 LT0017 Homo sapiens cDNA ao 

432571 AF151054 Hs278429 hepatocellular carcinoma-associated antigen 59 8.0 

55 416295 AI064824 Hs.193385 ESTs ao 

427485 AF039652 Hs.1 78655 rtbonuctease H1 ao 

409857 AW501908 gfcUWMR0p*j|K-12-WJI.r1 NIH_MGC^52 Homo sapien 7.9 

433854 AA610549 Hs.333239 ESTs 7.9 

_ 458080 BE142728 gb:MR04*T01 57-021 299-004-d08 HT0157 Homo sapiens cDNA 7.9 

60 423573 AA328504 gb:EST31993 Embryo, 12 week I Homo sapiens cDNA 5" en 7.9 

404495 C8O0144r:gi|8923061|refiNP - 060114.1l hypothetical pr 7.9 

443135 A1376331 Hs.1 561 03 ESTs 7.9 

448939 BE267795 Hs.22595 hypotheficai protein FU10637 7.9 

413283 R78669 Hs23756 hypothetical protein similar to swine acytneuraminate 7.9 

65 443987 AW163123 Hs.10071 seven transmembrane protein TM7SF3 7.9 

434197 AA627223 gbmq63b04.s1 Na_CGAP_Ov6HonK>saoienscDNAclonesi 7.9 

436882 AW016722 Hs.1 94976 SH2 domain^cntaining phosphatase anchor protein 1 7.9 

434502 AW974915 Hs.1 16550 ESTs 7.9 

„ 435507 AI143579 Hs.26510 vacuolar protein sorting 33B (yeast homolog) 7.9 

70 444896 A1201480 Hs.1 44856 ESTs 7.9 

419320 H96666 Hs.6137 ESTs 7.9 

446269 AW263155 Hs.1 4559 hypothetical protein FU10540 7.9 

425569 AA359597 HU01701 Homo sapiens cDNA FU 12073 fis, done HEMBB 1002387 7.9 

445209 AW294230 Hs.80988 collagen, type VI, alpha 3 7.9 

75 449193 AI637997 Hs.195653 ESTs 7.9 

447397 BE247676 Hs.1 8442 E-1 enryme 7.9 

455037 BE144549 gb:MR£W™67-08119^1-a02KT0167Hon^ 7.9 

453357 AW732847 Hs.70573 PKCM-retated HIT protein 7.8 

439317 AF086127 Hs.50600 ESTs. Weakly similar to T471 56 hypothetical protein D 7.8 

80 424006 AF054815 Hs.137548 CD84 antigen (leukocyte antigen) 7.8 

406562 NM_004520*:Homo sapiens kinesin heavy chain member 2 7.8 

435192 AKD00739 Hs.4835 eukaryotic tianslafion initiation (actor 3, subunit 8 7.8 

413500 BE144914 gb:CM3-HT01 83-181 099-023-005 HT0183 Homo sapiens cDNA 7.8 
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436216 


AA380887 


Hs^oas 


418623 


AW1 94757 


Hs.265804 


447197 


R36075 




430146 


AW815330 




441841 


AA971819 


Hs.176083 


457677 


AA628890 


Hs.158701 


421090 


BE301870 


Hs.101813 


436481 


AA379597 


Hs.5199 


434407 


AW815333 




406410 






453579 


AI204463 


Hs.61857 




BE410293 


Hs.179718 


452139 


AA099969 


Hs.16331 


405510 








AA994020 


Hs.128553 




AW134529 


HSJ244647 


448004 


AW451477 


Hs.257456 


430610 


AI821465 


Hs.188810 


427080 


AW068287 


Hs.173466 


451693 


BE220445 


Hs.279635 


417558 


AF045229 


Hs.822B0 


420344 


BE463721 


Hs.97101 


427735 


AA916785 


Hs.180610 


425423 


NM 005897 Hs.157180 


450663 


H43540 


Hs.25292 


432585 


AA705591 


Hs.190209 


402682 






400247 






421116 


T19132 


Hs.101850 


426761 


A1015709 


Hs.172089 



405514 

412406 AW948172 

440226 AAB73387 Hs.207330 

435525 H50654 Hs.113999 

418529 AW005695 HS.25Q897 

407758 050915 Hs.38365 

447Z76 AU049795 Hs.17987 

449938 AW970612 Hs.172635 

422893 X98411 Hs.121555 

451593 AF151879 Hs.26706 

424148 BE242274 Hs.1741 

447519 U46258 Hs.339665 

409361 NMJW5982 Hs.54416 

436279 AW900372 Hs.180793 

426523 S68616 Hs.170222 

456926 AB018284 Hs.158688 

416294 086980 Hs.79170 
409206 AW364844 

417086 AA194446 Hs.73451 

418181 U37012 Hs.83727 
436910 AA926944 
401008 

413245 BE244334 Hs.75249 

446820 AW295037 Hs.254986 

439279 AI039473 Hs.130S36 

426116 AA868729 Hs.144694 

410098 BE326B39 Hs.17433 

422326 AI114875 Hs.78592 

435513 AW404075 Hs.42785 

421629 N80121 Hs.49B3 

434663 AA641972 Hs.130058 

452461 N78223 Hs.108106 
418811 AK001407 
405417 

414076 M467736 
435014 BE560898 
449610 AI242042 
403397 

436873 N23874 



Hs.10026 
Hs.14044 

Hs.50477 
Hs.26334 



451386 AB029006 
404914 

419B39 U24577 

432820 A1554057 

418978 T85295 

446636 AC002563 

454639 AW811633 

434522 AF189259 

45B236 AW297043 Hs.255604 

441043 AA913422 Hs.192104 

422838 AA524065 

455096 AW855718 
442307 AW027690 Hs.90037 
425453 AW374284 H*297215 



Hs.93304 
Hs.152477 
Hs.268606 
Hs.15767 

Hs.283081 



Hs.93670 



dofichyt-phosphaie mannosyl transferase polypeptide 1. 
ESTs 

gteyh88b01js1 Scares placenta Nb2HP Homo sapiens cONA 
gb:QWST021 54601 0<M»3-a09 ST0215 Homo sapiens cDNA 
ESTs 
ESTs 

solute carrier family 9 (sotfiummydrogen exchanger), 
HSPC150 protein similar to ubiquitin-conjugaUng enry 
gb:QV0^ST021546010(M)83-g01 ST0215 Homo sapiens cDMA 
C5000010^l|10440464}dbilBAB15765.1| (AK024475) FU0 

v-myb avian myeloblastosis viral oncogene homotoo/irx 

Homo sapiens cDNA: FU21482 6s. done COL05135 

ENSP00000233779*^ypo1he5cal 68.0 kDa protein. 

ESTs 

ESTs 

ESTs 

ESTs, Weakly similar to ALU6J1UMAN ALU SUBFAMILY SP S 
ras-related C3 botuCnum toxin substrate 2 (mofamfl 
ESTs 

regulator of G-protein signalling 10 

putative G protein-coupled receptor 

splicing factor proiineiglutamine rich (porypyrinnld'in 

intractstemat A parCcle-promoted polypeptide 

ribonuctease HI, large subunit 

ESTs 

Target Exon 
Eos Control 

refinol-blnding protein 1, cellular 

Homo sapiens mRNA; cDNA DKF2p585l2022 (from clone OKF 

ENSP00000241075:TRRAP PROTEIN. 

gb:RC0-MT0013-28030O-021-b06 MT0013 Homo sapiens cONA 

ESTs 

ESTs 

TRK-fusedgene 
WAA0125 gene product 
hypothetical protein MGC1203 
Homo sapiens cDNA: FU21367 fis, done COL03051 
myosin IF 
CQ-121 protein 
integrin.beta? 
ESTs 

sine ocu!ts homeobox (Drosophlla) homolog 1 
ESTs, WeaWy simitar to S65657 alpha-1C-adrenergc re 
solute carrier family 9 (sofiurrrtiydrogen exchanger), 
WAA0741 gene product 

KIAA0227 protein . 
gb:QV3-DT0044-221299-045^3 DT0044 Homo sapiens cDNA 
ESTs, Weakly similar to S55024 nebuEn, skeletal muse 
cleavage and poryadenyfaficn specific factor 1, 160kO 
gb:om68g01.s1 Na - CGAP_GC4HomosapfenscDNAdone3' 
Target Exon 

ADP-ribosylafion factor-ffce 6 interacting protein 
ESTs 
ESTs 
ESTs 

hypothefical protein FU20967 
eukaryofc translation Wtiafion factor 2B, subunit 
DC11 protein 
ESTs 
ESTs 

transcription factor 

hypothefical protein FU 10545 

CX001144*gl|7242973ldbilBAA92547.1| (AB037730) K1AA1 
gb:nc74e05.s1 NCI_CGAP_Pr2 Homo sapiens cDMA done, m 
mitochondrial ribosomal protein L17 
ESTs 

Target Exon 

RAB27A, member RAS oncogene family 
spastic paraplegia 4 (autosomal dominant; spasfin) 
NM_004O46*:Homo sapiens ATP synftase, H+ transporting 
phosphonpase A2, group Vll (plateteVacfivafing fact 
ESTs 
ESTs 

citron (rtKHnteracung, serineythreorune kinase 21) 
gb:RC2-ST015M91099-011-d05 ST0158 Homo sapiens cDNA 
ganrna-aminobutyric add (GABA) receptor, theta 
ESTs, WeaWy similar to A47234 homeobox protein H6 [H 
ESTs 

Homo sapiens cDNA: FU22664 fis, done HSI08202 
gb:RC1-CT027947010(M21-a06 CT0279 Homo sapiens cDNA 
ESTs 

Homo sapiens chromosome 19. ccsmid R26894 
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455327 AW896238 Hs334805 Homo sapiens cOKAFU 14504 fis. clone NT2RP1 000363, m 7.3 

420382 AW576160 Hs.1 00729 K1M0692 protein 7.3 

424S63 AA446932 Hs.151428 ret finger protein 2 7.3 

_ . 417125 AW181998 Hs.B1248 CUG triplet repeat RNA4anding protein 1 7.3 

5 453902 BE502341 Hs.3402 ESTs 7.3 

446842 AI343510 Hs.176992 ESTs 7.3 

454128 AL031259 Hs.41639 programmed ceD death 2 7.3 

427011 BE302729 Hs.173162 neighbor of COX4 7.3 

450872 AI742594 gb.-wg55hQ5.x1 Soares_NSF_F8_9W_OT_PA_P_S1 Homosapien 7.3 

10 451512 AI800236 Hs.207080 ESTs 7.3 _ 

406708 A12B2759 gb:qt84a01j(1 NCLCGAP_Co14 Homo sapiens cDNA clone I 7.3 

432576 AW157424 Hs.165954 ESTs, WeaWy simflar to 138022 hypothetical protein ( 7.3 

459304 AW005809 Hs.281076 ESTs, WeaWy similar to CHD4_HUMAN CHROMODOMAIN HEUC 7.3 

401375 NM_020999*:Homo salens neurogenin 3 (NEUROG3), mRNA 7.3 

15 413258 BE075114 gb:PM1-BT0585-11020(HM»c1 1 BT0585 Homo sapiens cONA 7.3 

406016 Target Exon 7.3 

421506 BE302796 Hs.105097 thymidine kinase 1, soluble 7.3 

422742 AA316117 Hs.337128 ESTs 7.3 

440031 BE045970 Hjl244746 ESTs 7.3 

20 429389 AA454779 Hs^01441 Homo sapiens cDNAFUl 1079 fe, done PLACE1 0051 11 7.3 

449556 AA00200B Hs.188633 ESTs 7.3 

444310 AI140432 Hs.175936 ESTs 7.3 

459274 AA382590 Hs, 170980 WAA0948 protein 7.3 

425404 BE048060 Hs. 133494 Homo sapiens done TCCOA00164 mRNA sequence 7.3 

25 431150 T63857 gb:yc16e01.s1 Stratagenetung (937210) Homo sapiens c 7.3 

443217 NM.001545 Hs.9078 immature colon carcinoma transcript 1 12 

413405 AW022253 Hs.215976 ESTs 7.2 

447653 BE327277 Hs.161145 ESTs 7.2 

414704 NM_014757 Hs.76986 mastermind (Drosophfla), homotog of 7.2 

30 424046 AFQ27866 Hs.138202 serine (or cysteine) proteinase inhibitor, clade B(o 11 

. 409188 AW363284 Hs^2553 ESTs 7.2 

453493 AL039478 Hs.304447 ESTs, WeaWy similar to ALU1_HUMAN ALU SUBFAMLY J SE 12 

456111 AK000150 Hs.78185 MAX-like bHLHZIP protein 7.2 

400297 AI127076 Hs.334473 hypothetical protein DKFZp56401278 12 

35 446364 AB006624 Hs.14912 WAA0286 protein 7.2 

432215 AU076609 Hs.2934 ribonucleotide reductase M1 potypepBde 7.2 

436943 AA773838 Hs.5353 caspase 1 0, apoptosis-related cysteine protease 7.2 

446336 AW815036 Hs.151251 ESTs 12 

418469 U34879 Hs.B5279 riydroxysteroid (17-beta) dehydrogenase 1 12 

40 414907 X90725 Hs.77597 pofo (OrosophlaHike kinase 7.2 

429065 AI753247 Hs.29643 Homo sapiens cDNA FU13103 fis, done NT2RP3002304 7.2 

424568 AF005418 Hs.150595 cytochrome P450, subfamfly XXV1A, pdypepGde 1 7.2 

416450 AA180467 gb:zp14g08.s1 Stratagene fetal reOna 937202 Homo sap 12 

449714 AB033015 Hs.23941 H3AA1 189 protein 7.2 

45 455447 AW947507 gb:RO0-MTQ002-1 40300-01 1*1 2 MT0002 Homo sapiens cOMA 12 

437154 AI023133 Hs.10739 ESTs 7.2 
423059 AW378445 Hs.1 23080 Homo sapiens unknown protein mRNA, partial cds 12 
419092 J05581 Hs.89503 mucin 1. transmembrane 12 
426736 AA431615 Hs.130722 ESTs 7.2 
50 417748 243011 HsJ21169 ESTs 7.2 
434748 A1862604 Hs.211884 ESTs, WeaWy similar to ALU1_HUMAN ALU SUBFAMILY J SE 7.2 
438929 AW195515 Hs^53177 ESTs 12 
452061 A1074259 Hs.469 succinate dehydrogenase complex, subunft A. flavoprot 7.1 

446416 AV658299 Hs.1 63959 ESTs 7.1 
55 415023 AA932146 Hs.1 33494 Homo sapiens done TCCOA00 1 64 mRNA sequence 7.1 
434766 AA742222 Hs.1 20634 ESTs 7.1 
432566 AW439330 Hs.255889 ESTs, WeaWy similar to 2109260A B cell growth factor 7.1 
420252 AW270404 Hs.193161 ESTs 7.1 
435403 AA779987 Hs.269658 ESTs 7.1 
60 430151 AW968203 gb:EST380398 MAGE resequences, MAGJ Homo sapiens cDNA 7.1 

427908 AA417272 HsJ24122 ESTs 7.1 
417758 U27699 Hs.82535 sohite carrier famfly 6 (neurotransmitter transporter 7.1 
400098 Eos Control 7.1 

412647 AW975090 gt>:EST387196 MAGE resequences, MAGN Homo sapiens cDNA 7.1 

65 437234 AI472213 Hs.247711 hypothetical protein FU20557 7.1 
453366 AW958751 Hs.28921 zinc finger protein 7.1 
425803 AI825204 Hs.211408 ESTs 7.1 
447383 N24231 gb.yx22a1 1/1 Soares melanocyte 2NbHM Homo sapiens cD 7.1 

„ 423864 BE275607 Hs.1708 diaperontacaitainingTCP1,sutun!l3tean^) 7.1 
70 450799 AW407504 gfcUt-HF-BM04dk-g-12-O4Jl.fi NIH_MGC_38 Homo sapiens 7.1 

409592 BE280951 Hs.55058 EHntemam containing 4 7.1 . 

453945 NM_005171 Hs.36908 activating transcription factor 1 7.1 
425196 AL037915 Hs.155097 carbonic anhydrase 7.0 
„ 439778 AL109729 Hs.99364 putative transmembrane protein 7.0 
75 417662 R07478 Hs.268845 ESTs 7.0 
438087 AI863770 Hs.190422 ESTs 7.0 
452724 R84810 Hs.30464 cycEnE2 7.0 
448633 AA311426 Hs.21535 tobuHn, gamma 1 7.0 
433154 AA578526 Hs, 160994 ESTs 7.0 
80 440094 AI651558 Hs.270372 ESTs, WeaWy similar to ALU1 .HUMAN ALU SUBFAMILY J SE 7.0 
409253 H91200 Hs*52002 C05 an5gen-Gke (scavenger receptor cysteine rich fa 7.0 
431270 BE046609 gb:hn41e11.x1 NCLCGAP_RDF2 Homo sapiens cDNA done 3 7.0 

407629 AA649242 Hs.62632 ESTs 7.0 

236 



WO 03/042661 



PCT/US02/36810 



408296 


AL117452 


Hs.44155 


445439 


BE243084 


Hs.12719 


427105 


AA398193 


Hs.97584 


408623 


AW811976 


Hs.254037 


426561 


AA381437 




408492 


AA555217 


Hs.183684 


428894 


AA437066 


Hs.271736 


419102 


AA234098 


Hs.42424 


429067 


AA446019 


Hs.104957 


422684 


BE561617 


Hs.1 19192 


424701 


NM_005923 HS.1519B8 


412513 


AA322599 


Hs.5163 


443599 


A1079559 


Hs.134125 


400715 






446514 


AW449233 


Hs.150847 


413992 


W26276 


Hs.136075 


402442 






419497 


KM.O0S410 Hs.90753 


439575 


W79259 




407027 


U63312 





DKFZP58561517 protein 
regulator of nonsense transcripts 1 
ESTs 
ESTs 

gb:EST94514 Activated T-ceOs I Homo sapiens cDNA 5" 
eukaryotic translation initiation factor 4 gamma, 2 
ESTs 

ESTs, Weakly similar to 2004399A chromosomal protein 
ESTs 

H2A histone family, member Z 
rratogen-acGvated protein kinase kinase kinase 5 
ESTs, Weakly similar to AF1 51 840 1 CGI-82 protein (H. 
ESTs 

ENSP00000237081':KIAA1217 PROTEIN (FRAGMENT}. 
ESTs 

RNA.U2 small nudear 
Target Exon 

TaMnleracting protein (30kD) 

gbtzo75c06.r1 Soares_fetaLhearLNbHH19W Homo sapiens 
gb:Human cosmid LU2NC01-242E1, ETV6 gene, exons 1B a 



7.0 
7.0 
7.0 
7.0 
7.0 
7,0 
7.0 
7.0 
7.0 
7.0 
7.0 
7.0 
7.0 
7.0 
7.0 
7.0 
7.0 
7.0 
7.0 
7.0 



Table 159 

Pkey: Unique Eos probeset identifier number 
CAT number. Gene cluster number 
Accession: Genbank accession numbers 



Pkey 

408182 
409113 



CAT Number Accessions 



104479.1 
110079.2 



409205 


1108161J 


409857 


1156298 J 


410146 


1178974.1 


410536 


1207322.1 


411298 


1237955.1 


412406 


1293055.1 


412647 


1317604.1 


413258 


1355998.1 


413314 


1360034 1 


413500 


1373933.1 


414076 


141490J 


416450 


159551.1 


417247 


1660859.1 


417739 


1696198.1 


417881 


170544.1 


418347 


174149.1 


422429 


216469.1 


423573 


229714.1 


426561 


269158.1 


428294 


289365.1 


430146 


313562J 


430151 


313668.1 


430709 


322338.1 


430848 


324621.1 


431150 


328626.1 


431270 


330676J 


432363 


345469.1 


434197 


381655.1 


434407 


385744.1 


434410 


385798.1 


436910 


42918^1 


437056 


432262.1 


439354 


47146 1 


439575 


47400J 


444314 


600667.1 


447197 


711623.1 


447383 


71990.1 


450799 


847243.1 


450872 


849959 1 


454355 


1130264.1 


454639 


1227728.1 


454765 


1233905.1 



AAQ74897 AA1139U AA064871 AA079329 AA071309 AA084710 AA1 2J030 AA075042 AAD74794 AA071453 AA078803 AA148628 AA122204 
AA074159 AA126185 AA079117 AA127089 AA070912 AA079280 AA131372 AA078833 AA071087 AA076131 AA071047 AA079401 AA083070 
AA1020TC AA 15 63 AA074 98 AA134725 AA1 13889 AA1 21 103 AA075041 AA065148 AAD71310 AA101144 M079659 AA078931 AA079209 

AA126283 AM 26078 AA075895 AA079208 AA0745B3 AA071086 AA079623 AA070627 AA078802 AA076622 AA065051 AA079143 AA071 110 



AA1001 88 AA0B1472 AA1 22355 AA129031 AA085362 AA069220 AA070940 AA075958 AA074563 AA084027 AA115929 
AW364844 AW354847 AW937534 AW937593 AW937659 
AW501 908 AW502959 AW502540 
AW592655 R05927 R06916 
N39533 AW753094 AW753093 



AW835848 AW835851 AW835852AW835862AW835855AW835825AW835847 AW83583B kunjta4M 

AW948177 AW948171 AW948183AW948173 

AW975090 N44182 

BE075114BE075283BE075118 

BE081585 BE081717 BE081863 BE081794 BE0B1659 

BE144914BE394989 

AA467736AA135210AW968166AA467804 
AA180467 AA449184 AA464831 AA505048 
N58024 T58194 T1 1693 N64222 T05B48 
Z43995R12357 R34740 

AI8791 17 AW161351 Z45755 BE003661 AA206949 AA476541 

AA216419F03238AA229517 

AA310527 AW962295 Z44865 H06541 

AA328504 AA327783 AW952370 

AA381437 AA628833 AW407275 

AA425488 AA496895 F23221 

AW81 5330 AW9681 70 A1732687 AI732725 AA468343 AA457817 AW063961 
AW968203 AI732757 AA470353 AA468025 AA468479 AI734151 
R34356 AW969B80 AA484613 
AW021726 AA487752 AA4880B5 
T63857 AW971220 AA493469 T63599 
BE046609BE046118AA501504 

AA677223 AAfrS^W AA^S^AA643463 AA643453 AA643439 AA643438 AW802964 AW821595 AW821 594 AA643431 AA643432 
AW827513 

AW815333AW815409AA632563 

AA632644 AA635376 AA664188 

AA926944 AA767974 AA737237 

A1147061 AA743380 AA765223 AW976398 A1803927 

AF0B6174W31796W04694 

W79259AF086398 W73927 

AI140497 AW749625 AW749626 AW749644 

R36075A1366546 R36167 

N24231BE617964 N36313 

AW407504 W31274 AI738877 

AI742594 AI761397 R31198 AI819332 R31257 

AW812535 AW812536 AW390307 

AW81 1633 AW81 1652 AW81 1898 

AW819629AW854320 
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455037 
455096 
455161 
5 455410 

455447 
455855 
455994 
1rt 457892 
10 458080 
458115 



15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



1249783J BE144549 AW851677 AW851643 AW851711 AW851719 
1253078.1 AW855718AW855740AW855748 

1256167.1 BE145900 AW859906 BE145895 BE145831 BE1459H BE145820 BE145817 BE 145890 BE145908 

1288380.1 AW93S678 AW936S37 AW936682 AW93^5 AW936817AW936811 AW93S762 AW936653 AW93681SAW935812 AWS36683 AW936822 

AW936823 AW935821 AW938732 AW93S730 AW936781 
1292444.1 AW947507 AW947509 AW947791 BE008335 
1375834.1 BE147440 BE1 47708 BE1 47563 BEU7455 
1398737.1 BE179190 BE179206 BE179182 BE179185 BE179185 BE179194 
432926.1 AA744389 M744270 AA744284 AA744299 AA7453S0 AA744337 AAB45905 AA847698 
471050.1 BE142728AA834047AW937124 

47705.29 BE091587 BE091730 BE091577 BE091655 BE091729 BE091640 BE091578 BE091727 BE091803 BE091660 BE091721 BE088255 BE076582 

AW992312 BE008791 BE082385 BE083504 BE083466 AW997967 AW997991 BE165595 AW843586 AW844334 BE079091 AW603391 BE081427 
BE079514 BE184580 BE009952 BE008722 AW579912 AW8S0551 AW8901B4 AW795276 AW860410 AW86041 1 AW610330 AW850564 AWB60578 
AW862519 BE073924 BE008587 BE073857 BE073921 AW274106 BE011050 AW268120 AI335067 AW793748 AW997736 BE080117 AW867987 
AI547161 AW844767 AW393596 AW579444 BE083334 AS547158 AW7998S3 AA585179 AW992792 AWB82215 BE01 1913 AW997894 AI547159 
AW992772 AW581178 AA092247 AW843916 BED79190 AW878478 BE083648 BE066454 A1469937 AW393594 AW579899 AW939276 BE173265 
AW878631 AW878638 AW992802 BE079913 AA533638 AW369008 BE076590 AW843456 AW992791 BE173247 AW843921 AW843333AW878334 
BE090235 BE078240 BE0S6325 AW603276 BE169310 AWB17299 BE091641 BE000160 AW898164 AW994624 AW999391 AWB62797 AW899438 
AW750667 AW939685 AW940017 A1200402 BE167391 AW939318 AW799837 AW339953 AW939681 BE078188 AA449059 BE076595 AW297451 
BE076544 AW803372 BE081223 AW939237 BE084239 AM 74202 BE077B04 BE078028 AA51 2912 AI124808 AI147524 A18B4882 AW939962 
AW939254 BE171687 AW998400 AW998348 AW998353 AW998288 AW998303 AW998302 AW998299 AA502748 BE0778B2 AW998295 BE090238 
AW604665AI423051 BE093093AW579913AW606384BE006143BE170415AW9980MBE<^ AW610555 AW844153 

AW939423 BE085404 AW579905 BE080994 AW468482 AW8768S5 BE091581 BE080940 A181 1 189 AW868088 AW8931 27 BE080064 BE1 84254 
AW998350 AW884228 AW992315 AW992364 BE091569 AW750680 BE066386 AA578227 BE091735 AW938830 BE078710 BE087253 BE084182 
AW800859 AW801017 AW581371 BE088300 AW995341 BE090233 AW663786 BE091739 BE0B01 13 AW578162 AW799799 AW992368 AW994673 
BE165170 AW792778 AW663225 BE075590 BE080111 AA682934 BE090227 AI475441 BE085684 BE090223 AW581366 BEM0705 AW898740 
BE088170 AW992375 BE077833 BE083557 BE010688 AW998450AW803434 BE083280 AW892655AA506666 BE088288 BE005859 BE173856 
BE001319 AA610814 BE011965 BE005855 BE005869 AA973929 BE185729 AW884298 BE185743 BE001342 BE005B76 AI0Q2988 AW793056 
BE085411 AW841264 AW603110 BE006134 BE006139 BE006148 BE006147 BE005155 AA578273 BE008706 BE1 85440 AW946428 AA501940 
AW6031 14 BE085757 AI460195 AA491145 AA772914 AA632730 AA508388 BE080196 BE185442 BE093446 AW946433 BE0801 19 BE001352 
AW8390O3 BE006145 BE085405 BE008B80 BE081428AW581373AW607246 BE09432B BE001336AW868170BE074119 AW884149 BE091734 
BE008744 AI540857 BE1B5805 BE080193 BE1 85858 AA476398 BE081040 BE074724 BE085426 BE074725 AW998297 AWB6760S BE1B5798 
AW898734 BE076369 BE081672 BE088178 AA510264 BE0881 18 AA284217 AW578085 BE074518 BE001359 BE001328 AW820227 AW868196 
AW868190AW904548 BE008526 BE012037 BE079051 BE005870 AW867804AW878433 BE008751 BE005875 BE008748 8E09344O BE 183050 
AA506676 BE001329 BE008BQ3 BE080123 BE008041 AW994688 AW994675 AW994760 AW994691 AW994681 BE080189 BE080112 AW868173 
AI768000AW883094 AWB68179 BE080201 AW665449 BE057473 BE008746 BE184053 BE076437 BE076376 BE076402 AA480395 BE082436 
BE184134 BE185224 BE085428 BE008582 AW8681B1 AW998358 AW866102 BE0B3507 BE077974 BE008835 BE093439 BE076108 AI416987 
BE008788 BE069909 BE093441 BE185502 BE183053 AW750669 BE01 1812 BE008672 BE081684 BE093445 AW868184 BE081839 BE008797 
AW842067 BE008678 BE008670 BE551820 AW838974 BE081637 BE046696 BE008673 BE010328 BE083250 BE089614 BE082052 BE081424 
BE001678 AW581368 AA503194 AW883721 AW883522 BE085564 AW868717 BE171078 BE078249 BE078194 AA565255 BE083486 AW842081 
AW842080 AW868204 BE008717 AA484369 AI831719 AW997365 BE079327 AA503956 BE091999 AW793B52 BE080251 BE078086 BE092515 
BE170364 AW866193 AW067958 BE008042 BE008761 BE081681 BE081671 AWBS7400 BE082003 BE082253 BE081439 BE081486 BE081692 
AW606020 AA501778 AW996417 BE045756 BE088394 AA491 068 AWB93099 AW578595 BE150440 BE006150 BE084684 AW992796 BE086891 
AW866792 AW753605 BE082045 BE0B1106 BE008373 BE075399 AW996628 AW578707 BE084309 AW753604 BE185916 AW842220 BE185222 
BE005152 BE008795 AW578706 BE080256 BE183984 AI934532 AA449648 AW5766S9 BE150514 AW883580 AA493568 BE085748 AW753601 
BE150562 AW882677 BE091797 AW899123 BE081679 BE080121 AW606787 AW603410 BE001317 AW905799 BE150513 BE092205 AW996343 
BaJ86922BE008806AVV844759AVV606009BE150487AW750728BE150491 BE150515AW606010BE150508BE008718AW578702BE150509 
AA435751 AWB83918 BE183883 AW753607 BE00B569 BE1 50446 AA533458 BE079219 AW838884 AW0B38O6 AW063837 AW878479 BE078815 
BE008802 AW992789BE007925 AW8022O4 BE011825BE092130 BE1 84059 BE079087 BE150568 BE185497 BE078808AW883761 AW842295 
BE161523 AA484796 AA480390 AW994667 BE073205 AW607316 BE083201 AW8Q2265 AW578700 BE078715 AW860403 AW897456 AW996558 
AW89O602 AW85041 3 AA425412 BE008364 BE150438 AW602606 A1435236 AA574285 AJ823745 AA501773 A10029B7 AW832749 BE185491 
AVV995489BE001442AW946425BE001586AI524854BE085555AVTO549AW604038 BE079832AI752160AW999398AW883904AW882376 
AW467098 BE0801 16 AW883984 AW883995 AA424095 BE074091 AW996348 AW860625 AW860633 AW946513 BE083485 AW860412 AW602207 
BE0754Q7 AW83S972 AW607023 AW502201 AW799772 AW862452 AW862451 BE505041 BE16t537AW602206AW860404 AW860555 BE007843 
AW860632 AW862457 AW998019 AW860405 BE092062 AW603921 BE183386 AW868194 BE075664 BE078184 AJ541202 AJ204949-BE092451 
AW6031 1 1 AA484587 AA484402 AW998675 AW896064 BE069923 AW857965 BE069919 BE092059 AA807842 AW605500 AW605501 BE085409 
AA506738 BE080080 AW749523 AA493134 AW370137 AA491844 AA504425 AW605473 BE092456 BE010682 AW602608 BE079093 M48491 1 
BE01 0942 A1205087 AW794933 BE081 848 BE01 1792 AW799897 BE174618 AW838848 AW821 741 AW842724 BE008764 BE183962 AA501765 
BE092513 BE183342 AW799806 AA442935 BE092268 AA580022 AW843219 BE093308 BE092275 BE087111 BE183392AW842678 BE185597 
BE183895 BE185278 BE082343 AW946219 BE079199 BE092272 AA586687 AW946109 AW946175 AW946184 BE008365 BE078172 BE085673 
BE076240 8E083194 BE010604 BE079196 AW878636 AW799803 BE001348 BE077883 BE081835 AW992309 BE081012 BE078105 AW881899 
BE00B4O7 BE008410 AW842670 AW603738 BE0B8661 AA484571 A1799184 BE174545 BE001405 AA436967 AW995B84 AW995785 AW896598 
AW883999 BE075967 AA503938 BE092281 BE092279 BE087460 BE087559 BE081542 Af 375386 AW843886 BE080115 BE171517 BE079898 
AW882382 BE001450 BE076430 AW579377 BE008412 BE008790 BE182296 BE182297 BE078805 AW899132 BE078810 BE185867 BE087790 
AA484928AW578985BE008400BE074080AW605101 BE076110 AW799904 A1205094BE008370BE182345BE1B2373BE008401 AA984441 
BE182362 BE182372 BE008414 BE078186 BE009165 BE010266 BE009162 BE009167 BE011006 BE073335 BE182370 AW750556 BE182347 
BE011000 AA484576 BE092982 BE1B3897 BE092973 AA573037 AW882317 BE081832 AA478471 AA551613 BE182366 AW838886 AW026827 
BE008413 AW896605 AA503558 AA776622 BE084825 AA502971 BE081842 BE01 0628 AW802218 AI888924 AW85798S AW881 775 BE079220 
A1241060 AW802041 AW802005 BE011244 BE087051 AA984758 AA452997 AW992786 AW797500 BE077829 BEC08402 AW881760 BE093516 
AW802084 AW369007 BE185123 BE087775 AW801016 BE093443 AW867978 AW843271 BE17^0AW997859BE010620AW992516AW843908 
BE083200 BE164675 BE074340 AW880289 BE075433 BE008456 AW946438 BE065570 BE093547 AA508107 AW867992 BE076239 BE183881 
AW817422 BE087717 AW899147 BB010608 AW992295 AA436737 BE075412 BE093011 AW581656 BE089529 BE008756 BE150494 AW903020 
AW883102 BE076370 BE000625 BE166095 AW867979 BE182159 AW577501 AW577488 AW577491 BE010637 BE069910 BE093295 BE005243 
AJ620783 AW992550 AW890590 AW577496 AW577504 AW842725 AW842666 AW864691 AW997722 AW842662 BE009233 BE087809 BE0831 96 
AA287768 AW939691 AW815631 BE001453 AW841903 BE077613 AW577500 BE0BU79 AW992558 BE011065AW843187 AW867990AW89B296 
BE074339 AA501697 AW749997 BE076249 AW867991 BE085718AW994507 BE010678 BE075436 AW385825 AA484467 BE081144 AW577492 
AW997932 AW899089 AW842706 AW890727 AW843175 8E075428 AW843155 AW842679 AW842708 BE0S9915 AW842721 AW438792 AI251478 
BE069911 BE067054 BE079889 BE075453 BE069927 AA491920 BE170606 BE182305 BE080052 AW8434Q6 BE011075 BE0759S9 AA525261 
AW391518 BE079202 AA65B195 BE076138 AW799901 AA493859 AW992510 BE011810 AA508724 BB075488 BE075661 AA258982 BE078726 
BE069914 AA213598 BE075376 AA484600 AW580999 BE077872 AA503571 AW884724 AW8801 24 AW868454 AW577502 AW577489 AW799829 
AW992545 BE075806 AW994606 BE350368 AA557838 BE077682 AW844660 AW883431 BE085872 AW838887 AW843890 AW868404 AA578417 
BE074115 AW842680 AW277193 AW890728 AW605111 BE093940 AW890710 BE085560 AW8S8180 AW896778 BE069925 BE0 11054 BE075955 
AWB42668 AW868310 BE01 1071 BE075429 AW843152 AW905848 BE075397 AW842762 BE075402 BE077950 AW837810 BE079998 BE183965 
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Sim jfiSSSoM wmai MTO AW603797 BE1 82447 AW5824B3 AWB43283 AW749S20 AWB67449 AWB99274 AW578232 
S2SSS£SmnHnSlE ^^^23BE084210AV«E033AW746724AW939018AW997459AW842742AA213697 

a^m^ 4V^?OT1 AW^TOS AA^^S BE075626 AW946171 AW841445 AW797994 AW815957 AA683300 AW369004 BE075368 BE081560 



TABLE 1SC 

^^oihm^dt^Zo^TL' DunhamLetaL, ^{1999)402:489495. 
Strand: Indicates DMA strand from which exons were predicted. 
NLposifioru Indicates nucleotide positions of predicted exons. 

NLposIDon 

80151-80297 
143447-143851 

61421-81551,8236482512,82862-82938 
45682-45831 
6121-6766 

69276-69452,6954*69958 
62028-62608 
112785-112924 
64696*4797 
153460-153592 
173835-173998 

141714-141842,142010-142122 
147522-147795 
612*6265,6416*689 
33518-34546 
290021-290284 
109532-110225 
183883-184026 
64481-84655 
21201-22223 
18344-18510 
59449*0477 
147853-148086 
74495-74715 

92603-92827 
50704-51499 
133807-134053 
101028-101174 
35953-36151 

164091-164162.164397-164516,166720-166790,167785-167935 
4134141940 
115806-116104 
72161-72562 
37316-37426 





Pkey 


Ref 


Strand 


25 


400715 


8118885 


Minus 


400736 


8118985 


Plus 




401008 


8117391 


Minus 




401069 


3927852 


Minus 


30 


401375 


7417809 


Minus 


401405 


7768126 


Minus 


401539 


8072433 


Minus 




401557 


8099866 


Minus 




401654 


9097132 


Minus 


35 


401940 


3738108 


Plus 


402025 


7547159 


Plus 


402442 


9796503 


Plus 




402682 


8138477 


Minus 




402796 


3646083 


Minus 


40 


402967 


5360987 


Minus 


403038 


7717439 


Minus 




403055 


8748904 


Mmus 




403310 


8139936 


Minus 




403397 


9438368 


Minus 


45 


403839 


4176355 


Plus 


404110 


9212839 


Minus 




404495 


8151634 


Minus 




404534 


8247909 


Minus 




404630 


9796665 


Plus 


50 


404649 


9796926 


Minus 


404680 


9797204 


Minus 




404914 


7341760 


Plus 




405417 


4753290 


Minus 




405454 


7656675 


Plus 


55 


405510 


7630909 


Minus 


405514 


9454624 


Plus 




405536 


9795661 


Plus 




406016 


8272661 


Pius 




406410 


9256394 


Minus 


60 


406454 


9789674 


Plus 


406562 


7711584 


Plus 



65 



70 



75 



80 



200 GENES DOWN-REGULATED IN CERVICAL CANCER COMPARED TO NORMAL ADULT 



CERVIX 



TABLE 16A: 
normal cervix). 

Pkey: Unique Eos probeset idenfffier number 

ExAccru Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene fifle 

R1: Rafio of cervical cancer to normal cervix 



Pkey ExAccn UnigenelD Unigene Title 

453596 AA441838 Hs.62905 rrypofoefical protein FU 14834 

443912 R37257 Hs.184780 ESTs 

420923 AF097021 Hs.273321 differenCafiy expressed in hematopoieiic Oneages 

414422 ■ AA147224 Hs.337232 HomeoboxA13 t — 

420058 AKD01423 Hs.94694 Homo sapiens cDNA FU10561 fe. done NT2RP2002672 



412639 AW951284 Hs.296235 ESTs 



R1 

18.1 
16.8 
13.6 
13.1 
12.9 
12.4 
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418994 AA296520 Hs.89546 setectm E (endothelial adhesion molecule 1) 12.4 

407938 AA905097 Hs.85050 phospholamban 1U 

410544 A1446543 Hs.95511 ESTs 11.3 

_ 413802 AW954490 Hs.32241 ESTs.WeaWysiiinTartoS65657a!pha.1C^cfren©gicfece 11.1 

5 423690 AA329548 H<l23804 ESTs, Weakty similar to PN0099 son3 protein [Rsapiens] 11.0 

420674 NM_000055 Hs.1327 butyrylctofinesterase 10.9 

453050 AW294092 Hs.21594 hypothetical protein MGC15754 10.6 

424765 AA428211 t&284256 rr/potheOca) protein FU14033 similar to hypoxia induci 10.5 

45210S AI141031 Hs^1342 ESTs 9.5 

0 428780 AI478578 Hs.50636 ESTs 9.5 

431706 A1816085 Hs36341 adenytyl cydase-assoriated protein 2 9.2 

419589 AW973708 Hs^01925 Homo sapiens cDNA FU 13446 fis, done PLACE 1002968 9.0 

430468 NMJJ04673 Hs.241519 angfopoiefin-fike 1 9.0 

_ 443790 NM_003500 HsJ795 acyVCoenzyme A oxidase 2, branched chain 8.7 

5 448944 AB014605 Hs^2599 atrophin-1 interacting protein 1; acOvin receptor tnte 8.6 

401486 NA O400064r:giT475B50#ef]NPJ)04^ 8.4 

417511 AL049176 Hs.82223 crmnfin-fike 13 

429900 AA460421 Hs.30875 ESTs 8.2 

411908 L27943 Hs.72924 cyMne deaminase 8.0 

V 408134 AK000184 Hs.42945 acid sphingomyelinase-Eke phosphodiesterase 8.0 

448543 AW897741 Hs.21380 Homo sapiens mRNA;cDNADKFZp586P11 24 (from done DKFZp 8.0 

437846 AA773856 Hs.244569 esophagus cancer-related gene-2 8.0 

421666 AL035250 Hs.1408 endolheCn3 7.9 

450164 Ai239923 Hs.30098 ESTs 7.9 

15 412642 BE244598 Hs.809 hepatocyte growth factor (bepapoietin A; scatter factor 7.7 

425608 AA360486 Hs.92448 ESTs 7.6 

442748 AI016713 Hs.135787 ESTs 7.3 

415672 N53097 Hs.193579 ESTs 7.2 

... 414175 AI308876 Hs. 103849 hypothetical protein DKFZp761D112 12 

SO 409601 AF237621 Hs.80828 kerafin 1 (epidermotytic hyperteratosis) 7.0 

424634 NM_003613 Hs. 151407 cartHage irrterrnediate layer protein, nucleotide pyroph 6.7 

414214 D49958 Hs.75819 glycoprotein M6A 6.5 

436637 AI783629 Hs^6766 ESTs 6.5 

408621 AI970672 Hs.46638 chromosome 11 open reading frame 8 6.5 

>5 432101 A1918950 Hs.123642 EphA3 6.3 

458440 AS095468 Hs. 135254 Homo sapiens clone 1 thrornbospondin mRNA, complete cds 6.3 

424153 AA451737 Hs.141496 MAGE-like2 6.3 

420228 R25023 Hs. 12359 ESTs 6.2 

418390 AF133820 Hs.84665 fitin Immunoglobulin domain protein (myofifin) 6.1 

\0 444931 AV652066 Hs.75113 genera! transoipGon factor I1EA 6.1 

449394 AA004368 Hs.18160 Homo sapiens cDMA RJ1 1550 fis, done HEWBA1002970 6.1 

425849 AJ000512 Hs.296323 serum/glucocorticoid regulated kinase 6.1 

410425 BE278367 Hs.63510 WAA0141 gene product 6.0 

410765 AI694972 HS.661B0 nudeosome assembly protein 1-Cke 2 6.0 

*5 424973 X92521 Hs.154057 matrix metaHoproteinase 19 6.0 

436547 AJ297351 Hs.30824 leucine zipper transcription factor-tike 1 5.9 

429414 AI783656 Hs.202095 empty spiracles (Droscphfla) homotog2 5.9 

440594 AW445167 Hs.126036 ESTs 5.9 

452768 AW069459 Hs.61539 ESTs 5.9 

50 427669 AW451832 , HsJZ55938 ESTs, Moderately similar to WAA1 200 protein (Rsapiens 5.9 

448533 AL1 19710 Hs.21365 nudeosome assembly protein 1-Gke 3 5.9 

425010 T16837 Hs.4241 ESTs 5.9 

426342 AF093419 Hs. 169378 multiple PDZ domain protein 5.8 

437980 R50393 Hs^78436 K1AA1474 protein 5.8 

55 425292 NM005824 Hs.155545 37 kDa ieudne-rich repeat (LRR) protein * 5.7 

404097 NA C5000242^gi|9369379^|AAF8712ai|AC006434 24 (AC00643 5.7 

422546 AB007969 Hs.301478 WAA0500 protein 5.7 

445872 AI681573 Hs.288671 rtomo sapiens cDNAHJ 11 997 fis, done HEMBB1001458 57 

r _ 429999 AI761902 Hs.99597 ESTs 5.6 

50 453354 W55946 Hs.234863 Homo sapiens CDNAFU12082 fis, clone HEMBB1002492 5.6 

442082 R41823 Hs.7413 ESTs 5.5 

452073 AA625150 Hs.82098 ESTs 5.4 

430032 AW936136 Hs.99610 ESTs 5.4 

408767 AA057279 Hs^11928 ESTs 5.4 

O 5 433234 AB040928 Hs.65366 K1AA1 495 protein 5.3 

431708 AI698136 Hs.108873 ESTs 5.3 

421200 AA284811 Ks364433 ESTs 52 

435133 AJ010482 Hs.31412 Homo sapiens cDNAFUl 1422 fis. done HEMBA1 001 008 5.2 

„ 409643 AW450866 Hs^57359 ESTs 5.1 

70 416676 AW392022 Hs.79507 WAA0582 protein . 5.1 

420357 U94333 Hs.97199 comptement component C1 q receptor 5.0 

417355 D13168 Hs.82002 endotheEn receptor type B 5.0 

423448 AK000776 Hs. 128753 Homo sapiens cONA RJ20769 fis, done COL06674 5.0 

430965 AA489732 Hs.154918 ESTs 4.9 

75 419968 XD4430 Hs.93913 Werteukh6Cmterferon,beta2) 4.9 

447471 AF039843 Hs,18676 sprouty (Drosophila) homotog 2 4.8 

404485 NA Target Exon 4.8 

429594 AK001128 Hs-21Q297 Homo sapiens cDNA FU 10266 fis, done HEMBB1001 024 4.8 

417692 R09338 Hs.50724 Homo sapiens cONA FU 10934 fis, done OVARC1000540 4.B 

50 432304 AA932186 Hs.69297 ESTs 4.7 

430895 U66581 HsJ48121 G protein-coupled receptor 22 4.7 

448851 AI582207 Hs.177166 ESTs 4.7 

405523 C8001409*:g57441226|pir|lS31212 collagen alpha ipOV) 4.7 
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10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



450556 
422942 
401479 
444192 
439648 
410378 
444702 
410909 
452249 
430376 
411037 
442803 
414831 
400628 
414629 
437110 
410646 
456304 
401270 
419447 
414807 
427019 
434469 
444618 
418947 
416434 
454736 
407945 
447499 
430686 
409882 
419047 
414272 
443808 
426883 
410659 
431292 
432181 



Hs.56874 
Hs.90043 
Hs.46988 
Hs.12420 
Hs.35088 
Hs.66826 
Hs.2281 



400878 
401103 
436670 
432251 
408793 
419093 
434844 
450776 
437140 
418421 
443476 
417194 
443567 
451879 
421013 
451896 
413237 
424636 
432660 
414681 
400802 
430015 
451978 
449088 
425113 
458459 
420249 
401159 
442789 
426083 
407118 
423587 
443178 
430694 
423073 
437950 
419368 
447335 
451398 
452814 
407570 
412295 
447261 



AA010539 Hs.18912 ESTs 
AF054839 Hs.122540 tetraspan2 
T49304 Hs.1 10950 Rag C protein 
AW469413 Hs.151145 ESTs 
AW780192 Hs.267596 ESTs 

R23324 Hs.41693 OnaJ (Hsp40) homobg, suWamBy B, member 4 

A1220122 Hs-326550 hypothetical protein MGC2780 ev 

AW8S8161 ESm ESTs, Moderately similar to ALU8_HUMAN ALU SUBFAMILY SX 

BE394412 Hs.202095 empty spiracles (Drosophna) homolog 2 

AW292053 Hs.1 2532 chromosome 1 open reading frame 21 

BE145915 Hs.99472 ESTs 

A1675298 Hs.199917 ESTs 

AA345B24 Hs.76688 catoxytesterase 1 (rnonocyte/rracrophage serine esterase 
AU049240 Hs.144995 ESTs 

WTOjr^ Hs.50745 NCL0GAPJ)rt Homo sapiens cDNA done, mRN 

Target Exon 
Hs.75928 ESTs 

Hs.77348 hydroxyprostaglandin dehydrogenase 15-{NAD) 
Hs.173233 hypothetical protein Ft) 10970 

gbab28c02j1 Stratagene lung (937210) Homo sapiens cDN 
Hs.173334 ELL-RELATED RNA POLYMERASE II, ELONGATION FACTOR 
Hsl22860 ESTs 

Hs.79334 nuclear factor, interieukin 3 regiialed 

ot):(»HT0676-010500-355<11 HT0676 Homo sapiens cDNA, 
Hs.606 ATPase, Cu transporting, alpha polypeptide (Menkes synd 
Hs.1 47674 protocadherin beta 16 

Hs.2633 desmogleinl ^ # , 

heat shock 27kD protein famHy, member 7 (cardiovascula 
ESTs 
ESTs 
ESTs 
ESTs 
ESTs 

chromogranin B (secretogranin 1) 
Hs.156037 ESTs 

Hs.75893 ankyrin 3, node of Ranvier (ankynn G) 
Hs.62560 ESTs 

Target Exon „ 
C12001233:gi|730S361|ref]NP__03B652.1( otogelm [Mus mus 

Hs.201536 ESTs 

Hs.232165 polycythemia rubra vera 1 ; cell surface receptor 

Hs.254660 ESTs 

Hs.1 12885 spina! cord-derived growth factor-B 

Hs.22350 hypothetical protein LOC56757 

Hs.320861 KruppeHike factor 8 

Hs.283689 activator of CREM in testis 

Hs.85050 phosphotamban 

Hs.133878 ESTs, WeaWy similar to YCD1_HUMAN HYPOTHETICAL PROTEIN 
gb:yz07a01.r1 Soaresjmrrfirjle.scterosisJNbHMSP Homo sa 

Hs.134090 ESTs 

gb:yb52f1 1.y5 Stratagene ovary (937217) Homo sapiens cD 
Hs.1 345 mutated in colorectal cancers 
Hs.27197 SUM0-1-5pecific protease 
Hs.171965 ESTs 
Hs.10198 ESTs 
Hs.64004 ESTs 

Hs.74002 nuclear receptor coacfivator 1 
Target Exon 

Hs^tff rtomosariensrriRN^ 

Hs.196556 ESTs 

Hs.1 54658 pleckstrin and Sec7 domain protem 

Hs.48965 Homo sapiens cDNA: FU21693 fis, clone COL09609 

Hs.276916 nuclear receptor subfarnflyl, group D, member 1 
Target Exon 

Hs131191 ESTs, Weakly sirdlar to ALU7_HUMAN AID SUBFAMILY SQ SEQ 

Hs.1 26712 ESTs, Weakly similar to AF1 91 020 1 E21G5 lUsapens] 

HS262036 ESTs, Weakly similar to Z223_HUMAN ZINC FINGER PROTEIN 

Hs.284256 hypothetical protein FU14033 similar to hypoxia induct 

fe.30936 ESTs, WeaWy similar to H2BH_HUMAN HISTONE H2B H [Rsap 

Hs.123119 MAD {mothers against decapentaplegic DrosophHa) homol 

Hs.112642 ESTs 

Hs.209464 WAA1 604 protein 

Hs^861 92 riypothetica! protein FU20940 

Hs.144479 ESTs 

Hs.334703 hypothetical protein FU14529 

Hs.37096 line finger protein 145 (Kruppetf ke, expressed In pro 

Hs.1 17176 pory(AH)lnding protein, nuclear 1 

Hs.17917 extracellular fink dmnain-contaimng 1 



BE092696 
AI738616 
AA001732 
AA634806 
AV653785 
W52990 
AW163045 
BE184348 
X69208 
AW262580 
Nfvt001942 
AJ243191 
AW952771 
AI651603 
AW377736 
H21520 
A1080175 
AA370141 
AA527650 
Z43784 
AA034413 
NA 
NA 

A1690021 
AW972983 
BE258371 
AI804054 
AF157116 
NM_007250 
AA312799 
R58620 
AW068594 
N53793 
AI077540 
AI821030 
M62397 
AF195304 
A1468574 
AA453734 
A1288430 
AL079440 
NA 

AW768399 
AW813747 
A1654048 
AI936992 
A1124553 
BE262895 
NA 

AW904361 
AW962712 
AA156790 
AA328074 
AI631241 
AA810624 
BE252922 
U79244 
A1753516 
BE617695 
AI793124 
A1092790 
Z19002 
AW088826 
NM.006691 



4.6 

4.6 

4.6 

4.6 

4.5 

4.5 

4.5 

4.5 

4.5 

4.5 

4.4 

4.4 

4.4 

4.3 

4.3 

A2 

4.2 

4.2 

4.2 

4.2 

A2 

4.1 

4.1 

4.1 

4.0 

4.0 

4.0 

4.0 

4.0 

3.9 

3.9 

3.9* 

3.9 

3.9 

3.9 

3.9 

19 

3.8 

3.8 

3.8 

3.8 

3.7 

3.7 

3.7 

3.7 

3.7 

3.7 

3.6 

3.6 

3,6 

3.6 

3.6 

3.6 

3.5 

3.5 

3.5 

3.5 

3.5 

3.5 

3.5 

3.5 

3.5 

3.5 

3.5 

3.5 

as 

3.5 
3.5 
3.4 
3.4 
3.4 
3.4 
14 
3.4 
13 
3.3 
3.3 
3.3 
13 
3.3 
3.3 
13 
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444216 
418771 
433036 
404584 
404195 
428819 
425198 
42C833 
413156 
413607 
443360 
428790 
434520 
432247 
429303 
439734 
433545 
430317 
425130 
444195 
409007 
453773 
442974 
446936 
454086 
420271 
435545 
445175 

TABLE 168 



025303 
AA807881 
AA574091 



AL135623 
AA352090 
R47948 
M127133 
T64741 
AI093577 
AF023456 
AA205273 
AA531287 
AW137635 
AC005013 
AI075877 
AB020645 
AA448208 
AB002351 
AL122107 
AL133761 
AI025670 
H10207 
AW885909 
AI954365 
AA687415 
AV652851 



Hs.222 

Hs^5329 

Hs.105964 



Hs.193914 
Hs.128003 
Hs.188732 



Hs.255416 

Hs.193558 

Hs.177011 

Hs.105805 

Hs.44238 

Hs.149 

Hs.125461 

H&239189 

Hs.99163 

Hs.10587 



Hs.109308 

Hs.47314 

Hs.6975 

Hs.42892 

Hs.28107 

Hs. 20255 



mtegrin, alpha 9 

ESTs 

ESTs 

Target Exon 

NM_015718*itorro sapiens NAOPH oxidase 3 (NOX3), mRNA. V 
WAA0575 gene product 
hypoMcai protein FU21213 
ESTs 

gb2J87e03 j1 Stratagene colon (937204) Homo sapiens cD 

gb:yc48f1 1.r1 Stratagene fiver (937224) Homo sapiens cb 

hypolhefca) protein FU21986 

protein phosphatase, EF hand calcium-tinning domain 2 

hypothetical protein 

ESTs 

ESTs, Weakly similar to S65657 alpha-1 Oadrenergic rece 

cAMP response element-bincftng protein CRE-BPa 

hypothetical protein FU11539 

ghrtaminase 

ESTs 

WAA0353 protein 

Homo sapiens mRNA; cDMA DKFZp434G0827 (from clone DKFZp 
gb:DKFZp761C1413_r1 761 (synonym: hamy2) Homo sapiens c 
ESTs, WeaWy simflar to teurine-rich gttorna-inacfjvated 
ESTs 

PR01 073 protein 

ESTs 

ESTs 

ESTs 



Ptey: Unique Eos probesei identifier number 
CAT number Gene duster number 
Accession: Genbank accession numbers 



' Pkey 

413156 
413607 
417194 
434469 
451879 
453773 
454736 
456304 

TABLE 16C 



CAT Number Accessions 

135116J AA127133AA384396AW958912T72119 

1379911J T64741BE158393BE152805 

1557323.1 N53793 N53716N53739 

387447J AA634806 C18732 AA729161 AA729850 

888642.1 AI821030 T47126 AI821318 

980699J AL133761AL133767 

1232235J BE184348AW817453BE011068 

176820J AI820973 AI734077 AI820984 AA225796 AA225060 AA225101 



3.3 
13 
12 
3.2 
3.2 
3.2 
3.1 
3.1 
3.1 

11 

3.1 
3.1 
3.1 
3.1 

11 
11 

10 
3.0 
3.0 
3.0 
3.0 
10 
3.0 
10 
3.0 
3.0 
10 
10 



Pkey: Unique number corresponding to an Eos probesei 

Ren Sequence source. The 7 digit numbers in this column are Genbank Identifier (GI) numbers. 'Dunham I. et aL" refers to the publication entitled The DNA 

sequence of human chromosome 22* Dunham I. etaL, Nature (1999) 402:48*495 
Strand: Indicates DNA strand from which exons were predicted. 
Ntposifion: Indicates nucleotide positions of predicted exons. 



Ptey 

400626 
400802 
400878 
401103 
401159 
401270 
401486 
404097 
404195 
404485 
404584 
405523 



Ref 

3818355 
8567867 
98647S7 
8568122 
6067118 
9797168 
7341763 
7770701 
3805917 
8096921 
9857511 
9454543 



Strand NLposiGon 

PJus 41851-41984 

Minus 174571-174856 

Pius 31493-32842 

Minus 98330-98449 

Minus 3160*3953 

Minus 141659-141813 

Plus 32585^2756^6281^6540.40791^0933,4401844179 

Plus 55512-55781 

Minus 39186-39332 

Plus 75166-75264,124036-124232 

Plus 138651-139153 

Pius 114550-114688,117265-117407,119490-119599.123237-123395,131140-131217 



TABLE 17A: 605 genes upregulated in testicular cancer relative to normal body tissues 

^l^SS^ 8 ^^ Sc^^SS^ ™^ ^T 136 ^" 0 ^ ^fi^ 185 ^ are Gkely to encode protains amenaUe to modulaGon by smdl molecules. pepSdes. 
^^^^ 

Pter- Unique Eos probesei identifier number 

ExAccn: Exemplar accession number. GenBank accession number 

UniGeneiD: UniGene number 

PredProLDomains: Certain predicted protein domains. Abbreviations used: TM, transmembrane domain; SS, signal sequence; =Y, very fikeiy to contain; =M, 
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Dkely to contain: other protein domain abbreviation are from PFAM {Nucleic Acids Research, 2002. 30:276-280). 
UniGene Tide: g^^J^S^vical cancer Als divided by foe 50th percentile of norma! tissue Ais, where the 1 0th percentile of afl normal tissue Als was subtracted from 
both the numerator and denominator 

Pkey; ExAccn; UnigenelD; Unigene Title; Pred.Prot Domains: R1 
408522; A!541214;Hs.4632Q;Smanprolm^ 

422168; AA586894: Hs.1 12408; SlOOcatohjrn-binding protein A7 (psorias; efhand,S_100;TM=M;SS=N; 33.05 

424098; AF077374; Hs.1 39322; smafl profine-rich protein 3; Ccmifm;TM=M;SS=N; 32.856 

422158; L10343; Hs.112341; protease inhibitor 3, stdrnlerived (SKAU wap;TM=M;SS=Y; 29.604 

433091; Y 12642; Hs.3185; lymphocyte antigen 6 complex, locus D; UPAR^LY6.toxm^tivin_recp:TM=M:SS=Y; 2755054945 

421948; L425B3; Hs.334309; kerafin 6A; Bai^RhoOT.DUrW 26778 * 

446292: AF081497; Hs.279682; Rh type C grycorjrotein; Amrrmom_transp f FecCD;TM=Y;SS=M; 26.1133829 

407242; M18728; ; gb:Human nonspecific crossreacting anfig; ig;TM=M;SS=M; 21382 

4246B7; J05070; Hs.151738; matrix metalloproteinase 9 (gelafinase B; m24iemopexinPeptidase.M10;; 22.522 

412719; AW016610; Hs.816; ESTs; none,none; 21.198 

406690: M29540; Hs^20529; carcincembryonic antigen-related ceO ad; ig;TM=M;SS=M; 20.028 

402075; ;;ENSP00Q0O251056*:Pterramen*^ nt ^ „ 4 , ft0fte-w 

431958; X63629; Hs.2877; cadherin 3, type 1. P-cadherin (placenta; cadherin 1 Cadherin_CJerm:TM=Y;SS=M; 17.92061281 

412471; M53193; Hs.73946; endothelial cell growth factor 1 (platet; Glycos_transf_3.aycos_trans_3N;TM=M:SS=M; 17.8978979 

417308; H60720; HS.B1892; K1AA0101 gene product none;TM=M;SS=N; 17.08333333 

429259; AA420450; Hs.3800B8; PlakophOin; none,none; 17.08235294 

417079; U65590; Hs.81134; WerieuWn 1 receptor antagonist; 1L15 16.91568628 

439926; AW014875; Hs.137007; ESTs; none^one; 16.69 

419693; AA133749; Hs.301350; FXYDdoniain-contatntng ion transport reg; ATP1G1_PLM.MAT8;TM=Y;SS=M; 16.365 
413753; U17760; Hs.75517; larrmin, beta 3 [nicein (125kD), kaiinin; lamireruEGF.taminin^NtBmx; 15.75294118 
413278; BE563085; Hs.833; interferon-sOmulated protein, 15 kDa; ublquiiinn 15.48600509 
401781; ; ;TargetExon; fiiament;TM=M;SS=N; 15.43668831 
420440; NMJJ02407; Hs.97644; mammagtobln 2; Uteroglobin; 15.394 

441633; AW958544; Hs.1 1 2242; normal mucosa of esophagus specific 1; none;TM=M;SS=M; 15.12264151 

452240; AI591147; Hs.61232; ESTs; none,none; 14.63 Jnw ,„ 

428957; NMJ03881; Hs.194679; WNT1 inducible signaling pafiway protein; tspJ,vwc,lGFBP;TM=M;SS=M; 14.49772727 

414987; AA524394; Hs.294022; hypothetical protein FU14950; SH2;TM=M;SS=N; 14.4389313 

432374; W68815; Hs.301885; Homo sapiens cDNA FU11346 tis, done PL; none,none; 14.00909091 

400289; X07820; Hs.2258; matrix metaDoproteinase 10 (strometysin; hemopexin t PeptidaseJ/l1 0,AstadrG 13.824 

414812; X72755; Hs.77367; monokine induced by gamma interferon; IL8;TM=M;SS=Y; 13.77543B6 

421552; AF026692; Hs.105700; secreted feizzted-related protein 4; FZ.NTR;; 13.74595843 

400284; ; ; NM000125*:Homo sapiens estrogen recepto; homione.rec^ 1 OesLrec€p;TM=M:SS=M; 1351578947 

428227; AA321649; Hs.2248; small inducible cytokine subfamily B (Cy, IL8;TM=M;SS=Y; 13.052941 1 8 

411274; NNL002776; Hs.69423; kaHikretn 10; trypsin;TM=M;SS=N; 13.03B „^ 4efr , 

406687; M31126; Hs.352054; matrix metalloproteinase 11 (stromerysin; hemopexin,Peplidase_M10;; 13.0031 1527 

427666; A1791495; Hs. 180142; calmodufin-like skin protein (CLSP); efhand;TM=M;SS=N; 12.79 

400301; X03635; Hs.1 657; estrogen receptor 1; F-baxJionnoriBjewK^ 

syr^C^E7 r RFX^DN^bino^g;TM^SS=N; 11472 
410001; AB041036; Hsl57771; kalEkrein 11; trypsin;TM=M;SS=M; 1147 

422310; AA31 6622; Hs^8370; cytochrome P450, subfamily HS, potypept ror*e,pkmase,m3,ig; 1128597122 
430630; AW269920; Hs.2621; cyslatin A (stefin A); cystaGn;TM=M;SS=N; 1113379205 
437044; AL035864; Hs.69517; differentially expressed in Fanconrs an; none;TM=M;SS=M; 1104945055 
418462; BE001596; Hs.85266; integrin, beta 4; fn3^tegrin_B.Cabc-beta,EGF;TM=M;SS=M; 1 1.95538462 
443859; NMJJ13409; Hs.9914; fblBstafin; kazat; 11.95467422 

426350- KNL003245; Hs.2022; transglutaminase 3 (E polypeptide, prote; TransglutarranJiTransgtutan™^^ 11.61 
408243; Y00787; Hs.624; intetteukin 8; HLH,PAS,tL8;TM=M;SS=N; 11.564 

444781; NMJH4400; Hs.1 1950; GPl^nchored metastasis-associated prote; UPAfUY6,lactamase_B; 11.55285714 
428484- AF 104032: Hs.184601; solute carrier family 7 (cafionic amino ; 

aaj>eniie3ses,pyridoxa^ 
418663- AK001100; Hs.41690; desrnocoffin 3; c^henn,Cadherin_C_term,none; 11.456 
433001; AF217513;Hsk2799Q5; clone HQ0310 PRO0310p1; none;; 11.45352113 

423217- NMJXJ0094; Hs.1 640; collagen, type Vli, alpha 1 {epidermorys; KurdtzJPTlfn3 1 vwa,Co«agen 1 beta^actarnase;TM^ 11.32234432 
42897ft BE276891; Hs.194691; retinoicadd induced 3 (RAIG1); metabo; 7triL3;TM*Y;SS=M; 11.28686327 
424834; AK001432; Hs.1 53408; Homo sapiens cDNA FU10570 fis, done NT; none,none; 11.076 
451541; BE279383; Hs.26557; plakcphilin 3; Armafiltoj;eg;TM=M;SS=N; 11.0381579 
418478;U38945;Hs.1174;cycTiiHteperdentlteeinr«T^ 

423673; BE003054; Hs.1695; matrix metalloproteinase 12 (macrophage ; hernc^e»n t Pep5dase_M10;TM=M;SS=M; 11 

425071; NMJH3989; Hs.154424; deiocfinase, iodothyrordne, type II; T4_deiodinase;TM=M;SS=Y; 10.93859649 

437938; A1950087; Hs.369628; gb:wq05c01x1 NCl_CGAP_Kid12 Homo sapien; none,none; 10.78064516 

425367; BE271188; Hs.155975; protein tyrosine phosphatase, receptor t; none;TM=MSS=Y; 10.74825175 

439706; AW872527; Hs.59761; ESTs, Weakly similar to DAPIJiUMAN DEATH; none,none; 10.542 

437897; AA770561; Hs.146170; hypothetical protein FU22969; zf-DHHC,none; 10.49538462 

431629; AU077025; Hs.265827; interferon, alpha^ndudble protein (do; none;TM=M;SS=Y; 10.48210736 

41 1558; AA102670; Hs.70725; gamma-aminobutyric add (GABA) A recepto; Neur_c^ruLBD ( Neur_to_rnemb;TM=Y;SS=M; 10.2671 4286 
409142; AL136877; Hs.50758; SMC4 (structural maintenance tf chrornoso; ABC.tran,M,SMC_N,SMC^C,DUF164,none; 10.142 
421508; NR.004833; Hs.105115; absent in melanoma 2; PAAD^DAPJK,HlN;TM=M;SS=N; 10.1 

418641; BE243136; Hs.86947; a disintegrin and metalloproteinase doma; <fsintegnn,RerjrdysiruF^pJ^12Bj)ropep l EGF;TM=Y;SS=^ 10.072 
425397; J04088; Hs.1 56346; topoisomerase (DNA) II alpha (170kD); DNAjyraseB.DNA^topdsoIV.HATPase.cn 9.996363635 
414035; Y00630; Hs.75716; serine (or cysteine) proteinase inhibito; serpinn 9.896825397 
421506; BE302796; Hs.105097; thymidine kinase 1. soluble; TK;TM=M;SS=N; 9^88888889 
407786; AA687538; Hs.38972; tetraspan 1; transmembrane4;TM=Y;SS=M; 9.876056338 
424441; X14850; Hs.147097; H2A histone family, member X; histone.CBFO^NFYB^HMF;; 9.851635514 
438091; AW373062; Hs.351546; nudear receptor subfamily 1, group 1, m; hormon9_rec^-C4,ncne; 9.840720222 
413859; AW992356; Hs.8364; Homo sapiens pyruvate dehydrogenase kina; SAM_PNT.none; 9.823170732 
408000; L1169Q; Hs 198689; bullous pemphigoid antigen 1 (23Q/240kD); ethand^ectrm,GAS2,SH3 l Plecen,RA^ytoseLisom l RD 1 ba^^ 
LZ,MJdh_C,CHAlP3;TM=M;SS=N; 9.812 
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409893; AW247090; Hs.57101; minichromosome rranlenance deficient (S.; MCM,aJdo_keLred;TM=M;SS=N; 9787878788 

442599; AF07B037; Hs.324051; RelA-associated inhibitor SH3,anlcJM4fcSS=N; 9.637037037 

425550; NM_(K)1944; Hs.1925; desmogiein 3 (pemphigus vulgaris anfigen; carJherin;TM=M:SS=M; 9-596 

417900; BE2501 27; Hs.82906; COC20 (cell division cycle 20. S. cerevi; WD40;TM=M;SS=N; 9.558 

444946; AW139205; Hs.156457; hypothetical protein FU22408; ai3hydrolase,abhydrolase_2;TM=Y;SS=M; 9.55 

421481; AW391972; Hs.104696; WAA1324 protein; ncne;TM=M;SS=M; 9.529085873 

408591; AF0 15224; Hs.46452; mamrnagtcttn 1; Ulerogtobin;TM=M;SS=M; 9.506 

444381; BE387335; Hs.283713; hypothetical protein BC014245; CoDagen;TM=M;SS=M; 9.477981433 

444005; BE395085; Hs334762; type I transmembrane protein Fn14; tcfl.recepLa.PKD,MHCJ;TM=M;SS=Y; 9.415151515 

413719; BE439580; Hs.75498; small inducible cytokine subfamily A (Cy; 1L8;; 9.408 

424364; AW383226; Hs.163834; ESTs, Weakfy similar to G01763 alrophin-; ras;TM=M;SS=N; 9.36 

429002; AW248439; Hs.2340; juncfion pJakoglobin; ArmadiDo_seg;TM=M;SS=N; 9.31 5693431 

421379; Y15221; Hs.103982; small inducible cytokine subfamily B (Cy; IL8;TM=M;SS=Y; 9.31 

418004; U37519; Hs.87539; aldehyde dehydrogenase 3 family, member ; aldedh;TM=M;SS=M; 9.29 

454034; NMJJ00691 ; Hs£75; aldehyde dehydrogenase 3 family, member ; aidedhr. 9.264 

417389; BE260964; Hs.82045; nwfkine (neurits gnwth-promoSng factor; PTN JAK;TM=M;SS=Y; 9.241561 181 

445033; AV652402; Hs.72901; (^din-dependent kinase inhibitor 2B (p1; arte 9207272727 

443426; AF098158; Hs.9329; chromosome 20 open reading frame 1; none;TM=M;SS=N; 9.195167286 

439223; AW238299; Hs^50618; UL16 binding protein % ldLrecepLa,PKD^lHC_t;7W=M;SS=Y; 9.108 

428758; AA433988; Hs.98502; CA125 antigen; mucin 16; SEA;TM=Y;SS=N; 9.028 

421777; BE562088; Hs.108196; HSPC037 protein; ncne;TM=M;SS=N; 9.004 

44898B; Y09763; Hs.22785; garmria-aminobutyric acid (GABA) A recepto; Neirr_charuLBD,Neur_chan_rnemb;TM=Y;SS=M; 9.001096491 

418969; W33191; Hs.28907; hypothetical protein FU20258; SH3;TM=M;SS=N; 8.942 

455601; AI368680; Hs.816; SRY (sex determining region Y>box 2; HMGJwoc; 8.87 

429211; AF052693; Hs.198249; gap juncfion protein, beta 5 (connexm 3; connexin;TM=Y;SS=M; 8.77131783 

456906; AF1 17646; Hs.156637; Cas-Br-M (murine) ectropic retroviral tn zfC3HC4,CbLN,CWJ»J2,CbLN3;TM=M;SS=N; 8.738 

430397; AI924533; Hs.1 05607; bicarbonate transporter related protein ; HC03_colrartsp;TM=Y;SS=N; 8.736 

417034; NM.006183; Hs.80962; neurotensin; none; 8.592 

429083; Y09397; Hs.227817; BCL2-ralated protein A1; Bci-2;TM=M;SS=N; 8.536 

408113; T82427; Hs.194101; Homo sapiens cDNA: FU20869 fis, clone A; 7trrL3,none; a49 

439285; AL133916; Hs.47860; nypotheBca! protein FU20093; ig.pWnase WLRRNT.LRRCT.none; 8.460655738 

409420; Z15008; Hs£4451; lammin, gamma 2 (nicein (100kD), kaUni; larniruX.BJammin_EGF; a414 

438746; AI885815; Hs.184727; Human melanoma-assodaied antigen p97 (m; transfOTii,6^ytate_kin,PDZ,SH3; 8-376205788 

439606; W79123; Hs.58561; G protein-coupied receptor 67; 7tmJ;TM=Y;S S=M; 8.37 

430486; BE062109; Hs.241551; chloride channel, catehrm activated, fan; none;TM=Y;SS=M; 8.354 

429170; NMJJ01394; Hs.2359; dual specificity phosphatase 4; Rhodartese.DSP^Yjihosphai^ a266 

417771; AA804698; Hs.B2547; retinoic acid receptor responder (tazaro; nonejwne; a248314607 

431620; AA126109; Hs.264981; Z-5^oligoadenyiate synthetase 2 (69-71; MTP_transL2;TM=M;SS=M; 8.156 

412270; AC005262; Hs.73797; guanine nucleotide binding protein (G pn G-aipha T arf,TM=M;SS=N; 8.142857143 

448733; NM_0O5629; Hs.187958; solute carrier family 6 (neurotransrnitfs; SNF;TM=Y;SS=N; ai37559809 

427557; NNL002659; Hs.179657; plasminogen activator, urokinase recepto; UPARJ.Y6,ET,PLA2Jnh;; 8.043478261 

424439; AA579635; Hs.1770; figase I, DMA. ATP-deoendent; DNAJgases 8.038194444 

418322; AA284166; Hs.841 13; cycfovdependerri kinase mWbitor 3 (COK; Y jhosr^atase,DSPc;TM=M;SS=N; 8.024752475 

453857; AL080235; Hs.35861; Ras-induced senescence 1 (R!S1); none;TM=Y;SS=M; 8 

424046; AF027866; Hs.138202; serine (or cysteine) proteinase inWbrto; serpin;TM=M;SS=N; 7.982 

418526; BE019020; Hs.85838; solute carrier family 16 (monocarboxyiic; none;TW=Y;SS=M; 7.973684211 

413219; AA878200; Hs.118727; Homo sapiens cDNA FU 13692 fis, clone PL; Hl^.death.TNf^ceArjyK^hydro; 7.892 

422809; AK001379; Hs.121028; hypotheficat protein FU 10549; IQ;TM=M;SS=N; 7.824 

452203; X57522; Hs.352018; transporter 1, ATP-binding cassette, sub; ABC_tiBn^Cjnembrane,SRP54 I ThyrT^ylate_kin;TM=Y;SS=M; 7.823874755 

431630; NMJXJ2204; Ks.265829; integrtn, alpha 3 (anfigen CD49C, alpha ; FG-GAP,Rhabd_c^p 1 tntegrin_A;TM=Y;SS=M; 7.758985201 

432874; W94322; Hs.279651; melanoma inhibitory activity; SH3;TM=M;SS=Y; 7.75887574 

439453; BE264974; Hs.6566; thyroid hormone receptor mteractor 13; AAA^C_tran,CoaE;TM=M;SS=N; 7.757751938 

452747; BE1 53855; Hs.61460; tg superfamity receptor LNIFc, ig,RhaM_glycop;TM=Y;SS=M; 7.624 

438089; W05391; Hs.351546; nuclear receptor subfamily 1, group I, m; hormone^rec,zf-C4 l none; 7.605660377 

427747; AW411425; Hs.180555; serine/threonine kinase 12; pldnase;TM=M;SS=N; 7.578 

430280; AA361258; Hs.237868; mterteukin 7 receptor; fn3,ncne; 7.476 

429299; A162D463; Hs.347408; hypothetical protein MGC13102; none;TM=Y;SS=N; 7.442528736 

441384; AA447849; Hs.288660; refinofe add induced 3; 7tm_3,none; 7.4424951 27 

446163; AA02K80; Hs.25252; rjrolacfin receptor, none;NA;NA; 7.435781609 

414774; X02419; Hs.77274; plasrninogen ecfjvator, urokinase; krmgle,trypsin,pJanLthionins^ 7.435897436 

439237; AW4081 58; Hs.31 8893; ESTs, Weakly similar to A47582 ^ceD gr; Furin^jte.pidnase.Recep^domair^YLP.none; 7.398360656 

432636; AA340864; Hs^78562; claudin 7; PMP22^aaudin;TM=Y;SS=M; 7394039735 

431890; X17033; Hs H\ 986; integria atoha 2 (C049B, alpha 2 subunr, vwaJ^egrinJU'G-GAPi^YiSS^ 7 J83419689 
416084; L16991; Hs.79006; deoxythyrrddylate kinase (thyrnidytale kin; nonejrcne; 7382 
436972; AA284679; Hs^5640; claudin J. PMP2^0audin;TM=Y;SS=M; 7.327160494 . 
409799; D11928; Hs.76845; phosphoserine phosphatase^ike; HydroIase;TM=M;SS=N; 7.316 

448569; BE382657; Hs^1486; signal transducer and activator of trans; SH2, STAT, STAT.bind, STAT j)rot;TM=M;S S=N; 7315412186 
428450; NM_014791; Hs.1 84339; KIAA0175 gene product KA1,pkinase;TM=M;SS=K 7^984375 
422283; AW41 1307; Hs.1 1431 1; COC45 (ceO division cycle 45, S-cerevis; CDC4S;TM=M;SS=N; 7^8 
451253; H48299; Hs.26126; claudin 10; PMP22^aauaXPeptidase.M1 J^tetra;TM=Y;SS=M; 7^56802721 
416819; U77735; Hs. 80205; pim-2 oncogene; pkinase^ 7^34455959 

421817; AF146074; Hs.1 08660; ATP-binding cassette, subfamily C (CfTR Fascictm^C_tran^Cjnembrane,GTP„E™^ 7.162534435 

451035; AU076785; Hs.430; ptastin 1 (I isoform); efhand.OiAdapSn.N;; 7.145454546 

424008; R02740; Hs.137555; putafive chemokine receptor; GTP-binding; 7trrLl;TM=Y;SS=M; 7.126 

414482; S57498; Hs.76252; endotheBn receptor type A; 7tm_1;TM=Y;SS=M; 7.122413793 

425003; AF1 19046; Hs.154149; apurinic/apyrirnidinic endonuctease(APEX ; Tropcnin 1 Exo_endo_Dhos,iQ;TM=M;SS=N; 7.106719368 

430890; X54232; Hs.2599; gtypican 1; Glvpican;TM-M;SS=M; 7.0^937093 ' 

407792; AI077715; Hs.39384; putative secreted Bgand homologous to f; none;TM=M;SS=Y; 7.052 

426514; BE616633; Hs.170195; bone morphogeneflc protein 7 (osteogenic; TGF-beta,TGFb_propeptide^ 7.042 

431241; AA496799; Hs.36958; ESTs; SH2,f^asGEF^one; 7.03 

437139; W73685; Hs.118513; ESTs, Weakfy similar to RTA RAT PROBABLE; 7tm_1;TM=Y;SS=M; 7.03 
42)31 1; AW445044; Hs.38207; Human DMA sequence from clone RP45301 15; nonejione; 7.026 
439979; AW600291; Hs.6823; hypotheBcai protein FU 10430; none;TM=M;SS=N; 7.008 
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422846; BE513934; Hs.1583; neutrophOcytosoCc factor 1 (47kD, chr, SH3,PX;TM=l*SS=N; 6.991626794 
416250: AA581386; Hs.73452; Kremen Z kringle,CUB,WSC^ 6.972 
430770; AA765694: Hs. 123296; ESTs; none.none; 6 95 

41886tUW516565;;gl^ c6 DEAD** 6.914 

428953; AA306610; Hs.348183; tumor necrosis factor receptor superfamu "* ^ ^^^^ M14 

418283; S79895;Hs.8394*c*^^ m^-ThMftSS^ 6.862970711 

41 9667; AU077005; Hs.92208; a disinlegrin and metalte^teinasc , doma; ^^f^^^^^^^ ^ 
421143' AB024536; Hs.102171; imimrnoglobulin superfarniy obtaining le; igiRRLRRNT.LRRCT.TM-^SS-M, b.B43i»ww 
45618li L36463; Hs.1030; ras inhibitor; RA,SH2,VPS9;TM=M^S=N, 6.7^ 
436856; AI469355; Hs.127310*. ESTs; pHnase^TM=^^ 6721428K1 

450334; AF035959; Hs.24879; phosphatidic arid phosphatase ^rpe 2C; P ^ T ^ Y ^ 6 ™24°^ 
426437; BE076537; Hs.169895; uWoAiifirHXmjuga&ig enzyn» E2L 6; Arr^^Q^^ 
439738* BE246502; Hs.9598; sema domain, rrrvrcmogtobufin domain (lg).; Senia,PSl.Inteyin_B;TM-Y < SS-N. 6.670553336 
428385; AF112213; Hs.184062; putative Rab54nteracfing protein: SH£SH3;; |66292134B 
456534; X91195; Hs.100623; phosphoTrpase C, beta3 .J^m^* ^^^S?S? 6 
425289; AW139342; Hs.155530; interferon, g^^i^leprotem 16; ^^ N f^ p ^ 71756 
426500; NM014638; Hs.170156; KIAA0450 gene product C2^l-aC-Y;TM=M;SS=N, 6.639555172 
20 438113; AM67908; Hs.8882; ESTs; TunJ.none; 6.6 

444783; AK001468; Hs.62180; anilfin (Drosophfla Scraps homolog), act Prinone; 6,6 

408482; NM 000676; Hs.45743; adenosine A2b receptor, 7^1 :|^Y;SS=M; 6.548148148 cwrara 
41029$ AA402307; Hs.322844; hypothetical protein DKFZpK4A 7 ^^^qW 1 
414809; AW34699; Hs.77356; transferrin receptor (p90, CD71); PA;T^Y;S^r^6.5269516^ 
25 42644a BE382756; Hs.169902; solute camerfamiry 2 (fadStated 0b; sugar_tr,TM=Y;SS^t 6^12704174 
420039; NMJJ04605; Hs.376147; sulfotransferase family, cytosolic, 2B, ; Sulfblransfen; 6.496 
423031; A1278995; Hs.374579; ESTs; none.none; 6-<47658«)2 A36B6fi667 
421445; AA913059; Hs.104433; Homo sapiens, clone IMAGE4054868, mRNA; ton.trara,r^teuaasp; 6.426566567 
433933; AI754389; Hs.355397; Homo sapiens clone TCCOA00164 mRNA sequ; none;NA;NA; 6.4 

6 272727273 

435232;NM_001262; Hs.4854; cydin-dependent kinase inhibjtor 2C{p1; ank;TM=M;SS=N; 6.269720102 
35 418203; X54942; Hs.83758; COC28 protein kinase 2; CKSn 6.219081272 

41 1263; BE297802; Hs.69350; kinesin4ike 6 (mitotic centromwe-3sscc^e^^SS=^ 5.19 iaaaa88B9 
409512 AW979187; Hs.293591; melanoma dmerentialion abated P^^^^^^I^J^ 
449230; BE613348; Hs.356392; melanoma cell adhesion ^« 

440006* AK000517* Hs 6B44; NALP2 protein; PYRIN-Contaning APAF1-B; AAA,NB-ARC 1 PAAD_DAFlM f NA,NA 1 6.15503B76 
45058V AF081513; Hs.25195;TGF-beta 4;T6f : 4)eta 1 TGFb_propeptide:; 6.152 
432314; AA533447; Hs.285173; ESTs; Xrmk,none; 6.123040752 

418844; M62982; Hs.1200; arachidonate 12-T-poxygenase; Iipoxygenase,F^T,T^M,^ 6 •« 
421733; AL119671;Hs.1420;fibroblastgrowth «»tar *«fW!or3 5" pk Sf!S!5S^^^2^IS^OT6 
422051; AW327546; Hs.111024; solute carrier family 25 (mitochondrial ; niitDj^T^SS^, 6 089164786 
452683* AI089575* Hs 374574; progesterone membrane binding protein; hrjmeoboxjione; 6.06284*1 W 
445537; AJ245671; Hs.12844; EGF43ce^Jomatn, multiple 6; EGF^AM," 6°5 5 13^8 

444309* U83236;Hs.10803; calcium a«N . _ , lftDl . ^.^^Trc 

414166* Wmm, Hs.75789; N^nyc dowStream regulated; DEAD,heiicase„C^ 

r^DUF139,TFUDSPc,tep^^^ ^ 095 S 8 fL. Y .cc. M . * nru 

50 438108; A1471795; Hs^87776; vanM receptor-related ^^^^^^if^ &0M 
413869; NM_000878; Hs.75596; interieukin 2 receptor, beta; none;TM=Y;SS=M; 5.984536083 

55 

411756 : BE294350; Hs.71891; discoidin domain receptor family, member pkmase^5J8.tyr»„C;TM-Y,SS=M; 5.95184135 

424291; AL120051; Hs.144700; ephrin-B1; Ephnn;TM=Y;SS=M; 5.951550388 

453459; BE047032; Hs.257789; ESTs; none.none; 5.95 , u , C(yJ . , q „ 

456373; BE247705; Hs.86693; n^brane-spannmg 4Ktorr^ 

60 42935$ W00482; Hs.239* rr*irixr^^ 

414703; BE243877; Hs.380063; ATPase, Na? tr^porfir-g, bete 3 rxjrypep; Na^ ^^™J^^ 910455487 
448775* AB025237; Hs.388; nudix (nucleoside diphosphate finked mot; NUDlXiTM^S^MtWOI 886793 
452239; AW379376; Hs.356289; protein tyrosine phosphatase, receptor t nonejione '^^^ 
418345; AJ0Q1696; Hs^41407; serine (or cysteine) proteinase tohjNto; M W^ Y ^^^ s o^s^ 

65 452875; BE275760; Hs.30928; DNAsegment on chromosome 19 (unique) 11; E *^ n '^ SS - M ' S* 1 *^ 536 
439625; AF086453; Hs.58611; ESTs; ForkJie*ri,gryrxryfic_enzy,Na_sutoh_syrnp; 5*11594203 
447343; AA256541; Hs.236894; ESTs. Highly simHar to S02392 ^2^TOne,noi«; 5.81 
422765; AW409701; Hs.1578; baculoviral 1AP rerjeah^rrtaining 5 5 806 

415198; AVW09480;rte.943;nato^ , . nnnp ., fl 

70 431941- AK000106; Hs.272227; Homo sapiens cDNA FU20099 6s. clone CO, rjkirra.F*jnfvfer^^ 

45TO0i;Srfe.M6?SnD{lZ - 
439335; AA742697; Hs.62492; NM_052863:Homo sapiens secretoglobin, fa; ™^f™»* , ™ Q9nM 
439246; AI498072; Hs.351474; membrane-associated tyrosine- and threon; ank,r^ar^e W0073 , 5-763492064 
45246V N78223* Hs.108106; ianscrrpfion factor; *^C4.ubiq*ilh,PHD,YIX5.SRA;TM^SS=N; 5.728 

75 414883! AA926960; Hs.348669; CDC28 protein Mnase 1; CKS;; 5.714634146 7niRfiRSG7 
42451?; A1539443; Hs.137447; Homo sapiens cDNA FU12169 fis, clone MA; SH2,STAT,STAT_bin4STATj)rot t none, 5.701566667 
419056; M89957; Hs.69575; CD79B anfigen Onimur^tobijlirhassodated^ 

432269! NWL002447; Hs^942; rnacrophage simulating 1 receptor (c-met pWnase,Sema,PSi.TlGA4.EXrRATr^M,SS-M. 5.685 
452696* A1826645; Hs.211534; ESTs; MGap,PH.arik,Guanylate_kin^DZ,SH3; 5.683873469 
80 4l103O.BE387193;Hs.67896;7^r^^n°« e :™^^ : ^^^^ v ^ q ^oq^c 

447131; NWL004585; Hs.17466; retinofe acid receptor responder t 132 ^ 0 ^^^! 3 ^ ^^J 7625 
426227; U67058; Hs.154299; Human proteinase activated receptor-2 mR; 7 ^ 1 ^ Y:Sr ^^^ 4 , 
407722; BE252241; Hs.38041; pyridoxal (pyridoxine, vitamin B6) kinas; pfkB;TM=M;SS=N; 5.655616943 
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427490; Z95152; Hs.178695; mttogen-acfivated protein kinase 13; pkinase;TM=M;SS=N; 5.6485623 
415010; NM_004203; Hs.77783; membrane-associaifid tyrosine- and threon; ank,pkinase l UPF0073- 5.648 
452690; AI53507Q; Hs.15085; ESTs; pou^omeobox^.chan^NFjeceptDn 5.646 

424321: W74048: Hs.1765; lymphocyte-specific protein tyrosine Idn; SH2,SH3,pkinase;TM=M:SS=N: 5.642405063 

418703: KM 014448: Hs.87435; Rto guanine exchange factor (GEF) 16; SH3,PH.RhoGEF3«ma - VP3:TM=M;SS=N; 5.636 

426108; AA622037; Hs. 166468; programmed ceB death 5; DUF122:TM=to;SS=N; 5.635087719 

424490: AJ278016; Hs.55565; ankyrin repeat domain 3; ank,pfanase;TM4/t;SS=N; 5.620930233 

432065; AA401039; Hs.2903; protein phosphatase 4 (formerly X), cata; Metafophos;Tl^M;SS=rJ; 5.608352145 

417018; M16038; Hs.80887; v-yes-1 Yamaguchi sarcoma viral related ; SH2,SH3,pkinase;TM=M;SS=N; 5^96052632 

430696; AA531276; Hs.59509; ESTs: pWnasePP2C,none; 5.575112108 

435017; AA336522; Hs. 12854; angiotensin Q, type I receptor-assodat none;TM=Y;SS=M; 5.556910569 

439963; AW247529; Hs.6793; plateletacBvating fa=tor acetyihydrda; PAF-AH_ib,Up2se_GDSL;TM-M;SS=N; 5356195965 

41501 2; NM.004383; Hs.77793; c-src tyrosine kinase; SH2.SH3,pkin3se;TW^SS=N; 5355421687 

424909; S78187; Hs. 153752; cell division cycle 25B; Rhodanese;; 5.549751244 

413969; X14034; Hs.75648; phcsphoGpase C, gamma 2 (phosphaGdyfc; SH2,SH3.C2.PH.PW J LCY,PI-PLC-XPDGF- 5341366907 
406621; X57B09;Hs.1 81 125; immunoglobulin lambda locus; ig f HSP70,Ppx-GppA;TM=M;SS=N; 5.54076087 
417700: M36542; Hs.1101; POU domain, class 2, transcripfion facto; horneobox,pou;TM=M;SS=N: 5.536 
456362; AW973003; Hs.179909; hypothetical protein FU22995; none;TM=M;SS=N; 5.52661597 
436576; AW58213; Hs.77542; ESTs; 7tm_1.DnaJ; 5.52638191 

425465; L18964; Hs.1904; protein kinase G iota; pldnase T DAG_PE-bind,pkinase_aOPR;TM=M;SS=N; 5319672131 
412276; BE262621; Hs.73798; macrophage migrafion inhibitory factor (; MF.sugarJr.none; 53164533B2 
417433; BE270266; Hs.82128; 5T4 oncofetal trophoblast glycoprotein; LRR,LRRNT,IRRCT;TM=Y;SS=M; 5.514964789 
447827; U73727; Hs. 19718; protein tyrosine phosphatase, receptor t; fh3 jg,Yjjhosphatase,MA^TM=Y;SS=M; 5.494202899 
419508; AW997938; Hs.90786; ATP-binding cassette, sub-family C (CFTR; ABCJran,ABCjnembrane;TM=Y;SS=M; 5.471947195 
410608; AI538438; Hs.159M7;ESTs;uWqiiH^ 

448633; AA311426; Hs.21635; tubulin, gamma 1; tubufin;TM=M;$S=N; 5.460076046 

408716; AI557839; Hs.151714; Homo sapiens mRNA for WAA1769 protein, ; UviWieficase,RNB,Runt;TM=M;SS=N; 5.450413223 

426410; BE298446; Hs.305890; BCL2-fike 1; BcJ-2.BH4.ncne; 5.444805195 

457819; AA057484; Hs.35406; FU20522 Hypothetical protein FU20522; none.none; 5.444281525 

422597; BE245909; Hs.118634; ATP-binding cassette. sut-femity B (MDW; ABC_trarvABC_membrane,PRK;TM=Y;SS=N; 5.437931035 

429191; AF06521 5; Hs.198161; phosphoTipase A2. group IVB (cytbsotic); C^A2_BjrnjC;TM=M;SS=N; 5.4375 

449961; AW265634; Hs. 133 100; ESTs; c^e^unMke.RecepXdomain^Orte; 5.435211268 

409012; AL1 17435; Hs.49725; DKFZP434I216 protein; PH,RhoGEF;TW=M;SS=M; 5.433333333 

443466; BE243123; Hs.321045; tKK-retated kinase epsOon; inducible Ik; pkmase,RI01;TM=M;SS=N; 5.429657795 

434826; AF155661; Hs.22265; pyruvate dehydrogenase phosphatase; PP2C,none; 5.423322684 

423189; M59371; Hs.171596; EphA2; m3.pkinase > SAM,EPH_Lbd;TM=Y;SS=M; 5.421621622 

452291; AF015592; Hs.28853; CDC7 (ceil division cycle 7, S. cerevisi; pWnase;TM=M;SS=N; 5.412 

432527; AW975028; Hs.102754; ESTs; none,none; 5.40625 

422278; AF072873; Hs.114218; frizzled (Drosophila} homolog 6; Fz,Frizzled,7trn_2;TM=Y;SS=M; 5.405504587 

410024; AW191024; Hs.55016; hypothetical protein FU21935; SH3;TM=M;SS=N; 5.396 

434467; BE552368; Hs.231853; Homo sapiens cDNAFU 13445 lis, done PL; 7tm_Mone; 5391472868 

438974; AF089816; Hs.6454; chromosome 19 open reading frame 3; PDZr, 5389250814 

439570; AF088076; Hs.59507; ESTs, WeaHy similar to AC004858 3 U1 sm; none^ione; 5.382 

437016; AU076916; Hs.5398; guanine monphosphate synthetase; PHD.SET^f- 

CXXC,EGF,ank,notch,VVW,FCH,GATase,GMP_synLC,Ooduo^ ,RCC1 ,ZZ,FeThRed_A,EMTH,Band_41 ,HECT;TM=M;SS=N; 5.373937677 

424848; AI263231; Hs.327090; EST; SH3 ( PDZ,Guanylate_kin,none; 5.36 

452721; AJ269529; Hs.301871; solute carrier family 37 (glyceroW-pho; MORN#igarJnTM=Y;SS=M; 535971223 
405932; ; ; C15000305:gi|3805122lgb|AAC69198.1| (AFO; ras;TM=M;SS=N; 5.349226804 

416714; AF283770; Hs.79630; CD79A antigen finmiimoglobuEri^ssociated; ig,ITAM,Zn - ctus;TM=Y;SS=M; 5.346153846 

453143; AA382234; Hs356289; protein tyrosine phosphatase, receptor t serpin;; 5.333667335 

423973; AF038461; Hs.136574; arachidonatB 12-fipoxygenase, 12R type; lipoxygenase,PLAT;TM=M;SS=N; 533 

408308; AL033377; Hs.44197; hypothetical protein DKFZp564D0462; none.none; 5328 

414821; M63835; Hs.77424; Fc fragment of IgG, high affinity la, re; ig;TM=Y;SS=M; 5316 

427337; 246223; Hs.176663; Fc fragment of IgG, low affinity nib, n ig;TM=Y;SS=M; 5309638554 

410165; BE560228; Hs.71859; apoptosis-associated speck-like protein ; PAAD_DAPIN,CARD;TW=M:SS=N; 5.293560606 

415817; U88967; Hs.78867; protein tyrosine phosphatase, receptor-t; m3,Yj)hosphatase l carb_anhydrase;TM=Y;SS=M; 5.28 

427315; AA179949; Hs. 175563; Homo sapiens mRNA; cONA DKFZp564N0763 (f, none^pecmn,SH3,PaCH; 5.278947358 

431441; U81961; Hs.2794; sodium channel, ncnvollage-gated 1 alpha; ASC;TM=Y;SS=N; 5.274746193 

416207; NM_014745; Hs.79077; Homo sapiens, clone MGG2908, mRNA, comp; none;TM=Y;SS=M; 5.272222222 

4151 17; AF120499; Hs.78016; polynucteotide kinase S^osphatase; ViraLheBcasel ;TM=W;SS=N; 5^7 

435905; AW997484; Hs.5003; KIAA0456 protein: SH3,RhoGAP,FCH;TM=M;SS=N; 5.251865672 

409430; R21945; Hs.346735; splidng factor, argjnine/serine-rich 5; DSF^Rhodanese,none; 5.248 

431846; BE019924; Hs.271580; uroplakin 1B; trarernembrane4;TW=Y;SS=M; 5^32 

422017; NW.003877; Hs.110776; STATinduced STAT inhibitor^ SH2;; 5.212418301 

436469; AK001455; Hs.5198; Down syndrome critical region gene 2; nonen 5.209259259 

421502; AF1 11 856; Hs. 105039; solute carrier femJly 34 (sodium phospha; ra»somal_l20,Na_PLcotrans;T^Y;SS=N; 5.202 

425356; BE244879; Hs.155939; inositol polyphosprcte-5i)hosphatase, 14; Exo_endo_phos,SH2;TM=M;SS=N; 5.19979716 

437412; BE069288; Hs.34744; Homo sapiens mRNA; cDNA DKFZp547C136 (tr; ABC_tran,GTP„EFTUABC_membrane 1 none; 5.199074074 

416602; NM_005159; Hs.367895; Protein kinase (^binding protein NELL2; EGF.vwcTSPNr, 5.198224852 

429556; AW139399; Hs.314807; ESTs; none;TM=M;SS=N; 5.192439863 

427857; AL133017; Hs^88579; hypothetical protein FU22865; niyosinJiead.tQ^'NDjTM^SS^M; 5.190251572 
400517; ; ; lengsm; none;TM=M;SS=N; 5.18 

413436; AF238083; Hs.68081; sphingosine Wnase 1; DAGKc;TM=M;SS=N; 5.172881356 

423527; A1206955; Hs.105861; hypotheScal protein FU13824; none;TM=M;SS=N; 5.165060241 

419138; U48508; Hs.89631; ryanodine receptor 1 (skeletal); ion_trans,SPRY f RYDR^rrPRRyR,MlR;TM=Y;SS=N; 5.156976744 

437809; AL137723; Hs^855; Homo sapiens mRNA; cDNA DKFZp434D0818 (f; none,none; 5.154676259 

452069; AB028949; Hs.183994; WAA1026 protein; MetaIlophos;TM=M;SS=N; 5.152360515 

409340; BE174629; Hs.321130; hypothetical protein MGC2771; 

8aj)efmeases,pyrWoxaLdeabnOTodo^ 
442875; BE623003; Hs^3625; Homo sapiens done TCCCTA00142 mRNAsequ; K-tetra.DUF51,none; 5.142 
434883; AW381538; Hs.19807; hypothetical protein MGC12959; SH3PH,WW,RhoGAP^ 5.141534392 
434808; AF 155 108; Hs.255150; NY-REN-41 anfigen; none;TM=M;SS=N; 5.14 

431341; AA30721 1; Hs.251531; proteasome (prosome, macropaln) subunit: proteasome;TM=M;SS=N; 5.13968^4 
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431685; AW296135; Hs.267659; vav 3 oncogene; CH,DAG.PE4)ina;PH,RtoGEF.SH2,SH3 > X1;TM=M;SS=N; 5.129476584 

411190; AA306342; Hs.69171; protein kinase C-iBce 2; pWnase.pWnase.C,HR1;TM=M;SS=N; 5-121527778 VMU . 1fl7 ™„ 

433573; AF234887; Hs.57652; cadherin, EGF LAG seven-pass G-type rece; 7tm_2,EGF,cadhenn ( lam;niTLEGF.lam^^ 5.107438017 
433662; W07162; Hs. 150826; RAB25 RAB25, member RAS oncogene family; ras f ABC_tran l arf,TM=M;S$=M; 5.10251046 
419493; AF001212; Hs.90744; proteasome {prosome, macropain) 26S subu; CDK5jc6vator,PCl,none; 5.095194085 
41 1027; AF072099; Hs.67846; leukocyte Irnmunogtobufin-fike receptor. ; inxitoLP,ig;TM=M;SS : =N; 5.092 
435243; AW292886; Hs.348932; hypothefcaJ protein dJ434014.3; IRF^one; 5.092 
434417; AL110157; Hs.3843; Homo sapiens mRNA; cONADKFZp585F2224 (f; DSPcnone; 5.091922006 
415323; BE269352; Hs.949; neutrophil cytosofc factor 2 (65kO, chn SH3,TPR;TM=M;SS=N; 5.088932806 
418629; BE247550; Hs.86859; growth factor receptor-bound protein 7; SH2.PH.RAn 5.082840237 
420030; BE503994; Hs.146233; WAA0418 gene product SH3,none; 5.080645161 
444065; AW449415; Hs.10260; Homo sapiens cONA FU11341 fe. clone PL; SH3n 5.063953488 
421677; H64092; Hs.38282; ESTs; A1pp.Amiadilo__seg,IBB; 5.056 
411165; NM/J00169; Hs.69089; gatactosidase. alpha; Mefibiase;; 5.054133858 

428479; Y00272;Hs.334562;cendryisioncycte2,G1toSandG2to^ . t ltcnrm;oo 

423883- AF250238; Hs.134514; ATP^intfing cassette, sub-famiry A (ABC1; ABC_tran,phcloRC 1 SRPM.(^_channd_B,Ptenn_4a;TM=Y;SS=M; 5.051724138 
421917; AB028943; Hs.109445; KIAA1020 protein; BTB^H^O_P14,kinase.P13Ka;TM=M;SS=N; 5.051282051 
422241; Y00062; Hs.170121; protein tyrosine phosphatase, receptor t kinesin.fn3.Y_phosphatase;Tr*=M;SS=N; 5.047311828 
410026; AI912061; Hs.55016; hypothetical protein FU21935; none,none; 5.04674221 
20 426395; BE151985; Hs.355669; hypothetical protein FU23316; ptdnase^ione; 5.040298508 

418054; N1UL002318; Hs.83354; rysyl oxidase-Oke 2; SRCR.LysyLoxidase;TM=M;SS=M; 5.039039039 
444895; AI674383; Hs.22891 ; solute carrier family 7 (caBonic amino ; ASC.death.TNFa.c6; 5.0371 51703 
413472; BE242870; Hs.75379; solute carrier family 1 {glial high affi; SDF;TM=Y;SS=M; 5.034 
446272; BE268912; Hs.14601; heniatopoieficcelkpecific Lynsubstrat SH3.HS1 jep;TM=M;SS=N; 5.03030303 
25 410772; BE275297; Hs.194685; Homo sapiens done 24675 mRNA sequence; Topoisom J>ac Joprirrc 5.027985075 
418613; AA744529; Hs.86575; mitogen-acfivated protein kinase kinase ; pkinase,CNH;TM s M;SS=N; 5.014652015 
415166; NM_003652; Hs.78068; carboxypepfidaseZ; Zn_carbOpept.Dioxygenase.Fzr. &012269939 
416498; U33632; Hs.79351; potassium channel, subfamay K. member 1; lonJrans;TM=Y;SS=M; 5.00181 1594 
410687; U24389; Hs.65436; rysyl oxidase-tike 1; LysvLoxidase;; 4.997983871 
3 0 430024; A1808780; Hs^27730; integrin, alpha 6; mtegrirLA,FfrGAP;TM=Y;SS=M; 4.994871795 

409220; BE243323; Hs.51233; tumor necrosis factor receptor sur^afTiiTNi^ce.deatr^Urxjprotein.S.TiUTf^YiSS^; 4.987135506 
423804; AW403448; Hs.1706; interferon^timulated transcription fact lRF^C3HC4.IBr\2f-RanBP;TM=M;SS=N; 4.985185185 
42301 1; NNLOO0S83; Hs.123022; adrenergic, alpha-20. receptor; 7tmJ;TM=Y;SS=M; 4.984 
419577; L36531; Hs.91296; integrin, atoha 8; integrin_AFG-GAP;TM=Y;SS=N; 4.968 
35 402328; ; ; Target Exon; pWnase;TM=M;SS=N; 4.96728972 

421242; AW161386; Hs.13561; hypothetical protein MGC4692; none;NA;NA; 4.966334165 
435523; T62849; Hs.1 1090; membrane-spanrdng 4-dornains, subfamily A; none;TM=Y;SS=H 4.964491 363 
414203; BE262170; Hs.78629; ATPase, Na? transporting, beta 1 polypep; none^one; 4.961956522 
409582; R27430; Hs.271565; ESTs; nc)ne,Neur„cnan_l3D,rfein-_chan_rTiemb; 4546 
40 451292; AB037716; Hs.26204; WAA1295 protein; SH3;Ti*=M;SS=N; 4.943181818 

453449; W16752; Hs.32981; sema domain, immunoglobulin domain (lg),; lg.Sema,P$l;; 4.930508475 
425233; Z17861; Hs.155218; E1B-55kDa-associated protein 5; SPKY > SAP,pJdnase,fh3,ig; 4.925347222 
425247; NIYL.005940; Hs.155324; matrix metalloproteirtase 11 (stromelysin; hemopexm,Pepfidase_M10n 4.92 
422282; AF019225; Hs.114309; apoilpoprotein L; MotA_ExbB;TM=Y;SS=M; 4.912181303 
45 442572; AI001922; Hs.135121; hypothefca! protein FU22415; none,HSP70; 4510224439 

425743; BE396495; Hs.159428; BCL2-associated X protein; Bd-2;TM=Y;SS=N; 4.909972299 
449523; NMJ00579; Hs.54443; chemokine (C-C motif) receptor 5; 7tmJ;TM=Y;SS=M; 4.904 
409213; U61412; Hs.51133; PTK6 protein tyrosine kinase 6; SH2,SH3,pkin3se;TM=M;SS=N; 4.897338403 
411770; NWL014278; Hs.71992; heat shock protein (hspHO family); HSP70;TM=M;SS=N; 4.894 
50 446872; X97058; Hs.16362; pyrirr&finergic receptor P2Y,Gi>roteinc;7tm_1;TM=Y;SS=M; 4.886 
423198; M81933; Hs.1634; eel cfivision cycle 25A; Rhodanese.none; 4.884 
445462; AA378776; Hs.288649; hypothetical protein MGC3077; none;; 4.876379691 
448153; Y10805; Hs.20521; HMT1 (hnRNP methyttransferase, S. cerevi; NusG,*; 4.8761 17497 
427792; M63928; Hs.1 80841 ; tumor necrosis factor receptor superfami; SRP14.TNFR_c6;; 4.873684211 
55 449027; AJ271216; Hs.22880; tf pepboylpeptidase Hi; Peptidase_M49.E6F,ig,Neun3gufin;TM=M;SS=N; 4.872641509 

421541; NMJJ03942; Hs.1055B4; ribosomal protein S6 kinase, 90kD, polyp; pkinase,pkinase - C;TM=M;SS=N; 4.869318182 
429519; AL120751; Hs31 1568; eukaryofic translation Initiation factor; none.none; 4.868073879 
458873; AW150717; Hs.345728; STAT induced STAT inhfotor 3; none,none; 4.861538462 
437669; AI358105; Hs.1231S4; ESTs. Weakly similar to match to ESTs AA; none.pWnase,pkinase_C; 4.854651163 
60 405545; ; ; Target Exon; ABC^tran,SRP54/BC_membrane;TM=Y;SS=M; 4.85 

424779; AL046851; Hs.153053; C037 antigen; transmembrane4;TM=Y;SS=M; 4.848387097 
424263; M77640; Hs.1757; L1 cell adhesion molecule (hydrocephalus; fn3,ig,IRK;"rW=Y;SS=M; 4.846153846 
425421; L11669; Hs.157145; tetracycline transporter-like protein; sugar_tr;TM=Y;SS=M; 4.843694494 
421267; BE314724; Hs.103081; ribosomal protein S6 kinase. 70kD, polyp; p!dnase,rjkin3se_C;TM=M;SS=N; 4.842532468 
65 418736; T18979; Hs.87908; Snf2-related CBP activator protein; he5case_CATJraok,SNF^N;TM=M;SS=N; 4.842 
444143; AW747996; Hs.160999; ESTs, Moderately similar to A56194 throm; Bcl-2jone; 4.841071429 

417331; AW411297; Hs.81972; SHC(Src homology 2 domain-containing) t SH2,PiD^^SC>^A^-binamg,KRAB;TM=M;SS=N; 4.B39464883 

422010; AA302049; Hs.31 181; Homo sapiens cDNA: FU23230 lis, clone C; none.SDF^ugar_tn 4.837837838 

434521; NM 002267; Hs.3886; karyopherin alpha 3 (Import* alpha 4); Armadfllo^segJBB;TM=M;SS=N; 4.833333333 
70 450447; AF212223; Hs.25010; rrypothefical protein P15-2; NTF2;TM=M;SS=N; 4.821666667 

453082; H18835; Hs^1608; hypothetical protein FU20041; ion_trans;TM=Y;SS=M; 4.820936639 

417949; AL049795; Hs.830O4; interleukin 14; none>^rrnadiIlo - seg,IBB,WD40; 4.81443299 1 

439569; AW602166; Hs.222399; CEGP1 protein; EGFJNFRjc6,grarwBn,CUB,Kerafin_B2,TIL;TM=M;SS=M; 4.81 

432581; AU076465; Hs^78441; WAA0015 gene product PP2C;TM=M;SS=N; 4.805053291 
75 432194; AU040801 ; Hs^73219; breast cancer anB-estrogen resistance 1; SH3~ 4.803191 489 

431472; AK001023; Hs.256549; nucteofide binding protein 2 (Exoli Min; fer4_Nir>^rA^S_kir^eArsA^ATPase;TM=M;SS=N; 4.800990099 

450690; AA296696; Hs.333418; FXYD dornain-containing ion transport reg; ATP1G1_PLM_WAT8;TM=Y;SS=M; 4.795480881 

448950; AF288687; Hs.9275; CGI-152 protein; E1-E2_ATPase,Hydnolase;TM=Y^S=N; 4.776923077 

427681- AB018263; Hs.284232; tumor necrosis factor receptor superfami; deafii,T^r\.c6,PH,XnnW^oGEF,MeiallomioJ;TM=^SS=H 4.772196262 
80 432827; Z68128; Hs.3109; Rho GTPase acBvaling protein 4; FCH,RhoGAP,SH3;TM=M;SS=N; 4.7601 15607 

433376; AI249361; Hs.74122; caspase 4, apoptosis-related cysteine pn CARD.lCe_p10,lCE_p20;; 4.751162791 

419981;AA897581;Hs.128773;ESTs;ptae.DAGJ^^ t lt , 

431657; A1345227; Hs.105448; ESTs, Weakly similar to B34087 hypotheti; r^ase.PA28_alpha,PA28_beta,Cu_arnine_oxid,aj_amine^ 4.746 

247 



WO 03/042661 



PCT/US02/36810 



412958: BE391579; Hs.75087; Fas-activated serine/threonine kinase; nones 4.736781609 

414443; AU077268; Hs.76144; platelet-derived growth factor receptor,; ig,p!dn3se;TM=Y;SS=N; 4.733 

419250; AW770185; Hs.356066; U5 snRNP-specific protein, 1 16 kO; 7tm_1 £ArUK^C,DNA_methytase; 4.725454546 

417903; NM_002342;Hs.1116; hyrnphotodn beta receptor (TNFR superfam; TNFR_c6;TM=M;SS=M; 4.718858132 

414368; W70171; Hs.75939; uridine monophosphate kinase; PRK^CoaE- 4.718836565 

426059; BE292842; Hs.166120; interferon regulatory factor 7; IRF~ 4.718543046 

414788; X78342; Hs.77313; cyc&Miependent kinase (COC2-t0ce) 10; pklnase;TM=M;SS=N; 4708 ... . .. 

407601; AC002300; Hs.37129; sodium channel nonvottage-gated 1, beta; ASC;TM=Y;SS=M; 4.707920792 
448520; AB002367; Hs.21355; doubtecorfjn and CaM kinase-fike 1; pkinase,DCX;TM=M;SS=N; 4.707671958 
407143; C14076; Hs32329; EST; none;TM=Y;SS=M; 4.682675815 
428582; BE336699; Hs.185055; BENE protein; none;TM=Y;SS=M; 4.681818182 

408806; AWB47814; Hs.75608; Homo sapiens cDNA: FU21532 fts, clone C; SH3,PDZ,Guany!ateJdn,none; 4.680440771 

448133; AA723157; Hs.73769; folate receptor 1 (adult); Folate jec,MP;TM^SS=to; 4.679841897 

418835; AI655499; Hs.161712; ESTs; ptoseA^-recp,PDZ,ZU5,death; 4.679180887 

425308; M97639; Hs.1 55585; receptor tyrosine kinase-like orphan rec, ig,kring!e,pklnase f Fz;TM=Y;SS=M: 4.675342466 

414665; AA 160873; Hs.356307; serum amytdd A1; zf-C2H23TB.K_telrajione; 4.67447496 

449843; R85337; Hs.24030; solute carrier famfly 31 (copper transpo; none-TM=Y;SS=M; 4.673701299 

428245; AF151048; Hs.1831 80; anaphase promoting complex subunit 1 1 (y, nones 4.656756757 

417088; M54915; Hs.81 170; pim-1 oncogene; pkinase;TM=M;SS=N; 4.656190476 

420340; NM_000734; Hs.97087; C03Z antigen, zeta potypepfide (TTOcom; tTAM;TM=M;SS=M; 4.65 

425966; NNL0Q1761; Hs.1973; cycBn F; (^F-box,(^Gn_C;TM=^;SS=N; 4.644 

417929; R27219; Hs.74547; Human T-cefl receptor active alpha-chain; ig.abhydrdase; 4.640384615 

430503; AA148164; Hs.247280; HBV associated factor, zf-C3HG4,zf-RanBP,pktoase; 4.630653266 

419273; BE271180; Hs.293490; ESTs, Weakly similar to (38022 hypoOietn none,none; 4.628 

453880; AI803166; Hs.135121; ESTs, WeaWy similar to 138022 hypothefi; HSF70.none; 4.619047619 

459399; BE4Q7712; Hs. 153998; creatine kinase, mitochondrial 1 (ubiqui; none^one; 4.618577075 

412970; AB026436; Hs.177534; dual spedficity phosphatase 10; Rhodanese.DSPc; 4.616 

433577; AW007080; HsJ84192; ESTs; nontyione; 4.614 

'444838: AV651680; Hs.208558; ESTs; integrirbA.FG^AP,none; 4.612149533 

408369; R3B438; Hs.118747; SLC15A2 Solute carrier fam3y 15 (rWpep; PTR2;TM=Y;SS=r4; 4.602 

450825; AC005954; Hs.25527; fight junction protein 3 (zona ocdudens; PDZ,GuanytateJdn;; 4.596875 

443951; F13272; Hs.356835; ferritin, light polypeptidB; PMP22_Cl3udin t none; 4587931035 

433083; AL042759; Hs.191762; ESTs; SH3.PX;TM=M;SS=N; 4.586 

407239; AA076350; Hs.67846; leukocyte taunoglobuliivnke receptor, ; ig;TM=Y;SS=M; 4.58557047 

412926; AI879076; Hs.75061; macrophage myristoylated aianine-rich C ; MARCKSn 4.579087049 

422009; AI742845; Hs.110713; DEK oncogene (DNA binding); SAPr, 4576347305 

412584; X54870; Hs.74085; DNA segment on chromosome 12 (unique) 24; rionejectin_c; 4.57312253 

414561; AI064813; Hs.195155; Homo sapiens amino acid transport system; Aa_trans;TM=Y;SS=N; 4.573015873 

422627; BE336B57; Hs.1 18787; transforming growth factor, betatoduced; Fasdclin^CjranABC - rnembrane 1 GTP_ERU;TM=M;SS=M; 4.570526316 
459053; AI807052; Hs.97792; ESTs; none.7trrL2.GPS; 4569230769 

424247; X14008; Hs^34734; tysozyme (renal amyloidosis); lysjg.FAD^Synth,ldh f hih_C 1 pkinase;; 4.566195373 

439975; AW328C81; Hs.6817; inosine triphosphatase (nucleoside triph; Kami p_Gke;TM=M;SS=N; 4.56056338 

416178; AI808527; Hs.192822; serologically defined breast cancer ami; none;TM=M;SS=N; 4.558 

408051; AI623351; Hs.172148; ESTs; PH,RhoGAP,none; 4.552307692 

421846; AA017707; Hs.1432; protein kinase C substrate 80K-H; etad,HUecepLan 4.547761194 

439659; AW970780; Hs.59483; leucinfrTOh repeat-containing G protein; 7tm_1,LRR;TM=Y;SS=N; 4.547169811 

426201; AW182614; Hs.128499; ESTs; SH3,none; 4.54166S667 

424905; NM.002497; Hs.153704; NIMA (never In mitosis gene a}-re1ated k; pkinase;TM=M;SS=N; 4.536 
445229; BE276013; Hs.343828; Homo sapiens mRNA for FU00086 protein. ; G-atpha;TM=M;SS=N; 4.530588235 
413109; AW389845; Hs.1 10855; ESTs; PH04,none; 4.529761905 

426125; X87241; Hs.166994; FAT tumor suppressor (Drosophfla) homoto; EGF,cao^larninin_G;TM=Y;SS=M; 4.529710145 
. 402330; ; ; Target Exom pkmase,none; 4.528070175 

439238; N47305; Hs.302161; EDG-8 (endofteGal differenfjafion, sph; 7tmJ;TM=Y;SS=M; 4.524 

433437; U20535; Hs.3280; caspase 6, apoptosis-related cysteine pn ICEj>10JC£_p20;; 4523715415 

413781; J05272; Hs.850; IMP Onosme monophosphate) dehydrogenas; C8S,IMPDH_C > IMPDH_N < NPD;TM=M;SS=N; 4.522900763 

431429; AF072813; Hs.252831; reticuton 3; Refjcuton,FvgMigle^ase;TM=Y;SS=N; 4512 

424078; AB006625; Hs.139033; patemafly expressed 3; zf-C2H2,KRAB,none; 4.512 

420602; AF060B77; Hs.99236; regulator of G-protein signalling 20; RGS;TM-M;SS=N; 4.51 

449101; AA205847; Hs.23016; G protein-coupled receptor; 7tm_1;TM=Y;SS=M; 4.506 

408157; AA047685; Hs.62946; ESTs; none,pkinase; 4504 

446291; BE397753; Hs.14623; interferon, gamma-taduclble protein 30; GILT;TM=M;SS=Y; 450215208 
431326; AW9705B0; Hs.198689; WAA0728 protein; none^one; 4.501 

428072; BE258602; Hs.182366; heat shock protein 75; HATPase.c.HSP90;TM=M;SS=N; 4.48828125 
415149; X12451; Hs.7B056; cathepsin I; Peptidase.C1; 4.484375 

421959; AW751497; Hs.98370; t^tochrame P450, subfamily IIS. pofypept; p450;TM=Y;SS=M; 4.48 

445143; U29171; Hs.378918; casein Wnase 1. delta; zf-C3HC4,FDarrm,zf-BJxix^ 4.478092784 

421071; A131 1238; Hs.104476; ESTs, WeaWy simSar to CGHU1 E coBagen ; none;™=Y;SS=M; 4.4773371 1 1 

410590; BE615216; Hs.64746; chloride mtracellular channel 3; none;TM=M;SS=N; 4.476 

438774; AA431620; rK379034; hypothefical protein MGC2745; none,none; 4.474874372 

410726; AI623859; Hs. 1 5936; ESTs; pkinase.projsomerase.none; 4.47 

429903; AL1 34197; Hs.93597; cycTin-dependent kinase 5, regulatory su; CDKS^acfjvatorjrone; 4.468 

426485; NN1.006207; Hs.1 70040; ptateleWem^ growth ' 

433846; AA603319; Hs.155195; ESTs; r^ii.homeobox,Eg_chaji t ANF_receptor; 4.458 

410293, AK000047; Hs.61950; hypotheficel protein; K_tetra;TM=M;SS=N; 4.453020134 

453464; A188491 1; Hs.32989; receptor (calcitonin) acfivity modifying; none;TM=Y,-SS=N; 4.448198198 

41 0583; AW770280; Hs.36258; ESTs. Moderately similar to JC5238 galac; SH3.PDZ,Guanytate_ldn/ione; 4.446927374 

441455; AJ271671; Hs.7854; zincfiron regutated transporter-Bee; 2p;TM=Y;SS=M; 4.445010183 

453054; R40334; Hs.69463; potassium targe conductance ca3rium-acti; rtone,none; 4.436480187 

443303; U67319; Hs.9216; caspase 7, apoptosis-related cysteine pn pkuiase f lCE_p10,lCEj)20;TM=M;SS=M; 4.433411215 

41 1825; AK000334; Hs.352415; sohrte carrier family 39 (zinc transport; SNF,Zp;TM=Y;SS=N; 4.432765152 

428376; AF1 19565; Hs.18401 1; pyrophosphatase finorganic); Fyrophosphatase;TM=M;SS=N; 4.428571429 

429592; AB029041; Hs.209646; K1AA1 1 18 protein; Troponin,ExojBndo_phos,IQ;TM=M;SS=N; 4.428 

419344; U94905; Hs^77445; diacytgrycerol kinase, zeta (104kD); ank,DAGKa,DAGKc,OAG.PE^)lnd;TM=M;SS=N; 4.426229508 
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427138: W77624; Hs.173717; phosphalkfic add phosphatase type ^ PAP2/^4-42H375 
414496; W73853; Hs^55424; ESTs; pkinase,F5_F8_type_C^h_shorUio^ %™*}* 
429432; A1678059; Hs.202676: synaptonemal complex proton ,2; ^ T ^^ M 4 < 

418558- AW082266- Hs.86131; Fas (TNFRSF6)-assoclated via death doman deatfvDECfc 4.40B5Z3903 
442259 : AI690269:Hs^01345;ESTs:Acetyttransf.RhoGA^ , ftJ ™ M 
415860: D56051: Hs.78888; diazepam binding inhibitor (GABA recepto; ACBP;TM=M:SS=N; 4.404678363 
434419- AUM0606; Hs .296938; dual specificity phosphatase 7; DSPc;TM=M;SS=N; 4.404 
404440; ; ; NMJ)21048:Homo sapiens melanoma antigen; MAGE;TM=M;SS=N; 4.4 
435542: AA687376; Hs.351226; ESTs; SH3,ig,pldnase.Paspectm,RhoG£F^n e , 4394 
413367; NMJXJ6517; Hs.75317; solute carrier family 16 (monxarboxyfc; sugar.tr;TM=Y SS-N 1*39028777 
435732; AF229178; Hs.123138; leucine rich repeat and death domain con; none.none; 4.3W905ffi 
427359; AWQ20782; Hs.79881; Homo sapiens cDNA: RJ23006 fis, done U 7tm_1.none; 4.38212927c 

425749; AW328587; Hs.159448; surfeit ^ none; 4.382 k ^_. Tt . V . CC . M . , ™ 14 „oo5 

417874 BE616160; Hs.82829; protein tyrosine ^WJ^^^^ST 1 
414806; D14694; Hs.77329; ohosphatidylserine synthase 1;^JM=V^M: 4.3 ^BIS 
20 431837- T79326; Hs.331967; olfactory receptor, My 2, subfarriy ; none,7tnT_3^hiANF_rKe^on 4.376 
417115; AW952792; Hs.334612; small nuclear ribonucteoprotem potypept Sm.pltoe;; 4.37 0 247334 
434876; AF 160477; Hs.61460; lg superfamBy receptor J^j*^^£^^ < 357777,70 
430379; AF134149; Hs.240395; potassium channel, subfamily K, member 6; b nJraeJM=Y,SS-H 4.367777778 
403912 ; ; (SOOOWtftt^^ 
25 426268; AF083420; Hs.168913; serineAhreonlne kinase 24 (Ste20, yeast pkmase;; 4.366348449 
434263; N34B95; Hs.79187; ESTs: ig.none; 4.358527132 
404760; ; ; Target Exon; cadherin;TM=M;SS=M; 4.356 

413076: U10564; Hs .75188; weel {S. pombe) homolog; pkinase;TM=M;SS=N; 4^547^73 rp^TM^M-SS^ 4.354 

420757; X78592; Hs.99915; androgen receptor (dihydrotestoste^ 

30 426812: AF105365; Hs.172613; solute carrier family 12 (potassium/chlo; nona;TM=Y;SS=N, 4.353244838 
431674; AA098901: Hs.301642; Gprotein wxipledrecepton ^^JW* *nmn& 
431886' 177954; Hs^71930; mitogen-acfivated protein kinase 6; pHnase;TM^SS-N, 4^[««w . ™ 7ftft , . 
5t5 BE387402; Hs.19333; hypothec protein FU 10349; ao^rytatel^ 
424837- BE2761 13; Hs.333034; N-acetyttransferase, homolog of S. cerer, Acetyltrarisf;TM-M,b^N: 4. w 

3 5 44943? A1702038; Hs. 100057; Homo sapiens cDNA: FU22902 ffe, done K; none,none; 4.334722222 
41 1768; NIVL013371; Hs.71979: Interteuldn 19: tLIO;; 4.322 JOOfWCQ _ Q , 
445350; AF052112; Hs.12540; rysophospholipase 1; abhydrolase_2;TM=M;SS=N; 4 - 3203 ^81 
425964; AWB89928; Hs.9071; progesterone membrane binding protein; rw)mecto^none; *2mbM& 
45099B" BE387614; Hs.25797; splicing factor 3b, subunU 49kD; rrm;TM=M;SS=N; 4.315573557 

40 408908: BE296227; Hs.250822; serine/threonine kinase 15; pklnasen 4.316 

400290; H18836; Hs.31608; hypothetical protein FU20041; ncxie,Cys>ot 4£1472B682 
S.AF085^ 

418883; BE387036; Hs.1211; arid phosphatase 5, tarfrate Ksrstant; UMB ^^S!^iSSi 
419607; R52557; Hs.91 579; Homo sapiens clone 23783 ^sequence; ^^^^^0440^14 

45 421532; AW138207; Hs.146170; hypothetical protein FU22969; Arirr^^^T.^JS^NL 4.304 
430017; AA263172; Hs.35; protein tyrosine phosphatase, non-recept; Yj*osphatase;Tf^SS-M, 4.30Z 
447224 BE617125; Hs.142076;gb:6G1441664F1 tilH JAGC_65 Homo sapiens c; nor« WNA; 4.302 
425424 WUoSk Hs.157199; ELKL motif kinase: P Wnase,UBA,KA1;TrJl=M;SS=N; 4.301639344 
45404^ H22570; Hs.47860; hypothetica! protein FU20D93; W*f«!f^^ 

50 446143- BE245342; Hs.306079; sec61 homolog; NUDK^Y.EI.dehydro^transkeLW 4.300872093 

DV S ^313077^9^^ 

43256* BE531048; Hs.278422; DKFZP586G1122 protein; *<^™=^M^0»M9 

5 5 448564; AL044962; Hs.21453; inositol 1^ 1 gS!^^p C rffi^fl 28 

417426; NVL002291; Hs.82124; laminin, beta 1; tamirOT_EGFJaminin -^^ wte 9^n ^4^76162791 
450296; AL041949; Hs.24756; hepatocyte growth factor-regulated tyros; none^one; 4.273927393 
60 438012; AA393254- Hs.43619; ESTs; Armadfllo.seg.none; 4.273134328 

4272123894 

415214 AI445236; Hs.125124; EphB2; fn3,pkiri3se r SAM,EPH_rbd;TM=Y;SS=M; 4.268 
6 5 438233 W52448; Hs.56147; ESTs; Neiff - chan - LBD.Neurjchan_menib,MAGE; 426284585 

429019! AA443280; Hs.279907; myosin MIA; myosm>ad^kmas^ ,n7?u=u.QQ=M. a 9WSQ5B52 

424959 : NM.005781; Hs.153937; activated p21cdc42Hs kinase; ldh l Wh.C,SH3 1 pkinase '.^^IriJ*- 258695652 
453655- AW960427; Hs342874; transfotming growth factor, beta recepto; zonajjeHuada.none: 425fWf&> 
^ 417414; AA434589; IK367676; dUTP pyrophos phatase^ ^UTPase j^^...^ 4 , 4911660B 
70 453905; NM.002314; Hs.36566; UM domain Idnase 1; P^^™^^^^ 

42423^ AB015982; Hs.143460: protein kinase C, nu; pkinase.DAG_re^tnd,W;T^SS=N; 4.247692308 

404883: • • ENSP00000216009:Sodiurrvglucose cotraospo; SSF;TM=Y;SS=M; 4242424242 

412507; 136645; Hs.73954; EphA4; tn3.pkinase,SAM.EPH_rbd;TM=Y;SS=M; 4J23928^1I4 

41 1089; AA456454; Hs.355702; cell divisbn cyclB 2-fike 1 (PITSLRE pn none,none; 4.237313433 

433535; AF1 11106; Hs.3382; protein phosphatase 4, regulatory subunr, HEAJ;TM=rASS^: 4^3187 
432728- NMJM6979; Hs.278721; HLA dass II region expressed gene KE4; 2pJJg_chan;TM=Y;SS=M; 4.Z3454MW 
41635a;AF188625;Hs.189507;phwphoIipaseA2,groupllD;p^^ 
80 409533- AW969543; Hs. 144609; mitogen-acfivated protein kinase kmase ; PepMase.^one, 4.230566557 
427127- AW802282; Hs. 22265; pyruvate dehydrogenase phosphatase; PP2C^one; 4.228009259 
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428897; AJ245719; Hs- 194385; hypothetical protein RJ20234; SH2;TM=M;S$=N; 4724731183 

425771; BE5S1776; Hs. 159494; Bmton agammagbbutaiia tyrosine Wnas; SH2 r SH3 l pWnase,PaBTK;TM=M;SS=N; 472388421 1 
418566; C21 220; Hs.321717; hypothetical protein FU10875; zM2H2 t BTB,K_tetra,7tm J; 4722807018 
454098; W27953; Hs717493; PtakophiRn; none,none; 472 

424381; AA285249; Hs. 146329; protein kinase Chk2 (CHEK2); pidnase,FHA.DnaJ;TM=M;SS=N; 471875 
419223; X60111; Hs.1244; C09 antigen (p24); transmembrane4;TM=Y;SS=M; 4717130215 

436756; 21 8364; Hs .1 98298; v-src avian sarcoma (SchmidtRuppnA-2); none,none;4716 - - 

450167; AA446404; Hs745S3; NTF2-related export protein 1; NTF2;TM=M;SS=N; 4715163934 

416224; NtvL0029Q2; Hs.79088; refcutocatbin 2, EF-hand calcium bindin; efhanrfc 4712041885 

432539; AL138169; Hs778378; karyopherin beta 2b. transporGn; none,DS,UPF0139 l GryooJrydro_38; 4.207407407 

416651; AA634543; Hs.79440; IGF-Cl mRr^Ujinding protein 3; KH^kmiain > rrrn;TM=M;SS=N; 4706 

432284; AA532807; Hs787740; ESTs; pkmase,none; 4.205454546 

418758; AW959311; Hsl172012; hypothefica! protein DKFZp434J037; pkinase.Rl01;TM=M;SS=N; 4.204142012 

450056; BE047394; Hs.502; ESTs, Weakly similar to S71512 hypotheO; ABCJjaaABCjnembrane,ig,MHCJI_beta,Sr^^ 4702572347 

412817; AL037159; Hs.74619; proteasome (prosome, macropam) 26S subu; PC_rep;TM=M;SS=N; 4.202061855 

425394; AA356730; Hs.323949; kangai 1 (suppression of tumorigenicfty ; transmembrane4,nane; 4.195014863 

449335; AW150717; Hs.345728; STAT induced STAT inhibitor 3; SH2;TM=M;SS=N; 4.192248062 

415023; AA932146; Hs.355397; Homo sapiens clone TCCOAD0164 mRNA sequ; none;NA;NA; 4.1 92 

443907; AU076484; Hs.9963; TYRO protein tyrosine kinase binding pro; none;TM=M;SS=Y; 4.191B78981 

445330; R52656; Hs.21691; ESTs; 7tm_1.none; 4.189922481 

430016; NM 004736; Hs727656; xenotropic and polytropfc retrovirus red SPX.EXS;TM=Y;SS=N; 4.188333333 
434633; A11895B7; Hs.120915; ESTs; SH3.PH.RhoGAP 1 none; 4.187106918 

45308; AB001451; Hs.30965; neuronal She adaptor homolog; SH2,PID7n.carbOpept;TM=M;SS=N; 4.185885246 
439318; AW837046; Hs.6527; G protein-coupled receptor 56; 7tm w 2,CytC_asm f GPS;TM=Y;SS=M; 3.930957684 
432201; A1538613; Hs.298241; Transmembrane protease, serine 3; ldLrecepta,trypsm;TM=Y;SS=M; 3.893103448 
428969; AF120274; Hs.194689; artemm; TGf-beta;; 3.B84030418 
444633; AF111713; Hs.1 2284; Junctional adhesion molecule 1; ig;TM=Y;SS=M; 3.831669044 

432305; M62402; Hs.274313; insulin-like growth factor binding prote; lhyrogtobir5nJJGFBPA2M„K;TM-M;SS=N; 3.742996346 

405547; ; ; NM_01B833":Homo sapiens transporter 2, A; ABC.tran,SRP54^BC_membrane;TM=Y;SS=M; 3.676 

407853; AA336797; Hs.40499; dickkopf (Xenopus laevis) homolog 1; none;TM=M;SS=Y; 3.634 

426427; M86699; Hs.1 69840; TTK protein kinase; pkinase;; 3.562 

427585; D31 152; Hs.179729; collagen, type X, alpha 1 (Schmid metaph; C1q,Cotlagen;; 3.49 

405546; ; ; NrvL018833*:Hamo sapiens transporter 2, A; ABC - ban t SRP54ABC_membrane;TM=Y;SS=M; 3.422661871 

439820; A1360204; Hs783853; Homo sapiens mRNA fid length insert cDN; none,none; 3.402 

404210; ; ; NWL005936:Homo sapiens myeloid/lymphoid ; FHA,PDZ,RA.aUTM=M;SS=N; 3.36B807339 

424522; All 34847; Hs.149957; ribosoma! protein S6 kinase, 90kD, polyp; pWnasej)kinase_C^ 3713402062 

418678; NMJJQ1327; Hs.87225; cancertestis antigen (NY-ESO-1); none;TM=M;SS=N; 3.084 

451106; BE382701; Hs75960; N-MYC oncogene; HLH f Myc_NJerm;TM=M;SS=N; 1.55 

TABLE 17B 

Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 

Pkey CAT Number Accession 

418869 12789.14 AA229762 AA230035 

TABLE 17C 

Pkey: Unique number corresponding to an Eos probeset 

Ref. Sequence source. The 7 digit numbers m this column are Genbank identifier (Gl) numbers. "Dunham L et al." refers to the publication entitled The DNA 

sequence of human chromosome 22." Dunham Letal., Nature (1999) 402:489-495. 

Strand: Indicates DNA strand from which exons were predicted. 

NtjMsrSon: indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


reposition 


402075 


8117407 


Phis 


121907-122035,122804-122921,124019.12416 


401781 


7249190 


Minus 


83215-83435,83531-83656,8374043901.8423 


405484 


5922025 


Plus 


199214-199579,199672-199920,200262-20049 


405932 


7767812 


Minus 


123525-123713 


400517 


9796686 


Minus 


4999&-50346 » 


402328 


4464283 


Minus 


13758-13922,14558-14752 


405545 


1054740 


Plus 


118677-118807.119091-119296,121626-12182 


402330 


4464283 


Minus 


15325-15380,15484-15588,15842-15915 


404440 


7528051 


Plus 


8043041581 


403912 


7710730 


Minus 


72000-72290,72431-72700,72929-73199 


404760 


7767724 


Plus 


223266-223352,224472-224585 


404883 


5101762 


Minus 


94626-94730,96998-97069 


403362 


8571772 


Plus 


64099-64260 


405547 


1054740 


Plus 


124361-124520,124914-125050 


405546 


1054740 


Plus 


124010-124183 


404210 


5006246 


Plus 


169926-170121 



Table 18A: 194 Up-Regulated Genes in Uterine Cancer Versus Normal Adult Tissues 

Table 18A lists about 194 genes up-regulated in uterine cancer compared to normal adult tissues. These were selected from 59680 probesets on the Anymetnx/Eos-Hu03 GeneChip 
array such that the ratio of "average" uterine cancer to "average" normal adult tissues was greater than or equal to 10. The 'average" uterine cancer level was set to the 2 nd highest 
amongst uterine cancers. The 'average" normal adult Sssue level was set to the 90* percentile value amongst non-maBgnanl toes. In order to remove gene-specific background 
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evaluated. 

Ptey. Unique Eos probeset identifier number 
5 ExAccn: Exemplar Accession number, Genbank accession number 
UnigenelD: Unigene number 
Unigene TrllezUnigene gene Gtie 
R1: Ratio of tumor vs. normal tissue 

R1 

10 Pkey ExAccn UnigenelD Unigene Title 

449034 A1624049 gbte41a09jc1 NCLCGAPJM Homo sapiens cDNA 55.7 

435094 AI550129 Hs.277523 EST J~ 

438817 A1023799 Hs.163242 ESTs £1 

15 421478 AI583243 Hs.97258 ESTs » 

452838 U65011 Hs.30743 PreferentiaSy expressed antigen In melanoma "^ 

450451 AW591528 Hs.202072 ESTs XTg 

428153 AW513143 Hs.98367 hypothefcal proton FU2222 

428187 AI687303 Hs.285529 G protefavcoupled receptor 49 (GPR49) (HG38) 24.2 

20 438993 AA828995 Hs.52620 integrin;betaB J' 

436775 AA731111 Hs.291891 ESTs B „7 

430491 AL109791 Hs.241559 Homo sapiens mRNA full length msertcDNActo 1A» 

441377 BE21B239 Hs.202656 ESTs . wv J** 
400289 X07820 Hs.2258 Matrix MetaDoproternase 1 0 (Soamoryan 2) 

25 400292 AA250737 Hs.72472 BMPR-Ur.bone morphogenetic protein receptor lb ™.' 

403899 predicted exon , !;;* 

442438 AA995998 p>:os26b03^1 NCLCGAPJfldS Homo sapiens cDNA 1M 
447350 AI375572 Hs.1939 HER4 (o«rb-B4) 

453954 A196148B Hs.12744 ESTs - ' 

30 443830 AI142095 Hs.143273 ESTs *! 

459325 AW088369 Hs282184 ESTs *J 

/ 415245 N59650 Hs.27252 ESTs ' 

446608 N75217 Hs^57846 ESTs • 

426635 BE395109 Hs.129327 ESTs J 

35 433426 H69125 Hs.133525 ESTs J 

437960 A1669586 Hs.222194 ESTs £ 

441081 A1584019 Hs.169006 ESTs, Moderately similar to pfekopMm 2b [H 8.3 

440048 AA897461 Hs.158469 ESTs, WeaWy similar to envelope protein pis ™ 
447835 AW591623 Hs.164129 ESTs , TlK# „ rt4A 

40 440870 A1687284 Hs. 150539 Homo sapiens cDNA FU13793 fis, clone THYRO10 7.1 



6.1 
6.1 
6.1 
6.0 
6.0 



412925 A1089319 Hs.179243 ESTs n 

408562 AI436323 Hs.31141 Roundabout homotog 2 transmembrane receptor (robo2) 7.0 

45 437938 AJ9500B7 ESTs; Weakly similar to Gag-Pol rxiyprotrin 6.2 

420610 AI683183 Hs.99348 distaWess homeo box 5 

448672 AJ955511 Hs.225106 ESTs 

452461 N78223 Hs.108105 transcription factor 

413335 A1613318 Hs.48442 ESTs 

50 449611 A1970394 Hs.197075 ESTs 

449260 AA741180 Hs^9879 ESTs ™ 

412140 AA219891 Hs.73625 RAB6 interacfing, kmestn-fike (rabkinesin6) M 

443715 AI583187 Hs.9700 cycfinEI *J 

55 23S SS ™§55 ^mo^cONAFU10570 fe ,cbr,KT2RP20 |7 

SS SB? ^ ^Na.CGAP.UtSHc^sa^e.c^ » 

446704 A1337228 Hs.197083 ESTs r? 

419503 AA243642 Hs.137422 ESTs *~ 

60 444342 NMJM398 Hs.10887 similar to rysosome-assodated membrane gtyco a* 

436076 A1193277 Hs.120954 ESTs |! 

406687 M31126 Hs372620 pregnancy speafc beta-l-gtvcoprotem 9 ™ 

445258 A1635931 Hs.147613 ESTs 

440901 AA909358 Hs.128612 ESTs *j 

as s *™ 5BS!saaa^ B H.-^« § 

436787 AA908554 Hs.192756 ESTs " 

70 400301 X03635 Hs.1657 . Estrogen reactor 1 " 

428771 AB028992 Hs.193143 K1AA1059 protein *J 

444929 AI685B41 Hs.161354 ESTs « 

453922 AF053306 Hs^6708 budring uninhibited by benzimidazoles 1 *» 

405609 rjredictedexon " 

75 410102 AW24B508 Hs^79727 ESTs; 

433283 BE041135 Hs.175622 ESTs (i _ ^ , J! 

443270 NM-004272 Hs.9192 Homer, neuronal immediate early gene, IB J« 

410247 AF181721 Hs.61345 RU2S JJ 

80 SR EST Hs17972S « 

407275 AJ364186 gb:qv/34h07jc1 NCi_CGAP_Ut4 Homo sapiens cDNA 4.7 

420440 NM 002407 Hs37644 marnmaglobin 2 ™ 

451105 AJ761324 gbw60b11 jc1 NCI_CGAP_Co16 Homo sapiens cDKA 4.6 
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5 

10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



453616 NM_003462 
424115 AA335497 
414245 BE148072 
423244 AL039379 
441031 AI110684 
447048 AW393080 
458861 A1630223 
428758 AA433988 
420149 AA255920 
433479 AW511459 
449416 AI651016 
457551 AW821319 
450109 A1539295 
436954 AA740151 
415511 AI732617 
410153 BE311926 
406411 

416209 AA236776 
416456 H57052 
454692 AW813350 
452249 BE394412 
436211 AK001581 
449765 N92293 
434988 A1418055 
423515 AA327017 
435407 AI149774 
440886 AW511032 
444783 AK001468 
452039 A1922988 
407300 AA102616 
425176 AW015644 
449433 AI672096 
419335 AW960146 
422711 D60641 
453096 AW294631 
441952 AW972542 
445034 AW293376 
418677 S83308 
422219 AW978073 
440304 BE159984 
421863 AB52677 
431322 AW970622 
400250 

428227 AA321649 
420092 AA814043 
415138 C18356 
437212 AI765021 
409867 AW502161 
421477 AI904743 
427119 AW880562 
458154 AW816379 
434539 AW748078 
424717 H03754 
412078 X59699 
447342 AI19926B 
413472 BE242B70 
446619 AU076643 
453891 AB037751 
443613 AI079356 
441285 NM.002374 
409731 M125985 
417847 AI521558 
441484 AA93S481 
415802 M169515 
448112 AW245919 
428330 122524 
402606 

407905 AW103655 
424917 AI636208 
436982 AB018305 
451842 A1820539 
455666 BE065813 
431731 BE266322 
443695 AW204099 
410358 AW975168 
405030 

409745 AA077391 



Hs.33846 dynem, axonemal, fight intermediate porypept 
Hsl293965 ESTs 

Hs.75850 WAS proton family, member 1 
Hs-209602 ESTs, Weakly similar to ubiquitous TPR motif, 
HsJ645 fibrinogen, B beta polypeptide 
Hs.228320 Homo sapiens cONA FU23537 fis, done LNG076 

PHD finger DMA birufing protein isoform 1 <int 
Hs38502 Homo sapiens cDNA FU 14303 fis, done PLACE2D 
HsMBS ESTs 
Hs.249972 ESTs 
Hs^46311 ESTs 

Hs 288928 Homo sapiens cDNA RJ23296 5s, done HEP106 
Hs.17967 ESTs 
Hs.130425 ESTs 
Hs.182362 ESTs 

Hs.15830 Homo sapiens cDNA FU12691 fis, done NT2RM40 
predicted exon 

Hs.79078 MAD2 (mitotic arrest deficient, yeast homolo 
Hs.176626 hypothetical protein EDAG-1 

gfeMR3ST0192-1001QT>024fl07 
Hs.61252 ESTs 

Hs.80951 polymerase (DNA directed), gamma 
Hs.206832 EST, Moderately similar to ALU8.HUMAN ALU SUB 
Hs.161160 ESTs 
Hs.162204 ESTs 
Hs.1 17178 ESTs 
Hs.190516 ESTs 
Hs.62180 ESTs 
Hs.172510 ESTs 

Hs.120769 Homo sapiens cDNA FU20463 fis, done KAT0614 
Hs.301430 ESTs, Moderately similar to TEF1JHUMAN TRANSC 
Hs.9012 ESTs 

Hs.284137 Homo sapiens cONA FU 12888 fc, done NT2RP20 
Hs^1739 Homo sapiens mRNA; cDNA DKF2p5S6l1518 
Hs.11325 ESTs 

Hs.289008 Homo sapiens cDNA: RJ21814 fc p clone HEP010 
Hs.160323 ESTs 

Hs.87224 SRY (sex determining region Y)-box 5 

gb:EST390182 MAGE resequences 
Hs.125395 ESTs 

Hs.108972 Homo sapiens mRNA; cONA DKFZp434P228 
gb:EST382704 MAGE resequences. MAGK 
predicted exon 

Hs^248 INTERFERON-GAMMA INDUCED PROTEIN 
Hs*8045 ESTs 

Hs.78045 tissue factor paflway inhibitor 2 TFP12 
Hs.210775 ESTs 

gb:UKHF-BR0pnair-g-12-WJl.r1 N1H_MGC_52 
Hs.104650 hypothetical protein FU 10292 
Hs.114674 ESTs 

gb:QV4-ST0234-181 199-035-g01 ST0234 
Hs.214410 ESTs 

Hs.152213 wingless-type MMTV Integrafion site family 
Hs.73149 paired box gene 8 (PAX-B) 
Hs.19322 ESTs; Weakly similar to SI! ALU SUBFAMILY J 
Hs.75379 solute carrier family 1 (glial high affinity 
HsJ13 secreted phosphoprotein 1 (osteoponCn) 
Hs^5353 Homo sapiens mRNA full length insert cDNA do 

gb:oz39b09.s1 Soares_NhHMPu_S1 Homo sapiens c 
Hs.167 microtubute-^ssociated protein 2 
Hs£6145 thymosin, beta, identified m neuroblastoma c 
Hs.288312 Homo sapiens cDNA FU22316 fis, clone HRC052 
Hs.58972 ESTs 
Hs.6006 ESTs 
Hs.301018 ESTs 

Hs.2256 matrix melaHoprotanase 7 (matrflysin) 

predicted exon 
Hs^52905 ESTs 

Hs.96901 Homo sapiens cDMA FU 23049 fis, done LNG025 
Hs.5378 spondm 1 , (f-spondtn) extraceBular matrix p 
Hs^67087 ESTs, Moderately simflar to ALU4.HUMAN ALU SU 
gb:RC2-BT0318-11010tW12^08 BT0318 Homo sapi 
Hs.211374 ESTs, Weakly similar to SP49_HUMAN SPUCEOSOM 
Hs.1 1 2759 ESTs, Weakly similar to AF1 26780 1 retinal sh 
Hs.1 3337 ESTs, Weakly similar to unnamed protein produ 



430481 AA479678 
437641 AA811452 



Hs.203269 
Hs^91911 
415211 R64730.comp Hs.155986 
443450 N66045 Hs.1 33529 
457438 NWL014053 Hs.270594 
451254 A1571016 rte.172967 



gb:7B14E12 Chromosome 7 Fetal Brain cDNA Ubr 
ESTs, Moderately similar to ALU8_HUMAN ALU SU 
ESTs 

ESTs; Highly similar to SPERM SURFACE PROTEIN 
ESTs 

FLVCR protein 
ESTs 

252 
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40 



12 
Z2 
3.2 



Homo sapiens cDNA FU11983 6s. done HEMBB10 3.4 

EST8 33 
ESTs 

gb:Homo sapiens cig33 mRNA, partial sequence. 3.3 

Human DNA sequence from done RP1-187J1 1 on c 3.3 

Homo sapiens cONA FU13018 fis, done NT2RP30 3.2 

ESTs 32 
ESTs 

_ _ „, ESTs 

10 435174 AA687378 Hs.194624 ESTs v ™ 

nurtx(nudeosHe*phospha^ 3-2 

HomeoboxMO ** 

ESTs 

4! hhu ^uur* m^.ui Homo sapietis mRNA; cONAOKFZp434E232 prom d 3.1 

15 417728 AW138437 Hs.24790 K1AA1 573 protein *• 

ESTs; Weakly slmHar to WASP-famfly protein I 3.1 

dimethyiarginhe d'sneOiytaninohydrolase 1 3.1 

aiowo — Honiosapten3cONA:aJ21564fis > doneCOL064 3. 

20 405174 predicted exon * 

■ predicted exon * ! 

tumor necrosis factor (ligand) superfarnily, m *■ 
ESTs 

i|^.."i~s^ £>G«J| sjyi 1 lo.uiuw ESTS 

25 456652 NM 002448 Hs.1494 msh (DrosopMa) homeo box homolog 1 (formert 

kamkrein 6 (neurosin, zyme) 
gb:601 1 50677F1 N1HJAGCJ9 Homo sapiens cONA c 
kallikrein 8 (neuropsin/cvasin) 

30 S5S 2S ^ ^186^111*7ST018BHon»s* ■ 3.0 

401517 predicted exon *j 

417830 AW504786 Hs.13280B epilhefal c«II trar*t^^ *J 

435267 N23797 Hs.110114 ESTs. JJ 

426384 AI472078 ESTs *J 

35 422797 AB033064 Hs.120908 KIAA1238 protein *" 

428832 AA578229 gb^lZsl NCLCGAPJiSCI Homo sapiens cONA 3.0 

449722 BE280074 Hs.23960 cycfinBI |J 

418478 U38945 Hs.1174 c^MiependentkiriasernhMoT2A «J 

4226U aS65 ^CT0297-29010W)13<J03a0297rtomo 5 api 3.0 



419563 


AA526235 


Hs.193162 


427778 


AA412323 


Hs.105323 


435031 


AI632091 


Hs.1 16877 


407366 


AF026942 




417411 


AW5O0OO8 


Hs.6966 


431548 


AI834273 


Hs.9711 


432415 


T16971 


Hs.289014 


423126 


AA322245 


Hs.290165 


433420 


A1674093 


Hs.293961 


435174 


AA687378 


Hs.194624 


444743 


AA045648 


Hs.11817 


452588 


AA889120 


Hs.110637 


427304 


AA761526 


Hs.163853 


419917 


AA320068 


Hs.93701 


417728 


AW1 38437 


Hs.24790 


419356 


AI656166 


Hs.7331 


458627 


AW088B42 


Hs.97984 


435185 


AA669490 


Hs.289109 


416623 


N74925 


Hs.38761 


405174 






403776 






426274 


D38122 


Hs.2007 


431255 


AA497043 


Hs.1 15685 


442353 


BE379594 


Hs.49136 


456662 


NM 002448 


Hs.1494 


416530 


062301 


Hs.79361 


454392 


BE260893 




406400 






439949 


AW979197 


Hs.292073 


430704 


AW813091 





3.1 

ai 
3.1 
3.1 
3.1 
3.0 
3.0 



TABLE 18B 



Ptey. Unique Eos probeset identifier number • 

CAT number Gene duster number 

45 Accession: Genbank accession numbers 

Pkey CAT number Accession 

409745 115237 1 AA077391 A1347618 AI361453AI088754AW207491 AW960912AA921874AA286833 AA150722BE152353 AW18B822BE152450 

50 409867 1156530 J AW502161 AW502587 AW502345 

422219 213547 1 AW978073 AW978072 AA807550 AA306567 

422689 219896"1 AW856665AA315006AW954733 

426384 266211 1 AI472078 AA377209 AA855807 

426465 267664 1 AI758948 AA379527 AA379948 AA379262 AW963933 

55 428832 296144~1 AA578229 AA436432 AA481 375 AA481363 

430704 322217 1 AW813091 AW206655AA484440 _ pwwUM 

S^74^ 

^SmmmO^^S^^^^^^^ AW613456 AI373032 AI564269 F00531 HB3488 W37181 W78802 R66056 

65 A1002839 R67840 AA300207 AW959581 T63226 FO4005 

43B993 467651 1 AA828995AA834879AI 926361 

442438 542469~1 AA995998AI916584 R61781 T77332 F07755 F08149 F07647 

443613 575391 J AJ079356 W23287 

449034 794817 1 AI624049 AW117770 A1858360 

70 451105 B59083~1 AI761324 AW880941 AW880937 

452771 930983 1 T05477 T07855A1 917711 ..^^ 

454392 115882J BE260893 AA078319 R85057 AW803024 H85811 AA078293 

454692 1229118 1 AW81 3350 AW81 6082 AW81 3476 AW81 3383 

455666 1349545~1 BE065813 BE055788 BE065889 BE065832 

75 458154 491768J AW816379 AA8882B2 AA879046 AA879195 

458861 798085J AI630223 A1630470 



80 
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taan chromosome 2Z' Dunham I et al. Nature (1999) 402:«M95. 
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Strand Indicates DNA strand from which exons were predicted. 
NLposiSon: Indicates nudedide posi&ms of predicted exons. 



Pkey 


Ref 


Strand 


NLposiSon 


401517 


7677912 


Rus 


29278-29770 


402606 


9909429 


Minus 


81747-82094 ... . .__ 


403776 


7770511 


fvfinus 


1414-1513,1624-1756 


403899 


7381715 


Minus 


9144-9350 


405174 


7108030 


Minus 


102814-103063 


405609 


5757553 


Minus 


42814^010,43583^783,4485^45033/6429^554,4781548018,49961-50153,51624-51^ 








52918,55469-55601,571 1 1-57307,58169-58296.6021 «0332£1482-61727 


405030 


8312328 


Minus 


96123-95547 


406400 




Rus 


1553-1712,1878-2140,4252-4385^922-6077 


406411 


9256407 


Rus 


7400-7527 



Tahte 19A: 225 Up-Regutated Genes Encoding ExiraceBuiar/Cd) Surface Proteins, UTERINE Cancer Versus Normal Adult Tissues 

Tabte 19A fists about 225 genes up-regulated in uterine cancer compared to normal adult tissues that are likely to encode extraceflular or cell-surface proteins. These were selected 
as for Table 1 8A. except that the ratio was greater than or equal b 2.0, and the predicted protein contained a structural domain that Is indicative of extracellular locafization (e.g. ig, 
fn3, egf, 7tm domains, signal sequences, transmembrane domains). The predicted protein domains are noted. 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UntgenelO: Unigene number 

Unlgene Title: Unigene gene title 

PSDomain: Protein Structural Domain 

R1: Ratio of tumor vs. normal tissue 



Pkey 


ExAccn 


UnigenelD 


Unigene Title 


PSDomain 


R1 


452838 


U65011 


Hs.30743 


Preferentially expressed antigen in melanoma 


TM 


27.3 


438993 


AA828995 


Hs£2620 


tntegrin;beta8 


SS,TM,mtegrin_B 


16.7 


400289 


X07820 


Hs.2258 


Matrix Metatioproteinase 10 (Stromo 


SS.hemopexin 


12.3 


446508 


N75217 


Hs-257846 


ESTs 


TM 


8.9 


433426 


H69125 


Hs.133525 


ESTs 


TM 


8.7 


440870 


AI6872B4 


Hs.1 50539 


Homo sapiens cDNA FU13793 fis, do 


TM.PAX 


7.1 


408562 


Al 436323 


Hs.31141 


Roundabout homotog 2 transmembrane 


SS,TM,tg,fn3 


7.0 


420610 


A1683183 


Hs.99348 


dJstaMess homeo box 5 


TM,homeobox 


&2 


412140 


AA219691 


Hs.73625 


RAB6 interacting, klnesin-fike (rab 


TMJdnesin 


6.0 


443715 


A1583187 


Hs.9700 


cydinEI 


TM,cyclin 


6.0 


432113 


AA935065 


Hs.152385 


ESTs 


TM 


5.9 


419503 


AA243642 


Hs.137422 


ESTs 


TM 


5.5 


444342 


Nh/L014398 


Hs.10887 


similar to tysosome-associated memb 


TM,lamp 


5.4 


436076 


AI193277 


Hs.120954 


ESTs 


TM 


5.4 


406587 


M31126 


Hs^72620 


pregnancy specific beta-1-grycoprot 


TMJiemopextn 


5.3 


418852 


BE537037 


Hs.273294 


hypothetical protein FU20069 


TM 


5.2 


459583 


AI907673 




gML-BT1S2-080399O04 BT152 Homo s 


TM 


5.2 


400301 


X03635 


Hs.1657 


Estrogen receptor 1 


TM,hormorte_rec,zf-C4 


5.1 


405609 






predicted exon 


TM,Myosin_tail < myostn_head 


5.0 


453922 


AF053306 


Hs.36708 


budding uninhibited by benztmidazol 


TM 


5.0 


410102 


AW248508 


Hs.279727 


ESTs; 


SS.TM, 


5.0 


433283 


BE041135 


Hs.175622 


ESTs 


TM 


4.8 


443270 


NMJXM272 


Hs.9192 


Homer, neuronal immediate early gen 


TM 


4i 


410247 


AF181721 


Hs.61345 


RU2S 


TM 


4.7 


422589 


AA312735 


Hs.1 79725 


ESTs 


TM 


4.7 


407275 


A1364186 




gb:qw34h07.x1 NCLOGAPJM Homo sap 


TM 


4.7 


420440 


NM.002407 


Hs.97644 


mammaglobin 2 


TM,Uteroglobm 


4.6 


453616 


NM.003462 


Hs.33846 


dynein, axonemal, light intermedial 


TM,R&osoma)_S27e 


4.6 


424115 


AA335497 


Hs^93965 


ESTs 


TM 


4.6 


414245 


BE148072 


Hs.75850 


WAS protein family, member 1 


TM.WH2 


4.6 


458861 


AI630223 




PHD finger DNA binding protein isof 


TM.PHD 


4.4 


449416 


A1651016 


Hs^46311 


ESTs 


SS.TM. 


4.3 


420149 


AA255920 


Hs.88095 


ESTs 


TM 


A3 


433479 


AW511459 


Hs^49972 


ESTs 


TM 


A3 


457551 


AW821319 


H&288928 


Homo sapiens cDNA: FU23296 fis, cl 


TM 


A3 


408411 






predicted exon 


TM,vwa,FG-GAP 


A2 


416456 


H57052 


Hs.176626 


hypothetical protein EDAG-1 


TM 


A2 


454692 


AW813350 




p>:MR3^T0192-100100^02^g07 ST0192 


TM 


4.1 


436211 


AK001581 


Hs.80951 


polymerase (DNA directed), gamma 


TM 


4.1 


434988 


AI418055 


Hs.161160 


ESTs 


TM ' 


4.1 


444783 


AK00146B 


Hs.62180 


ESTs 


TM.PH 


4.0 


440886 


AW511032 


Hs.190516 


ESTs 


TM.F&GAP 


4.0 


425176 


AW015644 


Hs.301430 


ESTs, Moderately shnBar to TEF1.HU 


TM,Gtyco_transf_29,TEA 


4.0 


445034 


AW293376 


Hs.1 60323 


ESTs 


TM 


3.8 


418677 


S83308 ' 


Hs.87224 


SRY (sex determining region YJ-box 


TM,HMG_box 


3.8 


400250 






predicted exon 


THHisLdeacetyl 


18 


428227 


AA321649 


Hs.2248 


mterferon-gamma induced protein 


THIL8 


18 


415138 


C18356 


HS.7B045 


tissue factor pathway inhibitor 2 T 


TM,Kunitz_BPTl,G-garnma 


as 


458154 


AW816379 




gb:QV4-ST0234-181 199-035*01 ST0234 


TM.WW 


17 


421477 


A1904743 


Hs.104650 


hypothetical protein FU10292 


TM 


17 
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10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



413472 BE242870 
447342 AI199258 
446619 AU076643 
453891 AB037751 
441285 NM_002374 
409731 M125985 
441484 AA935481 
428330 L22524 
407905 AW103655 
436982 AB018305 
402606 

443695 AW204099 
437641 AA811452 
415211 R64730.comp 
443450 N66045 
457438 NM_014053 
435031 A1632091 
417411 AW500008 
435174 AA637378 
444743 AAD45648 
433420 AI674093 
419917 AA320068 
417728 AW13B437 
403776 

426274 D38122 
416623 N74925 
405174 

431255 M497043 
456662 NWL002448 
416530 U62801 
454392 BE260893 
406400 
401517 

417830 AW504786 
435267 N23797 
449722 BE280074 
418478 U38945 
422689 AW856665 
441794 AW197794 
416658 U03272 
431130 NM_006103 
418113 A1272141 
402373 AL135225 
431989 AW972870 
400284 

438578 AA811244 
423513 AF035960 
448966 AW372914 
431870 AW449902 
409457 AW818081 
438777 AA825487 
451807 W52854 
433326 AI379486 
448221 BE622615 
448141 AI471598 
456311 AA225532 
405454 

459287 AL079369 
438935 H40665 
421312 AA8246Z7 
418882 NMJXM996 
424345 AK001380 
417956 AA210704 
445537 AJ245671 
448089 AW67945 
446643 M194417 
456671 AB011142 
457256 AA459443 



Hs.75379 solute earner family 1 (glial high 
Hs.1 9322 ESTs; WeaHy similar to 111! ALU SU 
Hs.31 3 secreted phosphoprctein 1 (osteopon 
Hs.36353 Homo sapiens mRNA ful length inser 
Hs.167 mlcrotubule-associated protein 2 
Hs^6145 thyrrosin.betaidentrfiedrnneuro 
Hs.58972 ESTs 

Hs.2256 matrix metartoproieinase 7 (matrity 
Hs.252905 ESTs 

Hs.5378 spondin 1 , (f-spondm) extracellula 

predicted exon 
Hs.1 12759 ESTs, Weakly similar to AF1 25780 1 
Hs.291911 ESTs 

Hs.155986 ESTs; Highly similar to SPERM SURFA 
Hs.133529 ESTs 
Hs.270594 RVCR protein 
Hs.116877 ESTs 

Hs.6956 Human DNA sequence from done RP1-1 
Hs.194624 ESTs 

Hs.1 1 817 nudix (nucleoside diphosphate Gnke 
Hs.293961 ESTs 

Homo sapiens mRNA; cDNA DKFZp434E23 
KIAA1573 protein 
predated exon 

tumor necrosis factor (Dgand) supe 
Homo sapiens cDNA: FU21564 fe, d 
predicted exon 
Hs.115685 ESTs 

msh (Drosophila) homeo box homoiog 
kalUkrein 6 (neurosin, zyme) 
gb:601 150677F1 NIH.MGCJ9 Homo sapi 
kaiiikrein 8 (neuropsin/ovasin) 
predicted exon 
Hs.1 32808 epithelial cell transforming sequen 
Hs.110114 ESTs 

cydinBI 

eyefin-dependent kinase inhibitor 2 
gb^C3^T0297-29010(W)13^03 CT0297 

Hs.253338 ESTs 

fibrflrin 2 {congenital contractu ra 
epididymis-spectfic; whey-aridfc or 

n^o^un ESTS 

Hs.301865 dopachrome tautomerase (dopaenrome 
Hs.291069 ESTs 

Estrogen receptor 1 
Hs.164168 ESTs 
Hs.1 29719 trarisgrutaminase 5 
Hs.287462 Homo sapiens cDNA FU1 1875 fis, do 
Hs.105500 ESTs 

gb:CM4-ST0Z76-1 01 299-059-D09 ST0276 
Hs.142179 ESTs, Weakly similarto ORF2 [Mjnus 
Hs^7099 DKFZP564J0863 protein 
Hs.159430 ESTs 

gb:601440775T1 N1H_MGC_72 Homo sapi 



Hs.93701 
Hs.24790 

Hs.2007 
Hs.38761 



Hs.1494 
Hs.79361 



Hs.23960 
Hs.1174 



Hs.79432 

Hs.2719 

Hs*3484 



435313 

417351 

412198 

413278 

421502 

418092 

410008 

420362 

431974 

438209 

447578 

414812 

421515 

416402 



A1769400 

T90278 

AA937111 

BE563085 

AF111856 

R45154 

AA079552 

U79734 

AW972689 

AL120659 

AA912347 

X72755 

Y11339 

N^000715 



Hs.197531 
Hs.190016 ESTs 

predicted exon 

gb£KFZp564G2378 jl 564 (synonym: h 
Hs.31564 ESTs 
Hs.291670 ESTs 

Hs.89433 ATP-binding cassette, sub-family C 
Hs.145479 Homo sapiens CDNARJ10518 lis, do 
Hs,190465 ESTs 

Hs.1 2844 EGF-Bke-domain; muifiplB 6 

Hs.173696 ESTs 

Hs.282060 ESTs 

Hs.1 14293 WAAD570 gene product 

HS.231B16 ESTs 

Hs.269307 ESTs 

Hs.189729 ESTs 

Hs.15049 ESTs 

Hs.69165 ESTs 

Hs.833 interferon-stimulated protein, 15 k 
Hs.105039 solute carrier farnay 34 (sodium ph 
Hs.106604 ESTs 

gb:zm20h12s1 Stratagene pancreas ( 
Hs.97206 huntingfin interacting protein 1 
Hs.200934 ESTs 
Hs.61 1 1 K1AA0307 gene product 
Hs.1 35585 ESTs 

Hs.77367 monokine induced by gamma interfere 
Hs!l05352 GalNAc alpha-2, 6-sialyttransferase 
Hs.1012 complement component 4-binamg prot 



TM.SDF 
TM 

TM,Osteopontin 
TM 

TM,tubulitvbinding 

TM.Thymcsm 

TM,m3,ig,Y_phosphatase 

SS.Pepfee_M10 

SS,TM,Ephrin 

SS.TM, 

TM 

TM 

TM 

TM.IQ.RIla 

TM 

TM 

TM,RhoGEF,PH 
TM 

TM.SPRY 

TM,mulT 

TM 

TM 

TM 

SS,TM,IL8 

TMJNF 

TM,Ets 

TM 

TM 

TM,homeobox 

TM.trypsin.proJsomerase 

TM 

TM,trypsin 

TM.HMG14J7 

TM 

TM 

TM.cydin 

TM*nk 

TM.SNF2JJ 

TM,ank 

TM.EGF.TB 

SS.wap 

TM,HMG_box 

TM.TEA 

SS 

TM,horrnone_rec t zf-C4 
TM.formyLtransfAiRS.GARS 
TM Jransglutaminji 
TM 

TM.MHCJ.ig 

TM 

TM 

TM 

TM 

•TM 

TM.bZIP 

TM.Sec7 

TM 

TM 

TM 

TM,G-patch 

TM^BC_membrane^BC_tran 
TM 

SS.sushi 
SS.EGF 
SS.TM. 

TM,aaLadaptor_s 

TM 

SS 

TM,Sp'n-Ssty 
TM.MBO 
TM.CH 
TM 

TM,ubtqiritin 

TM.Na_PLcotrans 

TM,pWnase 

TM.FG-GAP 

TM.ENTH.LLWEQ 

TM.bZlP 

TM.HUt.PAS 

TM 

SS.IL8 

TM.Glyco.transf_29 
TM^sushl 

255 



3.7 
3.7 
3.7 
3.7 
3.6 
3.6 
3.6 
3.6 
3.6 
3.6 
3.6 
3.6 

3.5 - 

3.4 

3.4 

3.4 

3.3 

3.3 

3.2 

3.2 

3.2 

3.1 

3.1 

3.1 

3.1 

3.1 

3.1 

3.1 

3.1 

3.1 

3.1 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

29 

2.9 

2.9 

2.9 

2.9 

2.9 

29 

2.9 

2.8 

2.8 

28 

28 

28 

18 

2.8 

2.8 

28 

28 

2.8 

28 

2.7 

27 

2.7 

2.7 

2.7 

2.7 

26 

26 

2.6 

2.6 

2.5 

2.5 

25 

25 

25 

25 

25 

25 

2.5 

25 . 

25 

25 

25 

24 
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439699 AF085534 Hs.187561 ESTs, Moderately similar to ALU1_HU TM 14 

428242 H5S709 Hs.2250 teukenrau*WtDrytetor(chofine SS,UF_OSM 2.4 

417693 AW959741 Hs.40368 adaptor-related protein complex 1, TM,ClaLadaptor_s 14 

_ 428679 AA431765 gbzw80c03.s 1 SoaresJesCsJIHT Horn TNIHECT 2.4 

5 436311 AA70895B Hs.168732 ESTs TM 14 

426920 AA393351 Hs.132121 ESTs TM 2.4 

426698 AA394104 Hs.97489 ESTs - TM 14 

443426 AF098158 Hs.9329 Homo sapiens mRNA for fls353, compl TM ZA 

. 406815 AA833930 Hs^88036 tRNA feopentenylpyroptosphate trans TM.IPPT ZA 

0 434808 AF155108 H*256150 ESTs, Highly similar to NY-REN-41 a TM 13 

432441 AW292425 Hs.1 634 84 EST TM/ork_head 13 

435615 Y 15065 Hs.4975 potassium voltage-gated channel, KQ TM 13 

402298 predicted exon TM.zf-C2H2,KRAB 13 - 

435542 AA687376 Hs.269533 ESTs TM 13 

.5 442952 AI743261 Hs.131860 ESTs TM 13 

418203 X54942 Hs.83758 COC28 protein kinase 2 TM.CKS 13 

429228 A1553633 Hs.1 04 985 ESTs TM 13 

418969 W33191 . Hs.28907 hypothetical protein FU20258 TM.SH3 13 

t _ 447570 AI868315 Hs.99669 ESTs . TM.PHD 13 

10 405032 predicted exon TM,FMOfike 13 

-416566 NM.003914 Hs.79378 cydinAt TM,cycfin 13 

420900 AL045633 Hs.44269 ESTs TM,FAD_binding_5 13 

430563 AA481269 Hs. 178381 ESTs TMABC_membrane,p450 13 

417372 T99755 Hs.290814 ESTs TM 13 

15 449083 A1948808 Hs.191144 ESTs TM 13 

410361 BE391804 Hs.62661 guanylate binding protein 1, interf TM.GBP 13 

434131 AI858275 Hs.143659 ESTs TM 13 

431846 BE019924 HsJ271580 Uroptakin 1B TM,traremembrane4 13 

425638 NM_012337 Hs.158450 nasopharyngeal epithelium specific TM 13 

$0 440006 AK000517 Hs.6844 hypothetical protein FU205 10 TM 13 

445870 AW410053 Hs.13408 syntaxin18 TM 13 

430639 AW025427 Hs.233552 ESTs TM,pkinase 13 

439016 AW300887 Hs.26638 membrane-spanning 4-domains, subfam SS.TM, 13 

422095 AI868872 Hs.288365 ceniloplasmin (ferroxidase) SS,TM,Cu-oxidase 12 

J 5 411558 AA102670 Hs.70725 "Human GABA-A receptor pi subunit m TM.neuL.chan 12 

408380 AF 123050 Hs.44532 diubiquitin TM ,7tm_3^F_receptor 12 

403721 predicted exon TM 12 

440711 AA904389 Hs.143511 ESTs TM.rrm 12 

4rt 457285 AI038858 Hs.228780 ESTs. Highly similar to AF1 995971 TM,efhand 12 

W 422956 BE545072 Hs,122579 ESTs TM 12 

433482 AI953499 Hs.152617 ESTs TM 12 

431980 AA523696 Ks.222695 Homo sapiens cDNA FU2098S fis, d TM 12 

420777 AA280223 Hs. 130865 ESTs TM 12 

. _ 446659 AI335361 Hs^26376 ESTs TM 12 

t5 410227 AB009284 Hs.61152 exostoses (multipte)-Hke 2 TM 12 

422282 AF019225 Hs.114309 apofipoprotein L TM 12 

431701 AW935490 Hs. 14658 ESTs TM,Oodudm 12 

426910 AA470023 Hs.190089 ESTs TM,MMR_HSR1 12 

405636 Hs.1 53595 predicted exon SS,TM,EGFJdl jecepta 12 

50 401933 predicted exon TMjonJrans 11 

436679 AI127483 Hs.120451 ESTs, Weakly similar to unnamed pro TM 11 

451061 AW291487 Hs.213659 ESTs, Weakly similar to K1AA1 357 pr TM 11 

410664 NMJW6033 Hs.65370 lipase, erriotheiial SS.TM,RibosomaLL22,fipase 11 

449378 AW664026 Hs.59892 ESTs TM 11 

55 433345 AI681545 Hs.152982 EST cluster (not in UniGene) TM 11 

425851 NM_001490 Hs.1 59642 gtucosaminyl (N-acetyl) transferase SS,TM,Branch 11 

431832 AW276866 Hs.192715 ESTs TM,Ets,SAM_PNT 11 

448275 BE514434 Hs^0830 synaptic Ras GTPase activating prot TM,kinesin ,abrr/droiase_2 11 

i ,_ 423049 X59373 Hs.188023 ESTs TM.homeobox 11 

60 427510 Z47542 Hs.179312 small nuclear RNA activating comple TM 11 

418076 R6138B Hs.6724 ESTs TM 11 

413670 AB000115 Hs.75470 hypotheScal protein, expressed in TM 11 

429183 AB014604 Hs.1 97955 K1AA0704 protein TM 11 

• 439031 AF075079 gb:Homo sapiens full length insert TM 11 

65 431060 AF039307 Hs.249171 homeoboxAU TMJomeobox 11 

451494 A1799444 Hs.247095 ESTs, Moderately similar to ALU7_HU TM 11 

419978 NM_001454 Hs.93974 forkhead boxJI TM,ForkJtead 11 

404535 Z25884 Hs.1 21483 chloride channel 1 , skeletal rrtusd SS 11 

445181 AW338972 Hs.147471 ESTs TM 11 

70 452367 U71207 Hs^9279 eyes absent (Droscphila) homotog 2 TM.Hydrolase 11 

443591 AJ078281 Hs.179240 ESTs TM 11 

448105 AW591433 Hs.1 70675 ESTs, Weakly similar to TMS1.HUMAN TM,trypsin 11 

424310 AA338648 Hs.50334 ESTs TM 10 

450193 AI916071 Hs.224623 ESTs TM.pkinase 10 

75 436009 H57130 Hs.120925 ESTs SS,TM,Ephrin 10 

453313 BE005771 Hs.1 53746 Homo sapiens cDNA FU 22490 ns, d TM 10 

419833 AA251131 Hs.220697 ESTs TM.WHEP-TRS . 10 

437555 AA759263 Hs.14041 ESTs TM,Nramp 10 • 

OA 411828 AW161449 Hs.72290 wmgtess-type MMTV integration site TM,wnt 10 

80 440052 AI633744 Hs.195648 ESTs ~ TM.PAC 10 

410718 AI920783 Hs.1 91 435 ESTs TM,SQS_PSY 10 

404767 predicted exon TM 10 

447462 AW337214 Hs.1 58973 ESTs TM 10 
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10 



442255 AI701857 

410292 AA843Q87 

442748 AI016713 

458760 AI498631 

409799 D11928 
401324 

432140 AK000404 

447541 AK000288 
421379 Y15221 

TABLE 19B 



Hs.202388 ESTs 

Hs.124194 ESTs 

Hs.1 35787 ESTs 

Hs.1 11334 ferritin, fight potypepUde 

Hs.76845 phosphoserine phosphatase4ke 

predicted exon 

Hs.272688 rrypothefical protein FU20397 

Hs.1 8800 hypotheBcal protein FU20281 

Hs.1 03982 smaD mduabie cytokine subfamily 



TM 
TM 
TM 

TM,HC03jcotransp 
TM,Hydrolase 
TM.myosiOead 
SS 

TM.2WXHC 
SS,TM,ILB 



2.0 
Z0 
Z0 
2.0 
10 
2.0 
2.0 
Z0 

zo 



Ptey. Unique Eos probeset identifier number 
CAT number: Gene cluster number 
1 5 Accession: Genbank accession numbers 



20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



Pkey 

409457 
410008 



428679 
438993 
439031 
448221 
454392 
454692 
458154 



CAT number Accession 

1132521 1 AW818081AW392887AW514700AW392881 

116812J AA079552 BE142525 BE142527 

219896 1 AW855665 AA31 5006 AW954733 

294049 1 AA431765AA432015 

467651 1 AA828995AAB34879AI926361 

46798 T AF075079 H48601 H48795 

75534_-1 BE622615 

1 1 5882,1 BE260893 AA078319 R85057 AW803024 HB581 1 AA078293 

1229118 1 AW813350AW816082AW813476AW813383 

491768 T AW816379 AA888282 AA879046 AA879195 

798085 1 A1630223AI630470 

459287 977129J AL079369 D81804 

TABLE 19C 

^Z^*^^^!™™^^™™^ ■DunhamLe.^^tottK.pc^en^'TheDNAsequenceof 

human chromosome 21' Dunham I. et a). Nature (1999) 40Z489495. 
Strand: Indicates DNA strand tram which exons were predicted. 
NLposifion: indicates nucleotide positions of predicted exons. 

NLposifion 

234057-234174 
29278-29770 

48725-49057,51864-51955,52424-52589 
36758-37953 
81747-82094 
156647-157366 
1414-1513,1624-1756 
23244-23759 
131945-132224 
102814-103063 
133B07-134053 

4281443010,4358343783,4486345033.46429-«554,47815^8018,49961-50153 1 51624- 
51727,51823^1959,52702-52918,55469^5601^7111-57307,58169-58296,60215- 
60332,61482-61727 
56384-56587 

1553.1712,1878-2140.4252-4385,5922-6077 
7400-7527 

Table 20A: 56 Up-Regulated Genes Encoding Extracellular/Cell Surface Proteins, Ulerine Cancer Versus Norma! Adult Tissues 

Table 20ABsts about 56 genes updated in ut^(^ compared to normal adult Bssu^ 
nSules. These vreresdeded astaTabte lBA,excer^^t the rafio^ greater than or eouaJ to Z0^ 

enzymatic function or of being modulated by smaD molecules (e.g. pWnase, pepfidase. isomerase. transporters). The predicted protein domains are noted. 

Pkey. Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Tifle: Unigene gene title 

PSDomain: Protein Structural Domain 

R1: RaBo of tumor vs. normat tissue 



Pkey 


Ref 


Strand 


401324 


9863791 


Plus 


401517 


7677912 


Plus 


401933 


3810668 


Minus 


402298 


6598824 


Plus 


402606 


9909429 


Minus 


403721 


7528046 


Minus 


403776 


7770611 


Minus 


404767 


7882827 


Minus 


405032 


7107731 


Minus 


405174 


7108030 


Minus 


405454 


7656675 


Plus 


405609 


5757553 


Minus 


405636 


5123990 


Plus 


406400 


9256298 


Plus 


406411 


9256407 


Plus 



Pkey ExAccn UnigenelD Unigene Title 

428187 AI687303 KS-2B5529 G protein-coupled receptor 49 (GPR49) 

400289 X07820 Hs.2258 Matrix Metafloproteinase 10 (Stromoty 

447350 A1375572 Hs.172634 HER4 (c-erb-B4) 

420610 AI6B3183 Hs.99348 dfetaHess homeo box 5 

405609 predicted exon 

458861 NMJXJ7358 Hs.31016 PHD finger DNA binding protein 

410153 BE311926 Hs.1 5830 Homo sapiens cDNA FU12691 lis, clone 



PSDomain 

7tmJ 
hemopexin 
kinase 
homeo box 

MyosinJail,myoslnJead 

PHD 

NA 



R1 

24.2 
1Z3 
9.8 
6.2 
5.0 
4.4 
4.3 
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436211 


AKD01581 


Hs.80961 


polymerase (DMA directed), gamma 


MA 

NA 


4.1 


444783 


AK001468 


Hs.62180 


ESTs 


PH 


4.0 


418677 


$83308 


HS-87Z24 


SRY {sex determining region Y)-t>Qx 5 


nmo_DOX 


•J Q 


413472 


BE242870 


Hs.75379 


solute carrier family 1 


SDF 


3.7 


443613 


AID79356 


Hs^18Q7 


gb:oz39b09.s1 Soares_NhHMPu_S1 Homos 


zf-C2H2 


3.6 


428330 


L22524 


Hs.2256 


matrix rnetaDoproteinase 7 (matrilysin) 


— t* i 1 ija 

Pepodase_M10 


36 


443895 


AW204099 


re.1 12759 


ESTs, Weakly similar to Ar1Zb7oO 1 re 


NA 


3.6 


435031 


AI632091 


Hs.1 16877 


ESTs 


RnoGEF.PH 


3.3 


417411 


AW500008 


Hs.6966 


Human DNA sequence from done RP1-187 


NA 


33 


435185 


AA569490 


Hs.289109 


dunethytarginine (fimethytamtrtohydrola 


NA 


3.1 


416530 


U62801 


Hs.79361 


katEkrein 6 (neurosin, zyme) 


trypsin,proJsomerase 


3.1 


406400 


AA343629 


Hs.104570 


kaHIkran 6 {neuropsin/ovasin) 


trypsin 


3.0 


418478 


U38945 


Hs.1174 


cycfin-dependent kinase inhibitor 2A 


ank 


3.0 


441794 


AW197794 


Hs.253338 


ESTs 


ank 


29 


402373 


AL1 35225 


Hs.301865 


dopachrome tautomerase (dopachrome de 


TEA 


2.9 


423513 


AF035960 


Hs.129719 


transfjiutarnmase 5 


T rans gtutarnin_N 


2.8 


448141 


AI471598 


Hs.197531 


ESTs 


bZIP 


Z8 


415076 


NML000857 


Hs.77890 


guanyiate cyclase 1, soluble, beta 3 


guanylatejcyc 


2.7 


418882 


NM_004996 


Hs.89433 


ATP-binding cassette, sub-family C 


ABCjrembrane/BCJran 


17 


448435 


BE293439 


Hs.182278 


caImodufin2 


NA 


Z6 


417351 


T90278 


Hs.15049 


ESTs 


CH 


IS 


430372 


A1206173 


H&211375 


ESTs 


SH3,emand,C2pH 


15 


431974 


AW972689 


Hs.200934 


ESTs 


bZIP 


2.5 


428046 


AW812795 


Hs. 155381 


ESTs. Moderately similar to 138022 hy 


ank 


24 


421515 


Y11339 


Hs.105352 


GalNAc alpha-2, 6-siaiyitransferase I 


Gryco„transf_29 


2.4 


403095 






predicted exon 


homeobox,PAX 


2.4 


406815 


AA833930 


Hs.288036 


tRNA isopentenytpyrophosphate transfe 


IPPT 


2.4 


435615 


Y15065 


Hs.4975 


potassium voltage-gated channel 


ionjchannel 


23 


402298 






predicted exon 


zf-C2H2,KRAB 


2.3 


418203 


X54942 


Hs.83758 


COC28 protein kinase 2 


CKS 


13 


430563 


AA481269 


Hs.178381 


ESTs 


ABC_membrane,p450 


13 


447570 


A1868315 


Hs.99669 


ESTs 


PHD 


12 


439018 


AW300887 


Hs.26538 


rnembrane-spanning 4-domains, subfamS 


NA 


2.3 


415539 


AI733881 


Hs.72472 


BMPWb; 


bone morphogenefic protein NA 


12 


422095 


AI868872 


Hs^88966 


cerutoplasmin (ferroxidase) 


Cu-oxidase 


21 


408380 


AF123050 


Hs.44532 


diubiquitin 


ANF_receptor^ushi,7tm_1 


21 


*WUf 1 1 




ns.iH09ii 


CCTe 
to IS 


rrm 


La 


457285 


AI038858 


HSJ228780 


ESTs, Highly similar to AF199597 1 A- 


ethand 


12 


418506 


AA084248 


Hs*5339 


G protein-coupled receptor 39 


NA 


12 


410664 


NMJJ06Q33 


Hs.65370 


lipase, endothelial 


Ribosomal_L22 1 lipase,PLAT 


2.1 


425851 


NM.001490 


Hs.159642 


gtucosaminyl (N-acetyl) transferase 1 


Branch 


2.1 


448275 


BE514434 


Hs.20830 


synapfc Ras GTPase activating protein 


kinesin.PHD.abhydrolaseJ 


21 


429782 


NMJJ05754 


Hs.220689 


Ras-GTPase-acfivafing protein SH3-dom 


rrm,NTF2 


2.1 


404535 


Z25884 


Hs.121483 


chloride channel 1 , skeletal muscle 


NA 


2.1 


448105 


AW591433 


Hs.170675 


ESTs, WeaMy similar to TMS2 


trypsin 


21 


446342 


BE298665 


Hs.14846 


Cafionic amino acid transporter (ecto 


NA 


2.0 


45B760 


AI498631 


Hs.111334 


ferritin, light polypeptide 


HC03_cotransp,zt-C3HC4 


2.0 


409799 


D11928 


Hs.76845 


phosphoserine phosphatase-tike 


Hydrolase 


zo 


401324 






predicted exon 


myosin_hflad 


zo 



TABLE 2QB 



Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 

Pkey CAT number Accession 

443613 575391J AI079356 W23287 
458861 798085.1 A163 0223 AI 630470 

TABLE 20C 

Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (GO numbers. "Dunham I. et aL" refers to the publication entitled The DNA sequence of 

human chromosome 22/ Dunham 1. et aL, Nature (1999) 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
Nt^posltion: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposifian 


401324 


9863791 


Plus 


234057-234174 


402298 


6598824 


Plus 


36758-37953 


403095 


8954339 


Plus 


150025-150240,151564-151690 


405609 


5757553 


Minus 


42814^^0,43583^3783,4486345033,46429^6554.4781548018,49961-50153,51624- 








51727,51823-51959,52702-52918,5546 9^5601,57111-57307,581 6958296,6021 5- 








60332.61482-61727 


406400 


9256298 


Phis 


1553-1712,187^2140,4252-4385,5922-6077 
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Table 21 A: 270 Up-Regulated Genes, Uterine Cancer Versus Normal Uterus 

Table 21 A Csts about 270 genes up-regulated in uterine cancer compared to normal uterus. These were selected as for Table 18A, except foal the ratio was greater than or equal to 

5.0. and the denominator was the median value for six non-malignant uterine specimens. 
5 Pkey: Unique Eos probeset identifier number 

ExAccm Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 
_ R1: Ratio of tumor vs. normal Gssue 



Pkey ExAccn UnigenelD Unigene Title R1 

449034 A1624049 gb±>41a09.x1 Na_CGAP_Ut1 Homo sapiens 55.7 

435094 AI560129 Hs.277523 EST 45.2 

15 438461 AW075485 Hs.286049 phosphoserine aminotransferase 19.5 

434779 AF153815 Hs.50151 potassium inwardry-redfying channel 15.6 

441633 AW95B544 Hs.1 12242 ESTs 152 

429183 AB014604 Hs.197955 WAA0704 protein 14.6 

436775 M731111 Hs.291891 ESTs 14.3 

20 441031 AI110684 Hs.7645 fibrinogen, B beta polypeptide 14.0 

446921 AB012113 Hs.16530 CC chemokine SCYA18 (M1P-4) (PARC) 13.0 

413753 U17760 Hs.301103 Lamrnm,beta 3 (nicein (125kD), kalinin 12.9 

421515 Y11339 Hs.105352 GalNAc alpha-2, 6-sialyltransferase I, I M2 

414646 AA353776 Hs.901 CD48 anligen (B-ceQ membrane protein} 1Z0 

25 453891 AB037751 Hs.36353 Homo sapiens mRNA full length Insert cDN 11.7 

425196 AL037915 Hs.155097 carbonic anhydrase fl 11.4 

444863 AW384062 Hs.301323 ESTs 1U 

449785 AI225235 Hs.288300 Homo sapiens cDNA: FU23231 fis, done C 11.1 

446839 BE091926 Hs.16244 mitotic spindle coiled-coB related prot 10.9 

30 449801 AA477355 Hs.288300 Homo sapiens cONA:FU23231 fis, done C 10.3 

411773 NM_006799 Hs.72026 .protease, serine, 21 (tesfisin) 10.3 

414812 X72755 Hs.77367 monokine induced by gamma interferon 102 

410381 BE391804 Hs.62661 guanyiate binding protein 1, interferon- 10.1 

423645 A1215632 Hs.147487 ESTs 10.1 

35 442438 AA995998 gb:os26b03.s1 NCLCGAP_Kid5 Homo sapiens 10.0 

415788 AW419196 Hs257924 ESTs 10.0 

458017 AA813426 Hs.192034 ESTs, Weakly similar to K1AA0705 protein 10.0 

435525 AI831297 Hs.123310 ESTs 9.9 

413335 AI613318 Hs.48442 ESTs 9.7 

40 420297 AI628272 Hs.88323 ESTs 9,6 

452799 AI948829 Hs^13786 ESTs 9.6 

434311 BE543469 Hsl266263 Homo sapiens cDNA FU14115 fis, done MA 9.4 

408243 Y00787 Hs.624 interleukin8 9.3 

430713 AA351647 Hs^642 eukaryotic translation elongation factor 9.3 

45 452092 BE245374 rfe^7842 hypothetical protein FU 11 210 9.2 

444342 ML014398 Hs.10887 simHar to lysosome-associated membrane 9.2 

443830 AI142095 Hs.143273 ESTs 9.1 

442547 AA306997 Hs.268362 ESTs, WeaWy simflar to hypothetical pro 9.0 

421633 AF121860 Hs.106260 sorting nexin 10 9.0 

50 403381 0 8.9 

426635 BE395109 Hs.129327 ESTs 8.8 

440500 AA972165 Hs.150308 ESTs 8.7 

436291 BE568452 Hs5101 ESTs; Highly similar to protein regulafl 8.7 

431668 AW969610 Hs.151179 ESTs 8.7 

55 439018 AW300887 Hs-26638 membrane-spanriirg 4-domains, subfamily A 8.7 

424966 AU077312 Hs.1 53985 solute carrier family 7 (cationic amino 8.6 

425495 AA358454 Hs.78026 ESTs, Weakly simBar to similar to ankyr 8.6 

428862 NMJ»0346 Hs.2316 SRY (sex-determining region Y)-box 9 8.5 

438986 AF085888 Hs.269307 ESTs 8.4 

60 422731 AL1 38411 gbCKFZp434A1229_r1 434 (synonym: htes3) 8.4 

441081 AI584019 Hs.1 69006 ESTs, Moderately simBar to plakophiEn 8.3 
415992 C05837 Hs.145807 Homo sapiens cDNAFU 13593 fis, done PL 8.2 
431211 M8S849 Hs.5566 Homo sapiens connexin 26 (GJB2) mRNA. co 8.2 

409865 AW502208 gb:UW-BR0p*ju-eW>-Ul.r1 N1H_MGC_5 aO 

65 448158 AI627292 Hs.190877 ESTs 8.0 
401519 0 7.9 

441730 A1243276 Hs.149017 ESTs 7.9 
432441 AW292425 Hs.163484 EST 7.8 
448275 BE514434 Hs^0830 synaptic Ras GTPase acfivating protoin 1 7.8 
70 438424 AI912498 Hs.25895 ESTs, Weakfy similar to Pl-3 kinase [Us 7.8 
447342 AI199266 Hs.1 9322 ESTs; Weakly similar to !!!! ALU SUBFAMI 7.7 
408369 R3B438 Hs.182575 solute carrier family 15 pWpeptidetra 7.7 
423081 AF262992 Hs.123159 sperm assodated anfigen 4 7.6 
414484 BE314385 gbf01154649F1 NIH_MGC_1 9 Homo sapiens c 7.6 

75 420931 AF044197 Hs.100431 small indurible cytokine B subfamily (Cy 7.6 
' 459142 AI903396 gb:RC-BT029-120199-219_1 BT029Homosapi 7.5 

411094 BE066142 gb:CM«T0320-22119^047-g10BT0320Homo 7.5 

436579 AI127483 Hs.120451 ESTs, Weakly similar to unnamed protein 7.5 
452607 AI160029 Hs.61438 ESTs 7.5 
80 443171 BE28112B Hs.9030 TONDU 7.4 
459081 W07608 gbzb03a12.M Soares_fetalJung_NbHL19W 7.4 

431195 AA503083 Hs.79742 ESTs 7.4 
444459 AI680624 Hs.14B676 ESTs 7.4 
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10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



422765 
414918 
429334 
448865 
409219 
400491 
403485 
408350 
445873 
400995 
406086 
403378 
426227 
422038 
431842 
429732 
427494 
429272 
427258 
449309 
400104 
416402 
404767 
406690 
439750 
403127 
418203 
425858 
421712 
456903 
414564 
457942 
410442 
424596 
445537 
429597 
413472 
410664 
428575 
406400 
426317 
441460 
412570 
424349 
448681 
445258 
456032 
404727 
422810 
440044 
416498 
426600 
422170 
449611 
402539 
456983 
407910 
457887 
431765 
420344 
443494 
456844 
416623 
413982 
458091 
402104 
428771 
435313 
441666 
416111 
427308 
423069 
416655 
417079 
449409 



AW409701 

A1219207 

D63078 

R35027 

AA393383 

H25530 

AW183350 
AA250970 



U67058 

R39098 

NM_005764 

U20158 

AI628355 

W25140 

AA400091 

AW589823 



454692 
414869 
439662 
445181 
437129 
440128 
443715 



M29540 

AL359053 

A] 904493 

X54942 

AA364923 

AK000140 

D49441 

AA164803 

AW665665 

X73424 

AB020639 

AJ245671 

NMJJ03816 

BE242870 

NM_006033 

M19684 

AA312350 
AI952478 
AA033517 
AF141289 
AL109781 
AI635931 
AW957446 

AA317400 

AW665167 

U33632 

NM_003378 

A1791949 

AI970394 

AW502761 

AI081687 

AA650274 

AI240007 

AF124249 

BE463721 

T99719 

AI264155 

N74925 

BE503035 

AF150286 

AB028992 

AI769400 

AI188346 

AA033813 

D26067 

W15613 

AW968613 

U65590 

AI650935 

AWB13350 

M157291 

H97552 

AW338972 

AL049327 

AA952623 

AI5831B7 



Hs.1578 

Hs.72222 

Hs.186180 

Hs.133331 
Hs.50868 

Hs.250127 
Hs.251946 



Hs.168102 

Ks.192028 

Hs.271473 

Hs.2488 

Hs.130412 

Hs.1 10567 

Hs.39421 

Hs.224189 



NMJJ00715 Hs.1012 



Hs.220529 
Hs.57664 
Hs.99890 
Hs.63758 

Hs.107139 

Hs.155981 

Hs.71994 

Hs.153034 

Hs.63788 

Hs.151017 

Hs.12844 

Hs.2442 

Hs.75379 

Hs.65370 

Hs.184929 

Hs.169294 

Hs.226804 

Hs.74047 

Hs.145550 

Hs^1754 

Hs.147613 

Hs.301711 



Hs.259563 

Hs.79351 

Hs.171014 

Hs.112432 

Hs.197075 

Hs.30909 

Hs.170225 

Hs.41296 

Hs.148812 

Hs.26B541 

Hs.97101 

Hs.270404 

Hs.1 52981 

Hs.38761 

Hs.279193 



Hs.193143 

Hs.189729 

Hs.301776 

Hs.79018 

Hs.174905 

Hs.1613 

Hs.79428 

Hs.81134 

Hs.301694 



Hs.72163 
Hs^69050 
Hs.147471 

Hs.189144 
Hs.9700 



baartaviral IAP repeat-containing 5 (sur 

Hypothetical protein FU 13459 

Homo sapiens cDNA: FU23038 fe. done L 

9 tKyg60g02.r1 Scares infant brain 1MB H 

ESTs 

sohjte carrier family 22 (organic cation 
0 

ESTs 

Homo sapiens cDNA: FU23107 Us. clone L 

0 

0 

0 

Human proteinase activated receptor-2 mR 
ESTs 

epiiheEaf protein up-regulated in card 

lymphocyte cytosofic protein 2 (SH2 doma 

ESTs, Weakfy simaar to sre-2 [C.etegans 

ESTs 

ESTs 

ESTs 

0 

complement component 4-binding protein, 
0 

CEA {carrinoembryonJc antigen-related ce 
ESTs 

polymerase (DM directed), delta 1, cata 
COC28 protein kinase 2 
gb:EST75602 Pineal gland II Homo sapiens 
hypothetical protein 



ESTs 
ESTs 

propionyl Coenzyme A carboxylase, beta p 

estrogen-related receptor gamma 

EGF-Bke-domain; multiple 6 

a {fisintegrin and metalloprotelnase doma 

solute earner family 1 (glial high affi 

lipase, endothelial - 

serine (or cysteine) proteinase inhtbito 

MBkrein 8 (neumpsin/ovasin) 

transcription factor 7 (T-cell specific, 

ESTs, Moderately similar to ALUC.HUMAN I 

electron^rartster-fiavoprotein, beta pel 

solute earner family 7 (cationic amino 

Homo sapiens mRNA full length insert cDN 

ESTs 

ESTs 

0 

gb:EST19374 Retina (I Homo sapiens cDNA 
EST 

potassium channel, subfamily K, member 1 
VGF nerve growth factor inducible 
anS-MuDerian hormone 
ESTs 

K1AA0430 gene product 
thymopoietin 

fibronecfin leucine rich transmembrane p 
ESTs 

novel SH2-corrtaInirtg protein 1 
PirtaSve G protem-coupled receptor GPCR 
Homo sapiens cDNA: FU 22389 fis. clone H 
COP-<fiacylg!ycerd synthase (phosphafida 
Homo sapiens cDNA: FU21564 fis, clone C 
ESTs 

gfeAF150286 Human mRNA from cd34+ stem c 
0 

K1AA1069 protein 

ESTs 

ESTs 

chromatin assembly factor 1, subunit A ( 

WAA0033 protein 

adenosine A2a receptor 

BCL2/adenovirus E1B 19kCMnterac6ng pro 

interleuldn 1 receptor antagonist 

ESTs 

0 

gb:MR3^T0192.100100-02^07ST0192 Homo 

ESTs 

ESTs 

ESTs 

gbtHomo sapiens mRNA; cDNA DKFZp564E01 6 
ESTs, Weakfy similar to NPT^HUMAN RENAL 
cycfinEI 
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6.1 
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422355 AW403724 Hs.140 imnuinogbbuTffi heavy constant gamma 3 

405291 0 

432113 AA935065 Hs.152385 ESTs 

441238 AA923489 Hs.130432 ESTs 

5 424418 BE503432 Hs£6170 HSKM-B protein 

453028 AB005532 Hs.31442 RecQ protein-Ske 4 

407137 T97307 Hs.199067 EST 

443462 AI064690 Hs.171176 ESTs 

454392 BE250893 gb:601150677F1 NIH_MGC_19 Homo sapiens c 

10 456311 AA225632 Hs.190016 ESTs 

446501 A1302616 Hs.150819 ESTs 

433921 AA618174 gb3iq14fl)U1 NCLCGAPJThyl Homo sapiens 

409615 AW444861 p£U1-H*l3-#-*04-0-ULs1 NCLCGAP.Su 

459350 BE384526 gb:601 27791 3F1 NlHJAGC^20 Homo sapiens c 

15 403824 0 

428187 AI687303 Hs2B5529 G proteiivcoupted receptor 49 (GPR49) 

412140 AA219691 Hs.73625 RAB6hterading,kinesin4ike(rabkines 

410558 AW105231 Hs.192035 ESTs 

426465 AI758948 gb^y16f07jt1 NQ_CGAP_Ut3 Homo sapiens 

20 443695 AW204099 Hs.112759 ESTs, Weakly similar to AF1 26780 1 refin 

437372 AA323968 Hs.283631 hypolhetical protein DKFZp547G1 83 

405392 0 

437100 A1761073 Hs.14535 Homo sapiens cDNA: FU22314 fe, done H 

449796 AA0O4321 Hs.1 94397 ESTs 

25 409361 NNL005982 Hs.54416 sine ocufe homeobox (Drosophia) homolo 

428987 NMJXM751 Hs. 1947 10 glucosaminyl (N-acetyl) transferase 3 

404220 0 

420973 AA743415 Hs.291368 ESTs 

430491 AL1 09791 Hs341559 Homo sapiens mRNA full length insert cDN 

30 442549 AI751601 Hs£J75 TNF receptor-associated factor 4 

409857 AW502161 gb^Wtt^BROp^r-fl-IWWljl NIHJMGCJ 

451110 AI955040 Hs.301584 ESTs 

418216 AA662240 Hs.283099 AF15q14 protein 

41 1897 AW875066 gb:Rtt^T0001-180100-021-F04 PT0001 Homo 

35 456161 BE264645 Hs.282093 Homo sapiens cDNA: RJ21918 fis, clone H 

406536 0 

432540 AI821517 Hs.105866 ESTs 

446315 NM_016293 Hs.14770 bridging integrator 2 

443270 NM_004272 Hs.9192 Homer, neuronal immediate early gene, 1B 

40 451035 AU076785 Hs.430 plastin 1 (I isoform) 

406685 M18728 gb:Human nonspecific crossreacbng anfig 

454590 AW809762 HsJ222056 Homo sapiens CDNAFU1 1572 fis, clone HE 

402430 0 

446704 A133722B Hs.197083 ESTs 

45 435282 AA677428 Hs.189731 ESTs 

426062 N57014 Hs.44013 ESTs 

415451 H19415 Hs368720 ESTs, Moderately similar to ALU1_HUMAN A 

456002 A1628729 Hs.191450 ESTs, Weakly similar to type II membrane 

409613 AW444816 Hs.171537 Homo sapiens cDNA: FU21 595 5s, done C 

50 430259 BE550182 Hs.127826 RalGEF-like protein 3. mouse homolog 

434609 R76593 gb.*yi60c11.r1 Soares placenta Nd2HP Homo 

430250 NMJJ16929 Hs383021 chloride intracellular channel 5 

418327 U70370 Hs.84136 paired-Gke rkimeodomain transcription fa • 

400379 NR.018432 Hs.283076 Homo sapiens ovarian cancer related prot 

55 436076 A1193277 ' Hs.120954 ESTs >^ 4tLnou 

432119 T80289 gb:yd03h04.r1 Soares infant bran 1NIB H 

417175 R44558 Hs.94002 ESTs 

445774 A1254165 Hs.145504 ESTs 

455604 BE011183 gb:PM3^N0218-100500-003Kl09 BN0218 Homo 

60 411426 BE141714 gb:QVO-HT0101-06109W)32-«04 HT0101 Homo 

445262 AW205650 Hs.253503 ESTs 

412517 BE271584 gb:601 141065F1 NIHJMGC_9 Homo sapiens cD 

434756 AA827650 Hs^59307 ESTs 

454417 A1244459 Hs.110826 trmucteofide repeat contantng 9 

65 439949 AW979197 HsJ292073 ESTs 

414995 C18200 gb:C18200 Human placenta cDNA (TFuiwara 

428071 AF212848 Hs.182339 transcription factor ESE-3B 

412323 AW937143 QfcP M1-DT0041-2B129WKH-W1 DT0041 Homo 

434283 AW235341 Hs58715 mouse thiamin pyrophosphokinase homolog 

70 447798 AM25049 Hs.1 19529 ESTs, Moderately similar to ALU1_HUMAN A 

401723 0 

406270 0 

452194 AI694413 Hs.298262 ESTs, Weakly similar to OM88J8.1 [Rsapi 

415757 AA830854 Hs.187810 ESTs 

75 430051 AA464611 Hs.52515 transducin (betaHike 2 

435615 Y15065 Hs.4975 potassiirm voltage-gated channel, KGT-Ok 

459583 A1907673 gb:1l-BT1524803994)04BT152Homosapien 

449009 8E044755 Hs.224812 ESTs 

424001 W67883 Hs.137476 WAA1051 protein 

80 409479 BE16380O Hs.136912 ESTs 

437852 BE001836 Hs.256897 ESTs, WeaWy sirriar tod J365012.1 [H.sa 

435928 H64345 Hs.1 83961 ESTs 

447397 BE247676 Hs.18442 E-1 enzyme 
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4491 83 


AW445022 


Hs.196985 


Homo sapiens cONA: FU21 1356s, done C 


5.2 


410146 


AW592655 




gbirf45f12j(1 Soares_NFl^T_GBC_S 1 Homos 


5.2 


458164 


AI208566 


Hs. 192081 


ESTs 


5,2 


410153 


BcJi i92o 


Hs.1 5830 


II.,., ,. _n(,l A r*l I4 0MM C_ — 1 »|T 

Homo sapiens cDNA FU 12691 as, clone NT 


5.1 


439509 


AF0B6332 


Hs.58314 


ESTs 


5.1 


422569 


BE552132 


Hs.1 18442 


cycfm C 


5.1 


430664 


AW969834 




gtr£ST381912 MAGE resequences, MAGK Homo 


5.1 


411231 


AW833501 




gb:QV4-TT0008-091 199-0K-e09 TT0008 Homo 


5.1 


412194 


AW900282 


Hs.115412 


Homo sapiens cONA FU13881 fe, done TH 


5.1 


425188 


AK002052 


Hs.1 55071 


hypolhefcal protein FLU 1 190 


5.1 


417173 


U61397 


Hs.81424 


ubtquifin-Gke 1 (sentrin) 


5.1 


433279 


AW971745 




gb£ST383834 MAGE resequences, MAGL Homo 


5.1 


454112 


NM.000885 


Hs^01806 


ESTs 


5,1 


423261 


Z43509 




gb:HSC1 EA031 normafized infant brain cDN 


5.1 


434084 


A1061640 


Hs.192788 


hypothetical protein PRO1905 


5.1 


446115 


Al 733075 


Hs^92682 


ESTs, Weakly similar to S69913 hypertens 


5.1 


416719 


H79731 




gtnyu81f12j1 Scares fetal fiver spieen 


ai 


421452 


AF016495 


Hs.1 04624 


aquaporin 9 


5,1 


424517 


AI539443 


Hs.1 37447 


Homo sapiens cONA FU 12169 fe, done MA 


si 


403383 






0 


5.1 




Aiu/oy 10 


nS.lUUDOO 


ESTs, Weakly similar to secreted cement 


0.1 


436070 


AK000073 




gb:Homo sapiens cOMA FU20066 fis, done 


5.0 


416969 


AI815443 


Hs.283404 


organic cafion transporter 


5.0 


444929 


AI585841 


Hs.161354 


ESTs 


5.0 


453922 


AF053306 


Hs.36708 


budding uninhibited by benzimidazoles 1 


5.0 


439031 


AF075079 




gbiHomo sapiens tuD length insert cONA 


5.0 


414539 


BE379046 




gb:601236646F1 N1H_MGC_44 Homo sapiens c 


5.0 


425349 


AA425234 


Hs.79886 


ribose 5-phosphate isomerase A (ribose 5 


5.0 


449986 


AW864502 




gb:PM4-SN0016-120400-004*12 SN0016 Homo 


5.0 


418717 


AI334430 


Ks.86984 


ESTs 


5.0 


438769 


AA830684 


Hs.1 63426 


ESTs 


5.0 


441859 


AW194364 


Hs.1 28022 


ESTs, Weakly similar to RG1 MOUSE F1G-1 


5.0 


446469 


BE094848 


Hs,15113 


homogentisate 1,2-d [oxygenase 


5.0 



TABLE 21B 



Pkey: Unique Eos prabeset Identifier number 
CAT number Gene duster number 

Accession: Genbank accession numbers 

Pkey CAT number Accession 

409615 1143425.1 AW444861 BE074994 BE074966 BE074992 

409865 1156518.1 AW502208AW502356AW502148 

409867 1156530.1 AW502161 AW502587AW502345 

410146 1178974J AW592655 R05927 R06916 

411094 1231982.1 BE066142AW817074 

411231 1236356.1 AW833501 AW833506AWB33722AW833332AW833509AW833511 AW833767 AW833339 

411426 1245515.1 BE141714 AW845993 AW845989 

411B97 1264907.1 AW875066AW875079AWo75075AW875062AW875061 AW875074 

412323 1288770.1 AW937143 AW937150 AW937141 AW937151 AW937132 AW937160 AW937191 AW937174 AW937195 AW937173 
AW937159 AW937139 AW937171 AW937142 AW937145 AW937165 AW937163 AW937164 AW937137 AW937179 
AW937156 AW937140 AW937135 AW937170 

412517 130281.1 BE271584 AA112511 

414484 1452830.-1 BE314385 

414539 1460320.1 BE379046 BE395459 

414995 1511736.1 C18200 D78681 T82025 

416719 1611345 1 H79731 H79732 

422731 220507.1 AL13B411 AL138412AA315860 

422810 221630.1 AA317400 AA434584 

423261 226553.1 Z43509 H09001 AA375202 AW954383 

425858 257265 1 AA364923 AW963483 BE 182774 C21461 

426465 267664 1 AI758948 AA379527 AA379948 AA379262 AW963933 

430664 321423.1 AW969834 AA528493 AA4831 65 AW969842 

432119 34170.1 T80289 AF052168 

433279 381800.1 AW971745AA5B1359 AA581358 

433921 377350 1 AA618174AJ114549 R36464R36465 

434609 38950.1 R76593 AF147390 R76594 

436070 41426.1 AK000073 AA380183AA380181 AW963533 

437129 43343.1 A1049327AA84W05 

439031 46798 1 AF075079 H48601 H48795 

442438 542469.1 AA995998 A19165B4 R61781 T77332 F07756 F08149 F07647 ■ 

448865 78535.1 R35027 R12034 BE407120 

449034 794817 1 AI624049AW1 17770 AI858360 

449986 821463.1 AW864502AW854369AI678780 

454392 115882.1 BE260893AA078319 R85057AW803024 H85811 AA078293 

454692 1229118J AW813350AW816062AW813476 AW813383 

455504 1337197.1 BED11183 BE011170 BE011333 BE011188 BE011181 BE011324 BE011161 BE011169 

458091 472385.1 AF150286 AA835857 

459081 889426 1 W07808A1B22056 

459142 918906J AI903396A1903361 AI903360 

TABLE 21 C 
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EST ^^^^^r^m^^^^^ are Genbank Identifier (Gl) number Dunham I. et al" refers to the publication enMed The DMA 

sequence of human chromosome 22/ Dunham L el at. Nature (1999) 402:48*495. 
Strand: Indicates DNA strand from which exons were predicted, 

NLposition: Indicates nucleotide positions of predicted exons. 



Pkey 

400855 
400995 
401519 
401723 
402104 
402430 
403378 
403381 
403383 
403485 
403824 
404220 
404727 
404767 
405291 
405392 
406086 
406270 
406400 
405536 



Ref 


Strand 


NLposiSon 


1931571 


Minus 


4 -won* a ooo 


8099094 


Plus 


141186-141601 


6649315 


Plus 


157315-157950 


7655694 


Plus 


147273-147503 


8119072 


Plus 


122409-122600 


9796372 


Minus 


62382-62552 


9438244 


Minus 


4426444443 


9438267 


Minus 


26009-26178 


9438267 
9966528 


Minus 


119837-121197 


Plus 


2888-3001,319*3532,36554117 


9798468 


Plus 


473-887 


6706820 


Plus 


46107-46439 


8081050 


Plus 


115534-115747 


7882827 


Minus 


23244-23759 


3845420 


Plus 


19999-20473,20672.21036,21 147-21285,21378-21667 


6624069 


Minus 


116167-116289,118679-119030 


7107817 


Plus 


9418-9573 


7534217 
9256298 


Plus 


13136-13591 


Plus 


1553-1712,187B-2140,4252-4385.5922-6077 


7711478 


Plus 


25655-25782 



TABLE 22* 430 SIGNIFICANTLY DOWN-REGULATED GENES, UTERINE CANCER VERSUS NORMAL UTERUS 

Table 22A lists about 430 genes significantly down-regulated in uterine cancer compared to normal uterus. These were selected as for Table 21 A, except that the numerator and 
denominator were switched, and the ratio was greater than or equal b 14 (i.e. 14-fold down-regulated in tumor vs. normal uterus). 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

LWgenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of tumor vs. normal tissue 

R1 

93.0 
75.7 . 
68.7 v 
61.1 
55.1 
54.0 
52.6 
52.0 
51.6 
51.4 
49.7 
49.3 
48.0 
47.0 
46.7 
45.7 
45.6 
44.6 
43.0 
42.6 
41.1 
41.0 
39.4 
38.6 
38.2 
38.0 
37.0 
36.1 
35.4 
343 
33.8 
33.1 
33.1 
32.8 
32.6 
32.4 
31.7 
31.6 



Pkey 


ExAccn 


UnigenelD 


414063 


H26904 


Hs.75736 


447990 


BE048821 


HS20144 


407815 


AW373860 


Hs301716 


452547 


AA335295 


Hs.74120 


415165 


AWB87604 


Hs.78065 


453655 


AW960427 


Hs^00878 


429350 


A1754634 


Hs.131987 


407228 


M25079 


Hs.155376 


425869 


AA524547 


Hs.160318 


4165B5 


X54162 


Hs.79386 


408614 


AL137698 


Hs.46531 


417542 


J04129 


Hs.82269 


412295 


AW088826 


Hs.22971 


421998 


R74441 


Hs.1 17176 


452093 


AA447453 


Hs.27860 


429707 


W76631 


Hs.211819 


416950 


AL049798 


Hs.80552 


408221 


AA912183 


Hs.47447 


406791 


A1220684 


Hs^72572 


446500 


U78093 


Hs.15154 


407938 


AA905097 


Hs.85050 


410677 


NML003278 


Hs.65424 


412524 


AA417813 


Hs.11177 


452426 


AJ904823 


Hs.31297 


414290 


AI568801 


Hs.71721 


439627 


BE621702 


Hs.29076 


400258 




Hs.79064 


414807 


AI738616 


Hs.77348 


410023 


AB017169 


Hs.57929 


407663 


NMJJ16429 


Hs.37482 


410286 


A1739159 


Hs.61898 


418986 


AI123555 


Hs.81796 


409060 


AIB15B67 


Ks.50130 


436569 


BE439539 


Hs.279837 


420674 


NMJXT0055 


Hs.1327 


417967 


BE244373 


Hs.1119 


450810 


BE207588 


Hs.25511 


438150 


AA037534 


Hs.300878 



small inducible cytokine subfamily A, member 14 
ESTs 

adipose specific 2 
complement component 7 

ESTs, Moderately simter to TGR3JHUMAN TGF-8E 
ESTs 

hemoglobin, beta 

FXYD domain-containing ion transport regulate 

teiomodin 1 {smooth muscle) 

Homo sapiens mRNA; cDNA DKFZp434C1915 (from c 

progestegervassociated endometrial protein (p 

ESTs 

poly{A)-binding protein, nuclear 1 

Homo sapiens mRNA; cDNA DKF2p586M0723 (from c 

matrix metalloproteinase 23B 

dermatopontin * 

ESTs 

hemoglobin, alpha 2 

sushi-repeat-contaiiiing protein, X chromosome 



tetranectin (plasminogen-bindtng protein) 
ESTs 

Homo sapiens cDNA: FU23001 fis, clone LNG002 
ESTs 

Homo sapiens cDNA: RJ21841 fis, clone HEP018 
decxyhypusbe synthase 
hydroxyprostagiandin dehydrogenase 15-(NAD) 
slit (Drosophfla) homolog 3 
COPZ2 for nondalhrin coal protein zeta-COP 
DKFZP586N2124 protein 
ESTs 

necdin (mouse) homolog 
glutathione S-transferase M2 (muscle) 
butyryfchofin esterase 

nuclear receptor subfamfly 4, group A, member 
transforming growth factor beta 1 induced tra 
ESTs, Moderately similar to TGR3.HUMAN TGF-8E 
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430458 
453060 
424206 
422126 
406082 
421639 
402520 
418043 
443906 
•450958 
418828 
412828 
429507 
400545 
425078 
429942 
438303 
419971 
443060 
452877 
412442 
424378 
421823 
447786 
400023 
453874 
414134 
428451 
435520 
437179 
441481 
450227 
403731 
452814 
410036 
416B54 
418421 
407000 
421803 
445613 
432302 
420796 
423720 
417302 
421913 
440130 
431957 
424580 
406907 
443745 
429101 
410691 



407979 
44B619 
424585 
407891 
407196 



420120 



417387 



459722 
422927 
402195 
418213 
440274 
455818 
420861 
405228 
441292 
432553 
417098 
453642 
405313 
410243 
413186 
42S954 
421770 



NMJJ04673 Hs.130699 ESTs 

AW294092 Hs.21594 ESTs 

NMJJ03734 Ms. 198241 amine oxidase, copper containing 3 {vascular 

AW973784 Hs. 11 2028 MtsshapenMK-felated kinase 

S47B33 Hs.82927 adenosine monophosphate deaminase 2 (isoform 

NMJM2082 Hs.297921 Homo sapiens mRNA full length insert cDNA do 

AW377752 Hs.83341 Ksapiens mRNA for tyrosine kinase receptor 

AA348031 Hs.7913 ESTs 

AL137669 Hs.25700 Homo salens mRNA; cDNA DKFZp434W0435 (from c 

AFQ20774 Hs.88844 Homo sapiens hair and skin epidermal-type 12- 

AL1 33396 Hs.74621 prion protein (p27-30) (CreutzfekkJakob dfee 

NMJM3102 Hs.2420 superoxide dismulase 3, extracellular 

NM.002599 Hs. 154437 phosphodiesterase 2A, cGMP-sfimutated 

A1338993 Hs. 134535 ESTs 

AB028998 Hs.6147 WAA1075 protein 

M400027 Hs396234 ESTs, Highly simflar to rnilogen-acGvated pro 

D78874 Hs.8944 procollagen C-endopeptidase enhancer 2 

AI250789 Hs.32478 ESTs 

A1983730 Hs.26530 serum deprivation response (phosphafidyiserin 

W28020 Hs.184367 GTPase activating protein-tike 

N40850 Hs.28625 ESTs 

BE620810 Hs.39619 ■ hypothafical protein LOC57333 

AFFX control: 16S ribosomaJ RNA 

AW591783 Hs36131 collagen, type XIV, alpha 1 (undufin) 

X601 88 Hs.861 mitogen-activated protein kinase 3 

AW970451 Hs.98570 ESTs 

AA297990 Hs.9315 HNOEL-feo protein 

AA393508 Hs. 171 409 serologically defined colon cancer antigen 8 

M935303 Hs.270553 ESTs 

BE388192 Hs.78521 Homo sapiens cONA:RJ211 93 fe, clone COL001 

A1092790 Hs.55016 hypothetical protein FU21 935 

R57171 Hs 57975 caisequestrin 2, cardiac muscle 

H401 64 Hs.80296 Purkinje ceil protein 4 

R58620 Hs.85050 phospholamban 

U1 21 39 gb:Human atohaipaj collagen (COL1 1 A1 J gene. 

NMJJ12205 Hs.1 08441 3-hydroxyanUiranilale 3,4-dlaxygenase 

BE550889 Hs.158491 ESTs 

AA345857 Hs.274307 WAA1 442 protein 

L34355 Hs.99931 sarcogtycan, alpha {50kD dystrophin-associate 

AL044191 Hs.23388 Homo sapiens cDNA FU21310 fis, done COL021 

BE245812 Hs.8941 ESTs 

AJ934365 Hs.1 09439 osteoglycin (osteotnducfive factor, mimecan) 

A1083899 Hs.157527 ESTs 

AJ243653 Hs£83404 organic cafion transporter 

AA446539 Hs.35092 ESTs 

Z25427 gbiKsapiens protein-serineAhreonino kinase 

AB039670 Hs.9728 ALEX1 protein 

AW452174 Hs.173780 ESTs 

AW239226 Hs.65450 reucuton4 

AW291484 Hs.254967 ESTs 

AA046306 Hs.62927 ESTs 

AI867182 Hs.202255 ESTs 

AA464840 gbzx43h11.r1 SoaresJotatfetus.Nb2HF8 9w Ho 

AA486620 Hs.41 135 Endomucin 2 

D1 1747 Hs.177415 Rnkel-Biskis-Reflly murine sarcoma virus (FB 

AL044315 Hs.173094 Homo sapiens mRNA; cDNA DKFZp564H142 (from cl 

M93718 Hs.166373 nitric oxide synthase 3 (endothelial cell) 

AIO49610 Hs.95243 transcription elongafion factor A (Sll)-5ke 

AA329648 Hs.23804 ESTs 

AW021102 Hs.21509 ESTs 

NM_001928 Hs.1 55597 O component of complement (adipstn) 

Homo sapiens cDNA: FU23449 fc, clone HSI058 

AW247388 Hs.301423 caicrum binding protein 1 (catbrain) 

AW978753 Hs.127327 ESTs 

R24595 Hs.7122 scrapie responsive protein 1 

Al 733747 gbzn86d04.y5 Stratagene lung c ar c in oma 33721 
A1039044 Hs.88827 Homo sapiens mRNA for FU00033 protein, parti 

AF131218 Hs.7765 chrornosome 16 open reading frame 5 
AA553334 Hs^11095 ESTs 
AB01 7365 Hs.173859 frizzled (Drosophua) homotog 7 
AI370936 rte^4074 dipeptidybepfidase VI 

D83402 Hs.289006 ESTs, Weakly similar to aflemaSveiy spSced 
AU077141 Hs.75231 solute carrier family 16 (morKX^rboxyTic acid 
AK000633 Hs.164476 rr/pothefcal protein FU20626 
AA374192 ■ Hs.108124 ribosomal protein L41 
AA779956 Hs.185932 ESTs 
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430036 AL050284 Hs.227782 DKFZP586M1 01 9 protein 207 

430233 AW357902 Hs.235443 Homo sapiens mRNA; cONA DKFZp564N 1063 (from c 20.7 

436130 AA341497 Hs.31408 ESTs 20.7 

434843 R43707 Hs.133159 ESTs, Weakly similar to PIHUSO salivary proS 20.7 

5 429303 AW137635 Hs.44238 ESTs 20.6 

442422 AI344415 Hs.156082 ESTs 20.5 

• 410399 BE068889 Hs.63236 synuctein, gamma (breast cancer-specific prat 20.5 

435869 AF255910 Hs.54650 ESTs, Weakly similar b (define not availabl 20.5 

. n 447384 AI377221 Hs.40528 ESTs 20.5 

10 440610 A1733098 Hs.130800 ESTs 20.5 

445806 AL137516 Hs.13323 hypothetical protein RJ22059 20.4 

433657 AI244368 Hs.8124 PH domain containing protein In refinal 20.4 

436467 AW450278 Hs.91681 ESTs 20.3 

440191 A1990417 Hs.116107 Homo sapiens genomic DMA. chromosome 21 q, sec 20.2 

15 417511 AL049176 Hs.82223 chcardin-like 20.2 

406976 M60299 gb:Human alpha-1 coOagen type II gene, exons 20.1 

443547 AW271273 Hs.23767 ESTs 20.1 

417998 AW967420 gb:EST379495 MAGE resequences, MA6J Homo sapi 20.1 

419313 AA843387 Hs.87279 ESTs 20.1 

20 408322 AW181985 Hs.249986 ESTs 20.0 

448422 BE263813 gb:6Q1 1 94177F1 NIH_MGC_7 Homo sapiens cDNA d 20.0 

403121 19-9 

424198 AB029010 Hs.143026 K1AA1 087 protein 19.9 

459060 H89244 Hs.79625 heterogeneous nudear ribonucteoprotein D (AU 193 

25 457829 AJ742291 Hs^10843 ESTs,V^yslrriBartodJ1039K5.2lH.sapfens 19.9 

445029 AF196481 Hs.12255 midline 2 195 

424362 AL137645 Hs.146001 Homo sapiens mRNA; cDNA DKFZp586F0824 (from c t9.8 

417067 AJ001417 Hs.81085 solute carrier family 22 (extraneurona! monoa 19.7 

413972 BE279548 Hs.162717 ESTs, Weakly similar to HPPD_HUMAN 4-HYDROXYP 19.6 

30 435891 AW249394 Hs.5002 copper chaperone for superoxide cfomirtase 19.6 

447551 BE056634 Hs.929 myosin, heavy poiypepSde 7, cardiac muscle. 19.6 

400637 W 

409882 AJ243191 Hs.56874 heat shock 27kD protein family, member 7 (car 19.4 

430310 U60115 Hs.239069 four and a half UM domains 1 19.4 

35 402741 

401703 19.3 

409229 K60333 Hs.251928 nuclear pore complex interacting protein 19.3 

453856 AA804789 Hs. 19447 Homo sapiens mRNA for FU0O1O6 protein, part 19.3 

Ar% 430342 NM.005938 Hs339663 myeloid/lymphdd or rroceoMkieage leukemia (t 19.3 

40 404033 19.2 

411939 AI365585 Hs.146246 ESTs 19.2 

431227 X63755 Hs^743 keratin, cuficte, ultrahigh sulphur 1 , 19.1 

452669 AA216363 Hs^62958 ESTs, Weakly similar to alternatively spliced 19.1 

439698 AW779554 Hs£5876 ESTs 18.9 

45 416253 BE250659 Hs.15463 ESTs 18.9 

418556 T02850 gb:FB12A9 Fetal brain, Stratagene Homo sapien 18.9 

408877 M479033 Hs.130315 ESTs 185 

415994 NA/L002923 Hs.78944 regulator of Girotem signalling 2, 24kD 18.9 

417054 AF017060 Hs.174151 aldehyde oxidase 1 18.8 

50 404654 18.8 

420174 AI824144 Hs.23912 ESTs 18.8 

400625 18.7 

406150 18.7 

457835 BE256338 Hs.192375 ESTs,HigWysimnartodJ127B20.3fH^apiens 18.6 

55 420105 AW015571 Hs.32244 ESTs 18.6 

404619 BE514535 Hs.77171 mmichromosome maintenance deficient (S. cere 18.5 

423282 AL137563 Hs.1 26378 putative ABC transporter 18.5 

424097 M13981 Hs.1734 inhibin, alpha 18.5 

448543 AW897741 HsJ21380 Homo sapiens mRNA; cDNA DKFZp586P1 124 (from c 1B.5 

60 427605 NNL000997 Hs. 179779 ribosomat protein L37 18.4 

406535 18.4 

418947 W52990 Hs.22860 ESTs 1B.4 

414323 NMJM759 Hs.239500 K1AA0273 gene product 18.3 

457111 AA482027 Hs. 142569 ESTs 18.3 

65 418373 AW750770 Hs.84344 CGM 35 protein 1B.3 

424461 D83542 Hs.148090 cadherin 15, M-cadherin (myotubule) 18.2 
451565 NMJJ00897 Hs.456 leukotriene C4 synthase 18.2 
407751 BE276096 Hs.38205 from Hela cycfirKlependent kinase 2 interact 18.2 
432031 AF039196 Hs284126 hairless (mouse) homotog 18.1 

70 404608 H58589 Hs.35156 Homo sapiens cDNA FU1 1027 fis, done PIACE10 18.1 

451962 AW078832 Hs.226806 ESTs 18.1 

424100 AI7930BO Hs.123525 ESTs, WeaWy suTularto NGAL RAT NEUTROPHIL G 18.1 

451509 AI969529 Hs.171637 Homo sapiens cDNA: FU21937 fis, done HEP044 18.1 

453512 AL040160 Hs.209542 ESTs, Weakry similar to Bcell linker protein 18.0 

75 429924 W39693 Hs.226138 Homo sapiens mRNA; cONA DKF2p566H2446 (from c 17.9 

423780 AA352013 gb:EST59935 Infant brain Homo sapiens cDNA 5* 17.9 

427030 AA397600 Hs.97531 ESTs 17.9 

439672 T81058 gb:yd26c08.r1 Soares fetal Cver spleen 1NFLS 17.9 

407836 T79340 Hs.22575 Homo sapiens cONA: FU21042 fe, clone CAE1 1 2 17.9 

80 451427 A1091441 Hs.26401 bJmorneaosfefartor(figana}^ 17.9 

424462 AU076666 Hs.148101 serum constituent protein 17.9 
451533 NM_004657 Hs.26530 serum deprivation response (phosphafiaylsenn 17.8 
422319 AW403342 Hs.115232 spDdng factor 3a. subunilZ66kD 17.8 
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426275 


DC 13 1031 




457924 




Ue OQBCQ7 


430712 




He IQROft/ 


455144 






407524 


X64985 




426712 


AW173177 
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429954 


AJ918130 
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446208 


BE258323 




442792 


A 135 2340 


Ue 1^1104 


420485 


AF218586 


Hs PRflR^ 


426767 


AA3843S8 


Hs 199491 


436950 


L05779 


Hs.113 


415196 


AKD001SO 


Ue 7R1Rq 
rB.fO too 


442197 


AWR37019 




433457 


AA830194 


Hs 199417 


402316 






409736 






407964 


AW1 30334 


He. 0R1111 


433677 


AI791912 


Hs.190885 


425507 


AI6B4745 


Hs.165983 


413724 


AA131466 


Hs.23767 


408922 


R87388 




413055 


AV655701 


Hs.75183 


435977 


AL138079 


Hs.5012 


442208 


AW296984 


Hs.255595 


402426 






412399 


N53816 


Hs.14394 


413200 


AA127395 


Hs522414 


404597 






453143 


AA382234 


Hs.170121 


455984 


BE177442 





Homo sapiens mRNA for FU 00007 protein, parti 
Homo sapiens cDNA FU 13555 fis, clone PLACE 10 
Homo sapiens mRNA; cDNA OKFZp586L0120 (from c 
nypothefical protein FU 10490 
gb^MO^INOOy-150400-335^04 KN0057 Homo sapi 
grrzv96g05.s1 Soares_NhHMPu_S1 Homo sapiens c 
gtrfh05b12jc1 N1H_MGCJ7 Homo sapiens cDNA cl 
ESTs 

gb:Q\m44TO367-201299^)79-a02 HT0367 Homo sapi 

UM domain-containing preferred translocafion 

acfivator of CREM in testis 

Homo sapiens cDNA FU 12082 Ms, clone HEMBB10 

protein tyrosine phosphatase, receptor type, 

tweety (Drosophila) homobg 1 

rrudeartranscripfion factor Y, gamma 

ESTs, Moderately similar to SIX1.HUMAN HOMEOB 

prostate cancer associated protein 7 

(NONE) 

Homo sapiens cDNA FU12536 fis, clone NT2RM40 

period (Drosophila) homobg 1 

p53-responsive gene 6 

ESTs 

ESTs 

ESTs 

ESTs 

Homo sapiens mRNA; cDNA DKFZp564N196 (from cl 
caveofin2 

gb:QV3-BT0537-2801 0W)7Oe04 BT0537 Homo sapi 
Homo sapiens cDNA: FU21 802 fis, done HEP007 
ESTs 

tyrrrphocyte^pecrfic protein 1 

basic transcription element binding protein 1 

cathepsinF 

ESTs 

double homeobox, 2 
ESTs 

ESTs 

tetraspan 2 
heme-binding protein 

ESTs, Weakly similar to NEUROD IH^apiens] 
ESTs 

platelet-derived growth factor receptor-like 

ESTs 

ESTs 

ADP-ribosylafion tactor-Cke 2 
Wilms tumor 1 

Selecfin E (endothelial adhesion molecule 1) 
ESTs 

gb:RC0-HT0297-201 1 9943U12 HT0297 Homo sapi 
Homo sapiens cDNA FU13861 fis. done THYRO10 
ESTs 

gb:CM1-PTC013-13129W)67-b10 PT0013 Homo sapi 
gb:Ksapiens mRNA HTPCRX11 foroiractory rece 
ESTs 
ESTs 

ESTs, Highly similar to OTXLHTJMAN HOMEOBOX P 
ESTs 

cell deauvmducing DFFA-Eke effector b 
ESTs 

epoxide hydrolase 2, cytoplasmic 
MAX-Gke bHLH2P protein 

gbK3V3-LT0048-260100068c02 LT0048 Homo sapi 
Homo sapiens mRNA for FU 00027 protein, parti 

gfc7P07H07 Chromosome 7 Placental cDNA Ubrar 
ESTs 

ESTs, Moderately similar to ALU INHUMAN ALU SU 
hypothetical C2H2 zinc finger protein FU2250 
Homo sapiens cONAFU 126656s, clone NT2RM40 
gbym88g04 j1 Soares adult brain N2MHB55Y Ho 
cytrjdirorrte P450, subfamily HE (elhanoHnduc 
brain-specttic membrane-anchored protein 
ESTs, Weakly similar to PSF.HUMAN FTB-ASSOC1A 

hypothetical protein FU20157 
ESTs 

protein tyrosine phosphatase, receptor type, 
gb^C1-HT0595-20040(M)12-flJ1 HT0595 Homo sapi 
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416193 
407065 
441785 
413784 
429092 
408499 
453754 
450826 
42848$ 
405895 
4091C8 
423334 
422948 
447852 
419084 
455771 
438564 
448705 
454460 
458893 
426759 
453769 
434179 
404111 
402056 
458602 
427530 
414716 
400632 
443918 
432037 
412921 
421905 
441704 
414272 
448224 
404611 
448381 
454719 
446973 
457760 
440144 
407387 
427850 
404244 
402959 
435487 
414213 
455916 
448943 
418026 
454082 



458823 
452532 
418464 
409473 
449779 
457546 
403368 
432163 
421531 



T25400 
Y10141 
AW138139 
BE165819 
A1190864 
AW205323 
AW972580 
U43030 
AW583497 

AA339443 
AK000906 
AW810824 
AW5047B1 
AA496539 
AW016739 
AA381553 
H05072 
X66945 
BE161733 
AI590401 
R35261 
A1743448 



A1262208 
AA405093 
AF199598 

AA305475 

AW450592 

BE009345 

AI660247 

AI458766 

A1651603 

R48700 

H5B589 

D61580 

BE006547 

H95724 

AA668123 

AW082297 

AB000895 

AM16756 



W07343 

BE297765 

BE156710 

AI608810 

BE379727 

AF2B350B 

AW959731 

AW207574 

AB05811 

R87580 

AL137716 

AA0O4258 

AA568484 



gb:PTHI069 HTCOL1 Homo sapiens cDNA 5R sim 
gb:Rsapiens DAT1 gene, partial, VNTR 

Hs244598 ESTs 

gh:CMO-HT0486-220300-301-d1 2 HT0486 Homo sapi 

Hs.178226 ESTs, Weakly similar to ALU1 JHUMAN ALU SUBFAM 

Hs253475 ESTs 

Hs.172753 ESTs 

Hs25537 cardiotrophjn 1 

Hs.184604 pancreafic polypeptide 

Hs.48793 ESTs 

Hs.127273 hypoBiefical protein FU10044 

Hs21351 ESTs 

^:UI-HF-BNO^vc4M*UlJl NIH.MGC.50 Homo 

Hs.179902 transporter-Bke protein 

Hs232201 ESTs 

Hs.198253 major histocompaGbflity complex, dass II. O 

Hs.124984 ESTs. Moderately similar to unnamed protein p 

Hs.748 fibroblast growth factor receptor 1 (fms-rela 

HsS7283 ESTs. Weakly similar to ALU1.HUMAN ALU SUBFAM 

Hs21213 ESTs 

Hs24947 ESTs 

Hs.116177 ESTs 



Hs276489 ESTs 

Hs.126519 ESTs 

Hs.97044 Kv channeHnteracfJng protein 2 

Hs22660 Homo sapiens cDNA FU11658 fe, done HEMBA10 

Hs.300459 ESTs 

Hs.128942 ESTs 

Hs.32699 ESTs, Weakly similar to UV-1 protein [H.sapi 

Hs.201988 ESTs 

Hs.46988 ESTs 

Hs2Q733 EH-domain containing 2 

Hs.35156 Homo sapiens cDNA FU11027 fe. done PLACE10 

Hs.21036 Homo sapiens mRNA; cDNA DKFZp434A1010 (from c 

gb:RC2-BN013O44040lM>11-b03 BN0130 Homo sapi 

Hs.4283 ESTs 

Hs.134170 ESTs 

Hs.88523 ESTs 

gb:Homo sapiens mRNA for cadhenn HB1, parfi 

Hs.161051 ESTs, Moderately stmHar to ALU6.HUMAN ALU SU 



Hs.182538 phospholipid scramblase 4 

gb:601176245F1 NIHJAGCJ7 Homo sapiens cDNAc 
gb:CNO-HT0368-31 0300-1 81-d01 HT0368 Homo sapi 

Hs.193288 ESTs 

Hs.83213 fatty add binomg protein 4, adipocyte 
Hs.63168 cell death regulator aven 
Hs.32538 ESTs 
Hs.179501 ESTs 

Hs.1 10757 DNA segment on ctoomosome 21 (unique) 2056 ex 
gb.7m89h07.r1 Soarcs adult brain N2MHB55Y Ho 
Hs.296567 Homo sapiens mRNA; cDNA DKFZp434D2030 (from c 
Hs.25218 ESTs, Wealdy similar to ALUB .HUMAN !!!i ALU C 
Hs.153632 ESTs 



443528 
402399 
410545 
450300 
403552 



436365 
402550 
441782 
415672 
430582 
425770 
432683 
441871 
447481 
405114 
401082 
454316 
421572 
424591 



AK000440 
AA713505 
AW39096 
AK001778 

U32324 
AL041440 

U04690 
AW444548 

AW140126 

N53097 

AI215509 

NM-014363 

AW995441 

AI306150 

AF052151 



AW366144 
AA531607 
R55704 



Hs.272799 hypothetical protein FU20433 

Hs.291769 ESTs 

Hs25832 Homo sapiens mRNA; cDNA DKFZp564P1 1 6 (from d 

Hs.9547 hypothetical protein FU10916 

Hs.64310 interleukin 1 1 receptor, alpha 
Hs.58210 ESTs 

gfcHuman olfactory receptor (OR17-210) gene, 
Hs.163118 ESTs 

Hs.132357 ESTs 

Hs.193579 ESTs 

Hs.143964 ESTs 

Hs.159492 spastic ataxia of Charievoix-Saguenay (sacsin 

Hs.10475 ESTs 

Hs.153450 ESTs, Weakly similar to 1 9091 23A Na glucose c 

Hs.18686 Mouse Mammary Turmor Virus Receptor homdog 

gb:QVO-HT0101-061099-032-b12HT0101 Homo sapi 
Hs.125143 ESTs, Weakly similar to POL2 MOUSE RETROVIRUS 
Hs.150968 hypocretin (orexin) receptor 1 
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15.3 

15.3 

15.3 

15.2 

152 

152 

152 

15.2 

152 

15.2 

152 

152 

15.1 

15.1 

15.1 

15.0 

15.0 

15.0 

15.0 

14.9 

14.9 

14.9 

145 

14.9 

14.8 

14.8 

14.8 

14.8 

14.8 

14.B 

14.8 

14.8 

14.8 

145 

14.8 

14.7 

14.7 

14.7 

14.7 

14.7 

14.7 

14.7 

14.7 

14.7 

14.6 

14.6 

14.6 

14.6 

14.6 

14.6 
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44l3Uo 


AW172263 


Hs.185202 


/1R10Q 








U83171 


Hs.97203 




N32759 


Hs.1 72944 


*»1 


At 1^Q"tf\4 

All3o20l 


Hs.82120 


4U31UU 








M76424 


Hs.37014 


402457 






454613 


AW010014 




429821 


A I Ann m 

AL096749 


Hs .225433 


431073 


BE254470 


Hs249186 


421143 


ABD24536 


Hs.102171 


401223 






438627 


A1087335 


Hs.1 23473 


407124 


R08160 


Hs268857 


437217 


AW779241 


Ms. 15531 6 


427627 


R87582 


Hs.179915 


410258 


X52638 


Hs.739 


413237 


AI468574 


Hs.171965 


412975 


T70956 


Hs.75106 


426488 


X03350 


Hs.4 


416667 


AK000526 


Hs.79457 


405479 






418432 


M14156 


Hs.85112 


426316 


NMJH)2430 


Hs.301852 


412171 


AWB97452 




447241 


BE382838 


Hs.19322 


402100 






438286 


AW139266 


Hs.1 34807 


407947 


AI500332 


Hs.1 02367 


402275 






402358 






439624 


AAB38771 


Hs.1 24407 


444455 


Ail 49879 


Hs.1 75024 


455314 


Y17114 


Hs.73393 


427872 


AA835058 


Hs.21111 


409826 


AW501112 


Hs.34487 


414002 


NM_006732 


Hs.75678 


442682 


AI014545 


Hs.231027 


457033 


AF029674 


Hs.173422 


410480 


R97457 


Hs.63984 


401007 






458274 


AF149297 


Hs.8087 


454106 


D19687 


Hs245146 


432928 


AA570454 


Hs.186467 


425352 


NM_00Q939 


Hs.1897 


433887 


AW204232 


Hs.279522 




H46612 


Hs.293815 


404282 






422581 


NM_016339 


Hs.1 18562 


424823 


NM_005226 


Hs.153322 


408107 


AA806754 


Hs.62835 


401577 






433883 


AI925688 


Hs.222312 


408104 


AW972927 


Hs.293968 


404642 






400675 






406059 






448386 


AB037750 


Hs.21061 


407287 


AI676812 


Hs.201658 



ESTs 

gbiyq12a08j1 Scares fetal liver spleen 1NFLS 
smaD inducible cytokine subfamily A (Cys-Cys 
chorionic gonadotropin, beta polypeptide 
nudear receptor subf amBy 4, group A, member 

carbonic anhydrase VII 

gt):MR2^0129-201099-004^01 ST0129Homosapi 
Homo sapiens mRNA; cDNA OKFZp434G1 53 (from cl 
cone-rod homeobax 

immunoglobulin superfamfly containing leucine 
ESTs 

ESTs, Weakly similar to ALU1 HUMAN ALU SUBFAM 
ESTs 

guanine nucleotide binding protein (G protein 

6sitosphomj{^2^ase/mj^ 

ESTs 

dusterin {complement rysfe inhibitor, SP-40. 
alcohol dehydrogenase 2 (class f), beta polyp 
hypothetical protein FU20519 

insufin-tike growth factor 1 (somatomedia Q 
Human DNA sequence from clone 437G10 on chrorn 
gb:CM(MJN0058-150400.337-b08 NN0058 Homo sapi 
ESTs 



ESTs 

Homo sapiens cDNA: FU23447 Cs, done HSI033 

eyes absent (OrosophUa) homolog 4 

ESTs 

hypothetical protein FU23412 

FBJ murine osteosarcoma viral oncogene homolo 

EST 

WAA1605 protein 

cadherin 13, H-cadherin (heart) 

NAG-5 protein 
ESTs 

ESTs, Moderately similar to ALU1_HUMAN ALU SU 
proopiomelanocortin (adrenocorticotropin/bet 
ESTs 

ESTs, Weakly similar to PLM_HUMAN PHOSPHOLEMM 



ESTs 



14.6 
14.6 
14.6 
14.5 
14.5 
14.5 
145 
14.5 
14.5 
14.5 
14.5 
14.5 
14.4 
14.4 
14.4 
14.4 
14.4 
14.4 
14.4 
14.4 
14.4 
14.4 
14.3 
14.3 
14.3 
14.3 
14.3 
14.2 
14.2 
14.2 
14.2 
14.2 
14.2 
14.2 
142 
142 
142 
142 
14.1 
14.1 
14.1 
14.1 
14.1 
14.1 
14.1 
14.1 
14.1 
14.1 
14.1 
14.0 
14.0 
14.0 
14.0 
14.0 
14.0 
14.0 
14.0 
14.0 
14.0 
14.0 



TABLE 22B 

Pkey: Unique Eos probeset identifier number 
CAT number Gene duster number 
Accession: Genbank accession numbers 



Pkey 



CAT number Accession 



408922 109017J R87388 R84328 AA058916 

409543 1138723J AW41 0200 AW409705AW411 433 BE296786 BE270309 

409736 115189.1 AA078628 R09051 AA078197 AA077334 AW748808 AW748807 

412171 1280759J AW897452 Z20302 D55805 D52877 060432 

413784 1389150J BE165819 BE165853 W01386 

414213 1426375J BE297765 BE262061 BE302686 T83915 

416193 1577102J T25400 H26834 H44554 R73193 

416199 1577561J R83537 W80940 H27368 

417998 171375J AW967420 AA210915 AA236991 AA210916 

418464 1759038_-2 R87580 

418556 1767865_-1 T02850 

422796 221500J AW897265 AW897274 AL1 19504 AW897275 AW897270 AW897312 AW897318 AW897317 AA317240 AW961361 

T06241 AA326794 AL1 381 30 AW407975 AW999277 

423780 231952J AA352013 AA330878 AA339379 AW965303 
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424585 


241151 1 


425275 


263712L1 


427980 


285225 1 


439872 


47823J 


442197 


535550J 


447B52 


73973J 


448422 


762770J 


453821 


974526.1 


454316 


1109350.1 


454613 


1226904.1 


454719 


1230546.1 


455144 


1254914.1 


455B18 


137219J 


455904 


1382290.1 


455916 


1382748.1 


455984 


1397288.1 



AA464840 AA34362B 

BE151551 AA373783 BE182852 BE008826 BE008827 BE008781 BE008699 

AA41B305A1264351 

T81058AL357200 T70270 

AW83791 2 AW837934 AA984475 AW997490 

AW504781 BE620394 

BE263813 BE253504 A1500202 BE251 145 

AW749983AL045823 

AW366144 AW366154 AW366142 AW366151 AW366140 AW366155 BE141715 BE141718 BE141698 

AW810814 AW810787 AW810854 AWB10773 AW810735 AW810785 AW81 0660 AW81 0834 AW810874 AW810723 

AW810881 AW810791 AW810544 AW810659 AW810676 

BE006547AW815578 AW815311 AW856304 

AW875942 AW858234 AW875938 AW875941 AW858235 AW875958 

AI733747AA129802 

BE156173BE156305BE156196 

BE156710 BE156726 BE156712 

BE177442 BE177439 BE177445 BE177440 BE177448 BE177444 BE177433 



TABLE 22C 

Pkey: Unique number corresponding to an Eos probeset 

Rer. Sequence source. The 7 digit numbers in this column are Genbank Identifier {GO numbers. 'Dunham I et aL" refers to the pubfcafton entitled "The DNA sequence of 

human chromosome 22/ Dunham I. et aL, Nature (1999) 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposition: Indicates nucleotide positions of predicted exons. 



Pkey 


Ret 


Strand 


NLposition 


400489 




Plus 


131475-131652 




9800107 


Minus 


124618-124B81 


400625 


7228177 


Minus 


117266-117441 


400632 


3S18355 


Plus 


72875-73447,75874-76425 


400637 


8894326 


Plus 


68901-69507 


400675 


R11R750 

O 1 IOI 


Plus 


11223-11816 


401007 


8117333 


Minus 


140821-141050 


401082 


3242744 


Plus 


22937-23494,27677-27958 


401223 


8099088 


Plus 


148940-150214 


401551 


8095896 


Minus 


189824-190728 


401577 


9280797 


Minus 


139377-139674,141195-141281,142217-142340 


401703 


4826475 


Plus 


135-1229 


402056 


8084234 


Plus 


207002-207288 


402100 


8117697 


Plus 


133649-133792 


402195 


7689778 


Minus 


147901-148884 


402275 


2935596 


Minus 


31065-31233,33680-33771,34345-34411,38890-39125,39779-39943 


402316 


7527774 


Minus 


10751-10919,18817-19052.22131-22328 


402358 


8886976 


Minus 


131788-132729 • 


402399 


1905915 


Minus 


24502-24666,24986-25102 


402426 


9796361 


Minus 


73590-73824 


402457 


9796782 


Minus 


16513-16577,16838-16926 


402520 


7596899 


Minus 


171761-171996 


402550 


7652009 


Minus 


80413-80673 


402741 


9212200 


Minus 


18603-18760,19719-19890 


402865 


9716300 


Plus 


3197-3429.3722-3914,5795-5987.6802-6961.8653-8815,9292-9660 


402959 


9368493 


Rus 


36729-37084 


403121 


9180223 


Plus 


40594258 


403368 


4388738 


Rus 


70288-70429,75165-75258 


403552 


6862638 


Minus 


117504-117662 


403731 


7543752 


Minus 


144000-144618 


404033 


8122195 


Rus 


7976-8156 


404111 


940873S 


Rus 


161506-161781 


404244 


5672609 


Minus 


98173-98517 


404282 


2276311 


Rus 


6150352205 


404597 


9958262 


Minus 


114359-114599 


404642 


9796810 


Rus 


102999-103145 


404654 


9797010 


Rus 


6275-6527 


404947 


7382205 


Rus 


29740-30105,30176-30412 


405100 


8076846 


Rus 


144114-144234 


405114 


8095938 


Minus 


97013-97560 


405228 


7248990 


Rus 


92234-95905 


405313 


3638954 


Rus 


6B924-69093 


405324 


3342751 


Minus 


5475-5677 


405479 


6453391 


Rus 


1668-1644 


405895 


7677903 


Minus 


66990-67484 


406059 


9103984 


Minus 


13856-14004 


406150 


9886026 


Minus 


59331-59701 


406535 


7711477 


Rus 


8313S-83362 



TABLE 23A: 626 genes upregulated tn uterine cancer relative to normal body tissues 

Table 23A lists about 626 genes upregulated In uterine cancer relative to normal body tissues that are likely to encode proteins amenable to modulation by small molecules, peptides, 
or antibodies. These genes were selected from 59680 probesets on the Eos/Affymetrix Hu03 Genechip array. Gene expression data for each probeset obtained from this analysis 
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was expressed as average intensity (PS), a normalized value reflecting the relative level of mRMA expression. The protein products of these genes often contain one or more domains 
indicative of have oncogenic function or of transducing intracellular signals, or of being modulatable by small moieades, peptides, or anybodies (e.g. pkinase, death-domain, 7tm, 
phosphatase, or ion ^transporter). Certain predicted protein domains are noted. 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar accession number. Gen Bank accession number 

UniGenelD: UniGene number . 

Pred.ProLDomains: Certain predicted protein domains. Abbreviations used: TM, transmembrane domain; SS, signal sequence; =Y, very fikety to contain; =M, 

Gkefy to contain; other protein domain abbreviations are from PFAM (Nucleic Acids Research, 2002, 30:275-260). 
UniGene TiQe: UniGene gene title 

R1 95th percentile of uterine cancer AJs divided by the 50th percentile of normal tissue Als, where (he 10th percentile of aD normal tissue Als was subtracted from 

both the numerator and denominator 

Pkey, ExAccn; UntgenelD; Un^ene Title; Pred.ProlDomains; R1 

428330; L22524; Hs.2256; matrix metato proteinase 7 (matrilysin, ; Peptidase M1 0;; 35.1 1 

420440; NM.002407; Hs.97644; mammaglobin 2; Uteroglobin; 22.80 

439335; AA742697; Hs.62492; NM_052863:Homo sapiens secrelogjobin, fa; noner, 21.66 

426723; NM.014420; Hs.159311; dickkopf (Xenopus laevis) homolog 4; none;; 21.11 

421481; AW391972; Hs.104696; WAA1324 protein; none;TM=M;SS=to; 2a20 

437938; A1950087; Hs.369628; gb^vqOScOlxl NCl_CGAP_Krd 1 2 Homo sapien; none,none; 19.83 

40S687; M31126; H&352054; matrix metalloproteinase 11 (strorndysin; hemopexin,Peptidase_M10;; 17.68 

446619; AU076643; Hs.313; secreted phosphoprotein 1 (osteoponSn, ; OsteoponGn;; 17.60 

418281; U09550; Hs.1154; oviductat glycoprotein 1. 120kD (mucin 9; Glyco hydro_18;TM=M;SS=M; 17.48 

431130; NMJJ06103; Hs.2719; HE4; epfcfioymfcwpecinc, whey-acidic pr; wap;TM=M;SS=Y; 16.59 

400301; X03635; Hs.1657; estrogen receptor 1; F^x,rwmione_rec,zMM,OesLrecep t adh transf,Thioesterase,ketoacyl- 

synLC^AA.E7,RFX_DNA L .binding;TM=M;SS=N; 16.11 
419356; AI656166; Hs.7331; hypothetical protein FU22316; Asparaginase Znone; 15.90 
433222; AW514472; Hs.238415; dickkopf (Xenopus laevis) homolog 4; none,PH04; 15.39 
417931; YV95642; Hs.82961; trefoil factor 3 (intesfinal); trefoil;; 15.39 

400284; ; ; NM_000125":Homo sapiens estrogen recepto; r^omwnejec^,OesLrecep;TM=M;SS=M; 15.23 
456662; NM_002448; Hs.1494; msh (Drosophila) homeo box homolog 1 {fo; homeobox,none; 1 5.04 
438817; AI023799; Hs.163242; ESTs; none.none; 1172 

453857; ALD80235; Hs.35861; Ras-induced senescence 1 (RIS1); none;TM=Y;SS=M; 13.67 
424687; J05070; Hs.151738; matrix metalloproteinase 9 (gela&nase B; fn2,hemopextn,Peptidase M10;; 13.51 
458627; AW088642; Hs.97984; SRY (sex determining region Y>box 17 (S; HMG box;TM=M;SS^N; 13.44 
410001; AB041036; Hs.57771; kallikrein 1 1; trypsin;TM=M;SS=M; 13.41 

421445; AA913059; Hs.104433; Homo sapiens, done 1MAG&4054858, mRNA; ion_trans,K_tetra,asp; 13.27 
449048; Z45051; Hs.22920; similar to S68401 (cattle) glucose indue; Lamp;TM=M;SS=M; 12.76 
436972; AA284679; Hs.25640; claudin 3; PMP2^aaudin;TM=Y;SS=M; 12.59 
450693; AW450461; Hs.203965; ESTs; Sema.ig.none; 12.52 

415457; AW081710; Hs.7369; Homo sapiens testes specific A2 homolog ; MORN,sugar tr;TM=Y;SS=M; 1Z46 

413719; BE439580; Hs .75498; small inducible cytokine subfamily A (Cy; ILfi;; 12.23 

431629; AU077025; Hs.265827; interferon, alpha-indueibte protein (cto; none;TM=M;SS=Y; 1109 

417389; BE260964; Hs.82045; midkine (neurite growtrhpromoting factor, PTN MK;TM=M;S&=Y; 12.08 

407786; AA68753B; Hs.38972; tetraspan 1; transmernbrane4;TM=Y;SS=M; 1 1.91 

444381; BE387335; Hs.283713; hypoihefcal protein BC014245; Collagen;TM=M;SS=M; 11.86 

446608; N75217; Hs.175622; ESTs; Arniadtflo.seg,HEAT^PBS;TM=M;SS=M; 11.72 

447835; AW591623; Hs.164129; ESTs. Weakly similar to 138022 hypotheli; none,UCLcon; 11.59 

420181; AI380089; Hs.158951; ESTs; none 1 ig,pkinase,LRR f LRRCT; 11.49 

451253; H48299; Hs.26126; claudin 10; PrVD^aaudm,Pepfidase_M1,l^^ 1 1.45 

453968; AA847843; Hs.6271 1; Kgh mobility group (nonhistone chromoso; HMG_.box.none; 1 1.42 

448133; AA723157; Hs.73769; folate receptor 1 (adult); Folate rec,MlP;TM=M;SS=M; 11.37 

421552; AF026692; Hs.105700; secreted frizzteckelated protein 4; F2.NTR; 11.08 

452367; U71207; H^29279; eyes absent (Drosophila) homolog 2; Hydrolase;; 11.01 

409745; AA077391; ; gb:7B14E12 Chromosome 7 Fetal Brain cDNA; 7^1^^HC4.fo3,SPRY,KRAB^C2H2,rve^B box;TM=Y;SS=M; ia95 

415138; C18356; Hs.295944; tissue factor pathway inhibitor 2; KunuXBPTI.none; 10.91 

416658; U03272; Hs.79432; fMin 2 (congenital contradural ara; EGF.TB.granulin.PSI.EB.TI L;TM=M;SS=M; 10.81 

41 1558; AA102670; Hs.70725; garnrna-aminobutyrfc acid (GABA) A recepto; Neur_chan.LBD,Neur_chan_memb;TM=Y;SS=M; 10.72 

438091; AW373062; Hs.351546; nuclear receptor subfamily 1, group I, m; hormone rec,zf-C4,none; 10.66 

425071; ML013S89; Hs.154424; delotfinase. iodolhyronine, type II; T4 deiodinase;TM=M;SS=Y; 10.65 

430832; AI07391 3; Hs.1 00686; ESTs, Weakry sirrflar to JE0350 Anterior ; none.none; 10.52 

451497; H83294; Hs.284122; Wnt Inhibitory factor-1; EGF.W1F;; 10.50 

421478; AI683243; Hs.97258; ESTs, Moderately similar to S29539 ribos; none,none; 10.50 

409231; AA446644; Hs.692; GA733-2 antigen; epithelial glycoprotein; thyrogtomilin 1;TM=Y;SS=M; 10.35 

443785; AW449952; Hs.190125; basic^iela^p^refix-PAS protein; HLHPAS;TM=M;SS=N; 10.34 

409142; AL1 36877; Hs.5075B;SMC4{stnicturdma^ tran,M,SMC N.SMC C,DUF164,none; 10.34 

431846; BE019924; Hs.271580; uroplakin 1B; transmembrane4;TM=Y;SS=M; 10.34 

415539; A1733881; Hs.72472; NAME OMITTED receptor kinase; pkinase AAvin recp,PDZ7U5,death; 10.31 

41 1274; NMJJ02776; Hs.69423; IcaDikrein 10; trypsin;TM=M;SS=N; 10.24 

423673; BE003054; Hs.1695; matrix metalloproteinase 12 (macrophage ; hemopexin.PepOdase M10;TM=M;SS=M; 10.24 
441377; BE218239; Hs.202656; ESTs; none,none; 10.17 

400292; AA250737; Hs.72472; NAME OMITTED ... receptor kinase; pkjnase,AcMi_recpPDZZU5.death; 10.17 

452594; AU076405; Hs.29981; solute carrier family 26 (sulfate transp; xan.urjermease.Sulfate.transp.STAS.HMG.box; 10.12 

429663; M68874; Hs.211587; phospholipase A2. group IVA (cytosoBc. ; C2,PLA2_B;TM=M;SS=N; 9.87 

41 3859; AW992356; Hs.8364; Homo sapiens pyruvate dehydrogenase kma; SAM PNT.none; 9.87 

4D8562; AI436323; Hs.31 141; roundabout (axon guidance receptor, Dros; ig,fn3;TM=M;SS=N; 9.86 

428970; BE276891; Hs.194691; rennoic acid induced 3 (RAIG1); metabo; 7tm_3;TM=Y;SS=M; 9.72 

438089; W05391; Hs.351546; nuclear receptor subfamily 1, group I, m; hormone rec,zf-C4,none; 9.68 

41 1089; AA456454; Hs.355702; cell division cyde 2-Bke 1 (PITSLRE pr; none.none; 9.53 

450451; AW591528; Hs.202072; ESTs; none.none; 9.53 

456062; AI866286; Hs.71962; ESTs, Weakfy similar to B36298 proline-r; none,none; 9.50 
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4181 13; AI272141; Hs.83484; SRY (sex determining region Y)-box 4; HMG^twrr^;TM=M;SS=N; 9.38 
412791; AI131 192; Hs.143199; ESTs, WeaWy similar to S72481 probable ; rjkinase,PBD,none; 9.35 
432435; BE218886; Hs.282070; ESTs; none,none; 9.35 T , fctee . . - ~> 
416530; U62801;Hs.79361;kaflikrein 6 (neurosin, zyme); irypsin;TM=M;SS=M; 9.^ 
439018; AW300887; Hs.26638; membrane-spanning 4^tomains, subfamily A; none;TM=Y;SS=M; 9.23 
445537;AJ245671; Hs.12844; EGF-like-domain. multiple 6; EGF.MAMr. 9.19 
41 0407; X6S839; Hs.63287; carbonic anhydrase IX; carb_anhydrase;TM=M;SS=M; 9.19 
41716ft R80137; Hs.302738; Homo sapiens cDNA: FU21425 fis. clone C; Suifate_transp.STAS,HMG_box; 9.17 
453459; BE047032; Hs.257789; EST s; none.none; 9.14 
431674; AA09B901; Hs.301642; G-protein coupled ^ecepton none.GCV^H^l 9.05 
418004; U37519; Hs.87539; aldehyde dehydrogenase 3 family, member ; aldedh;TM=M;SS-M, 9.00 
413278; BE5630B5; Hs.833; Inlerferon-stimulated protein, 15 kDa; ubiquity 8.93 
436954; AA740151; Hs.130425; ESTs; none.none; 8.91 ^ . _ 

420344; BE463721; Hs.97101; pulalive G protein-coupled receptor; Methyltransf.5;TM=Y;SS=M; 8.89 
425397! J04088; Hs.155346; topoisomerase (DNA) II alpha (170KD); DNAjyraseB r^top^solV.HATPase.c;; &85 
407792; AI077715; Hs.39384; putafive secreted Bgand homologous to f, none;TM=M;SS=Y; £80 
451027- AW519204; Hs.40808; Homo sapiens, Similar to RIKEN cDNA 2810; none,none; 8.79 
422809- AK0Q1379; Hs.121028; hypothefical protein FU10549; IQ;TM=M;SS=N; 8.72 

413385! M34455; Hs.840; inddean-ine-pyiTole 2.3 dioxygenase; IDO;TW=M;SS=H 8.70 nh^^TifeV^M: 8 69 

444784 D12485; Hs.11951; ectonucteoOde ^hospratase^hosphodi; Somalon^J.Endonud^ 8.69 
421502; AF111856; Hs.105039; solute carrier family 34 (sodium phospha; Ribosomal_l20,Na_R_cotrans;TM=Y,SS-N, B.b7 
437935- AW939591; Hs.5940; mucin 13, epithelial transmembrane; EGF.SEA;TM=Y;SS=M; 8.56 
408692; AL040127; Hs.34074; dipeptidylpepWase VI; DPPIV„NJerm,Peptidase_S9,none; 8.55 
414812; X72755- Hs.77367; monokine induced by gamma interferon; IL8;TM=M;SS=Y; 8.53 
428187; AI687303; Hs.285529; G protein-coupled receptor 49; 7tnLl.none; 6U9 
448672; AI955511; Hs.374290; ESTs; Rg_chan.ANFjeceptor,SBP^bac -3^Y;S^M; M4 
425776; U25128; Hs.159499; parathyroid hormone receptor 2; 7tm_2,HRM;TM=Y;SS-M; b.4U 
443425; AF098158; Hs.9329; chromosome 20 open readng frame 1; none;TM=M;SS=N; 8.40 
452093; AA447453; Hs.27860, Homo sapiens mRNA; cDNA DKF2p586M0723 (U^J.ncje: &33 
407894; AJ278313; Hs.41 143; phosphoinosifide-specHic phosphotipase ; C2.PVPLC-Y.PI-PLC-XJM-M.SS-N, 8.23 
409799; D11928; Hs.76845; phosphoserine phosphatase-like; Hydrolase;TM=M;SS=N; 8.21 
41 9508- AW997938; Hs.90786; ATP-binding cassette, sub-family C (CFTR; ABC.tran ABC„membrane;TM=Y;SS=M; B.20 
42444lj X14850; Hs.1 47097; H2A histone family, member X; Mstone,CBFD_NFYBJHMF;; 8.20 
408243' Y00787; Hs.624; mterteukin 8; HLH.PAS.IL8;TM=M;SS=N; 8.00 
415752; BE314524; Hs .78776; putative transmembrane protein; non ^f^^Jf^ 
422608- AW1 60644; Hs.1 18695; potassium voltage-gated channel, subfarm; ionJrans,KJetra,TM-Y,SS-N; /.ay 
43300l! AF217513; Hs.279905; clone HQ0310 PRO0310p1; none;; 7.95 

409549- AA159216; Hsl55505; hypothetical protein FU20442; Y_phosphatase,OSPc;TM=M;SS=N; 7.95 
424078; AB006625; Hs.139033; paternally expressed 3; zf-C2H2.KRAB.none; 7.86 
40 432179; X75208; Hs.2913; EphB3; EPHJbd.fn3,pkinase,SAr^TM=Y;SS=M; 7.85 7nivnj=M'QS=N' 7.H4 

424581; M62062; Hs.150917; catenin (cadherto-associaied protein), a; Vinculin.ONA_rigase_ZBD;TM=M.SS-N, 7.84 
420610. AI683183; Hs.99348; distal-tess bomeo box 5; homeobox;TM=M;SS=N; 7.81 
436856; A1469355; Hs.1 27310; ESTs; pkinase,rrm;TM=M;SS=N; 7.81 
411125; AA151647; Hs.68877; cytochrome b-245, alpha polypeptide; none;TM~Y; SS~M; 7 .80 
45 407811; AW190902; Hs.40098; cysteine knot superfamily 1, BMP antagon; TGF-bete,MN;; 7.78 

424399; AI905687; Hs.348419; A1905687;1L-BT095-1 90199419 BT095 Homo ; none;TM=M;SS=M; 7.65 
418836; A1655499; Hs.161712; ESTs; pkinase,Activinjecp 1 PDZZU5,death; 7.64 
435793; AB037734; Hs.4993; WAA1313 protein; none;TM=M;SS=N; 7.61 
426201; AW182614; Hs.128499; ESTs; SH3,none;7.59 
50 447400; AK000322; Hs.1 8457; hypothetical protein FU2031 5; zf-C3HC4;TM=Y;SS=M; 7.55 

410850; AW362B67; Hs.302738; Homo sapiens cDNA: FU21425 ns, clone C; SdfateJransp,STAS,HMG_box; 7.5b 
453464- A18B491 1; Hs.32989; receptor (calcitonin) activity modifying; none;TM=Y;SS=N; 7.54 
4171 1 5* AW952792; Hs.33461 2; small nuclear ribonucteoprotein pdypept; Sm.pkinase;; 7.52 
437897; AA770561; Hs.146170; hypothetical protein FU 22969; zH)HHC,none; 7.38 
55 44399V NM 002250; Hs.10082; potassium intermediate/small conductance; CaMBD.SrLchannd.ton ^s;TI*=Y;^M; 7.36 
414617- AI339520; Hs.288817; ESTs, Moderately similar to N Chain N. M; hexokinase.hexokinase2;TM=Y;SS=N; 7.35 
422017; NNL003B77; Hs.110776; STAT induced STATinhibitor-2; SH2;; 7.33 
424834" AK001432; Hs.153408; Homo sapiens cDNA FU10570 fis. clone NT; none,none; 7.30 
40904V AB033025; Hs.50081; Hypothetical protein, XPJ51860 (WAA119; none;TM=M;SS=M; 7.28 
60 417079 1 , 1)65590; Hs.81134; intedeuldn 1 receptor antagonist; IL1;; 7.28 ... . „ m-t^oo^ 7 n 

429170! NM.001394- Hs.2359; dual specificity phosphatase 4; Rhodaiiese i DSF^.Yj}hospr^ase,Rirx)somai33_N,T^M;SS-N; 7.28 
418506'; AA084248; Hs.372651; Unknown protein for MGC-.29643 (formerly ; none none; 7.27 
448913 : AA194422! Hs.22564; myosin VI; nwf-F^BP.pl^e.GS^^ 
C2H2,PHD,BTB.TFIISAT^hook,SAM;TM=M;SS=N; 7.26 

424317* AI865032; Hs.26017; ESTs; none,pkinase; 7.21 

410361* BE391804- Hs.62661; guanylate binding protein 1. Interferon-; GBP,GBP_C;TM=Y;SS=M; 7.21 
428450! NNU)14791;Hs.184339;KlAA0t75gene product; KA1.p»dnase;T^^SS=^7.14 
70 438707; L08239; Hs.5326; amino acid system N transporter 2; porcu; ACAT,MBOAT;TM=Y;SS=M; 7.05 
42301V NM_000683; Hs.123022; adrenergic, alpha-20, receptor 7tm_1;TM=Y;SS=M; 7.03 
435021! AA922192; Hs.73962; ESTs; EPK.Ibd,pWnase,m3,SAM,none; 7.02 
4461 63* AA026880; Hs.25252; prolactin receptor. none;NA;NA; 7.01 

447768 : X85400- Hs. 19520; FXYD domakM»ntaining ion transport reg; ATP1GVPULWAT8;TM=M;SS=N; 7.00 
75 439453; BE264974; Hs.6566; thyroid hormone receptor toteractor 13; AAA^BC_tran,CoaE;TM=M;SS=N; 6.99 
451035- AU076785; Hs.430; plaslin 1 (I isoform); efhand.CHAJapSn.N;; 6.99 
4503l!AF081513;Hs.25195;TGF-beto*^ Ti ^ oe u _ M 

424054- AA334511; Hs.26638; membrane-spanning 4-domains, subfamily A; none;TM=Y;SS=M; 6.93 
43251^ AI22131 1; Hs.130704; ESTs. WeaWy similar to BCHUIA S-100 pro; none,none; 6.93 
80 436481! AA379597; Hs.5199; HSPC150 protein similar to ubiquitifw»n; UCLcc^™-M;SS= ^N; 6.92 

419693- AA133749; Hs.301350; FXYD domainKWitaining ion transport reg; ATP1G1_PLM_MAT8;TM=Y;SS=M, 6.SZ 
437139! W73685- Hs.1 18513; ESTs, WeaWy similar to RTA RAT PROBABLE; 7tmJ;TM=Y;SS=M; 6.87 
418054; NM_00231B; Hs.83354; lysyl oxidase^ 2; SRCRLysyl_oxidase;TM=M;SS=M; 6.87 
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418203; X54942; Hs.63758; COC28 protein kinase 2; CKS;;6.86 

410467; AF102546; Hs.63931; dachshund (Orosophila) homolog; Sd_Sno;TM=M;SS=M; 6.86 

425247; NM_005940; Hs.1 55324; matrix metafloproleinase 11 (stromelysin; hemopexin.Peptidase M1(fc 6.85 

453064; R40334; Hs.89463; potassium large conductance cakaun>acti; none.none; 6.83 

452046; AB018345; Hs.27657; WAA0802 protein; none;TM=M;SS=N; 6.79 

417771; AA804698; Hs.82547; reCnoc acid receptor responder(tazaro; noncnone; 679 

422293; X94453; Hs.114366; pyrrdine-5-carbc*ylate synthetase {glut; alctedh T aakinase;TM=M;SS=N; 6.77 

431470; AA832417; Hs.139650; ESTs; nonejg,pkinase,LRR.LRRCT; 6.76 

418738; AW388633; Hs.6682; solute carrier femiJy 7, (cationic amino; none.none; 6.75 

418751; BE389014; Hs.372548; phosphoinosiUde-3-kinase, regulatory su; SH2^one; 6.74 

417886; AA214584; ; ESTs; SPW.7trnJ.ANFjeceptCf ( rone; 6.72 

412926; AI879076; Hs.75061; macrophage myristoylated alanine-rich C ; MARCKS- 6.70 

437960; AI66958S; Hs.369312; ESTs; none.none; 6.68 

428953; AA306610; Hs.348183; tumor necrosis factor receptor superfami; 60s_ribosornaI ( Ribosomal L10,TNFR_c6,OEAD- 6 66 
444006; BE395085; Hs.334762; type I transmembrane protein Fn14; Wl_recepLa,PKO.MHC l;TM=M;SS=Y; 6.65 
413040; AA193338; Hs.12321; sodium calcium exchanger; Na_Ca Ex;TM=Y;SS=M; 6.64 
449656; AA002008; Hs.188633; ESTs; PlP5K,none; 6.64 

447495; AW401864; Hs.18720; rjrogrammed cell death 8 (apoplosis-induc; pyr_redox;TM=M;SS=N; 6.62 

446063; A1720140; Hs.1 51 079; ESTs; ISK^Channel.none; 6.61 

424762; AL119442; Hs.183684; eukaryoCc translation initiation factor; none,none; 6.60 

421554; AW137676; Hs.97775; ESTs; none,none; 6.59 

418478; U38945; Hs.1174; cycOn^iependent kinase inhibitor 2A (me; ank;; 6.55 

424905; NMJJ02497; Hs.153704; NiMA (never in mitosis gene aHelated k; pkinase;TM=M;SS=N; 6.54 

448730; AB032983; Hs.21894; WAA1157 protein; PP2C;TM=M;SS=N; 6.54 

433577; AW007080; Hs.284192; ESTs; nonejione; 6.53 

^2627; BE336857; Hs.1 18787; transforming growth factor, beta-induced; Fasdcfm,ABCJr3i\ABC_rr^rjrane,GTP EFTU;TM=M;SS=M; 6.53 
442133; AW874138; Hs.1 2901 7; ESTs; type la transmembrane protein; LRR.LRRNT,LRRCT;TM=Y;SS=M; 6 52 " 
430259; BE5501B2; Hs.375142; RaiGEF-fike protein 3, mouse homolog; m3 1 RA t RasGEF;TM=M;SS=M; 6.52 
434263; N34895; Hs.79187; ESTs; ig,none; 6.49 

418322; AA284166; Hs.841 13; cycTin-aependeni kinase inhfoitor 3 (CDK; Y_phosphatase,DSPc;TM=M;SS=N; 6.48 
419942; U25138; Hs.93841; potassium large conductance caidum-acti; CaKB;TM=Y;SS=M; 6.47 
421064; AI245432; Hs.101382; tumor necrosis factor, atpha-mduced pro; none;TM=M;SS=N; 6 47 
432636; AA340864; Hs.278562; daudin 7; PMP22_Oaudin;TM=Y;SS=M; 6.45 

431685; AW296135; Hs.267659; vav 3 oncogene; CH l DAG„PE-rin<tPH l RhoGEF l SH2,SH3,DC1;TM=M;SS=N- 6 44 
428832; AA578229; Hs.324239; ESTs. Moderately simHar to ZN91 HUMAN 2; Osteopontin.none' 6 39 
436775; AA731111; Hs.372225; ESTs; nonejone; 639 

424343; AW956360; Hs.4748; adenylate cyclase activating polypeptide; 7tm_2,HRM,none; 6.37 
421071; AI311238; Hs.104476; ESTs, Weakly similar to CGHU1E collagen ; none;TM=Y;SS*M; 6.37 
438209; All 20659; Hs.61 11; aryl-hydrocarbon receptor nudear Iransl; HLH,PAS I IL8;TM=M;SS=N; 6.37 
438993; AA828995; ; gb:od77b08.s1 NCi_CGAPJ>v2 Homo sapiens ; EGF.metalthio jntegrin B,PS!,none- 6.27 
406400; ; ; kaffikretn 8 (neuropsin/ovasin) (KLK8); trypsm;TM=M;SS=M; 6.27 
429556; AW139399; Hs.314807; ESTs; none;TM=M;SS=N; 6.26 

409269; AA576953; Hs.22972; steroid 5 alpr&reductase 2-Eke; H5AR g; Steroid dh;TM=Y;SS=H 6.25 

435732; AF229178; Hs.1 23136; leudne rich repeat and death domain con; none.none; 6.24 

439568; AJ091277; Hs.302634; frizzled (Orosophila) homolog 8; FrizzIed,FzJtrn_2,toxin 2;TM=Y;SS=M; 6.24 

412276; BE262621; Hs.73798; macrophage migration inhibitory factor (; MlF^ugar tr.none- 6.23 

436961; AW375974; Hs.1 56704; ESTs; none,none; 6.23 

434808; AF155108; Hs.256150; NY-REN-41 antigen; none;TM=M;SS=N; 6.22 

440006; AK000517; Hs.6844; NALP2 protein; PYRIN-Contalning APAFWi; AAA.NB-ARC, PAAD_DAPIN" NA;NA; 6.20 

416224; NM_002902; Hs.79088; reticutocalbin 2, EF-hand catdum Kndin; ethand;; 6.20 

449027; AJ271216; Hs.22880; clpeptidytpepfidase HI; Pep8dase^M49 r EGF,ig,Meuregulin;TM=M;SS=N; 6.19 

418318; U47732; Hs.84072; transmembrane 4 superfamily member 3; transrnembrane4;TM=Y;SS=M; 6.19 

452551; L27071; Hs.29877; TXK tyrosine kinase; Beach,WD40,Sr^SH3,pkinase;TM=MSS=N- 6 14 

418969; W33191; Hs.28907; hypothetical protein FU20258; SH3;TM=M;SS=N; 6.12 

445462; AA378776; Hs.288649; hypothetical protein MGC3077; none;; 6.1 1 

456534; X91195; Hs.100623; phosphoEpase C, beta 3, neighbor pseudo; LlM.PDZ,pkinase;; 6.11 

449700; L02867; Hs.78358; paraneoplastic anfigen; none;TM=M;SS=N; 6.10 

428479; Y00272; Hs.334562; cell division cycle 2, G1 to S and G2 to; pkinase,lC^p10.ICE_p20;TM=M SS=M; 6 10 

41 6209; AA236776; Hs.79078; MAD2 (mitotic arrest defirieni. yeast h; HORMA;TM=M;SS=N- 6 09 

433159; AB035898; Hs.1 50587; kinesin-fike protein 2; bZIP.Wnesin;; 6.08 

432432; AA541323; Hs.1 15831; ESTs; ig,Sema,PSI,none; 6.07 

409619; AK001015; Hs.55220; BCU-assodated athanogene ^ BAG;TM=M;SS=M; 6 04 

412723; AA548459; Hs.335951; hypothetical protein AF301222; none;TM=M;SS=N; 6.03 

424273; W40460; Hs.144442; prraspholipase A2. group X; phosnp;TM=M;SS=Y; 6.03 

409430; R21945; Hs.346735; splicing factor, argmine/serine-rich 5; DSPcRhodanese^one; 6.00 

421143; AB024536; Hs.1 021 71; immunoglobulin superfamily containing le; lg,U^LRRNT,li^CT;TM=M:SS=M: 6 00 

4286n;AJ657119;Hs.351582;rjoporinl.can^^ " ' 

450098; W27249; Hs.8109; hypothetical protein FU21080; SET^fWND;TM=M;SS=N; 6.00 

410422; AL042014; Hs.63348; Homo sapiens, done MGG15203, mRNA, com; C1q,Collagenn 5.99 

419972; AUM1 465; Hs. 1 82982; g^lgin^7;iKme t none; 5.99 

421251; 228913; Hs.102948; enigma (UMdomain protein); UM,PD£ 5.97 

403362; ; ; NM_001615*:Homo sapiens acfin, gamma 2, ; actin;; 5.95 

451541; BE279383; Hs.^557; plakopMin 3; Armadillo seg;TM=M;SS=N; 555 

420253; AI656055; Hs.96200; neighbor of A-kinase anchoring protein 9; none;NA;NA; 5.93 

421506; BE302795; Hs.105097; mymidine kinase 1 , soluble; TK;TM=M;SS=N; 5.93 

450447; AF212223; Hs.25O10; hypothetical protein P15-2; NTF2;TM=M;SS=N; 5.92 

450747; A1064821; Hs.129953; ESTs. Highly similar to 1818357A EWS gen; rrm r zf-RanBP,GAS2; 5 92 

SH? ^SS??? : f te ' 2507: ^yd^^^arnine (serotonin) receptor; 7trrLl;TM=Y;SS=N; 5.90 
S^^? 5: Hs17466; retinoic a* "Sep** responder (tazaro; non^Tf^Y^S^ 5.89 
437952; D63209; Hs.5944; solute carrier famSy 1 1 {proton-coupled; none;TM=Y;SS=M; 5.89 
446291; BE397753; Hs.14623; interferon, garnma-inducible protein 30; QLT;TM=M;SS=Y; 5.89 
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453102: NWL007197; Hs.31664; frizzled (DrcsophBa) homolog 10; Fz.Fr^.7lm_iT^Y;^^87 
426761; AI015709; Hs.172089; PORIM1N Pn>oncosis receptor inducing me; ^™Tee^5Tre 
425367; BE271 188; Hs.155975; protein tyrosine phosphatase, receptor t none;TM-M;SS=Y; 5.85 
426108; AA622037; Hs.166468; programmed cell death 5; DUF122;TM=M;SS=N; 5.84 
450502; T08065; Hs.1 18262; ESTs; iOTjrans,ionJr3ns; 5.84 
442652; AI005163; Hs.201378; Homo sapiens cONA FU40427 fis; none;TM=M;SS=N; 5.83 

424917; A1636208; Hs.96901; hypolheBcal protein FU23049; nwTM^&=IJ ,5.83 - B3 

448569; BE382657; Hs.21486; signal transducer and activator oftrans; SH2.STAT ,ST AT^btnd, STAT_prot,TM-M,SS-N, 5.82 

42261fr BE300330; Hs.118725; selenophosphate synthetase 2; AIRS,AIR8_C;TM=M;SS=N; 5.82 ~nu aiew.tka=m-qq=m. <; ?q 

44513* AW157W6; Hs.198689; EST* dh^^ 5 " 79 
426215; AW9S3419; Hs.155223; stanwocatein 2; Stanwocaldn;; 5.78 
414482; S57498; Hs.76252; endolhelin receptor type A; 7tm_1;TM=Y;SS=M; 5.75 
414809; A1434699; Hs.77356; transferrin receptor <p90. C071); PA;TM=Y;SS=N; 5.74 
452683; AI089575; Hs.374574; progesterone membrane binding protein; homeobcoc.none; 5.72 
432201; A1538613; Hs.298241; Transmembrane protease, serine 3; WLiecepLa,trypsin;TM=Y;5S=M: 5.72 
429345; R1 1 141; Hs.199695; hypothetical protein; KJetra,SAM; 5.72 
449458; AI805078; Hs^08261; ESTs; Frizz!ed,Fz.none; 5.72 c ,< 

41 8526; BE019020; Hs.85B38; solute carrier family 16 (morrocartoxyiic; none;TM=Y;SS=M; 5.71 
418848! A1B209B1; Hs.193465; ESTs; PDZ,pkinase,none; 5.70. 

426227; U57058; Hs.154299; Human proteinase activated receptor-2 mR; 7tm_1;TM=Y;SS=Nt 5 69 
411190; AA306342; Hs.69171; protein kinase C-like % pHnasa.pWnase.CHR1 ;TM=M;SS=N; 5.69 
41 1263- BE297802; Hs.69360; Knesm-like 6 (mitotic centromere-assoc; Wnesta;TM=M;SS-N; 5.69 
445136 : A1348014; Hs.1 43949; ESTs, Weakly similar to Achaete-Scute ho; ton Jrare,ionJrans; 5.69 
409223; AA3 12572; Hs.352852; phosphoinositide-3-kinase. regulatory su; SH2.SH3.^(^,none; 5 i.67 
430016; NM_004736: Hs.227656; xenotropic and pdytropic retrovbus rec; SPX^XS;TM=Y;S^N; 5*6 
429638- A1916662; Hs.211577; HnecBn 1 (kinesin receptor); WJropornvosm^pa^ 5 - 65 
450334; AF035959; Hs.24879; phosphatide acid phosphatase type 2C; PAP2;TM=Y;SS*M; 5.64 
453950; AA156998; Hs.348037; eukaryotic translafon inifiation factor; none;; 5.64 
425889; M57414; Hs.161305; tachykinin receptor 2; 7tmJ;TM=Y;SS=M; 5.64 
30 432527; AW975028; Hs.102754; ESTs; none,none; 5.64 

441384; M447849; Hs.288660; retinoic acid induced 3; 7trru3,none;5.63 
419080; AW150835; Hs.18878; hypothetical protein FU21620; 20G-Fell_Oxy;TM=M;SS=N; 5.63 
447217; BE465754; Hs.17778; neuropflin 2; CUB.MAM,F5_F8_type_C;TM=M;SS=M; 5.61 
440422; AW452696; Hs.130760; myosin phosphatase, target subunit 2; BTB,Kelch,ar^none; 5.58 
35 431341- AA307211;Hs.251 531; proteasome (prc«)rne, rnacropain) subuniU proteases 
432805; X94630; Hs.3107; CD97 antigen; 7tnu2,EGF t GPS,Fec^TM-Y;S&=M; 5.55 
449230; BE613348; Hs.356392; melanoma cell adhesion molecule; ig 1 iswJh.Ribosomal_L6 1 F-box;TM=Y,SS-M I 5.55 
441607; NNL005010; Hs.7912; neuronal cell adhesion molecule; WD40,m3,ig;TM=M;SS-N; 5.54 
400303; AA242758; Hs.79136; U\M protein, estrogen regulated; none,none; 5.54 
40 434826; AF155661; Hs.22265; pyruvate dehydrogenase phosphatase; PP2C,none; 5.53 

404210; ; ; NM_005936:Homo sapiens rrryeloid/lymphoid ; FHA,PDZ,RA,DJUTM=M;SS=N; 5.53 

LZMldh C,CHAiP3;TM=M;SS=N; 5.53 
45 416084; L16991; Hs.79006; deoxymymidylate kinase (mymidylate kin; none.none; 5.52 

428667; AI375550; Hs.346868; nucleolar protein p40; homolog of yeast ; none.none; 5.51 

433907; AW296107; Hs.152686; ESTs; Armad3lo__seg,none; 5.50 

442821; BE391929; Hs.8752; transmembrane protein 4; none; 5.50 

422282; AF019225; Hs.1 14309; apoTipoprotein L; MotA_ExbB;TM=Y;SS= M; 5.49 
50 439820; AL360204; Hs.283853; Homo sapiens mRNA full length insert cDN; none,none; 5.49 

428771; AB028992; Hs.193143; WAA1069 protein; C2,FmC-Y,Pi^LC-X;TM=M;SS=N; 5.4B 

452256; AK000933; Hs.28661; Homo sapiens cDNA FU10071 fis, ctone HE; GDl,7tmJ,none; 5.48 

442013- AA506476; Hs.375009; Human DMA sequence from clone RP11-353C1; none,none; 5.48 

408056; AA312329; Hs.42331; ephrin^4; Ephrin;TM=M;SS=M; 5 47 
55 422765; AW409701; Hs.1578; baculoviral IAP repeat-containing 5 (sun BIR;TM=M;SS=N, 547 

420297- AI628272; Hs.128757; ESTs, WeaHy similar to ALU1_HUMAN ALU S; pkinaseJUDOf^none; 5.47 

428385! AF112213;Hs.184062;pin^veRab5^tera^ngprotem^ ^ lnnna .c £ c 

424517- AI539443* Hs 137447; Homo sapiens cONA FU12169 fis, clone MA; SH2,STAT,STAT_bmd,STATjirot,none,5.45 

441 560; F1 3385; Hs.7888; v-erb-a avian-erythroblastic leukemia vi; pWnase,Recep^Ldomaln.FurirMike,YLPjione; 5.44 
60 414883; AA926960; Hs.348669; COC28 protein kinase 1; CKS;; 5.43 

450402; BE218027; Hs.89969; ESTs; SH3,none; 5.42 

428484; AF104032;Hs.184801;sdutecarrier^ imtM-QfeN. 1 V 

aaj>ermeases 1 pyridoxal_(teC.bromodcfnam t W 
430696; AA531276; Hs.59509; ESTs; pkinase,PP2C,none; 5.42 m .ru^s s ^ * AO 

65 412350; A1659306; Hs.73826; protein tyrosine phosphatase, nornecept; Yj)hosphatase,Band_41,PD2;TM-M,SS=N. 5.42 
444783- AK001468; Hs.62180; anBfin (Drosophila Scraps homolog), act; PH,none; 5.41 
448379; AI097463; Hs.21035; KIAA1130 protein; none^ip; 5.41 
41 0082; AA081594; Hs.15831 1; Musashi (DrosophHa) homolog 1; rrm;TM=M;8S=N; 5.41 
411817- BE302900; Hs.72241; mitogen-activated protein kinase kinase ; pkinase;TM=M;SS=M; 5.40 

442875! BE623003; Hs.23625; Homo sapiens clone TCCCTA00142 mFWA sequ; ^DUF5^one; 5^8 

439963' AW247529; Hs.6793; platelet-activating factor acetylhydrola; PAF-AHJb,Upase_GDSL;TM=M;SS-N; 5.35 

450825- AC005954; Hs.25527; tight juncfion protein 3 (zona occhidens; PDZ,Guanylate_ldn; 5.34 
75 441031 ; A11 10684; Hs .7645; fibrinogen, B beta polypeptide; fibrmcsen_C,G-atoha,a^^^^ 5.33 

408369; R38438; Hs.118747; SLC15A2 Solute carrier family 15 (H^pep; PTR2;TM=Y;SS=H; 5.33 

435391*; AA704588; Hs.58934; ESTs; PIP5K.none; 5.33 

41 1779; AA292811; Hs.72050; norwnetastafic cells 5, protein expresse; NDK;; 5.33 

422170; A1791 949; Hs.1 1 2432; anti^erian hormone; TGF-betan 5.32 
80 447350; A1375572; Hs.172634; v-erb-a avian erythroblastic leukemia vt pidnase,RecepXdomain,Fura>like,YLP,none; 5.32 

449964; AW001741; Hs.24243; hypothelical protein FU 10706; pkinase;TM=M;SS=N; 5.31 

426427; M86699; Hs.169840; TTK protein kinase; pkinase;; 5.30 

430407; H23551; Hs.30974; ESTs; pkinase. PBD,none; 5.29 
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416847; L43821; Hs.B0261; enhancer of filamentaSon 1 (cas-fike do; SH3;TM=M;SS*N; 5.27 

425308; M97639; Hs.155585; receptor tyrosine kinase-Dke orphan rec; ig,krmgle,pkinase 1 Fz;TM=Y;SS=M; 5.27 

424595; ABQ20639; Hs.151017; estrogeiweJaied receptor gamma; hormone_rec,zf-C4;TM=M;SS=N; 5.27 

428013; AF151020; Hs. 181 444; hypolhelica) protein; none;TM=Y;SS=M; 5.26 

447384; A1377221; Hs.40528; ESTs; SH3,Sorb,none; 5.26 

441824; AB007871; Hs.7977; WAA041 1 gene product; SH3,RhoGAP;TM=M;SS=N; 5.26 

438493; A1130740; Hs.6241; phosphdnosifide^kinase, regulatory su; SH2.SH3,RhoGAP;TM=M;SS=N; 5.26 

428579; NM_005755; Hs. 184942; G protein-coupled receptor 54; 7tm_2,GPS;TM=Y;SS=M; 5.25 

414359; M62194;Hs.75929;cadherin11, type 2, 0&<^enn {osteob; (^henaCaoTierin C term;TM=Y;SS=M; 5.25 

426440; BE382756; Hs.169902; solute carrier family 2 (facilitated gju; sugar tr;TM=Y;SS=M; 5.24 

4271 57; 151 166; Hs.173824; wymine-DNA glycosytase; UDG;TM=M;SS=N; 5.24 

423685; BE350494; Hs.49753; uveal autoantigen with coiled coil domai; ffliKbZIP,M,DUF164,AlP3;; 5.23 

452721; AJ269529; Hs.301871 ; solute carrier fam3y 37 {gtyceroW-pho; MORN.sugar tnTM=Y;SS=M; 5.23 

427747; AW411425; Hs. 1 60655; serme/uireonine kinase 12; pkinase;TM=M;SS=N; 5.23 

417821; BE245149; Hs.82643; protein tyrosine kinase 9; cofitin.jADF;; 5.23 

412S07; L36545; Hs.73964; EphA4; m3,pkmase,SAM,EPHJbd;TM=Y;SS=M; 5.23 

426770; AI948618; Hs.150178; ESTs; SulfateJransp,STAS;TM=Y;SS=N; 5.23 

422583; M410506; Hs.27973; WAA0874 protein; ank,Galpha;TM=M;SS=N; 522 

414368; W701 71; Hs.75939; uridine monophosphate kinase; PRK,CoaE~ 522 

448093; AW977382; Hs.1 5898; £4-dienoyl CoA reductase Z peraxfeomal; adh short;; 5.21 

443646; AI0B5198; Ks.164226; Tnrombosrxmdin 1; EGF,tspJ,vwc,TSPN,tsp 3,none; 5.18 

45791 6; BE085271 ; Hs.8834; ring finger protein 3; pkinasejione; 5.1 8 

433933; AI754389; Hs.355397; Homo sapiens dona TCCOAD0164 mRNA sequ; none;NA;NA; 5.18 

435469; AK001455; Hs.5198; Down syndrome crifcal region gene 2; none," 5.17 

433662; W07162; Hs.150826; RAB25 RAB25. member RAS oncogene family; ras,ABC tranMTM=M;SS=M; 5.17 

45051 1; R07423; Hs.85092; thyroid hormone receptor interactor 11; Myosin taa.EGF; 5.16 

409132; AJ224538; Hs.50732; protein kinase, AMP-acfivated, beta 2 no; none;TM=M;SS=N; 5.15 

454438; AA224053; Hs.172405; cefl division cycle 27; SPRY,7tm 3.ANF receptor; 5.14 

41 3869; NM JJ0087B; Hs.75596; inteiteukin 2 receptor, beta; none;TM=Y;SS=M; 5.14 

422051; AW327546; Hs.11 1024; solute carrier family 25 (rmtochondrial ; rrrito carr;TM=M;SS=N; 5.14 

415474; NMJJ14252; Hs.78457; solute carrier famiry 25 (mitochondrial ; mito carr,TM=M;SS=N; 5.14 

411704; AI499220; Hs.71573; hypothetical protein FU10074; pkinase;TM=M;SS=N; 5.13 

42227B; AF072873; Hs.114218; frizzled (Orosophila) homolog 6; Fz,Frizzled,7tm_2;TM=Y;SS=M- 5.13 

4541 28; AL031 259; Hs.367900; programmed cell death 2; zf-MYND;TM=M;SS=N; 5.13 

431322; AW970S22; Hs.376626; gb:EST382704 MAGE resequences, MAGK Homo; none,none; 5.13 

444754; T83911; Hs.11881; transmembrane 4 superfamily member 4; none;TM=Y;SS=M; 5.12 

422867; L32137; Hs.1584; cartilage ofioomeric matrix protein (pse; tsp_3,EGF~ 5.12 

416498; U33632; Hs.79351; potassium channel, subfamily K, member 1; ion_trans;TM=Y;SS=M; 5.11 

436494; AA720997; Hs.12B295; ESTs; none,CAP^Y ( HCX)3_cotrarisp,Glyco hydro 63.PH; 5.11 

419833; AA251131; Hs.220597; Homo sapiens tryptophanyHRNAsynthetas; WHEP-TRS.bW-synUb.none; 5.10 

453387; AI990741; Hs.252809; ESTs; Na_Ca_Ex,none; 5.07 

413076; U10564; Hs.751B8; weel (S. pombe) homolog; pkinase;TM=M;SS=N; 5.07 

456906; AF1 17646; Hs.156637; Cas-8r-M (murine) ectropic retroviral tr, zraHC4,Cbl^N f Cbl_N2 1 CbLK3;TM=M;SS=N; 5.07 
438746; A1885815; Hs.1 84727; Human melanoma-associated antigen p97 (m; transferrin, Guanylate_kin PDZ.SH3* 5 07 
448520; AB002367; Hs.21355; doubtecorfin and CaM Wnase-fike 1; pkinase,DCX;TM=M;SS=N; 5.06 
413745; AW247252; Hs.75514; nucleoside phosphoryiase; Mtap_PNP;; 5.06 

407235; D20569; Hs.169407; SAC2 (suppressor of actin mutations 2, y; r»ne,Ribosorr^_S13,GalactosyLT^ip,adh short,zf-C3HC4; 5.06 

421369; NM_0050B9; Hs.171909; U2 small nuclear ribonudeoprotein auxfl; rrm,2f-CCCH,tec6n cintegrin B;TM=M;SS=N- 5 06 

412170; D16532; Hs.73729; very tow density lipoprotein receptor; ldLrecepLa,ltfl recepLb,EGF;TM=M;SS=M; 5.06 

442599; AF078037; Hs.324051; RelA-associated inhibitor; SH3,ank;TM=M;SS=N; 5.05 

421109; L32832; Hs.101842; AT-binding transcripfion factor 1; HMG14 17^wmeobo)uf-C2H2;TM=M;SS=M' 5 05 

453860; A1803166; Hs.135121; ESTs, Weakly similar to I38022 hypothefj; HSP70 none- 5 05 

431512; BE270734; Hs.2795; lactate dehydrogenase A; Wh,ldh_C,SH3,pkinase,UBA;TM=M;SS=N- 5 05 

435411; AW444519; Hs.138211; ESTs; none,pldnase; 5.04 

4190B8; A1538323; Hs.367688; Integral, beta 8; integrin.B.none; 5.04 

425003; AF1 19046; Hs. 154149; apim^ic/apyrirradinic endonuctease(APEX ; Troponin^xo_endoj)hos,lQ;TM=M;SS=N- 5.04 

428376; AF1 1 9665; Hs.1 8401 1 ; pyrophosphatase ("inorganic); Pyrophosphatase^* M;SS=N; 5.03 

413073; AL03B165; Hs.75187; transtocase of outer mitochondrial membn MAS20^A20,VPS9;TM=M;SS=M; 5 03 

436415; BE265254; Hs.343258; prdiferafion-associated 2G4, 38kO; Pepfidase_M24,Furirbeke,pkinase.Recep ^domain efhand- 5 01 

449674; AW444937; Hs.233482; ESTs; C2.PI-PLC-Y, Pl-PLC-Xnone; 5.01 .«wna.w» 

445333; BE537641; Hs.44278; hypothetical protein FU12538 similar to; ras.arf.TK;; 5.01 

4121 33; U83460; Hs.1 04557; solute carrier family 31 (copper transpo; none;TM=Y;SS=N; 5.01 

446488; AB037782; Hs.15119; WAA1361 protein; pkinase;; 5.00 

449474; AA019344; Hs.2055; ubiqiign-aclivating enzyme E1 (A1S9T an; TOF.UBACT.pkmase.UOUUCH-l ,rrm^C2HZzf-RanBP,G-pafch- 5.00 

416365; U15131; Hs.79265; suppression of tumorigenicity 5; DENN.dDENN,uDENN;TM=M;SS=N; 5.00 

421351; AU076667; Hs.103755; receptor-interacting serine-threonine W; CARD,pktoase;TM=M;SS=N; 4.99 

413219; AA878200; Hs.11&727; Homo sapiens cDNA FU 13692 fis, clone PU HLH,death,TNFR^c6^cyl-CoA^hydro- 4 98 

442007; AA301116; Hs.142838; ruKfeolar phosphoprotein Nopp34; rmtfRKr, 4.95 

441085; AW136551; Hs.181245; Homo sapiens cDNA FU12532 fis, done NT; nonejone; 4.95 

426310; NM-000909; Hs.169266; neuropeptide Y receptor Y1; 7tmJ;TM=Y;SS=M; 4.95 

45771 8; F1 8572; Hs.22978; ESTs, Weakly similar to ALU4.HUMAN ALU S; pWnase.pkinase; 4.94 

408805; H59912; Hs.48269; vaccinia related kinase 1; pkinase;TM=M;SS=N; 4.94 

427541 ; AI798983; Hs.375835; sorute earner family 35 (CMP-siattc ad; none,none; 4.94 

452792; AB037765; Hs.30652: K1AA1344 protein; 8itored;TM=M;SS=M; 4.93 

430713; AA351B47; Hs^642; eukaryoKc translation elongation factor; GTP EFTU.GTP EFTU D3.GTP EFTU D2"4J3 
444838; AV651680; Hs.208558; ESTs; integrin_A,FG-GAP,none; 4.93 " " " " 

It Hs161: C3dherin ^ ^ ] - N ^ adherin (neuronal; HrW,cadheri^Cadlierin_C_t£rm;TM=M;SS=N; 4.92 
421302; T34462; Hs.103291; neuriSn; none;TM=M;SS=Y; 4.91 

452291; AF0 15592; Hs.28853; COC7 (ceB division cycle 7, S. cerevisi; pkinase;TM=M;SS=N; 4.91 
408557; AA782601; Hs.378649; ESTs; B56,none; 4.91 

At 359 ^^: Hs.57664; Homo sapiens mRNA fuD length insert cON; IMPDH^CJMPDH N.CBS.integrin B.Ricin BJecfin-4 91 
421462; AF016495; Hs.104624; aquaporin 9; MIP;TM=Y;SS=M; 4.90 - . ,i«lpjwi.,«i 

424503; NMJKJ2205; Hs.149609; integrin, alpha5 (fforonecGn receptor^ integrin JVFGGAP;TM=Y;SS=N; 4.89 
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438554; AA381553; Hs.198253; mapr histocompatibility complex, class ; Ig.MHCJLatpha.none; 4.89 

427540: AF058293; Hs.180015; [Xiopachrome tautomerase; (X)X8,SHMT,MF t GSTj;.EF1Gjtom3fo.GST_N£^ 4.88 

434521; NM.002267; Hs.3886; karyopherin alpha 3 (tmporOn alpha 4); AnradiIlo_seg,IBB;TM^M;SS=N; 4.88 

414821; M63835; Hs.77424; Fc fragment of IgG, high affinity la re; lg;TM=Y;SS=M; 4.88 

4241 18; BE269041; Hs.140452; cargo selection protein {mannose 6 phosp; periBpirc 4.88 

410639; BE269047; Hs.65234; hypothetical protein FU20596; DEAD,hencase.C.PRK.AlP3;TM=M;SS=N; 4.87 

417089; H52280; Hs. 18612; Homo sapiens cDNA: FU21909 fis. done H; voltage_aC.CBS.none; 4.86 

429303; AW137635; Hs.4423B; ESTs, Weakly similar to S65657 atpha-1C-; Phwphoo1est,S<)m3lonTeojrLB t En(lonuctease.none; 4.86 

417666; A1345001; Hs.82380; menage a trots 1 (CAK assembly factor); rf-C3HC4;TM=M;SS=N; 4.88 

453854; AW021407; Hjl21068; hypothetical protein; noncnone; 4.86 

453082; H18835; Hs.31608; hypothefical protein FU20041; ion_trans;TM=Y;SS=M; 4.85 

413407; AI355293; HsJ5339; inositol polyphosphate phosphatase-IIke ; SH2,SAM,Exo_endo_phos;; 4.85 

417866; AW067903; Hs.82772; collagen, type W, alpha 1; (^lagen.(XlLfl,TSPN,tanimin_G I CorA;; 4.85 

435652; N32388; Hs. 334 370; uncharacterized hypothalamus protein HBE; none;TM=M;SS=N; 4.84 

419355; AA428520; Hs.90061; progesterone binding protein; herneJ;TM=Y;SS=K 4.83 

431441; U81961; Hs.2794; sodium channel, nonvottage^ated 1 alpha; ASC;TM=Y;SS=N; 4.83 

408983; NM.000492; Hs.653; cystic fibrosis transmembrane conductanc; ABC_tranABC_membrane > PRK,Bac_expofL3;TM=Y;SS=N; 4.83 

425465; L18954; Hs.1904; protein kinase C. iota; pJdnase f DAG_PE-bind,pkinase_COPR;TM=M;SS=N; 4.82 

435232; NMJW1262; Hs.4854; cycBn-dependenl kinase inhibitor 2C (p1; ank;TM=M;SS=N; 4.81 

424490; AJ278016; Hs.55565; ankyrin repeat domain 3; ank,pkinase;TM=M;SS=N; 4.81 

425743; BE396495; HS.15942B; BCU-associated X protein; Bd-2;TM=Y;SS=N; 4.81 

453354; W55946; Hs.234863; Homo sapiens cDNA FUI12082 fis, clone HE; transmembrane4.none; 4.81 

450883; NNL001348; Hs.25619; deauvassociated protein kinase 3; pMnase;TM=M;SS=N; 4.79 

429736; AF 125304; Hs.212680; tumor necrosis factor receptor superfami; TNFR_c6;TM=M;SS=M; 4.79 

431183; NNL006855; Hs.250696; KDEL (Lys-Asp-Gtu-Leu) endoplasmic retkr. ERjumenjeceptTM=M;SS=M; 4.79 

409960; BE261944; Hs.355264; hexokinase 1; none^ione; 4.78 

422795; AB033109; Hs.375610; WAA1283 protein; 7tm J ,kazal^2M^2M_N;TM=Y;SS=M; 4.78 
423619; T48691; Hs.249159; adrenergic. alpha-2A-, receptor; 7tmJ l 71m_2;TM=Y;SS=M; 4.78 
429305; AF095727; Hs.287632; myelin protein zero-like 1; lg.trarismembrane4;TM=Y;SS=M; 4.78 
427700; AA262294; Hs.180383; dual specificity phosphatase 6; Rhodanese.DSPc;TM=M;SS=N; 4.77 
447343; AA256641; Hs^36894; ESTs, Highly similar to S02392 alpha-2-m; none.none; 4.76 

444672; Z95636; Hs.11669; laminin. alpha 5; larrimn_EGF f latriiranJ3.EGF,TNF 4.76 

407722; BE252241; Hs.38041; pyridoxal (pyridoxine. vitamin B6) Wnas; pfkB;TM=M;S$=N; 4.75 

438330; AW450572; Hs.257316; ESTs; pkinase,zf-C4,ERM,CNH,none; 4.75 

410687; U24389; Hs.65436; rysyl oxidase-fike 1; LysyLoxidase;; 4.75 

411165; NMJW0169; Hs.69089; galactosidase, alpha; MetOriase;; 4.75 

425548; AA890023; Hs.1906; prolactin receptor, fn3;TM=Y;SS=M; 4.73 

434158; T86534; Hs.14372; ESTs; adenylatekinase,none; 4.73 

459035; AW291 109; Hs.332563; ESTs, Weakly similar to T3161 1 hypotheti; none,SH3 1 myosiruhead.lQ; 4.73 
409012; AL1 17435; Hs.49725; DKF2P434I216 protein; PH,RhoG£F;TM=M;SS=M; 4.73 
434503; T96231; Hs.17762; ESTs; SH3.Sorb.none; 4.73 

446342; BE298665; Hs.14846; solute carrier family 7 (cationic amino ; none;TM=M;SS=N; 4.72 
427418; AA402587; Hs.356667; LAT1-3TM protein; nene r none; 4.71 

449433; AI672096; Hs.9012; ESTs, Weakly simBar to S26650 DNA-bindi; Frizzled ( Fz,Frizz!ed ( Fz; 4.71 
41891 0; Z25821 ; Hs.89456; Homo sapiens. Similar to dodecenoyVCoen; ECH;; 4.70 

414907; X90725; Hs.77597; polo (Drosophia)-fike kinase; RtosomalJ^7ae,rjkiruBe,POLO^^ 4.70 

442199; BE277633; Hs.372542; etoposide-induced mRNA; none;TM=Y;SS=M; 4.69 

418870; AF147204; Hs.89414; chemoWne (C-X-C motif), receptor 4 (fus; 7tnU JtmJ;TM=Y;SS=M; 4.69 

453922; AF053306; Hs.36708; budding uninhibited by benzimidazoles 1 ; none;; 4.69 

418558; AW082266; Hs.86131; Fas (TNFRSF6>associated via death domai; death,DED;; 4.68 

434164; AW207019; Hs.148135; serineAhreonine kinase 33; pkinase;TM=M;SS=N; 4.68 

443323; BE560621; Hs.9222; estrogen receptor binding site associate; none;TM=M;SS=M; 4.68 

400288; X06256: Hs.149609; Wegrin, alpha 5 (fibronectin receptor.; mtegrinJ\,FG-GAP;T*4=Y;SS=N; 4.68 

418838; AW385224; Hs.3519B; ectonudeotide pyroprwsphalase/phosphodi; PhosphodiestTM=Y;SS=M; 4.67 

417426; NMJXJ2291; Hs.82124; laminin, beta 1; larrdnm_EGFJarninh_Nterm,htegrin_B;; 4.67 

425976; C75094; Hs.334514; NG22 protein; vrjrtageJXC;TM*Y;S$=M; 4.66 

407844; AW073716; Hs.8037; ESTs; transmembrane4.none; 4.66 

450656; AA010539; Hs.18912; unnamed protein product; zf-C2H2;; 4.66 

42031 1; AW445044; Hs.38207; Human DNA sequence from clone RP4-530115; none,none; 4.65 

404287; ; ; FGENESH predicted novel CUB-domain conta; none,none; 4.64 

452747; BE153855; Hs.61460; Ig superfamfly receptor LUIR; ig,Rhabd_glycop;TM=Y;SS=M; 4.63 

426680; AA320160; Hs.171811; adenylate kinase 2; adenylatekinase;TM=M;SS=N; 4.63 

430397; AI924533; Hs.105607; bicarbonate transporter related protein ; HC03_cotransp;TM=Y;SS=N; 4.63 

447556; NMJJ03726; Hs.19126; src toase-associated phosphoprotein of ; SH3,PH;TM=M;SS=N; 4.63 

414271; AK000275; Hs.75871; protein kinase C btnaing protein 1; brorrK)domain I PHD,FWP^MYND;TM=M;SS==N; 4.62 

429126; AW172356; Hs.99083; ESTs; 7tmJ,none; 4.61 

429150; AF1 20103; Hs.197366; smoothened (Drosophila) homolog; a)X8,SHMT,MIF,GSTj;EF1GJorr^.GSTA^ 
4.60 

409220; BE243323; Hs.51233; turner necrosis factor receptor superfami; TNFR.c6 1 death,Upoprotein_5 1 TIL;TW=Y;SS=M; 4.60 

421921; H83363; Hs^55993; translocase of inner mitochondrial membr, zfTfln10J>DP,efharri,CH,srjectto^ 4.60 

429083; Y09397; Hs.227817; BCL2-related protein A1; Bc«;TM=M;SS=N; 4.59 

400290; H18836; Hs.31608; hypothefical protein FU) 20041; none.Cys.knot 4.59 

430379; AF1 34149; Hs.240395; potassium channel, subfamily K, member 6; ion_trans;TM=Y;SS=M; 4.59 

409645; AI142265; Hs.55498; geranylgeranyl diphosphate synthase 1; por/preny1j>yntTM=M;SS=N; 4.59 

427373; AB007972; Hs.130760; myosin phosphatase, target subunit2; ank;TM=M;SS=N; 4.58 

437212; A1765021; Hs.210775; ESTs; UDPGT,none; 4.58 

430396; D49742; Hs^41363; hyaturonan-binding protein 2; an^death^U5,EGF,ldngle,trypsi^NebunaLIM;; 4.57 

452069; AB028949; Hs.183994; K1M1026 protein; Metallophos;TM=M;SS=N; 4.56 

416041; AA345547; Hs.53263; hypothetical protein FU13287; WD40;; 4.55 

434511; R28982; Hs.18106; ESTs; rJanase.Gryco_hydro_39; 4.55 

410174; AA306007; Hs^9461; DKF2P434C245 protein; none,DSPc; 4.55 

418758; AW959311; Hs.172012; hypothetical protein DKFZp434J037; pkinase.RI01;TM=M;SS=N; 4.55 

451367; AA923729; Hs^6322; cell cycle related kinase; pkinase;TM=M;SS=N; 4.54 
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5i2££ ^ 8212 * 514 v****** N>hoblast glycoprotein; IJ^RLRRNTXRRCT;TM=Y;SS=M; 4.54 
41 1296; BE207307; Hs.10114; growth suppressor 1; 20G^eH_Oxy;TM=M;SS=M; 4.53 
439975; AW32S081; Hs.6817; inosine triphosphatase (nucleoside triph; Hamlp Iite;TM=M;SS=N; 4.53 
431992; NMJJ02742; Hs.2891; protein kinase C, mu; pkmase,DAG PE-WPH;TM=M;SS=M; 4 53 
^02$ Hs ' 9216: caspasfi 7 * apoptosis-retated cysteine pr; pkinase.lCE j)10,ICE_p20;TM=M;SS=M; 4.53 

428005; AW302245; Hs. 1 81390; casein kinase 1, gamma 2; pkinase;TM=M;SS=N; 4.52 
407775; NMJ304914; Hs.38772; RAB38, member RAS oncogene famHy; ras,arf;TM=M;SS=N; 4.52 
435523; T62849; Hs.11090; membrane-spanning ^dornains, subfamily A; none;TM=Y;SS=M; 451 
447321; AW271217; Hs.281434; Homo sapiens cDNA FU14028 fis, done HE; noneJione; 4 51 
405484; ; ; C3002124':gqi2737280|retIXP 005682.2] k; none;- 4.50 
443605; H06865; Hs.134131; ESTs; efhand,ion_trans f none; 4.50 

431738; AW237726; Hs.288549; hypofiiefical protein RJ 14710; 7tmJ^HC4MSPRYJ<RAB^C2H2.rve^8 bcocTM=Y SS=M; 4 50 

4221 12; BE540240; Hs.1 11783; Lsml protein; Sm,BAG: 4.49 ' ^ 

418869; AW516565; ; gbocq01d05jc1 Soares.NHCeC.cervtcal tumo; noncRasGAP.WWJCfc 4 48 

447898; AW969638; Hs.112318; 6.2 krj protein; nona,none; 4.48 

450607; AL05Q373; Hs.25213; hypothefical protein; SH3;TM=M;SS=N; 4.48 

418918; X07871; Hs.89476; CD2 antigen (pSD), sheep red Wood cell ; ig;TM-Y;SS=M; 4 48 

«2S ^i 5062261 "S.153322; phosphrJipase C. epsikm; C2.PH,PI^C-Y,PI-PL(>X;TM=M;SS=Nt; 4.48 

426812; AF105385; Hs.172613; solute carrier family 12 (potassiumfchlo; none;TM=Y;SS=N; 4.47 

2S? Hs ' 318893: ESTs - WeaWv to A47582 B-ceO gr; FurMke.pWnase.Recep ljtom^YlP,none: 4.47 

435515; Y15065; Hs.4975; potassium voltage-gated channel. KQT-lik; tonJrans,KCNG1 channet;TM=Y;SS=N; 4.47 
427557; NMJJ02659; Hs.179657; plasminogen activator, urokinase recepto; UPAK_LY6,ET,PLA2Jnrr 4 47 
™J?> Hs.78452; general transcription factor OH, polype; PH04,UM;TM=M;SS=N; 4.46 

412760; AW379030; Hs.41324; ESTs; CbLN,C»_N2,CbLN3,UBA^raHC4,none; 4 46 

Sf H£. 10: Hs ' 3833; ^^adenosine 5^phosphosulfale sy; APS_l«nase^TP-sulfurylase,PRK.Trrymidylate kfar 4 46 
447434; R16890; Hs.1 37135; ESTs; pk)'nase t fn3,ig t pkinasa,m3; 4 45 ' P ^ ^ 

422010; AA302049; Hs.31 181; Homo sapiens cDNA FU23230 fis, done C; none,SDF.sugar tn 4 45 
414108; AI267592; Hs.75761; SFRS protein kinase 1; an^PH,Oxystero!3P lP idnase;TW=M;SS=N; 4.44 
225? i^Si? ^ Vita ? n D (1,25 * GvtoWtanto D3) re; honTOne.rec^,Metaltothioi;TM=^SS=N; 4.44 
22?SS CSS?? ^f? 7 * Homo Sapiens cDMA DKFZp434L0827 (f, ABC_tran^^membrane;TM=M;SS=M; 4.44 
4081 13; T82427; Hs.194101; Homo sapiens cDNA: FU20869 fis, clone A; 7tm_3,none; 4 44 
435823; AW749865; Hs.1 1 7077; ESTs, WeaWy similar to 138022 hypothefj; aa_permeases^ 

450505; NM.004572; Hs.25051 ; ptakophffin 2; ArmadBlo seg;TM=M;SS=N- 4 43 

437915; A1637993; Hs. 20231 2; Homo sapiens done N1 1 NTera2D1 teratoca; none,none- 4 43 

417412; X16896; Hs.82112; interteukin 1 receptor, type I; ig,T1R;TM=M;SS=M; 4.43 

445033; AV652402; Hs.72901; cycfin-dependent kinase inhibitor 2B (p1; ank;; 4.43 

VJSll' " s - 67846 - immunc^obuWke receptor. ; inositoI_P,ig;TM=M;SS=N; 4.43 

452124; AA454220; Hs.61 170; ESTs; pkinase.none; 4.43 

422599; BE387202; Hs.118638; noiHnetastatic cells 1, protein (NM23A) ; NDK,PH,Oxysterol BP;; 4.42 
416202; AW964492; Hs.169624; ESTs; none;TM=M;SS=N; 4.42 
441518; AW161697; Hs.294150; ESTs; Yj)hosphatase.DSPc,none: 4.42 

441680; AW444598; Hs.7940; RAP1, GTP-GDP dissociation sCmulator 1; Armadillo seg;TM=M;SS=N; 4.42 
431429; AF072813; Hs.252831; reticulon 3; ReDculon.Fz.lg,ldngIe,pkinase;TM=Y;SS=N; 4.42 

^2 5!E££! : ^'^"?™ sapiens FU23173 fe - donfl L: R^JntegrinJWF; 4.41 
421242; AW161386; Hs.13561; hypothetical protein MGC4692; none;NA;NA; 4.41 
456362; AW973003; Hs.179909; hypothetical protein FU22995; none;TM=M;SS=N- 4 41 
419073; AW372170; Hs.183918; Homo sapiens cDNA FU12797 fis, done NT; death,ZU5;- 4 41 
43221 1; BE274530; Hs.273333; hypothefical protein FU109B6; FGGY QTM=M;SS=N; 4.41 
413357; NMJJ06517; Hs.75317; sorute carrier famBy 16 (rrraiccarboxyfic; sugar tnTM=Y;SS=N- 4 41 
458097; AW341135; Hs.58104; ESTs; none,SH3,P1D; 4.40 

iSif BE407379; Hs - 10808 ^ ESTs, Weakly similar to T31636 hypotheti; C1q,Collagen;TM=M;SS=Y; 4 40 

*^ 1 Hs 9683: Dnai (Hsp40) homolog, subfamily C. membe; rrm ( DnaJ,TPR;TM=M;SS=N; 4.40 
7?;]°^ AW005505; Hs.5464; thyroid hormone receptor coacfivating pn broirodomain;TM=M;SS=N; 4.39 
453891; AB037751; Hs.301242; Homo sapiens mRNA full length insert cDN;noneJwne- 4 39 
442572; A1001922; Hs.135121; hypothetical protein FU22415; none,HSP70- 4 39 
427337; Z46223; Hs.176663; Fc fragment of IgG, tow affinity Hlb. r; ig;TM=Y;SS=M; 4 37 
445817; NM_003642; Hs.13340; histone acetyltransferase 1; none;TM=M;SS=N; 4.37 
444895; AI674383; Hs.22891; solute carrier family 7 (cationic amino ; ASC.dealh.TNFR c6* 4 37 
408912; AB01 1084; Hs.48924; KIAA0512 gene product; ALEX2; Armadillo seg;TM=M;SS=M ; 4 37 
432106; N58323; Hs.269098; ESTs, Weakly similar to RETROVIRUS-RELAT; SH3,P0Z,Guanyi'ate kin none; 4 37 
418283; S79895; fe.83942; cathepsin K ( W cnooVsostosis^ ^ J«M«*«# 

Homo sapiens mRNA; cDNA DKFZp586D0918 (f; ig l tsp_1^iJ5,NudeosUe_tran; 4^7 
VnZrZ' H 601 Hs - 82829 ^ tyrosine phosphatase, non-recept; Yj)hosphatase;TM=Y;SS=N; 4.36 
400257; ; Hs.76366; ENSP00000000452:BAD protein (Ba-2 bindi; none;TM=M;SS=N- 436 
431476; BE612705; Hs.256697; rustidine triad nudeofide-binding prote; HIT;; 4.36 ' 
41617^ AJ808527; Hs.1 92822; serologfcafiy defined breast cancer anfi; none;TM=M;SS=N; 4.36 
456629; AW891 965; Hs.367942; histone deacetylase 3; HSP90,HATPase c^C2H2.PHD none; 4 36 
' tlVol^ Hs - 180446 « karyopherin [irnporfin) beta 1; AmiadiIlo_seg7HEAT;TM=M;SS=N; 4.35 

420261. AW206093, Hs.748; fibroblast growth factor receptor 1 (fms; pkinasaiq pkinase iq d450 SET PWWP* 4 35 
44^26; AF054284; Hs.334826; slicing factor 3b, subunit 1, K^L^S^T ' 
410726; AI623859; Hs.15936; ESTs; pkinasejiro_isomerase,none; 4.35 
433996; AW135357; Hs.192374; ESTs; HSP90,HATPase c.UDG; 4.34 

^Sl^; 34361 in oral cancer (mouse « tamota B) : none;TM=M;SS=N: 4.34 
437103; AW139408; Hs.152940; ESTs; Chofine.kinase,none; 4.34 

iiSSS^SS?* Hs ' 58435: FYI ** tafln a P"^ (FYB.12O/130); SH3;TM=M;SS=N; 4.34 

"s- 177415 : RnkeLBiskis-RelBy murine sarcoma viru; ubiquiBn;TM=M;SS=N; 4.33 

^ 7 " 1 , 7 ; * hypothefcal protein MGC:5244,; abhydrolase.2;TM=M;SS=M; 4.33 

a^ 731: Hs - 3230 "-. ESTs; rcne.pkinase^ctivirurecp; 4 J3 
424893; AW2951 12; Hs.153648; Homo sapiens cDNA FU13303 fis. done OV; SAM;; 4.33 
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444B84; N263S2; Hs.11615; map kinase phosphalase^lite protein MK-S; DSPc;TM=HSS=N; 4.33 
429655; U48959; Hs.211582; myosin, Sght polypeptide kinase; pkinase,fn3,ig.none; 4.32 
409121; AA902256; Hs.78979; Gdgi apparatus protein 1; cys rich.FGFR.none; 4.32 
430280; AA361258; Hs.237868; interteukin 7 receptor; fn3,none; 4.32 

423798; AF047033; Hs.132904; solute carrier family 4, sodium bicarbon; HCX)3.cotransp;TM=Y;SS=M; 4.29 

425S54; AB033022; Hs.158654; KIAA1 196 protein; zf-C2H2;TM=M;SS=N; 4.29 

457500; NM .002759; Hs.274382; protein kinase, interferon-inducible dou; dsm\p)dnase;TM=M;SS=N; 4.29 

427127; AW802282; Hs.22265; pyruvate dehydrogenase phosphatase; PP2C,none; 4.29 

447191; NMJM4521; Hs.17667; SHWomain bincfng protein 4; SH3;TM=M;SS=N; 4.29 

408331; NMJW7240; Hs.44229; dual specificity phosphatase 12; DSPc;TM=M;SS=N; 4.29 

441 130; AI160734; Hs.267604; Homo sapiens PNAS-129 mRNA, complete cds; BTB.Kelch, K Jefra,DSPc;TM=M;SS=N; 4.28 

430057; AW450303; Hs.2534; bone morphogenetic protein receptor, typ; Acfiviruecp,pkinase;TM=Y;SS=M; 4.28 

430250; NNL016929; Hs.283021; chloride intracellular channel 5; none;TM=M;SS=N; 4.28 

40S774; AW518383; Hs.177592; ribosomal protein, large. PI; 60s_rtbosomarr. 4.28 

413809; L25851; Hs.B51; integrin, alpha E (antigen CO103, human ; vwa,integrmJ\.FG^AP;TM=M;SS=Y; 4.27 

443980; AI093577; Hs.255416; hypothetical protein RJ21986; TT^TM=M;SS=N; 4.27 

427378; BE515037; Hs.177556; melanoma antigen, family D, 1; MAGE;TM=M,SS=N; 4.27 

412204; AI125507; Hs.24937; ESTs; ig.rrm.none; 4.26 

439506; AI361238; Hs.41136; ESTs; MAM,pkinase,NucleopIasmin,none; 4.26 

451295; AI557212; Hs.17132; ESTs, Moderately similar to 154374 gene ; pkinase.DAG_PE-bind.pkinase_C,OPR,none; 4.26 
452488; N74921; Hs.184389; ESTs; none;TM=M;SS=N; 4.26 

450973; AF012072; Hs.25732; eukaryotic translation initiation factor, W2.MA3,M!F4G;TM=M;SS=N; 4.26 
452437; AA026237; Ks.181272; ESTs; efhand,ion_trans r rwne; 4.26 
438204; A1589645; Hs.128690; ESTs; none,7tmJ;4.25 

424756; AW504657; Hs.152931; lamin B receptor; ERG4_ERG24,FK8P;TM=Y;SS=N; 4.25 

430570; AI417881; Hs.292464; ESTs; 7tmJ2,Fz,Frizzled,none; 4.25 

445709; H02592; Hs.74280; ESTs; PDZ,none; 4.25 

428134; AA421773; Hs.161008; ESTs;ArrnadiTloj5eg,none; 4.24 

434149; Z43829; Hs.244624; hypotheficaJ protein MGC5469; none;TM=M;SS=M; 4.24 

425118; AU076611; Hs.154672; methylene tetrahydrofolate dehydrogenase; myb_DNA- 

bintfng,THF_DHGJ*H,THFJ)HGJ^C,CAPJ3tf 
433376; AI249361; Hs.74122; caspase 4, apoptosis-related cysteine on CARD.ICE_p10.ICEj)20;; 4.24 
447818; W79940; Hs.355279; Homo sapiens done 24670 mRNA sequence; none,pkinase; 4.24 
450684; AA872605; Hs.25333; interteukin 1 receptor, type II; ig;TM=Y;SS=M; 4.23 
435542; AA687376; Hs.351226; ESTs; SH34g,pWnase,PH,spectrhRhoGEF,none; 4.23 
426224; BE085860; Hs.374468; karyopherin (imporSn) beta 2; Armadilto_seg,HEAT;TM=M;SS=N; 4.23 
413284; AU077055; Hs.289107; baculoviral IAP repealKX)ntaining 2; zf-C3HC4,CARD.BlR f death t ig;TM=M;SS=N; 4.22 
421917; AB028943; Hs.109445; KIAA1020 protein; BTB^f-C2H2,Pl3.PI4_kinase,PI3Ka;TM=M;SS=N; 4.22 
431239; AL039971; Hs.251216; hypothetical protein DKFZp434A196; SH2.ank.WH2n 4.22 
419685; W76083; Hs.134185; ESTs; none;TM=M;SS=N; 4.22 

431630; NM_002204; Hs.265829; integrin, alpha 3 (antigen CD49C, alpha ; FG^AP,Rhabd _glycop.integrin^A;TM=Y;SS=M; 4.22 
425177; AF127577; Hs.155017; nuclear receptor interacting protein 1; none;; 4.21 
422219; AW978073; Hs.1010; regulator of mitotic spindle assembly 1; pkinasejione; 4.21 
450746; D82673; Hs.278589; general transcription factor II, i; none.SH3.PX; 4.21 
428023; AL038843; Hs.374530; Homo sapiens cDNA: FU23602 fis. clone L; 

aaj)ermeases,pyridoxaLdeC t bromodc>main,PHD,M^^ 4.21 
416907; W60909; ; gb:zd29g10.s1 SoaresJetaLhearLNbHH19W; ionjrans,none; 4.21 
411768; NM.013371; Hs.71979; interteukin 19; 1110;; 4.21 
425262; D87119; Hs.155418; GS3955 protein; pkinase;; 4.21 

430035; NMJJ03463; Hs.227777; protein tyrosine phosphatase type IVA, m; Yj3hosphatase.DSPc;TM=M;SS=N; 4.21 

41 17B9; AF245505; Hs.72157; Adlican; ig,LRR,LRRNT,LRRCT;TM=M;SS=M; 4.15 

416636; N32536; Hs.42645; solute earner family 16 (monocarboxySc; none,none; 4.14 

419452; U33635; Hs.90572; PTK7 protein tyrosine kinase 7; ig,pkinase;TM=Y;SS=M; 4.13 

431745; AW972448; Hs.163425; Novel FGENESH predicted cadherin repeat ; none.none; 4.10 

416965; N26223; Hs.160436; MDAG1; none;NA;NA; 3.94 

426890; AA393167; Hs.41294; ESTs; none,none; 3.88 

442438; AA995998; Hs.370007; gb:os26b03.s1 NQ_CGAP_Kid5 Homo sapiens; nooe.DMAjx>LB ( DNA_poi3_exD; 3.86 
412314; AA825247; Hs.356084; downstream of: G protebwoupled recepto; 7tmJ;TM==Y;SS=M; 3.84 
448243; AW369771; Hs.367688; integrin, beta 8; integrin_B,none: 3.64 

439318; AW837046; Hs.6527; G proteitvcoupled receptor 56; 7tm_2,CytC_asm,GPS;TM=Y;SS=M; 3.61 
415999; AA172179; HJL294029; ESTs; none.none; 3.60 
429466; M85835; Hs.12827; ESTs; none.none; 3.45 

407853; AA336797; Hs.40499; dickkopf (Xenopus laevis) homolog 1; none;TM=M;SS=Y; 3.34 
400517; ; ; lengsin; none;TM=M;SS=N; 3.17 

439180; AI393742; Hs. 199067; v-ert>b2 avian erythroblastic leukemia v; Rin^ike.pldnase,RecepJ^domain,Furin-^ 2.88 
426158; NM_001982; Hs.199067; v-erb-b2 avian erythroblastic leukemia v; Furin^,pkinase,RecepJ^aV)rnam p Furin^ 2.84 
414521; D26124; Hs.76307; neuroblastoma, suppression of tumorigeni; DAN;TM=M;SS=M; 181 
424522; AL1 34847; Hs.149957; ribosomal protein S6 kinase, 90kD, polyp; pWnase,pkinase„C;; 2.70 
438167; R28363; Hs.24286; chemokine binding protein 2 (CC8P2), mRN; none;TM=Y;SS=M; Z68 
418888; AU076801; Hs.89436; cadherin 17, U cadherin (Tiver-intestin; cadherin;TM=Y;SS=M; 2.17 

TABLE 23B 

Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 

Pkey CAT Number Accession 

409745 MH1944_5 B1030997 AA921874 AW188822 BI027862 AI347618 AI361453 AI088754 AW207491 AA077391 BG01 2775 BG997382 AA286833 AA150722 BI007625 
BI027864 BI009100 BI006275 BI006270 BT031000 BI029864 B1006277 BI007627 BI006266 BI006991 BI006990 BI007763 B1007762 BG997377 AA150780 B1033518 
BI02781B BG0157B9 BI033807 AA341445 

417886 1031334J AA21 0987 D57294AA21 4584 AA207006 D56572 

438993 2580163J A1926361 AA834879 AA828995 
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418869 1Z789J4 AA229762AA230035 

416907 1112245.1 W60909 W61051M78905BG959483 

TABLE 23C 

Pkey: Unique number corresponding to an Bos probeset 

Ret Sequence source. The 7 digit numbers in this column are Genbank Identifier (G!) numbers. "Dunham!. etaL' refers to the puhGcaOon enfifled The DNA 

sequence of human chromosome 22/ Dunham L et a!., Nature (1999) 40*489-495. ^ 0060 1 

Strand; Indicates DNA strand from which exons were predicted. 

NLpoafion: Indicates nucleotide posffions of predicted exons. 

Pkey Ref Strand NLpositbn 

406400 9256298 Rus 1553-1 71 2,1 878-2140,4252-4385. 5922-S077 

403362 8571772 Rus 64099-64250 

404210 5006246 Rus 169926-170121 

404287 2326514 Rus 53134-53281 

405484 5922025 Rus 199214-199579,199672-199920,2)0262-20049 

400517 9796686 Minus 49996-50346 



TABL£ 24A: 571 GENES UP-REGULATED IN HEAD AND NECK TUMORS COMPARED WITH NORMAL BODY TISSUES 

HS? r^ n ^l 5?1 S Tn 0 UHe9Ufated i! ^ ^ktumors compared with normal body (issues. These genes were selected from 59680 probesets on the Eos/Affymetnx 
!^oS P eSicn " ^ ^ ""^ ** 35 aVen3ge " tensily (A} >" a r^ec^^S; 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigeneJD: Unigene number 

Unigene Title; Unigene gene title 

51i 70th percenfle of Al for head and neck cancer samples vs. the 60th percentile of the Al for normal body tissues 



Pkey 


ExAccn 


UnigenelD 


421155 


H87879 


Hs.1 02267 


452401 


NMJM7115 


Hs.29352 


434377 


ftvv i J/ lie: 


HS.JUD03J 


438274 


AI918906 


Hs.55080 


401486 






446999 


AA15152Q 


Hs.334822 


423887 


AL080207 


Hs.134585 


419569 


A1971651 


Hs.91143 


428505 


AL035461 


Hs.2281 


420602 


AF060877 


Hs.99236 


445019 


AI205540 


Hs.281295 


452281 


T93500 


Hs.28792 


449722 


BE280074 


Hs.23960 


423575 


C18863 


Hs.163443 


4240B6 


AI351010 


Hs.102267 


447078 


AW885727 


Hs.301570 


429597 


NNL003816 


Hs.2442 


409506 


NM.006153 


Hs.54589 


426471 


M22440 


Hs.170009 


413268 


AL039079 


Hs.75256 


419948 


AB041035 


Hs.93847 


451807 


W52854 


Hs.27099 


442875 


BE623003 


Hs.23625 


452795 


AW392555 


Hs.18878 


420931 


AF044197 


Hs.100431 


416283 


NM,005429 


Hs.79141 


450221 


AA328102 


Hs.24641 


449101 


AA205847 


Hs.23016 


442611 


BE077155 


Hs.177537 


43B533 


AJ440266 


Hs.1 70673 


414132 


AI801235 


Hs.48480 


447164 


AF026941 


Hs.17518 


402047 


AK001921 


Hs.169575 


414972 


BE263782 


Hs.77695 


452943 


BE247449 


Hs.31082 


416661 


AA634543 


Hs.79440 


427099 


AB032953 


Hs. 173550 


449318 


AW23S021 


HsJ8531 


418345 


AJ001696 


Hs.241407 


415076 


NM.000857 


Hs.77890 


414142 


AW368397 


Hs.150042 


432865 


AI753709 


Hs.152484 


431808 
411750 


M30703 


Hs,270833 


BE562298 


Hs.71827 


418612 


AB037788 


Hs.224961 


438394 


BE379623 


Hs.27693 


452198 


AI097560 


Hs.61210 


423020 


AA383092 


Hs.1608 



Unigene Title 
lysyi oxidase 

tumor necrosis factor, alpha-induced pro 
Homo sapiens cDNA RJ11382 6s, done HE 
ESTs 

hypothetical protein MGC4485 
DKF2P434G232 protein 
jagged 1(AlagHle syndrome) 
chroniogranin B (secretograntn 1) 
regulator of Gfrotein signalling 20 
ESTs 

Homo sapiens cDNA FU11041 fe, clone PL 
cycEn B1 

Homo sapiens cDNA FU11576 fis, done HE 

fysyl oxidase 

ESTs 

a disintegrin and melalloproteinase doma 
NCK adaptor protein 1 
transforming growth factor, alpha 
regulator of G-protein signalling 1 
NADPH oxidase 4 

hypothetical protein FU23293 simflar to 

Homo sapiens done TCCCTA00142 mRNA sequ 

hypolhefical protein FU21620 

small indutibte cytokine B subfamily (Cy 

vascular endothelial growth factor C 

cytoskeleton associated protein 2 

G protein-coupled receptor 

hypothetical protein DKFZp761B1514 

ESTs, Weakly similar to T24832 hypoihefi 

Homo sapiens cig5 mRNA, partial sequence 
hypothetical protein MGC2550 
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441801 


AW242799 


Hs.86366 


ESTs 


140.00 


423536 


L22075 


Hs.1665 


guanine nudeofide binding protein (G pr 


2.45 


410153 


BE311926 


Hs.15830 


. hypothetical protein FU 12691 


58.00 


400409 


AF153341 


Hs.283954 


Homo sapiens winged helix/forkhead trans 


1.17 


452316 


AA298484 


Hs.61265 


ESTs, Moderately similar to G786_HUMAN P 


0.86 


427587 


BE348244 


Hs.202628 


ESTs. Weakly similar to 178885 serine/th 


0.91 


451161 


AA211329 


Hs.26006 


hypothetical protein RJ10559 


1.00 


453204 


R10799 


Hs.191990 


ESTs 


1.13 


437240 


AA747537 




gbm85c05^1 NQ_CGAP_GCB1 Homo sapiens 


1.00 


405531 






0.92 


440249 


•AI246590 


Hs.337275 


ESTs 


1.32 


426783 


219084 


Hs.172210 


MUF1 protein 


1.17 


434192 


AW387314 


Hs.34371 


ESTs 


1.00 


.407881 


AW072003 


Hs.40968 


heparan sulfate (glucosamine) 3-O-sulfot 


87.14 


402001 






37.00 


433967 


AF1 13018 


Hs.284302 


PR01621 protein 


1.00 


451592 


AI805416 


Hs.213897 


ESTs 


10.00 


422170 


AI791949 


Hs.112432 


anIi-Mullerian hormone 


0.67 


408947 


AL080093 


Hs.49117 


Homo sapiens mRNA; cDNA DKFZp564N1662 (f 


1.00 


452732 


BE300078 


Hs.80449 


Homo sapiens; done 1MAGE3535294, mRNA, 


0.99 


441940 


AW298115 


Hs.12B152 


ESTs 


0.88 


425048 


H05468 


Hs.164502 


ESTs 


0.33 


444008 


BE544855 


Hs^20756 


ESTs, Weakly similar to SFR4 HUMAN SPUC 


1.01 


421307 


BE539976 


Hs.103305 


Homo sapiens mRNA; cDNA DKFZp434B0425 (f 


1.06 


423853 


AB011537 


Hs.133466 


sBt (DrosophBa) homotog 1 


0.45 


407846 


AA426202 


Hs.40403 


Cbp/p300-interacting trans activator, wit 


0.62 


410348 


AW182663 


Hs.95469 


ESTs 


1.00 


419078 


M93119 


Hs.89584 


insuTirioma-assoriated 1 


0.04 


414907 


X90725 


Hs.77597 


polo (DrosophiaHke kinase 


1.04 


441795 


N58115 


Hs^1137 


AD024 protein 


10.00 


418583 


AA604379 


Hs.86211 


hypothetical protein 


1.22 


444342 


NM_014398 


Hs.10887 


similar to rysoscme-assodated membrane 


106.67 


413385 


M34455 


Hs.640 


indoleamine-pyrrole 2,3 dioxygenase 


Z30 


441495 


AW294503 


Hs.127039 


ESTs 


0.44 


417933 


X02308 


Hs.82962 


thymrdytate synthetase 


Z48 


412661 


N32860 


Hs.24611 . 


ESTs, WeaWy similar to I54374 gene NF2 


1.00 


411880 


AW872477 




gb±m30TO3j(1 NCLCGAP_Thy4 Homo sapiens 


1.00 


417771 


AA804698 


Hs.82547 


retrncic acid receptor responder (tazaro 


1.44 


430034 


X60155 


Hs.227767 


zix finger protein 41 


1.00 


421379 


Y15221 


Hs.103932 


small inducible cytokine subfamily B [Cy 


187 


454417 


AI244459 . 


Hs.110826 


trinucleotide repeat containing 9 


0.54 


429257 


AW1 63799 


Hs.198365 


2,3-bisphosphoglycerate mutase 


2.27 


417599 


AA2046B8 


Hs.136201 


ESTs 


1.01 


438366 


AA805760 


Hs.303567 


ESTs 


1.00 


438746 


A1885815 


Hs.184727 


ESTs 


1.47 


409691 


TB9963 


Hs.246042 


Homo sapiens, done MGC:5437, mRNA. comp 


1.00 


408827 


AW275730 


Hs.254825 


ESTs 


1.00 


414735 


BE468016 


HsZ81904 


ESTs 


1.00 


422278 


AF072873 


Hs.1 14218 


fizzled {Drosophila) homotog 6 


5.21 


412719 


AW016610 


Hs.129911 


. ESTs 


494.00 


417034 


NM_006183 


Hs.80962 


neurotensin 


1.00 


430486 


BE062109 


Hs.241551 


chloride channel, calcium activated, fam 


23.36 


407788 


BE514982 


Hs.38991 


S100 caldumbinding protein A2 


6.98 


413753 


U17760 


Hs.75517 


laminin, beta 3 (nicein (12SkO). kaGnin 


7.50 


424012 


AW368377 


Hs.137569 


tumor protein 63 kOa with strong homotog 


9.77 


425650 


NK/L001944 


Hs.1925 


desrnogiein 3 (pemphigus vulgaris antigen 


445.00 


412140 


AA219691 


Hs.73625 


RAB6 interacting. kinesbHIke (rabkines 


13.93 


423673 


BE003054 


Hs.1695 


matrix metaltoproteinase 12 (macrophage 


12.77 


452838 


U65011 


Hs.30743 


preferentially expressed antigen in mela 


45.00 


418663 


AK001100 


Hs.41690 


desmocdBn 3 


10.89 


409532 


W74001 


Hs.55279 


serine (or cysteine) proteinase inhibito 


6.29 


429610 


AB024937 


Hs.211092 


LUNX protein; PLUNC (palate lung and nas 


0.88 


406690 


M29540 


Hs.220529 


cardnoembryonic antigen-related cell ad 


38.31 


421948 


U2583 


HsJ34309 


keratin 6A 


36.81 


431848 


BE019924 


Hs.271580 


uroplakin 1B 


137 


424098 


AF077374 


Hs.139322 


small proiine-rich protein 3 


8.85 


453964 


AI961486 


Hs.12744 


ESTs 


0.40 


*M+O03O 


AJOlHO/O 


HS.lo4l75 


ESTs 


1.16 


443848 


AI085377 


Hs.143610 


ESTs 


£15 


408522 


A1541214 


Hs.46320 


Small profine-nch protein SPRK [human, 


4.39 


431384 


BE158000 




gb:MR2-HT0377-150200-202-e03 HT0377 Homo 


1.18 


422158 


L10343 


Hs.112341 


protease inhMtoT 3, skin-derived (SKAL 


4.22 


435505 


AF200492 


Hs.211238 


interteukin-1 homotog 1 


164.00 


417366 


BE185289 


Hs.1076 


small prcline-rich protein 1B (comifin) 


9.85 


431958 


X63629 


Hs.2877 


cadherin 3, type 1, P-cadherin (placenta 


5.59 


441020 


W79283 


Hs.35962 


ESTs 


5.76 


423217 


NMJJ00094 


Hs.1640 


collagen, type vll, alpha 1 (epidermolys 


1.97 


448733 


NM.005629 


Hs.187958 


solute carrier family 6 (neurotransmitte 


1.09 


444371 


BE540274 


Hs.239 


torkheadboxMI 


Z44 


422168 


AA585894 


Hs.112408 


S100 caldumbinding protein A7 (psorias 


8.39 
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429259 AM20450 Hs.292911 ESTs, Highly similar to S607 1 2 band-fc-pr 

426440 BE382756 Hs. 169902 solute carrier family 2 (facilitated ghj 

437044 AL035B64 Hs.69517 cDNA for cOTerenuaSy expressed C016 g 

423662 AK001035 Hs. 130881 B-cell CLUlymphoma 1 1A (zinc finger pro 

5 428484 AF104032 Hs.1 84601 solute carrier family 7 (calionic amino 
401781 
401780 

429211 AF052693 Hs.198249 gap junction protein, beta 5 (connexin 3 

417389 BE260964 Hs.82045 midkine (neurits growth-promoting factor 

10 423634 AW959908 Hs.1690 heparin-binding growth factor binding pr 

417515 L24203 Hs.82237 ataxia-tetangjectasia group ^associated 

441362 BE614410 Hs .23044 RAD51 (S. cerevisiae) riornolog (E cofi Re 

440704 M69241 Hs.162 insulin-like growth factor binding prole 

425322 U63530 Hs.1 55637 protein kinase, DNA-activaled, catatylic 

15 431221 AA449015 Hs.286145 SRB7(suprjressor(>fR^polyTneraseB.ye 

449003 X76342 Hs.389 alcohol dehydrogenase 7 (class IV), mu o 

431009 BE1 49762 Hs.48956 gap junction protein, beta 6 (connexin 3 

409103 AF251237 Hs.112208 XAGE-1 protein 

417542 J04129 Hs.82269 progestagen-associated endometrial prate 

20 428471 X57348 Hs.184510 stratifin 

418004 U37519 Hs.87539 aldehyde dehydrogenase 3 family, member 

414761 AU077228 Hs.77256 enhancer of zeste (Drosophila) homolog 2 

451541 BE279383 Hs.26557 ptakoprufin 3 

418203 X54942 Hs.83758 CDC28 protein kinase 2 

25 447343 AA256641 Hs.236894 ESTs, Highly similar to S02392 aIpha-2-m 

437016 AU076916 Hs.5398 guanine monphosphate synthetase 

429612 AF062649 Hs.2525B7 pituitary tumor-transforming 1 

449230 BE613348 Hs.211579 melanoma cell adhesion molecule 

446989 AK00189B Hs.16740 hypatheficai protein FLJ11036 

30 457819 AA057484 Hs.35405 ESTs, Highly similar to unnamed protein 

410555 U92649 Hs.64311 a disintegrin and metaltoproteinase doma 

430677 Z26317 Hs.94560 desmoglein2 

424687 J05070 Hs.1 51738 matrix metalloproteinase 9 (gelatinase B 

414430 AI346201 Hs.76118 ubiquifin carboxyl-terminal esterase L1 

3 5 422953 M79141 Hs.13234 ESTs 

418462 BE001596 Hs.85266 integrin, beta 4 

450832 AW970602 Hs.105421 ESTs 

410274 AA381807 Hs.61762 hypoxia-inducible protein 2 

408353 BE439838 Hs.44298 mitochondrial ribosomal protein S1 7 

40 458933 A1638429 Hs.24763 RAN binding protein 1 

439394 AA149250 Hs.56105 ESTs 

418478 U38945 Hs.1 174 cycfirntependent kinase inhibitor 2A (me 

453633 AA357001 Hs.34045 hypotheBcal protein FU20764 

446269 AW263155 Hs.14559 hypotheUcaJ protein FU 10540 

45 422765 AW409701 Hs.1578 bacutoviral IAP repeat-containing 5 (sur 

436481 AA379597 Hs.5199 HSPC150r^einsirriilartoubio^iGn-con 

440325 NMJJ03812 Hs.7164 aaTsintegrin and metalloproteinase doma 

439606 W79123 Hs.58561 6 protein-coupled receptor 87 

453884 AA355925 Hs.35232 K1AA0186 gene product 

50 452934 AA581322 Hs.4213 hypothetical protein MGC16207 

451743 AW074266 Hs.23071 ESTs 

413129 AF292100 Hs.104613 RP42 homolog 

406974 M57293 gb:Human parathyroid hormone-related pep 

413281 AA851271 Hs.222024 transcription factor BMAL2 

55 444781 NMJJ14400 Hs.1 1950 GPI-anchored metastasis-associated prate 

416819 U77735 Hs.80205 prm-2 oncogene 

451320 AW1 18072 Hs.89981 diacytglycero! kinase, zeta (104kD) 

418543 NM_005329 Hs.85962 hyaluronan synthase 3 

454034 NM 000691 Hs.575 aldehyde dehydrogenase 3 family, member 

60 425397 J040B8 Hs.156346 lopdsomerase (DNA) II alpha (170kD) 

413004 T35901 HsJ5117 irrterieukin enhancer binding factor 2, 4 

407634 AW016569 Hs.136414 UDP-GlcNAc:bela6albeta-1 t 3-N-acetylgluc 

415817 U88967 Hs.78867 protein tyrosine phosphatase, receplor-t 

435013 H91923 Hs.1 10024 NADH:ubiqulnone oxidoreductase MLRQ subu 

65 430337 M36707 Hs.239600 calmodiifin-Kke 3 

419121 AA374372 Hs.89626 parathyroid hormone-&ke hormone 

448993 AI471630 Hs.8127 WAA0144 gene product 

440138 AB033023 Hs-318127 hypothetical protein FU 10201 

421817 AF146074 Hs.108660 ATP-binding cassette, sub-family C(CFTR 

70 425245 AI75176B Hs.155314 K1AA0095 gene product 

430393 BE185030 Hs.241305 estrogerKesponsive B box protein 

420462 AF050147 Hs.97932 chondrornoduKn 1 precursor 

418678 NM 001327 Hs.167379 cancerftesfc antigen 

428182 BE386042 Hs.293317 ESTs, Weakly similar to GGC1JHUMAN G ANT 

75 427335 AA448542 Hs.251677 G antigen 7B 

409420 Z15008 Hs.54451 lamirun,gafnma2(rUwin{10^,kaBni 

438956 W00847 Hs.1 35056 Human DNA sequence from done RP5-850E9 

421917 AB028943 Hs.109445 KIAA1 020 protein 
404440 

80 409582 R27430 Hs.271565 ESTs 

415669 NM 005025 Hs.78589 serine {or cysteine) proteinase inhlbito 

433091 Y12642 Hs.31B5 lymphocyte antigen 6 complex, locus D 

408122 AI432652 Hs.42824 hypothetical protein FU 1 071 8 
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408380 


AF123050 


Hs.44532 


diubiquiSn 


7.23 


437412 


BE069288 


Hs~34744 


Homo sapiens mRNA; cDNA OKFZp547C136 (fr 


1.35 


449976 


H06350 


Hs.135056 


Human DMA sequence from done RPS-850E9 


0.81 


446102 


AW1 68067 


Hs.2529ffi 


ESTs 


1.03 


428479 


Y00272 


Hs.184572 


ceD division cyde 2, G1 to Sand G2fa> 


137.00 


422487 


AJ010901 


Hs.198267 


mucin 4, tracheobronchial 


7.91 


423761 


NMJJ06194 


Hs.132576 


paired box gene 9 


35.00 


436291 


BE56B452 


Hs.5101 


protein regulator of cytokinesis 1 


5.35 


423725 


AJ403108 


Hs.132127 


hypolhefical protein LOC57822 


207.00 


440659 


AF134160 


Hs.7327 


daudnl 


aoe 


434360 


AW015415 


Hs.127780 


ESTs 


3.89 


437915 


A1537993 


Hs.202312 


Homo sapiens clone N11 NTera2D1 teratoca 


1.28 


438898 


AI819863 


Hs.106243 


ESTs 


1.73 


441553 


AA281219 


Hs.121295 


ESTs 


1.47 


418379 


AA218940 


Hs.137516 


Gdgetin-Gke 1 


40.42 


435396 


A1683487 


Hs.152213 


wingless-type MMTV integration site fami 


14.25 


429413 


NM 014058 


Hs^01877 


DESC1 protein 


Sl17 


422283 


AW411307 


Hs.114311 


CDC45 (ceil division cycle 45, S.cerevis 


1.95 


415380 


F07953 


Hs.16085 


putaSve G-protein coupled receptor 


0.18 


423849 


AL157425 


Hs.133315 


Homo sapiens mRNA; cDNA DKFZp761J1324 (f 


1.00 


446292 


AF081497 


Hs-279682 


Rh type C grycoprotein 


2.09 


429538 


BE182592 


Hs.11261 


small pro&ne-rich protein 2A 


6.14 


447289 


AW247017 


Hsl35978 


melanoma antigen, family A, 3 


1.00 


428004 


AA449563 


Hs. 151 393 


glutamate-cysteine figase, catalytic sub 


44.00 


415091 


AL044872 


Hs.77910 


3^ydraxy-3-r^thylghjtaryl-Coenzyrne A sy 


149.00 


416209 


AA236776 


Hs.79078 


MAD2 (mitotic arrest deficient, yeast, h 


127.00 


408572 


AA055611 


Hs.226568 


ESTs, Moderately similar to ALU4.HUMAN A 


20.00 


404996 








147.00 


438915 


AA280174 


Hs.285681 


WUiiams-Beuren syndrome chromosome regi 


1.00 


453922 


AF053305 


Hs.36708 


budding uninhibited by benzimtdazdes 1 


54.00 


424046 


AF027866 


Hs.138202 


serine (or cysteine) proteinase inhtbilo 


139.00 


430563 


AA481269 


Hs.108660 


ATP-binding cassette, sub-famiry C {CFTR 


22.00 


438702 


A1879064 


Hjl54618 


ESTs 


1.00 


444378 


R41339 


Hs.12569 


ESTs 


1.00 


433485 


A1493076 


Hs^01957 


aldo-kelo reductase family 1 , member C2 


41.00 


407839 


AA045144 


Hs.161566 


ESTs 


7.50 


439223 


AW238299 


Hs.250618 


UL16 binding protein 2 


139 


409041 


AB033025 . 


Hs£0081 


KIAA1 199 protein 


245.00 


429228 


A1553633 


Hs.337139 


ESTs 


10.89 


409757 


NM.001898 


Hs.123114 


cystaQnSN 


3.19 


411089 


AA456454 


Hs.183418 


ceB division cycle 2-tike 1 (PfTSLRE pr 


0.78 


436511 


AA721252 


Hs.291502 


ESTs 


0.23 


449207 


ALD44222 


Hs.23255 


nucleoporin 155KD 


1.68 


453331 


A1240665 


Hs.8895 


ESTs 


5.21 


409935 


AW511413 


Hs.278025 


ESTs 


0.75 


428969 


AF120274 


Hs.194689 


artemin 


1.17 


445443 


AV653838 


Hs.322971 


ESTs 


1.00 


407137 


T97307 




gb:ye53h05.s1 Scares fetal liver spleen 


11.42 


401785 


AA648459 






Z76 


412723 ' 


Hs.335951 


hypotheGcal protein AF301222 


107.00 


450701 


H39960 


Hs.288467 


Homo sapiens cDNA RJ12280 fis, done MA 


2.17 


405770 






2.42 


439453 


BE264974 


Hs.6566 


thyroid hormone receptor interactor 1 3 


4.24 


420783 


AI659838 


Hs.99923 


lectin, gaiadoskle-bindtng, sdubte, 7 


4.50 


414774 


XD2419 


Hs.77274 


plasminogen activator, urokinase 


1.95 


424629 


M90656 


Hs.151393 


glutamaie-cysteine Dgase, catalytic sub 


1.44 


437789 


AI581344 


Hs.127812 


ESTs, Weakly similar to T17330 hypothec 


1.00 


454098 


W27953 


Hs.292911 


ESTs, Highly similar to S60712 bandar 


1.33 


453968 


AA847843 


Hs.62711 


Homo sapiens, done IMAGE:3351 295, mRNA 


1.11 


427441 


AA412605 


Hs.178053 


SPANX family, member C 


5.00 


403478 






0.78 


400842 








0.16 


441525 


AW241867 


Hs.127728 


ESTs 


0.79 


452865 


A1924046 


Hs.1 19567 


ESTs, Weakly similar to A47582 B-cetl gr 


1.50 


405646 








1.05 


427260 


AA663848 




gb-.ae70b06.s1 Stratagene schizo brain S1 


0.79 


431413 


AA504777 


Hs.105293 


ESTs 


1.00 


401994 








3.25 


402420 








0.05 


404298 








0.64 


404927 








88.00 


434105 


AW952124 


Hs.13094 


presenflins associated rtromboki-fike pro 


0.96 


436961 


AW375974 


Hs.156704 


ESTs 


3.58 


429563 


BE619413 


Hs.2437 


eukaryotic translation initiation factor 


0.92 


426067 


AW664691 


Hs.97053 


ESTs 


0.97 


428810 


AF068235 


Hs.193788 


nitric oxide synthase 2A (inducible, hep 


0.66 


426897 


AW976570 


Hs.97387 


ESTs 


1.29 


443892 


A1889572 


Hs.134791 


ESTs 


1.00 


413223 


AI732182 


Hs.191866 


ESTs 


0.79 


413691 


AB023173 


Hs.75478 


ATPase. Qass VI type 1 1B 


1.51 


423934 


U89995 


Hs.159234 


forkhsad box E1 (thyroid transcription f 


2.59 


425159 


NM.004341 


Hs.154868 


carbanxyt^hosphate synthetase 2, asparl 


1.39 


420758 


AW297536 


Hs.33053 


ESTs 


0.89 
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423816 


AL0319B5 


Hs.133034 


447534 


AW953935 


Hs.30837 


451919 


W05086 


Hs.1 14256 


409228 


R16811 


Hs.22010 


403715 






428645 


M431400 


Hs.98729 


425734 


AF056209 


Hs.159396 


436839 


AA767346 


Hs.291614 


413582 


AW295647 


Hs.71331 


413573 


A1733859 


Hs.149089 


430586 


NWL001942 


Hs.2633 


438993 


AA828995 




448243 


AW369771 


Hs.52620 


444783 


AK001468 


Hs.62180 


426427 


M86699 


Hs.169840 


422956 


BE545072 


Hs.122579 


445537 


AJ245671 


Hs.12844 


453392 


U23752 


Hs.32964 


424905 


NMJM2497 


Hs.153704 


400298 


AA032279 


Hs.61635 


415989 


AI267700 


Hs.317584 


408000 


L11690 


Hs.620 


453160 


AI263307 


Hs.239884 


409361 


NM.005982 


Hs.54416 


416208 


AW291168 


Hs.41295 



hypothetical protein 
ESTs 

ESTs, Weakly similar to I7B885 serineAh 
ESTs, Weakly similar to 2109260A B eel 

ESTs, WeaWy similar to 2017205A (fihydro 
peptidylglycine atpha-amidafing monooxyg 
ESTs 

hypothetical protein MGC5350 
ESTs 

desmoglein 1 

gb:od77b08.s1 NCl_CGAP_Ov2 Homo sapiens 
integrin, beta 8 

aniffln (Drosophlla Scraps homolog), act 
TTK protein kinase 
hypothetical protein FU10461 
EGF-Kke-domain, multiple 6 
SRY (sex determining region V>box 1 1 
NIMA (never in mitosis gene a)-related k 
six transmembrane epithelial antigen of 
ESTs 

bullous pemphigoid antigen 1 (230/240kO) 
H2B histone family, member L 
sine oculis homeobox (Drosophila) homolo 
ESTs, Weakly simflarto MUC2.HUMAN MUCIN 



1.00 

1.88 

0.11 

0.92 

0.89 

1.00 

37.00 

1.00 

59.00 

78.00 

127.08 

1.00 

133.00 

232.00 

66.00 

148.00 

40.75 

13.00 

106.00 

159.00 

196.00 

32.44 

7.00 

4.13 

45.00 



TABL E 24B 



Pkey. Unique Eos probeset identifier number 
* CAT number Gene cluster number 
Accessions: Genbank accession numbers 



411880 
412296 
413804 
414221 

415327 
427260 
431322 
431384 



432222 
437214 
437240 
438993 
439780 
444163 
451844 
453823 
454789 
456034 



CAT number Accessions 



1263110.1 
1288043J 
1390710.1 
142695J 

1534137J 
276598.1 
331543 1 
33264 1 



343347.1 

434730.1 

435139.1 

467651.1 

47673J 

593658.1 

888230.1 

982526.1 

1234742.1 

142696.1 



AW872477BE088101T05990 
AW936233AW936272 
T64582 BE168190BE168256 

AW450979AA136653M136655AW419381 AA98435BAA492073 BE168945AA809054AW238038BE011212BE011359BE011367 
BE01 1 368 BE01 1 362 BE01 1215 BE01 1365 BE01 1 363 
H22769 R35182 Z43545 F05783 N92089 H71928 
AA663B48 AA400100 AA401424 

AW970622 AA503009 AA502998 AA502989 AA502805 T92188 

BE158000 BE157999 H75671 H70965 C1 8895 BE386512 BE385815 BE390298 AI341995 BE074534 AA055592 AA132265 A1733757 

AA134504 BE145037 AA055887 BE070191 R66492 AW858018 AW858058 AW817057 AW862031 AW861688 AW862029 AWB58805 AW858792 

AW862028AW858017AW819164 AW853698 A1522161 AW854789 AWB17408 BE1 52005 AI732411 AA133084 

A1204995 AW827539 AW969908 AW440776 AA528756 

BE092336 BE092259 BE092497 BE092051 AA746882 AI336378 

AA747537 BE089068 BE089070 

AA828995 AA834879 AI926361 

AL109688 R23665 R26578 

AI126098 AI1S4746 AI148S21 

T61430AI820546AI821336 

AL137967BE054160BE0641B6 

BE156314 BE156316AW820750 

AW450979M136653M136656AW419381AA984358M492073BE168945 M809054AW238^ 
BE01 1 368 BE01 1 362 BE01 1 21 5 BE01 1 365 BE01 1363 



TABLE 24C _ — - 

Pkey: Unique number corresponding to an Eos probeset 

Ret Sequence source. The 7 digit numbers in this column are Genbank IdenSfier (GI) numbers. "Dunham L et aL" refers to the publication entitled The DNA sequence of 

human chromosome 2V Dunham 1. et aL, Nature (1999) 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 
Ntposition: Indicates nucleotide positions of predicted exons. 

Pkey Ref Staid Ntposition ~~ 

400751 7331445 Minus 35395-35533 

400842 1927148 Plus 90462-90673 

400843 9188605 Plus 5863-5970.7653-7784,8B92-9023.9673-9807,10634-107B9.15254-15403.23827-2395B 

400844 9188605 Plus 24746-24872^5035-25204 
400846 9188505 Phis 39310-39474 

401486 7341763 Plus 32585-32756,36281-35540,40791-40933,44018-44179 

401747 9789672 Minus 118596-1 18816,1 191 19-1 192^119609-119761,120422-120^130161-130381.13^ 

131932,132451-132575,133580-13401 1 

401760 9929699 Plus 83126-83250,85320-85540,94719-95287 

401780 7249190 Minus 28397-28617,2B92r>29045,29135-29296^9411-29567,29705-29787,30224-30573 

401781 7249190 NGnus K215-83435,83531-83656,83740^3901,84237-84m84955-85037,8629(«6814 

401785 7249190 Minus 165776-165996.166189-166314,166408-166569,167112-167268,167387-167469,168634-158942 

401994 4153858 Minus 42904-43124,43211-43336,44607-44763,4519945281,46337-46732 

402001 9501818 Rus 68052-68223 
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402034 
402075 
402230 
402305 
402420 
402777 
402778 
402901 
403085 
403381 
40347B 
403715 
403903 
404148 
404298 
404440 
404875 
404927 
404977 
404995 
405033 
405064 
405494 
405531 
405646 
405770 
405932 
406081 
406117 
406360 
406467 



7684482 
8117407 
9966312 
7328724 
9795339 
9588235 
9588235 
B894222 
B954241 
9438267 



7239669 
7710671 
9863703 
9944263 
7528051 
9801324 
7342002 
3738341 
6007890 
7107731 
7658416 
8050952 
9665194 
4914350 
2735037 
7767812 
9123861 
9142932 
9256107 
9795551 



fvSnus 

Plus 

Minus 

Phis 

Plus 

Plus 

Plus 

Minus 

Plus 

Minus 

Plus 

Phis 

Minus 

Rus 

Minus 

Plus 

Rus 

Rus 

Minus 

Rus 

Minus 

Rus 

Minus 

Rus 

Rus 

Phis 

Minus 

Minus 

Rus 

Minus 

Rus 



85227-86451 

121907-122035,122804-122921,124019-124161,124455-124610.125672-126076 

29782-29932 

4083241362 

129750-129919 

126786-126948 

128560-128702 

175426-175667 

165035-165334,165420-165713 

26009-26178 

116458-116564 

85128-85292 

101165-102597 

78218-78418.79571-79709 

73591-73723 

80430*1581 

96588-96732, 97722-97B31 



43081-43229 

37999-38145.38652-38998.39727-39872,4055740674,42351-42450 

142358-142546 

81207-81416 

70284-70518 

35602-35803 

741-969 

61057-62075 

123525-123713 

38115-38691 

54304-54584 

7513-7673 

182212-182958 



TABLE 25A: 691 genes upregulated in head and neck cancer rela&ve to normal body tissues 

Table 25A fists about 691 genes upregulated in head and neck cancer relative to normal body (issues that are Ekely to encode proteins amenable io modulation by small molecules, 
peptides, or antibodies. These genes were selected from 59680 probesets on the Eos/Anymebix Hu03 Genechip array. Gene expression data for each probes el obtained from this 
analysis was expressed as average intensity (Al), a normalized value reflecting the relative level of mRNA expression. The protein products of these genes often contain one or more 
domains mdcath/e of have oncogenic function or of transducing intracellular signals, or of being modulatable by small molecules, peptides, or antibodies (e.g. pkinase, death-domain, 
71m, phosphatase, or tonjransporter). Certain predicted protein domains are noted. 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar accession number, GenBank accession number 

UniGenelD: UniGene number 

Pred.Prot Domains: Certain predicted protein domains. Abbreviations used: TM, transmembrane domain; SS, signal sequence* =Y, very likely to contain; =M, 

fikely to contain; other prolein domain abbreviations are from PFAM (Nucleic Acids Research, 2002, 30:276-280). 
UniGene Title: UniGene gene title 

R1 85lh percentile of head and neck cancer Als divided by the 50th percentile of normal tissue Als, where the 1 0lh percentile of at) normal tissue Als was 

subtracted from both the numerator and denominator 



Pkey, ExAccn; UnigenelD; Unigene Tine; Pred.ProtOomains; R1 

422168; AA586894; Hs.112408; S100 calciurr*-Wnding protein A7 {psorias; efhand.SJ00;TM=M;SS=N; 46.25 
408522; AI541214; Hs.46320; Small proCne-rich protein SPRK [human, ; ruwe.fornifin; 40.37 
417366; BE185289; Hs.1076; small prounewich protein 1B (comifin); Comifin;TM=M;SS=N; 38.94 
401781; ; ; Target Exon; fflamentTM=M;SS=N; 29.74 

422158; L10343; Hs.112341; protease inhibitor 3. skin-derived (SKAL; wap;TM=M;SS=Y; 29.54 
401780; ; ; NM_005557':Homo sapiens kerafin 16 (foca; filamentfilarnent* 28.58 
424098; AF077374; Hs.139322; small proOne-rich protein 3; Comifin;TM=M;SS=N; 28.55 

421948; L42583; Hs.334309; keratin 6A; fflamentr^o(^,DUF286.bZIP,Tropomyosin,rjjb^ 25.74 

428471; X57348; Hs.184510; straUfin; 14-3-3;TM=M;SS=N; 23.65 

417079; U65590; Hs.81 134; interieuxin 1 receptor antagonist; lL1n 21.02 

421574; AJ000152; Hs.105924; defensin, beta 2; Defensin_beta;TM=M;SS=M; 20.83 

409601; AF237621; Hs.80828; keratin 1 (epiderrnofyfic hyperkeratosis); filarTteiu\baP,UvrWwlicase 1 TBCA;TM^ 20.72 

433091; Y12642; Hs.3185; lymphocyte anfjgen 6 complex, locus D; UPARJ.Y6,taxm,Activin recp;TM=M;SS=Y; 19.63 

446292; AF081497; Hs.279682; Rh type C glycoprotein; /^wiuiTLtrar«p,Feca);TM=Y;SS^M; 19.53 

420783; AI659838; Hs.99923; tectin, gatactosiae-binding, soluble, 7 ; Gal-blnd lecOn;TM=M;SS=N; 19.12 

407788; BE514982; Hs.38991; S100 calcium-blnrfing protein A2; efhand.S 100.S 100,efhand; 17.93 

416091; AF295370; Hs.283082; defensin. beta 3; Brferisin J«fcTM=M;SS=M; 17.63 

431211; M86849; Hs.323733; gap junction protein, beta 2, 26kD {conn; connexin;TM=Y;SS=M; 16.94 

429259; AA420450; Hs.380088; Rakophflin; none^one; 14.92 

417515; 124203; Hs.82237; ataxia-telangiectasia group Dissociated; zf-8_box,zf-UBR1;TW=M;SS=N; 14.75 

423634; AW959908; Hs.1690; heparnvbinding growlh factor binding pn none;TM=M;SS=M; 14.45 

418007; M13509; Hs.83169; matrix melafloproteinase 1 (intersCfial; hernope»nPeptoeJ/nO,Astacm,^ 13-02 

409632; W74001; Hs^5279; serine (or cysteine) proteinase inhibito; serpin- 12.82 

406621; X57809; Hs.181125; irnmunoglobulin lambda locus; lg,HSP70,Ppx-GppA;TM=M;SS=N; 1Z81 

431958; X63629; Hs.2877; cadherin 3, type 1, P-cadherin (placenta; cadherin.Cadherin C_term;TM=Y;SS=M; 12.45 

446921; AB012113; Hs.16530; small inducibie cytokine subfamOy A (Cy; IL8;; 11.71 

401760; ; ; Target Exon; none.bromodomain; 1 1.68 

407839; AA045144; Hs.161566; ESTs; cadherin.cadherin; 1 1.65 

454034; NMJM0691; Hs.575; aldehyde dehydrogenase 3 family, member ; akJafli;; 1 1 .56 

444781; NM_014400; Hs.1 1950; GPI-anchored metastasis-associated prate; UPAR_LY6,tactamase B; 1 1.31 
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453857; AL080235; Hs.35861; Ras-induced senescence 1 (RIS1); none;TM=Y;SS=M; 11.03 

424012; AW368377; Hs.137559; tumor protein 63 kDa with strong homotog; SAM.P53;TM=M;SS=N; 10.75 

430630; AW269920; Hs.2621; cystafin A (stefin A); cysta!in;TM=M;SS=N; 10.58 

419693; AA133749; Hs.301350; FXYO (tomar^containing ion transport reg; ATP1 G1_PuOAAT8;TM=Y;t>!>=M; 10.30 

411274; NMJJ02776; Hs.69423; kalfikrein 10; trypski;TM=M;SS=N; 10.25 »*. n 0jl 

441633; AW958544; Hs.112242; norma) mucosa of esophagus specific 1; none;TM=M;SS=M; 9.84 

445989; AK001898; Hs.16740; hypothetical protein FU11036;none;TM=Y;SS=N; 9.74 

402075; ; ; ENSP00000251055':Plasma membrane calctum; none;; 9.50 

444381; BE387335; Hs.2B3713; hypothetical protein BC014245; Collagen;TM=M;SS=M; 9.50 

431009; BE149762; Hs.48956; gap junclion protein, beta 6 (connadn 3; corme»n;TM=Y;SS=M; 9.48 

439310; AF086120; Hs.102793; ESTs; casein.kapr^pkinasejg.none; 9.43 

414987; AA524394; Hs.294022; hypothetical protein FU14950; SH2;TM=M;SS=N; 9.33 

418004; U3751 9; Hs.87539;aMer^ederiydr^ ^ L „„ T *■ u 

40800ft L11690; Hs.198689; bullous pemphigoid antigen 1 (230/240kD); emarxi.srjectrin,GAS2,SH3.Rec^ 

LZ,M f kIhlc i CH < AlP3;TM=M;SS=N; 9.12 
451541; BE2793B3; Hs.26557; ptakophilin 3; Armadaio_seg;TM=M;SS=N; 9.1 1 
425650; NMJJ01944; Hs.1925; desmogtein 3 {pemphigus vulgaris antigen; cadherin;TM=M;SS=M; 8.66 
452240; AI591 147; Hs.61232; ESTs; none.none; 8.57 
429228; Al 553633; Hs.356828; ESTs; none,none; 8.46 

400289; X07820; Hs.2258; matrix metalloproteinase 10 (stromelysin; hemopexin,Peptidase_M10 f Astaan:; 8.44 

425071; NM.013989; Hs.154424; deiodinase, lodothyronine. type II; T4Jeiodinase;TM=M:SS=Y; 8.15 

407242; M18728; ; gb:Human nonspecrfic crossreacting antig; ig;TM=M;SS=M; 8.05 

407944; R34008; Hs.239727; desmocolfin 2, (^herin,Cadr£rin_C_term,Hanta_G2;TM=Y;SS=M; 7.90 

413278; BE563085; Hs.833; Interferon-sSmulated protein, 15 kDa; ubiquitinr, 7.82 

428330; L22524; Hs.2256; matrix metalloproteinase 7 (matrirysin, ; PepOdase_M10;; 7.82 

417308; H60720; Hs.81892; WAA0101 gene product none;TM=M;SS=N; 7.77 

413753; U17760; Hs.75517; laminin, beta 3 (nrcein (125kD), katinin; lanTimn^EGF4arrOTn_Nterm;; 7.76 

423217; NM_000094; Hs.1640; collagen, type VU, alpha 1 (epidermorys; Kunitz^BPTl,fn3,vwa,Cdlagen,beta4actamase;TM=M;SS=M; 7.71 

430685; NMJJ01942; Hs.2633; desmogleln 1; (^herin,Cadherin_CJerm;TM=Y;SS=M; 7.69 

412270; AC005262; Hs.73797; guanine nudeoOde binding protein (G pr, G-alpha,arf;TM=M;SS=N; 7.54 

42B484* AF1 04032: Hs 1 B4601 ; solute carrier family 7 (cafionic amino ; _ 

41 8663; AK001 100; Hs.41 690; desmocolHn 3; cadr»rin,Cadherin_C_terrn,none; 7.30 
452281; T93500; Hs.28792; Homo sapiens cDNA FU11041 lis, done PL; TGFb_propeptide,TGF^eta,none; 7.28 
42921 1; AF052693; Hs.198249; gap junction protein, beta 5 (connexin 3; connexin;TM=Y;SS=M; 7.26 
412719; AW016610; Hs.816; ESTs; none.none; 7.17 

446619; AU076643; Hs^13; secreted phosphoprotetn 1 (osteoponfin. ; Osteopontin;; 7.10 

423961; D13666; Hs.136348; periosfin (OSF-2os); Fasciclin;TM=M;SS=M; 7.09 \ 
427666; AI791495; Hs.180142; calmodurm-nke skin protein (CLSP); efhand;TM=M;SS^I; 7.08 
431846; BE019924;Hs.2715Bfturorjlakm1B;frar^er^^ 

423673; BEO03Q54; Hs.1695; matrix metalloproteinase 12 (macrophage ; herrajpexm.Pep6daseJ/n0;TM=M;SS=M; 7.03 

401747; ; ; Homo sapiens keratin 17 (KRT17); none,brarnodomain; 7.01 

413859; AW992356; Hs.8364; Homo sapiens pyruvate dehydrogenase kina; SAM.PNT.none; 6.98 

429002; AW248439; Hs.2340; junction plakoglobin; Armadfflo_seg;TM=M;SS=N; &96 

432239; X81334; Hs2936; matrix metaltoprotetnase 13 (collagenase; hemopexin,Pep8dase_M10;; 6.87 

417715; AW969587; Hs.86366; ESTs; none,none; 6.72 ^ 

422440; NM 004812; Hs.1 16724; aldo-keto reductase family 1. member B10; aldo_ketred,ROK;TM=M;bb=N; b.&u 

429359; W00482; Hs.2399; matrix metalloproteinase 14 (membrane-in; hemopexin^epfidase„M10;TM=M;SS=M; 6.39 

418844; M62982; Hs.1200; arachidonate 124ipoxygenase; Epoxygenase,PLAT;TM=M;SS=N; 6.38 

420039; NM_004605; Hs^76147; sdfotransferase family, cytosolic, 2B, ; Sulfotransferr, 6.38 

425397; J04088; Hs.156345; lopoisomerase pNA) II alpha (170kD); DNA_g7raseB i DNA_topoisolV,HATPase_c;; 6.35 

442599; AF078037; Hs.324051; RelA-associated inhibitor, SH3,ank;TM=M;SS=N; 6.30 

409420; 21500B; Hs.54451; laminin, gamma 2 (nicein (100x0), kafinr; tamrnin_BJ3mb3n_EGF;; 6.28 

424364; AW383226; Hs.163834; ESTs. Weakly similar to G01763 alrophin-; ras;TM=M;SS=N; 627 

414812; X72755; Hs.77367; monokine induced by gamma interferon; IL8;TM=M;SS=Y; 623 

424687; J05070; Hs.151738; matrix metalloproteinase 9 (gelaOnase B; th24iernopexrn,Pepfidase_M10;; 6.22 

443426; AF098158; Hs.9329; chromosome 20 open reading frame 1; none;TM=M;SS=N; 6.21 

428970; BE276891; Hs.194691; retinofc acid induced 3 (RA1G1); metabo; 7tm_3;TM=Y;SS=M; 6.12 

423017; AW178761; Hs.227948; serine (or cysteine) proteinase Wubito; serpin;; 6.08 

424B34; AK001432; Hs.153408; Homo sapiens cDNA FU10570 fis, done NT; none,none; 6.08 

426440; BE382756; Hs.1 69902; solute carrier family 2 (fadtated ghi; sugar JnTM=Y;SS=M; 6.04 

439335; AA742697; Hs.62492; NM 052863:Homo sapiens secretoglobin, fa; none;; 5.81 

439223; AW238299; Hs.250618; UL16 binding protein 2; tdLrecepLa,PKD,MHC_l;TM=M;SS=Y; 5.77 

418054; NNL002318; Hs. 83354; lysyl oxidase-Bke 2; SRCR,Lysyl_oxidase;TM=M;SS=M; 5.72 

454098; W27953; Hs.217493; Rakophirin; none.none; 5.71 

417900; BE250127; Hs.82906; COC20 (cell division cycle 20, S. cerevr. WD40;TM=M;SS=N; 5.70 

435505; AF200492; Hs.211238; lnterleukin-1 homolog 1; IL1;TM=M£S=N; 5.69 

406685; M1872B; ; gb:Human nonspecific crossreacting antig; ig;TM=M;SS=M; 5.67 

430280; AA361258; Hs237868; interleukin 7 receptor; fn3.none; 5.63 

430486; BE062109; Hs241551; chloride channel, calcium activated, fern; none;TM=Y;SS=M; 5.61 

449722; BE280074; Hs23960; cycfin B1; cycrin.cyclin_C;TM=M;SS=N; 5.61 

439606; W791 23; Hs^8561;G protein-coupled receptor 87; 7tmJ;TM=Y;S$=M; 5.60 

452862; AW37B065; Hs.8687; ADAMTS2 (a cfisintegrin-fike and metallo; Pep„M12Bj)ropep,tsp„1,Reprorysin.none; 5.58 

433662; W07162; Hs.1 50826; RAB25 RAB25. member RAS oncogene family; ras,ABCjrartfJrf,TM=M;SS=M; 5.57 

41 1 296; BE207307; Hs. 101 1 4; growth suppressor 1 ; 20G-FelLOxy,TM=M;SS=M; 5.55 

433848; AF095719; Hs.93764; carboxypeptidase A4; 2n_carbOpept,Propep_M1 4;; 5.54 

416819; U77735; Hs.80205; pin>2 oncogene; pkinase: 5.48 tflftAl . e , 7 

42B36B; BE440042; Hs.83326; matrix metalloproteinase 3 (stromelysin ; herrorjexrn.PepOdase.MIO^tacin;; 5.47 

452747; BE153855; Hs.61460; Ig superfamfly receptor LNIR; ig.Rhabd jlycop;TNNY;SS=M; 5.46 

444946; AW1 39205; Hs.156457; hypothetical protein FU22408; abhydrolase.abhydrolase_2;TM=Y;SS=M; 5.42 

413719; BE439580; Hs.75498; small inducible cytokine subfamily A (Cy, IL8;; 5.35 

445033; AV652402; Hs.72901; cycBrwJependent kinase Inhibitor 2B (j>1; ank;; 528 

418462; BE001596; Hs.85266; integrin, beta 4; fn3,integrin.B.Catx-beta.EGF;TM=M;SS=M; 526 
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429554; NMJM2275; Hs.207224; interieuldn 1, delta: IL1;TM=M;SS=N; 5.14 

421508; NMJHM833; Hs.105115; absent in melanoma 2; PAAD DAPIN,HIN;TM=M;SS=N; 5.13 

439979; AW600291; Hs.6823; hypothetical protein FU10430; none;TM=M;SS=N; 5.11 

427099; AB03S53; Hs.173560; odd Oztown homobg 2 Prosophila, mous; NHL;TM=M;SS=N; 5.11 

428227; AA321649; Hs.2248; smatJ inducible cytokine subfamily B (Cy; IL8;TM=M;SS=Y; 5.08 

436398; AI683487; Hs.1 5221 3; wingless-type MMTV integration site farm; wntnone; 5.07 

405690; M29540; Hs.220529; cardnoernbiyonic anfig en-related cell ad; ig;TM=M:SS=M; 5.05 

453905; NM_002314; Hs.36566; UM domain kinase 1; pkmase,UM 1 PDZ^f-PARP;TM=M;SS=N; 5.04 

414035; Y00630; Hs.75716; serine {or cysteine) proteinase tnhibtto; serein- 5.00 

413219; AAB78200; Hs.1 1B727; Homo sapiens cDNA FU13692 lis, clone PL; HLH.death JNFR.^A7K^AJiydro; 4.96 
421505; BE302796; Hs.105097; thymidine kinase 1, soluble; TK;TM=M;SS=N; 4.93 
412140; AA219691; Hs.73625; RAB6 interacting, kinesrn-Bke (rabkines; Wijesin f Trop<)rTry()sin;TM=^SS=^ 4.92 
445537; AJ245671; Hs.12844; EGF-Bke-dornain, mutfipte 6; EGF.MAM;; 4.91 

428953; AA306610; Hs. 348 183; tumor necrosis factor receptor superfami; 60s_ribc^on^,Ribc^o^_L10,TNFK.c5,DEAD^ 4.90 

436553; AW407157; Hs.181 125; immunoglobulin lambda locus; ig t HSP70,Ppx^ppA;TM=M;SS=N; 4.89 

447343; AA256641; Hs.236894; ESTs, KgWy similar to S02392 alpha-2-m; none.none; 4.84 

430024; AI808780; Hs.227730; integrin, alpha 6; integnn_A,F&GAP;TM=Y;SS=M; 4.81 

439706; AW872527; Hs.59761; ESTs, Weakly similar to DAP1_HUMAN DEATH; none,none; 4.80 

444371; BE540274; Hs.239; farkhead box Ml; Fork L .head;TM=M;SS=N; 4.75 

428582; BE336699; Hs.185055; BENE protein; none;TM=Y;SS=M; 4.74 

419596; BE379320; Hs.91448; MKP-1 like protein tyrosine phosphatase; DSPfcr. 4.69 

431630; KM_002204; Hs.265829; integrin, alpha 3 {antigen C049C, alpha ; FG-GAP,Rhabd jrycop,integrin_A;TM=Y5S=M; 4.69 
422310; AA316622; Hs.98370; cytochrome P450, subfamily US, porypept none,pkinase t fn3,ig; 4.68 
418067; A1127958; Hs.83393; cystatin E/M; cystaflrc 4.66 

414774; X02419; Hs.77274; plasminogen activator, urokinase; luingle.tryps*m,planLthbriins;; 4.64 
456534; X91195; Hs.100523; phosphoGpase C, beta 3, neighbor pseudo; UM,PDZ,pkinase;; 4.62 
410418; D31382; Hs.63325; transmembrane protease, serine 4; ld!jecepLa,trypsin;TM=Y;SS=M; 4.60 
417B66; AW067903; Hs.82772; collagen, type XI, alpha 1; Cdl89en,a)m,TSPN,lanimin_G.CorA.- 4.60 
4381 13; AI467908; Hs.8882; ESTs; 7tm_1,none; 4.60 

418140; BE613836; Hs.83551; microfibrtllar-associated protein 2; none;TM=M;SS=M; 4.57 
408380; AF123050; Hs.44532; diubiquitin; ubiquitin;TM=M;SS=N; 4.55 

422627; BE335857; Hs.1 1B787; transforming growth factor, betannduced; FasdcDnABC_trariABC_mernbranQ > GTP_EFTll;TM=M;SS=M; 4.50 
425247; NMJJ05940; Hs.155324; matrix metalloproteinase 11 (strornelystn; hemopexin,Pepfidase_M1Q;; 4.50 
418558; AW082266; Hs.86131; Fas (TNFRSF6)-associaled via death domai; death,DED;; 4.49 
408482; NWL000676; Hs.45743; adenosine A2b receptor; 7trnJ;TM=Y;SS=M; 4.48 
414166;AW888941; Hs.75789; N-myc downstream regulated; DEAD,he!icasej:,nmNdr,CysJa^ 

bela,C)UF139JPaDSPc l tspJ,RibosonTa)_S21^p;TM4tSS=N;4.47 
416178; AI808527; Hs.192822; serologically defined breast cancer anrj; none;TM=M;SS=N; 4.47 
41 1789; AF24S505; Hs.72157; Adfcan; ig,LKRLRRNT t LRRCT;TM=M;SS=M; 4.47 
414561; AI064813; Hs.195155; Homo sapiens amino acid transport system; Aa_trans;TM=Y;SS=N; 4.47 
422765; AW409701 ; Hs.1578; bacutovirat IAP repeatontaining 5 (sun BIR;TM=M;SS=N; 4.45 
427557; NMJJ02659; Hs.179657; plasminogen activator, urokinase recepto; UPARJLY6,ET,PLA2Jnh;; 4.43 
418322; AA284166; Hs.84113; cycfin-dependent kinase inhibitor 3 (COK; Y_phosphatase,DSPc;TM=M;SS=N; 4.42 
409041; AB033025; Hs.50081; Hypothetical protein, XPJB1860 (WAA119; none;TM=M;SS=M; 4.41 
406908; Z25437; ; gb:Rsapiens proteirMyrosine kinase gen; none.none; 4.40 
450701; H39960; Hs.28B467; hypothetical protein XP_098151 {leucine-; none.LRRCT.LRR; 4.40 
409213; U61412; Hs.51133; PTK6 protein tyrosine kinase 6; SH2 t SH3,pkmase;TM=M;SS=N; 4.38 
429500; X78565; Hs.2891 14; hexabrachton (tenasdn C, cytotacfin); EGF,fn3,fibrim)geruC l toxin_2.KefatrrLB^ 4.38 
448569; BE382657; Hs.21486; signal transducer and activator of trans; SH2.STAT,STAT_bind.STATjrot;TM=M;SS=N; 4.32 
423725; AJ403108; Hs.132127; hypoihefoa! protein LOC57822; none;TM=M;SS=N; 4.32 
411573; AB029000; Hs.70823; K1AA1 077 protein; Sulfatase;TM=M;SS=N; 4.31 
408243; Y00787; Hs.624; interieuldn 8; HLHPAS,1L8;TM=M;SS=N; 4.31 
41 8738; AW388633; Hs.6682; solute carrier family 7, (cafionic amino; none,none; 4.30 
437897; AA770561; Hs.146170; hypothefcal prolan FU22959; zf-OHHC,none; 4.29 
424247; X14008; Hs234734; lysozyme (renal amyloidosis); lys.ig.FAD.Synth.ldh.ldh.C.pkinase;; 4.29 
414821 ; M63835; Hs.77424; Fc fragment of IgG, high affinity la. re; ig;TM=Y;SS=M; 4.29 
404996; ;; Target Exon; Peptidase.^ ;TM=HSS=M; 4.29 

416539; Y07909; Hs.79368; epithelial membrane protein 1; PMP22_CtauoTn^ored_q5_r^TM=Y;SS=M; 4.28 

409142; AL136877; Hs.50758; SMC4{sbtK^raIrnainlenanceof chromoso; ABC_tran,M.SMC^N.SMC C,DUF164.none; 425 

421532; AW138207; Hs.146170; hypothetical protein FU22969; Armadnio_seg,HEAT;TM=M;SS=N; 425 

424503; NM JW2205; Hs.149609; integrin, alpha 5 {fibronecfin receptor,; tntegrin_A,FG-GAP;TM=Y;SS=N; 4.24 

414809; AI434699; Hs.77356; transferrin receptor (p90, CD71); PA;TM=Y;SS=N; 4.24 

439720; AI935202; Hs.31 181 ; Homo sapiens cDNA: FU23230 fe, done C; none.SOF.sugarJr; 423 

437044; AL035854; Hs.69517; differenuaSy expressed in Fanconfs an; none;TM=M;SS=M; 423 

409956; AW1 03364; Hs.727; inhihin, beta A (acfivin A. acuvin AB a; TGF*eta,TGFb_propepfide,Tub;; 420 

439453; BE264974; Hs.6566; thyroid hormone receptor interactor 13; AAA^BC_tran,CoaE;TM=M;SS=N; 4.20 . 

417389; BE260964; Hs.82045; mldkine (neurite growth-promoting factor, PTN.MK;TM=M;SS=Y; 4.19 

407137; T97307; ; gb:ye53h05.s1 Soares fetal Bver spleen ; GDA1_CD39,none; 4.18 

419235; AW47041 1; Hs.288433; neurotrimin; none.none; 4.18 

410290; AA402307; Hs.322844; hypothetical protein DKFZp564A176; Sema.PSI.TIGJntegrin,B;TM=Y;SS=M; 4.18 

456906; AF1 17646; Hs.156637; Cas-Br-M (murine) ectropic retroviral tr; zf-C3HC4.CbLN.Cbl_N2.CbLN3;TM=M;SS=N; 4.17 

446775; AB025237; Hs.388; nudix (nudeoside diphosphate linked moi; NUDDC;TM=M;SS=M; 4.17 

400288; X06255; Hs.149609; integrin, alpha 5 (fibronectin receptor,; integrinJ^,FG<3AP;TM=Y;SS=N; 4.14 

409799; D1 1928; Hs.76845; phc^phoserine phosphatase-Cke; Hydrolase;TM=W;SS=N; 4.13 

445417; AK001058; Hs.12680; a disimegrin-Cke and metalfoprotease w, tsp_1,Reprolysin,Pep_M12B _propep t none; 4.12 

433895; AI287912; Hs.3628; mHogen-acfivated protein kinase kinase ; pkinase r zf-C4 1 CNH,ERM;TM=M;SS=M; 4.12 

424490; AJ278016; Hs.55565; ankyrin repeat domain 3; ank,pkinase;TM=M;SS=N; 4.09 

419121; AA374372; Hs.89625; paraBiyroid hormone-ifce hormone; none^ione; 4.08 

416602; NMJW6159; Hs.367895; Protein kinase C-binding protein NELL2; EGF.vwc.TSPN;; 4.07 

424008; R02740; Hs. 137555; putative chemokine receptor; GTP-bmdtng; 7trrLl;TM=Y;SS=M; 4.07 

427747; AW411425; Hs.180655; senneAhreonine kinase 12; pkinase;TM=M;SS=N; 4.06 

427490; Z95152; Hs.178695; mitogen-acfivated protein kinase 13; pkinase;TM=M;SS=N; 4.03 

439738; BE246502; Hs.9598; sema domain, immunoglobulin domain (lg),; Sema,PSI,integrin_B;TM=Y;SS=N; 4.02 
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414883; AA9269S0; Hs.348669; CDC28 protein kinase 1; CKS," 4.02 

413186; AU077141; Hs.374548; solute carrier family 16 (monocarboxyDc; sugar_tr,TM=Y;$S-M; 4.01 
41 B203; X54942; Hs.83758; CDC28 protein kinase 2; CKS;; 4/01 

406905; 225424; ;gb:H^apiensprolei>sefinertrueorurfiki;^ _ t . n ii4na ^ . , . 

450375; AA009647; Hs.352537; a disintegrin and rnetafoprotemase doma; Reprolysin.Pep_.M12B jrapep,disintegnitftep^ 3.33 

4106B7| U24389; Hs.65436; lysyl oxkJase-fike 1; LysyLoxWase;; 3.98 

410342; R31350; Hs.743; Fc fragment of tgE. high affinity 1, rec, 1TAM;TM=Y;SS=M; 3.95 

425849; AJ000512; Hs.295323; serum/glucocortjcoid regulated kinase; pkinase.pkinase_C;TM=M;SS=M; 3.95 

417433; BE270256; Hs.82128; 5T4 oncofetal IrophoWast glycoprotein; LRR,LRRNT,LRRCT;TM=Y;SS=M; 3.95 

427792; M63928; Hs.180841; tumor necrosis factor receptor superfami; SRP14,TNFR_c6;; 3.93 

407792; AI077715; Hs.39384; putative secreted ligand homobgous to f; none;TM=M;SS=Y; 3.91 

424441; X14850; Hs.147097; H2A histone famfly. member * histone.CBFD_NFYB.HMF;; 3.91 

41 5989; AI267700; Hs.351 201; ESTs; none,none; 3.90 

423189; M59371; Hs.171596; EphA2;fn3,pkinase f SAM > EPH_lbd;TM=Y;SS=M; 3.90 

443859; NMJH3409; Hs.9914; follistalin; kazat;; 3.89 

429612; AF062649; Hs.252587; pituitary turrajr-lrarsforrning 1; nones 3.89 v 
419073; AW372170; Hs.183918; Homo sapiens cDNA FU12797 lis, clone NT; death,ZU5;; 3.88 
450684; AA872605; Hs.25333; interleukin 1 receptor, type tl; ig;TM=Y;SS=M; 3.88 
428450; NM 014791; Hs.184339; KIAA0175 gene product; KA1,pkinase;TM=M;SS=N; 3.86 
413441; AI929374; Hs.75367; Src-Gke-adapter; SH2£H3;TM=M;SS=N; 3.84 

437763; AA469369; Hs.5831 ; tissue inhibitor of metatoproteinase 1 ; TIMP.pkinase.DAG.PE-bind.RBD; 3.83 
436291; BE568452; Hs.344037; protein regulator of cytokinesis 1; none;TM=M;$S=N; 3.82 
417512: X76534; Hs.82226; glycoprotein (transmembrane) nrnb; PKD;TM=Y;SS=M; 3.81 
427647; W19744; Hs. 180059; Homo sapiens cDNA FU20653 fis, clone KA; none.pkinase; 3.80 
431629; AU077025; Hs.265827; interferon, alpha-inducibte protein {clo; none;TM=M;S$=Y; 3.80 
434699; AA643687; Hs.149425; Homo sapiens cDNA RJ11980 fis. clone HE; Nucteoside_tra2.none; 3.80 
430378; 229572; Hs.2556; tumor necrosis factor receptor superfami; IL2;; 3.79 
428157; AI738719; Hs.198427; hexokinase Z hexokhase^iexokinase2.none; 3.78 

409512; AW979187; Hs.E3591; melanoma differentiafion associated prot DEAD,heficase_CCARD;TM=M;SS=N; 3.78 
417720; AA205625; Hs.208057; ESTs; none^one; 3.77 

439237; AW40B158; Hs.318893; ESTs, Weakry sirriar to A47582 B-cell gr, Furtn4ike,pkir^ t Recep_L„dornain 1 YLP f none; 3.77 
449029; N28989; Hs.22891; solute carrier famfly 7 (cafionic amino ; aa_permeases;TM=Y;SS=M; 176 
413436; AF238083; Hs.68061; sphtngosine kinase 1; DAGKc;TM=M;SS=N; 3.75 

416714; AF283770; Hs.79630; CD79A antigen (irriTUjru)globulir^associated; ig,lTAM£n_clus;TM=Y;SS=M; 3.74 

413281; AA861271; Hs.222024; transcription factor BMAL2; HLH,PAS^ 3.74 

436481; AA379597; Hs.5199; HSPC150 protein similar to ubiquitin-con; UQ_con;TM=M;SS=N; 3.74 

431 890; X17033; Hs.271985; integrin, alpha 2 (C049B. alpha 2 subuni; vwa,integriiuA.F&-GAP;TM=Y;SS=M; 3.74 . 

424118; BE269041; Hs.140452; cargo setecfion protein (mannose 6 phosp; perifipin;; 3.73 

426471; M22440; Hs.170009; transforming growth factor, alpha; EGF;TM=M;SS=M; 3.72 

422487; AJ010901; Hs.198267; mucin 4, tracheobronchial; EGF.vwd-AMOP;; 3.72 

450125; AA00541B; Hs.158186; ESTs; CiDE-N,7tmJ,none; 3.71 

427337; 246223; Hs.176663; Fc fragment of IgG. low affinity lllb, r, ig;TM=Y;$S=M; 3.70 

444006; BE395085; Hs.334762; type I transmembrane protein Fn14; ldl_recepLa,PKD,MHCJ;TM=M;SS=Y; 3.70 

422010; AA302049; Hs.31181; Homo sapiens cDNA: FU23230 fis. done C; none,SDF,sugarJr, 3.70 

418969; W33191; Hs.28907; hypothetical protein FU20258; SH3;TM=M;SS=N; 3.69 

415817; U88967; Hs.78867; protein tyrosine phosphatase, receptor-t; fn3,Y_phosphalase f carb_anhydrase;TM=Y;SS-M; 3.68 

443759; BE390832; Hs.134729; FXYD domain-contairung ion transport reg; ATP1G1„PLM_MATB;TM=Y;SS=M; 3.68 

452344;A!264357; Hs.55405; hypothetical protein MGC16212; SuifateJrartsp.STAS;; 3.68 

439625; AF086453; Hs.58611; ESTs; Fak w head J grya)ryuc_er^.Na_sulph.syrnp; 3.66 

426227; U67058; Hs.154299; Human proteinase acfivated receptor-2 mR; 7tro.1;TM=Y;SS=M; 3.66 

452363; AI582743; Hs.94953; Homo sapiens. Similar toccmptementcomp; C1q,Collagen;; 165 

447365; BE383676; Hs.334; Rho guanine nucleotide exchange factor SH3.PH,RhoGEF;TM=M;S&=N; 3.64 

418883; BE387036; Hs.12l1; acid phosphatase 5, tartrate resistant; Metattophos;TM=M;SS=M; 3.64 

438707; L08239; Hs.5326; amino acid system N transporter 2; porcu; ACAT»MBOAT;TM=Y;SS=M; 3.64 

422596; AF063611; Hs.1 18633; 2 , -5 , -otigoadenylate synthetase-like; ubiquhm;; 3.63 

449318; AW236021; Hs.78531; Homo sapiens, Similar to RIKEN cDNA 5730; none;TM=M;SS=N; 3.62 

438746; AI885815; Hs.184727; Human melaTrama-assoriated antigen p97 (m; transferrin,Guanvlate„kin ( PD2.SH3; 3.62 

446291; BE397753; Hs.14623; interferon, garrirra-inducible protein 30; GILT;TM=M;SS=Y; 3.62 

452696; A1826645; Hs.211534; ESTs; ArfGap.PH.ank.Guanytate_kin.PDZ.SH3; 3.60 

407634; AW016569; Hs.136414; UDP-GicNAc±etaGa! beta-1,3-N-acetylgluc; GaJactosyLT;TM=^SS*Y; 3.59 

423575; C18863; Hs.163443; intron of periostin (OSF-2os); Fasctetinjione; 3.59 

421391; AW304350; Hs.191958; immunoglobulin superfamily receptor tran; ig.none; 3.58 

419452; U33635; Hs.90572; PTK7 protein tyrosine kinase 7; ig,pkinase;TM=Y;SS=M; 3.58 

419912; AF249745; Hs.6066; Rho guanine nudeofide exchange factor {; SH3,PH,roioGEF;TM=M;SS=N; 158 

431457; NM 012211; Hs356297; Integrin. alpha 11; F&43AP,vwa;TM=Y;SS=M; 3.57 

430379; AF134149; Hs.240395; potassium channel, subfamily K. member 6; ion_trans;TM=Y;SS=M; 155 

418526; BE019020; Hs.85838; solute carrier fanfly 16 (nwnocarboxyGc; none;TM=Y;SS=M; 155 

441362; BE614410; Hs.23044; RAD51 (S. cerevisiae) homolog (EcofiRe; nones 3.53 

426500; NM_01463B; Hs.170156; WAA0450 gene product; C2,R-PLC-Y;TM=M;SS=N; 3.53 

429556; AW139399; Hs.314807; ESTs; none;TM=M;SS=N; 3.52 

449101; AA205847; Hs.23016; G protein-coupled receptor; 7tm_1;TM=Y;SS=M; 3.52 

432636; AA340864; Hs.278562; claudin 7; PMP22LOaudin;TM=Y;SS=M; 3.51 

433470; AW960564; Hs.351316; transmembrane 4 superfamily member 1; none;TM=Y;SS=M; 3.51 

452203; X57522; Hs. 3520 18; transporter 1. ATP-binrfmg cassette, sub; ABC.t/an^C.nierr^ar^.SRPM.Trrymdylate^n^YiSS^^ 3.49 
425566; AW162943; Hs.250618; UL16 binding protein 2; ldl_recepLa,PKD.MHCJ;TM=M;SS=Y; 148 
402447; ; ; C1 000201 :giJ20441 6IgbJAAA02627.1| (10519; none;TM=Y;SS=M; 148 

431183; NM.006855; Hs.250696; KDa (Lys-Asp-Glu-Leu) ena^plasmic retfc; ERJumen_recept;TVFM;SS=M; 3.48 

448988; Y09763; Hs.22785; gamma-aminobutync acid (GA3A) A recepto; Neur_charuLBD.Neur_chan_memb;TM=Y;SS=M; 3.48 

415323; BE269352; Hs.949; neutrophil cytosolic factor 2 (65kD, chr; SH3.TPR;TM=M;SS=N; 3.48 

425003; AF119046; Hs.154149; apurirWapyrirnidWc endonudease{APEX ; Troponln,Exo_endo_phos.lQ;TM=M;SS=N; 3.47 

424909; S78187; Hs.153752; cell division cycle 25B; Rhodanesen 144 

446051; BE048061; Hs.37054; ephrin-A3; EpMnA.deamin4srm^-aIpha; 3.43 „ 
418641; BE243136; Hs.86947; a disintegrin and metalloproteinasedoma; disintegrin.Repratysm,Pep_M12B_propep,EGF;TM=Y;SS=M; 3.42 

289 



WO 03/042661 



PCT/US02/36810 



417426; NM_002291; Hs.82124; laminto, beta 1; laminin EGF.Iantinin^Nterm.integrin.B-,: 3.42 
411263; BE297802; Hs.69360; kinesin-fite 6 (rritofic caSomere-assoc; kinesin;TM=M;SS=N; 3.42 
430044: AA46451Q; Hs.15281 2; ESTs; none,none; 3.42 

425289; AW139342; Hs.155530; interferon, gamma-indudbte protein 16; PAAD_DAPIN,H1N;; 3.39 
425354; U62027; Hs.155935; complement component 3a receptor 1; 7tm_1;TM=Y;SS=M; 3.39 
428293; BE250944; Hs.183556; solute carrier family 1 (neutral amino a; elF6.SDF;TM=M;SS=N; 3.39 
443848; A1085377; Hs.143510; ESTs; Forehead, none; 3.39 

418869; AW516565; ; gb:xq01d05.x1 Soares_NHCeC_cervica)_tumo; none.RasGAP.WW.ICr, 3.38 
432179; X75208; Hs.2913; EphBS; EPH_lbd,fn3,pkinase,SAM;TM=Y;SS=M; 3.38 
418918; X07871; Hs.89475; C02 antigen (p50), sheep red blood cell ; ig;TM=Y;SS=M; 138 
414368; W70171; Hs.75939? uridine monophosphate kinase; PRK,CoaE;; 3.37 

408716; AI567B39;Hs.151714;HomosapensmRNA for K1AA1769 protein.; Uvn0^ericase,RNB.RuntTM=M;SS=N; 3u37 
457001; J03258; Hs.2062; vitamin D (1,25- dihydroxyvitarran D3) re; horTnone_rec r zMM 1 MetaI]olhb_5;TM=M;SS=N; 3.37 
422283; AW411307; Hs.1 1431 1; COC45(ceIl division cycle 45, Sxerevis; CDC45;TM=M;SS=N; 137 

421817; AF146074; Hs.108660; ATP-binding cassette, sub-famfly C ( CFTR; FascidirvAB CJran ABC^membrane, GTP_EFTU ;TM=M;S S= M; 3.36 

400298; AA032279; Hs.61635; six transmembrane epithelial antigen of ; none;TM=Y;SS=N; 135 

428385; AF1 12213; Hs.1 84062; putative Rab54nteracting protein; SH2.SH3;; 3.33 

400261; ; Hs.1 802; Eos Control; Jg,MHCJLbeta;TM=Y;SS=M; 133 

410024; AW191024; Hs.55016; hypolhefical protein FU21935; SH1,TM=M;SS=N; 132 

41 2584; X54870; Hs.74085; ONA segment on chromosome 1 2 (unique} 24; none JecBn_c; 132 

416065; BE267931; Hs.78996; proEferafing cell nuclear antigen; PCf4A,PCNA^C;TM=M;SS=N; 131 

426437; BE076537; Hs. 169895; ubiquiCn-conjugating enzyme E2L 6; ArrnadiIlo_seg,UQLcon.none; 3.31 

426840; BE244217; Hs.172690; diacylglyceroi kinase, alpha (80kD); efhand,DAG_PE-bind,DAGKa,DA6Kc,DC1 ;TM=M;SS=N; 3.31 

434419; AL040606; Hs.296938; dual spectficity phosphatase 7; DSPc;TM=M;SS=N; 131 

418758; AW959311; Hs.172012; rrypofoetica! protein DKFZp434J037; pkinase^l01;TM=M;SS=N; 3.31 

424779; AL046B51 ; Hs.153053; CD37 antigen; transmembrane4;TM=Y;SS=M; 131 

423973; AF038461; Hs.136574; arachidonate 12-Bpoxygenase. 1 2R type; Hpoxygenase,PLAT;TM=M;SS=N; 130 

421733; AL1 19671; Hs.1 420; fibroblast growth factor receptor 3 (ach; ig l pkinase;TM=Y;SS=M; 130 

449027; AJ271216; Hs.22880; dipeptidylpeptidase III; Peptidase_AM9.EGFjg ) Neuregulin;TM=M;SS=N; 128 

423778; Y09267; Hs.1 32821; flavin containing monooxygenase 2; FMMke.pyr_redox;TM=Y;SS=M; 3.28 

426457; AW894667; Hs.380138; chimerin (chimaerin) 1; DAG_PE-Wnd ,RhoGAP,SH2;TM=M;SS=N; 3.28 

435521. T62849; Hs.1 1090; membrane-spanning 4-domains, subfamily A; none;TM=Y;SS=M; 3.27 

431886; L77964; Hs.271980; rnitogen-actrvated protein kinase 6; pkinase;TM=M;SS=N; 3.27 

430397; A1924533; Hs.105607; bicarbonate transporter related protein ; HC03_cotransp;TM=Y;SS=N; 3.27 

425322; U63630; Hs.155637; protein kinase. DNA-adivated. catalytic; P13_PW_kinase t FAT,FATC;TM=M;SS=N; 3.26 

446006; NMJJQ4403; Hs.1 3530; deafness, autosomal dominant 5; none;TM=M;SS=M; 126 

444783; AK001468; Hs.62180; aniinn (DrosophDa Scraps homolog), act PH. none; 125 

422278; AF072873; Hs.114218; mzzted (Drosophila) homolog 6; Fz,Frizzied,7im_2;TM=Y;SS=M; 125 

405932; ; ; C15000305:gil3806122lgtHAAC69198.1| (AFO; ras;TM=M;SS=N; 3.25 

400205; ; Hs.81848; NM.006265*:Homo sapiens RAD21 (S. pombe); DUF173;; 3.25 

432874; W94322; Hs.279651; melanoma inhibitory activity; SH3;TM=M;SS=Y; 124 

412942; AL 120344; Hs.75074; mitogen-acfivated protein kinase-activat; pkinase;TM=M;SS=N; 3.23 

435472; AW972330; Hs.283022; triggering receptor expressed on myeloid; ig;TM=M;SS=M; 3.22 

439285; AL133916; Hs.47860; hypothetica! protein FU20093; ig,pkinase.LRR,LRRNT,lKRCT ( none; 3.22 

410434; AF051 152; Hs.63668; toll-like receptor 2; LRR,LRRCT,TIR;TM=M;SS=M; 3.22 

427318; AF186081; Hs.175783; zinc transporter. 2p;TM=Y;SS=M; 122 

436075; BE090176; Hs.179902; transporter-like protdn; none;TM=Y;SS=M; 122 

428698; AA852773; Hs.334838; KIM1B66 protein; none;NA;NA; 322 

448888; AW196663; Hs.200242; caspase recruitment domain protein 6; CARD;TM=M;SS=N; 3.22 

415149; X12451; Hs.78056; cathepsin L; PeptkJase.C^ 121 

423393; R37772; Hs.21420; p21-activated protein kinase 6; pktnase,PBD;TM=M;SS=N; 121 

424618; L29472; Hs.1802; major histocompatibifity complex, class ; kj,rMCJLbeta;TM=Y;SS=M; 3.20 

438564; AA381553; Hs.1 98253; major histocompatibility complex, class ; tg.MHCJI_alpha,none; 3.20 

456181; L36463; Hs. 1 030; ras inhibitor; RA,SH2,VPS9;TM=M;SS=N; 3.20 

418613; AA744529; Hs.65575; mitogen-acfivated protein kinase kinase ; pxmase,CNH;TM=M;SS=N; 3.19 

440582; AW362152; Hs.27181; nuclear receptor binding factor-2; cyclin,bZiP;TM=M;SS=N; 118 

415010; NMJKM203; Hs.77783; rnembrane-as sedated tyrosine- and threon; ank.pWnase,UPF0073;; 3.16 

419216; AU076718; Hs.164021; smaD Inducible cytokine siibfamiry B (Cy; IUB~ 116 

450737; AW007152; Hs.63325; transmembrane protease, serine 4; tryps'tnJdLrecepLanone; 3.16 

426395; BE151985; Hs.355669; hypothetical protein FU2331 6; pkinase,none; 115 

412939; AW411491; Hs.75069; eukaryolic translation elongation factor; nonejwne; 3.15 

433376; AI249361; Hs.74122; caspase 4. apoplosis-reteted cysteine pr; CARD.lCE_p10.lCE_p2(fe 115 

410668; BE379794; Hs.159651; hypolhefical protein; death l TNFR_c6;TM=Y;SS=M; 3.15 

431441; U81961;Hs^794;soolumchanr^nonvoItage-gated1 alpha; ASC;TM=Y;SS=N;115 

432251 ; AW9729B3; Hs.232165; polycythemia rubra vera 1; cell surface ; none;TM=M;SS=M; 3.15 

407844; AW073716; Hs.8037; ESTs; transrnembrane4,none; 3.14 

408634; AW407254; Hs. 3552 16; calrnoduBn 2 (phosphorylase kinase, deit nonejione; 3.14 

423061; AI290473; Hs.44807; ESTs; brtegrin_B.Sema.PSI.TIG.none; 114 

438974; AF0B9816; Hs.6454; ctiromosome 19 open reading frame 3; PDZn 3.13 

431236; AV656840; Hs.2851 15; Interleukin 13 receptor, alpha 1; fn3;TM=Y;SS=M; 3.13 

425394; AA356730; Hs.323949; kangai 1 (suppression of tumorigenicity ; trarismernbrane4jione; 3.13 

429336; AB005036; Hs.199270; cytochrome P450. subfamily XXVIIB (25-hy; p450;; 3.13 

449230; BE613348; Hs.356392; melanoma ceD adhesion molecule; ig f isc^,RibG5c^_L6 l F-box;TM=Y;SS=M; 3.13 

429305; AF095727; Hs.287832; myelin protein zero-like 1; ig,transmembrane4;TM=Y;SS=M; 3.12 
. 419034; NM_002110; Hs.89555; hemopoietic cell kinase; SH2,Sm i pWnase;TM=M;SS=N; 3.12 

417386; AL037228; Hs.301957; D123 gene product; NUD^secY.E 1 jiehydrog ,transket_pyr.TM=Y;SS=M; 3.11 

419138; U48508; Hs.89631; ryanodine receptor 1 (skeletal); torutrarts.SPRY.RYT>R_rrPR,r^R,WR;TM=Y;SS=N; 3.11 

440006; AK000517; Hs.6844; NALP2protein; PYWN4^tainmg APAF1-fi; AAA,NB-ARC f PAAD_DAPlN;NA^lA; 3.10 

406467; ; ; Target Exon; elhandAcyllransferase.none; 110 

422956; BE545072; Hs.122579; ECT2 protein (EpUhefial cell transfonni; BRCT,RhoGEF;TM=M;SS=N; 3.10 
417771; AA804698; Hs.82547; refinoic acid receptor respond er (tazaro; none.none; 3.09 
43701 6; AU076916; Hs.5398; guanine monphosphate synthetase; PHD.SET^I- 

CXXaEGF,ank,notch,WW,FCH ( GATase,GMP synLC.Ocdudin.YEATS.rrctaJuiio.EB.herne 1,RCC1,Z7_FeThRed w A,ENTH t Band 41,HECT;TM=M;SS=N; 3.09 
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441384; AA447849; Hs^88660; relmoto add induced 3; 7tm_3.none; 3.09 
416636; N32535; Hs.42645; solute carrier famBy 16 (mowcarbcayfc; nrnwiwe; 3.09 
416498; U33631 Hs.79351; potassium channel, subfamily K, member 1; ionJrans;iM=ir ,&t>-M, iua 
426108; AA622037; Hs.166468; programmed ceQ death 5; DUF121TM=M;SS=N; 3.08 
414806; D14694; Hs.77329; phosphatidylserine synthase 1; PSS;TM=Y;SS-M; 3.08 
402233; ; ; NM 030760*:Homo sapiens endothelial (lift; 7tm_1;TM=Y;SS=M; 3.07 
430066; AI929659; Hs.237825; signal recognition partide 72kD; TnWC,SAI^synt; 3.07 
425367; BE271 188; Hs.155975; protein tyrosine phosphatase, receptor t none;TM=M;SS=Y; i.vo 
434263; N34B95; Hs.79187; ESTs; ig.none; 3.06 , n . 

443907* AU076484- Hs.9963; TYRO protein tyrosine kinase binding pro; none. 1M-M,bi>-Y, 
409378! U423B7; Hs.54426; pancreatic polypeptide receptor 1; ^^n^i^APfVTM^M <5feM- 3 05 
410165; BE560228; Hs.71869; apoptosis^sociated specWike protein ; PAAD J3APIN ,CARD;TM=M,SS-N, 3.05 
440270; NM_015986; Hs.7120; cytokine receptor-tike molecule 9; tn3;; 3.05 
449003; X76342; Hs.389; afcoho! dehydrogenase 7 (class IV), mu o; adh_zmc;TM=M;SS=N; 3.ub 
4201 B9; AW296380; Hs.95821 ; osteodast stimulating factor 1 ; SH3.ank;; 3.05 

429732; U20158; Hs.2488; lymphocyte cytoscfic protein 2 (SH2 dorna; SHI; 3.05 r . TM > M .o S - N . 3 ru 

421541; NM.003942; Hs.105584; ribosomal protein S6 kinase, 90kD, P^^St£S^\wT^ 
415444- BE247295; Hs.78452; solute carrier family 20 (phosphate trarr, PH04,UM;TM=M;SS=N; 3.03 

449048- Z45051 ; HsJ22920; similar to S68401 (catfle) glucose indue; Lamp;TM=M;SS=M; 3.03 
413869; NM 000878; Hs.75596; interleukin 2 receptor, beta; none;TM=Y;SS=M; 3 02 
44287ft BEK3003; Hs.23625; Homo sapiens done TCCCTAM142 mRNA sequ; KJrtra.DUF51.nonB; 3.02 
435576; AI458213; Hs.77542; ESTs; 7tm_1 DnaJ; 3.02 

446269; AW263155; Hs.14559; hypothetical protein FU10540; nowTM=^SS^ 3.02 
418870; AF147204; Hs.89414; chemokine (C-X-C motif), receptor 4 (fus; ^17^J>* S Y ; SS - M ' 301 
421379; Y15221; Hs.103981 small inducible cytokine subfamily B (Cy, IL8;TM=M;SS=Y; 3.00 
421267- BE314724; Hs.103081; ribosomal protein S6 kinase. 70kD, polyp; planase.pkinase.C;TM=M,SS-N; 3.00 
409705; M37762;Hs.56023;braiiHjerwedneuro^ 
3 429903- AL134197; Hs.93597; cytfin-dependent kinase 5, regulatory sir; CDK5_activator,none; 2.99 

430696; AA531276; Hs.59509; ESTs; p4dnasePP2C,none; 198 Qcr . K( „ M . , „ 

418299; AA279530. Hs.83968; inlegrin, beta 2 (antigen C018 (p95). ry; integrnuB,EGF,PSi,TM-Y.SS-M. Z.97 
410026; AI912051; Hs.55016; hypothetical protein FU21935; none,none; ||£ 
448733- NM 005629; Hs.187958; solute carrier family 6 (neurotransmitte; SNF;TM=Y,SS-N. l$l 
5 43256* BE531048; Hs.278422; DKFZP5B6G1122 protein; zf£2H2;TM*M;SS=N; 197 
453035- AW581943; Hs.334; Rho guanine nucleotide exchange factor (; none^one; 2.97 
42731 5 AA17994* Hs.175S63; Homo sapiens mRNA; cDNA DKFZp554N0763 jffi none^SW»W 
431941; AK000106; Hs.272227; Homo sapiens cDNA FU20099 fo. clone CO; pkinase,^^ 2.96 
441389; AF134838; Hs.7835; endocytic receptor (macrophage mannose r, m2Jedm c;TM=Y;SS=M; 2.S5 
0 412276- BE262621; Hs.73798; macrophage migration Inhibitory factor (; MIF.sugarJr.none; 2.94 
427359; AW020781 Hs.79881 ; Homo sapiens cDNA: FU23006 fe, done U 7tmJ .none; 2.94 
402558; ;; C1000201:gil204416|gblAM02627^ ^ Tll _ vce u _ Q> 

425852; AK001504; Hs.1 59651; death receptor 6. TNF superfamily member; deathJNFRj*;TNNY;SS=M; 194 
442080; AW444761; Hs.72901; ESTs; ank;; 194 
45 450447; AF212223; Hsu25010; hypothetical protein P15-1 NTF1TM=M;SS=N; 193 
444809; BE207568; Hs.208219; oculospanin; iransmembrane4;TM=Y;SS-N; 2.93 
449843; R85337; Hs.24030; solute carrier family 31 (copper JWK n0 "^K^2S^iu^^ 0 03 
416110- Z42262; Hs^22844; hypothetical protein DKF2p564A176; Sema,PSt.TiG4ntegnn^:TM=Y;SS-M. 2.93 
453768 : , BE382670; Hs.19851 1; Homo sapiens rnRNA; cDNA °^ 7 f ! 1 V t^,^ha,none; Z92 
50 414825; X06370; Hs.77432; epidermal growth factor receptor^vian * ^^^^^ ^^^^ 
421429; NMJJ14922; Hs.104305; death effector filament-forrning Ced4-G; LRR.PMD DAPIN.AAA.CARD.NB-ARC.NA.NA, 2.92 
434826* AF1 55661; Hs.22265; pyruvate dehydrogenase phosphatase; PP2C,none; 191 
451292! AB037716; Hs.26204; K1AA1295 protein; SH3;TM=M;S^I; 191 
422127; AW504286; Hs.112049; SET binding factor 1; dDENN.DENRGRAM.PH-; 191 
5 5 419508; AW997938. Hs.90786; ATP-bindJng cassette, sub-family C (CFTR; ABC_tranABC_membrane;TM=Y;SS=M ) 2M\) 
430451;AA836472;Hs.297939;cathepsinB;Peptidase.C1,pro 

424046; AF027866; Hs.138201 serine (or cysteine) proteinase inhibito; serpm;TM^-SS=N; 1 89 

41490? X90725; ri.77597; polo (DrosophiaHike kinase; RnxsomaLL37ae.pta3se,POtO^ 2.89 

429619; AL1 20751 ; Hs.21 1568; eukaryotic translation initiation factor, none,none; 189 
60 413879; AA132961; Hs.212533; Homo sapiens cDNA: FU22572 fc, done H; , noi tt.none; 189 

417018; M16038; Hs.80887; v-yes-1 Yamaguchi sarcoma viral related ; SHlSH3,pkmase;TM-M;SS-N. 189 

422610; AF 153820; Hs.1547; potassium mwardly-recOrying channel, s; IRK;TM=Y;SS=N; 189 

405556| ; ; homeodomairHnteracting protein kinase 3; *WsW*M^lir ^Ln* idd oonOD-TM^y-^-M. 9 «q 

423B04 ! AW403448; Hs.1706; interferon-stimulated transcription fact IRF^-C3HC4,lBR,*RanBP;TM-M.SS-N. 189 
65 425262; D87119; Hs.155418;GS3955 protein; pWnase;; 188 

422599' BE387202; Hs.1 18638; non-metastafic cells 1. protein (NM23A) ; NDK,PH,Oxysterol_BFt 188 

452888! AW9S54S4; Hs J0942: ephrin-B2; Eplrin*2;TM*Y;SS=*l; 2.8B 

414703; BE243877; Hs.380053; ATPase. Na? transporting, beta 3 polypep; Na^K-ATPase.TM-Y.SS-M; 

444143; AW74799S; Hs.160999; ESTs, Moderately similar to A56194 throm; Bd-lnone; 285 
70 413472; BE242870; Hs.75379; solute carrier family 1 (glial high affi; SDF;TM=Y;SS=M; Zm 

458039; AAB35884; Hs.130685; leukotriene b4 receptor (chemokine recep; CIDE-N ^.none; 186 

434417; AL1 101 57; Hs.3843; Homo sapiens mRNA; cDNA DKFZp586F2224 (f, DSPc,none; 186 

425802; Y14B38; ; cherroWne-IBfle receptor 1; 7tm_1.none; 186 

403112; ; ; Target Exon; efhand,C2,PH,PW 3 LC-Y,PI-PLOX;; 186 
75 435563; AF210317; Hs.95497; solute carrier family 2 (facilitated gju; sugar JnTM=Y;SS=N; 185 

442117; AW664964; Hs.128899; ESTs; hypothetical protein forlMAGE:447; none,none; 184 

457819; AA0574B4; Hs.35406; FU20522 Hypothetical protein FU20522; none.none 184 

456629; AW891965; Hs.367941 histone deacetytase 3; HSP90,HATPase_c^C2HlPHD ( none; 2.83 

408873; AL046017; Hs.356216; calmoduTm 2 (phosphorylase Idnase, delt; none.none; 183 
80 446947; AF146747; Hs^32165; polycythemia rubra vera 1; cefl surface ; none;TM=M;SS=M; 2.83 

448386; AB037750; Hs.21061; K1AA1329 protein; PKD.BN^TM=Y;SS=M; 182 „ 

427857; AL1 33017; Hs.288679; hypothetical protein FU22865; rnyosin_headJQ^WN^TM=M;bb-M. ttu. 

407601; AC002300; Hs.37129; sodium channel, nonvdtage-gated 1, beta; ASC;TM*Y;SS*=M; 182 
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459707; AA631362; Hs.120856; gb:np8Sb01 .si NC!_CGAPJhy1 Homo sapiens; 7lm_1 t none; Z82 

422699; BE41059Q; Hs.1 19257; emsl sequence (mammary tumor and squamou; SH3,HS1_rep;TM=M;SS=N; 2.82 

438108; A1471795; Hs.267776; vanHloid receptor-related osmoticatly a; arrkjonJrans;TM=Y;SS=N; 2.82 

422241; Y0QQ62; Hs.170121; protein tyrosine phosphatase, receptor t; kjnesm^Yj)hosphatase;TM=M;SS=hi; 2.82 

448595; AB014544; Hs.21572; K1AA0544 gene product; LRR,LRRCT;TM=Y;SS=M; 281 

423598; BE247600; Hs.377968; ESTs; 7tm_1;TM=Y;$S=M; 181 

412970; AB026436; Hs.177534; dual spedfirity phosphatase 10; Rhodanese.DSPc^ 2.81 

414198; AW505308; Hs.75812; phosphoendpyruvate carboxykinase 2 (nut PEPCK." 181 

435729; BE621807; Hs.351316; transmembrane 4 stipertarn3y member 1; none;TM=Y;SS=M; 181 

432314; AA533447; Hs.285173; ESTs; XfinJywne; 2.81 

416207; NMJJ14745; Hs.79077; Homo sapiens, done MGC:2908. mRNA, comp; none;TM=Y;SS=M; 180 
446985; AL038704; Hs.156B27; ESTs, Weakly sirnflar to ALU1_HUMAN ALU S; SAMSH3.HS1 jep; 180 
428023; AL038843; Hs .374530; Homo sapiens cONA: FU 23602 fe, done L; 

aaj)ernTeases^(aal_deC,bromoA^,PHD.r^ 
432886; BE159028; Hs-279704; chromatin accessibility complex 1; none;TM=M;SS=N; 180 
426006; R49031; Hs.22627; ESTs; pkinase.TBC; 2.79 

414217; A1309298; Hs.279898; Homo sapiens cDNA: RJ23165 frs. done L; none^NA; 2.79 
411165; NM.000169; Hs.69089; galactosidase. alpha; Me&biase;; 2.79 

450056; BE047394; Hs.502; ESTs, WeaHy similar to S71512hypothe8; ABCJran^CjTKOTibrane,ig,^ 178 

424291; AL120051; Hs.144700; ephrtn-B1; Ephrin;TM=Y;SS=M; 2.78 

421448; AF033850; Hs.104519; phosphofipase D2; PHPLDcPX;TM=M;SS=N; 178 

410226; AI831958; Hs.61053; rtypoiheBcal protein; SH3JPR;TM=M;SS=N; 178 

433535; AF111106; Hs.3382; protein phosphatase 4, regulatory subuni; H£AT;TM^M;SS=N; 178 

442503; AF 147078; Hs. 375031; p53-resportsiva gene 5; K_tetra^_trans,none; 177 

413900; AW409747; Hs.75612;stress^iK^phosphoprotein 1 (Hsp70^;TPaPDZ.WW,Guanyiate - kin;TM=M;SS=N; 177 

454294; AB000734; Hs.50640; JAK binding protein; SH2;TM=M;SS=N; 177 

440188; AK001812; Hs.7036; N-Acetylglucosamine kinase; ROK;Tto=M;SS=N; 177 

449539; W80363; Hs.58445; ESTs; pWnase.FijrT^RecepXdomain,none; 176 

422667; H25642; Hs.132821; ESTs; FMORke,FMCWike; 176 

415012; NM.004383; Hs.77793; c-src tyrosine kinase; SH2,SH3;pkmase;TM*M;SS=N; 176 

402316; ; ; NM_013447:Homo sapiens egtfke module c; 7tm_2,GPS;TM=M;SS=M; 175 

425465; L16964; Hs.1904; protein kinase C, iota; r^nase f DAG.PE*ind ( pWnase„aOPR;TM=M;SS=N; 175 

447250; AI878909; Hs.17883; protein phosphatase 16 (formerly 2Q, ma; PP2QTM=M;SS=N; 175 

438629; A1187380; Hs.257170; ESTs, Weakly similar to T1 2515 hypothetj; TNFK.c6.none; 175 

451144; AW956103; Hs.61712; pyruvate dehydrogenase kinase, isoenzyme; HATPase_c,none; 174 

408543; N78098; Hs.44289; ESTs; none;TM=M;SS=N; 174 

429345; R11 141; Hs.199B95; hypothetical protein; KJetraSAM; 174 

407722; BE252241; Hs.38041; pyridoxal (pyridoxine, vitamin B6) kmas; pfkB;TM=M;SS=N; 173 

420502; AF060877; Hs.99236; regulator of Oprotein signalling 20; RGS;TM=M;SS=N; 173 

407217; AA4771 36; Hs.105584; ribosomal protein S6 kinase, 90k0, polyp; pkinase.pkmase C;TM=M;SS=N; 173 

414135; NMJXM419; Hs.2128; dual spedfirity phosphatase 5; Rh()danese,DSPc l Yj)lx3sphalase;TM=M;SS=N; 173 

410590; BE61 5216; Hs.64746; chloride intracellular channel 3; none;TM=M;SS=N; 173 

411125; M151647; Hs.68877; cytocnrome b-245. alpha polypeptide; none;TM=Y;SS=M; 173 

438022; AW517524; Hs.135201; NOD2 protein; LRR.CARD.GTP COC,Vrral heflcase1;TM=M;SS=N; 172 

420929; A1694143; Hs.326248; programmed cell death 4; MA3;TM=M;SS=M; 2.72 

421155; H87879; Hs.102267; lysyl oxidase; Lysyl_oxidase>Nldose_er^EpnTierase^ 2.72 

448564; AL044962; Hs.21453; inositol 1.4,54risphosphate 3*inase C; IPKn 171 

449961; AW265634; Hs.133100; ESTs; r>hase,Fumi^Recep_Uomatn,nbne; 171 

444633; AF111713; Hs. 12284; Junctional adhesion molecule 1; ig;TM=Y;SS=M; 171 

412259; A156Q292; Hs.279909; protein phosphatase 2 (formerly 2A). reg; WD40;TM=M;SS=N; 2.71 

419569; A1971651; Hs.91 143; jagged 1 (AlagiDe syndrome); DSUEGF,laminin_EGF,vwc,rne^ 171 

452401; NM007115; HsJ9352; tumor necrosis factor, alph&induced pro; XBnk,CU8;; 171 

458190; BE561793; Hs.21446; WAA1716 protein; ASC.GalactosyLT.none; 170 

432126; AA855239; Hs.37196; ESTs; 7tmJ;TM=Y;SS=M; 170 

422616; BE300330; Hs.118725; selenophosphate synthetase ^ AIRSAIRS_C;TM=M;S$=N; 170 

424717; H03754; Hs.152213; wingless-type MMTV Integration site faml; wnlnone; 170 

414108; AI267591 Hs.75761; SFRS protein kinase 1; anW,Oxysterol„BP,r^tee;TM=M;SS=N; 170 

446272; BE268912; Hs.14601; hematopoietic ceD-spedfic Lyn substrat SH3,HS1_rep;TM=M;SS=N; 170 

416084; L16991; Hs.79006; deoxvlhyrnidylate kinase (thymidylate kin; none.none; 169 

427157; U51166; Hs.173824; thymineONA grycosylase; UDG;TM=M;SS=N; 169 

404891; ; ; Target Exon; none.none; 169 

432581; AU076465; Hs.278441; WAA0015gene product; PP2C;TM=M;SS=N; 169 

424321; W74048; Hs.1765; ryrrphocyte-specffic protein tyrosine kin; SH2,SH3,pkinase;TM=M;SS=N; 168 

425308; rvS7539; Hs.155585; receptor tyrosine Idnase-fike orphan res rgJcringle 1 pldnase,Fz;TM=Y;SS=M; 168 

414443; AU077268; Hs.76144; platelet-derived growth factor receptor,; lg.pWnase;TM=Y;SS=N; 168 

427274; NM_00521 1; Hs.174141 colony stimulafing factor 1 receptor, to; ig,pkinase;TM=Y;SS=M; 168 

436856; AI469355; Hs.127310; ESTs; pkmase,rrm;TM=M;SS=N; 168 

437429; H79981; Hs.5613; Homo sapiens mRNA; cDNA DKFZp564E2222 (f, SH2.SH3.BTB; 167 

450690; AA296696; Hs.333418; FXYD domain-ccntaining ion transport reg; ATP1 G1 _PLM_MAT8;TM=Y;SS=M; 167 

452069; AB028949; Hs.183994; NAA1026 protein; MetaIlophos;TM=M;SS=N; 167 

445330; R52656; Hs.21691; ESTs; 7tm_1,none; 167 

452698; NM.001295; Hs.301921; chemoWne (OC moOf) receptor 1; 7tm_1;TM=Y;SS=M; 167 
419754; H52299; Hs.308467; Homo sapiens mRNA; cONA DKFZpffi6J0523 (f; none;TM=M;SS=N; 167 
434237; AF1 19908; Hs.235516; hypothetical protein PR02955; none;; 167 

445826; BE313754; Hs.13350; Homo sapiens mRNA; cDNA DKFZp588D0918 {f; ig l tspJ^U5 r r\rucleoside_tran; 2.66 

446696; AF279265; Hs.298476; sotute carrier family 26, member 6; SulfateJransp,STAS,xan^uu)ermease;TM«Y;SS=N; 2.66 

439750; AL359053; Hs.57664; Homo sapiens mRNA full length insert cON; iMP0H_CJMPDH_riC8Sjntegrin_B,Ricin_B_lectin; 166 

413745; AW247252; Hs.75514; nucleoside phosphorytase; Mtap.PNP;; 166 

429083; Y09397; Hs.227817; BCL2-refated protein A1; Bd-2;TM=M;SS=N; 166 

449523; NM_000579; Hs.54443; chemokine (C-C motif) receptor 5; 7tm_1;TM=Y;SS=M; 166 

449030; A1365582; Hs.57100; Homo sapiens mRNA tor FU00016 protein, ; rjansmembrane4;TM=Y;SS=M; 165 

434979; Ai 953054; Hs.89643; transketolase (Wernicke-Korsakoff syndro; ASC.tjHnsketolase.trarBkeUjyr.transketolase.C.pkhase; 166 

406137; ; ; NM_000179*^omo sapiens mutS (t cofi) h; MutS_C,PVVWP.MutS_N;TM=M;SS=N; 166 
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41293S;BH267M5;HsJ5054;hibulb.spedfcchaperanec:ro)ne;;2.6B 
408633; AW963371 Hs.222088; PRO2000 protein; bronwdomain^Sigm^acfi^j; 2.66 
412817; ALD37159; Hs.74619; prateasome (prosome, macropain) 26S subu; PC_rep;TM=M;S^=N, 155 
452682; AA456193; Hs.374574; progesterone membrane binding protein; horn^bo^r^ZGS 
401752; ; ; RAN binding protein 3; SH2,STAT.STAT_bind.STATjxoUon.lrarB ( PAC,PAS JpJW i« 
450747; AI064821; Hs.129953; ESTs, Highly similar to 1818357A EWS gen; rnn.zf-RanBP.GAS2; 2.65 
425776; U25128; Hs.159499; parathyroid hormone receptor Z 7tnL2,HRM;TJ^Y;SS=l^l64 
452701; NM 005110; Hs.30332;glutanine-fnjctose-^phosphate transarrm; ^ TKe -^lS;T^^S5=N; 
433933; A1754389; Hs.355397; Homo sapiens clone TCCOA00164 mRNA sequ; none;NA;NA; 164 
421677; H64092; Hs.38282; ESTs; A1pp,Armadilioj>eg.lBB; 164 
436469; AK001455; Hsi198; Down syndrome critical region gene 2; noner. 2.64 
423198; MB1933; Hs. 1 634; cell division cycle 25A; Rhodanese.none; 2.64 

435905; AW997484; Hs.5003; K1AA0456 protein; SH3^hoGAP.FCHJM=M;SS=N; 164 u^ anln fo~ n Hvdantoinase A:TM=M:SS=N- 163 

437712; X04588; Hs.85844; neurotrophic tyrosine kinase, receptor, ;Tropornyosm 1 fJanase,LWLRRCT.Hydantanas^ ^ w 
15 458946; AA009716; Hs.42311; ESTs; none.DSPcYjrfiosphatase; 2.63 

447217; BE465754; Hs.17778; neuropiRn Z CUB.MAM.F5_F8.type.C;TM=M;SS=M; 163 
445462; AA378776; Hs.28B649; hypothefical protein MGC3077; none;; 163 

425075; AA506324; Hs.1852; acid phosphatase, prostate; acid_phosphat;TM=Y;SS=M; 163 

405588; ; ; NM-000299*^omo sapiens ptakophilin 1 (e; Arrnadillo_seg;TM=M;SS=N; 163 
20 438330; AW450572; Hs.257316; ESTs; pWnase.zf.C4.ERM.CNH.none; 163 

448243; AW369771; Hs.367688; integrin. beta 8; mtegrin_B,none; 163 ucc M ., w 

452012; AA307703; Hs.279766; kinesin family member 4A; kinesm,ONA_topc4SOlV,K^TM=M;SS=N Z.W 

412182; AA20558B; Hs.73737; Splicing factor, arginine/serine^ich. 4; rrn^homx>nejec,zf^,sugar._tr;; 163 

423887; ALD80207; Hs.134585; DKFZP434G232 protein; ABC_tran;TM=Y;SS=N; 153 
25 417497; AW402482; Hs.62212; C053 antigen; bansniembrane4;TM=Y;SS=M; 162 

413407; A1356293; Hs.75339; inositol polyphosphate phosphatase-like ; SH2,SAM,Exo_endo_phos;; 2.62 

414998; NM.002543; Hs.77729; oxidised low density lipoprotein O^,*^^^^ cc u . , „ 

417880; BE241595; Hs.82848; selectin L (lymphocyte adhesion molecule; EGF.Iectin_c,sishi;TM-M;S5=M, Lxu 

429922; Z97630; Hsl26117; H1 histone family, member 0; Iinker_histone;TM=M;SS=N; 2.62 
3 0 401812; ; ; sorting nexin 14; AAA,NB-ARC^PSJdnase,cdc48_N,cdc48_2,none; 161 

417886; AA2145B4; ; ESTs; SPRY,7tm.3^NF_receptor.none; 161 

457670; AF1 19666; Hs.23449; insulin receptor tyrosine kinase substra; SH3;TM=M;SS=N; 161 

428512! AJ018187;rte.375624; Hi™ DM 

426746- J03526; Hs.2057; uridine monophosphate synBietase (orotat; PnT»syttran.ON^o^e;TM^M;SS=N. 161 
3 5 454042; H22570; Hs.47860; hypothetical protein FU20093; ig.pldnase.Um,LRRNT,LRRCT.none; 161 ..nc M ij.TM^Q=* 0 fin 

420162; BE378432; Hs.95577; cycTin-dependent kinase 4; pkinase;TM=M;SS=N; 160 
416661; AA634543; Hs.79440; IGF-ll mRNA-Wnding protein 3; KH-domain,rrm;TM=M;SS=N; 160 
417B21; BE245149; Hs.82543; protein tyrosine kinase 9; cofiRruADFn 160 
40 41 1133; AW819204; ; flb:O/t1-ST0283471299-061-h03 ST0283 Homo; ANF_jeceptor,none; 160 
405602; ; ; Target Exon; pkinase;; 160 
400440; X83957; Hs.83870; nebuHn; SH3.Nebunn;; 160 

42484B;At263231;Hs32709fr,EST;SH3,PDZ,Gua^ nes ^ ato • CC=M . 

432268; BE311856; Hs.274230; ?-phosphoadenosine 5 , -phosphosuKate sy; APSJdnaseATP-suifurylase;TM^,SS-N, 159 
45 452690; A1536070; Hs.15085; ESTs; pou,homeobox,Kg_chan ANF.receptor; 159 
422753; AI928995; Hs.1575; small nuclear ribonucleoprotein D3 polyp; Sm;; 159 

428028; U52112;Hs.182018;irrterteu^ r - an . n C r>~ H RM:TM=YSS=Nr 158 

433573! AF234887; Hs.57652; cadherin, EGF LAG seven-pass G-type rece; 7tm^2.EGF.cadhenn.laminm_EGF 1 larninin_G.Tr^^ 

422785; AI824114; Hs.289088; heal shock 90kD protein 1. alpha; zf£2H2,none; 158 
50 418685; U76376; Hs.87247; haraldri. B02-mterading protein (cor* none;TM=M;SS=M; 158 

452329; N36626; Hs.29106; mitogen-acfivated protein kinase phospha; DSPc.TM=M;SS=N; 158 

428405; Y00762; Hs.2266; cholinergic receptor, nicofinic, alpha p; Neur„dian„LBO.Neur_chan_memb;7K'FY,bb=M, £H 

421251; Z28913; Hs.102948; enigma (UM domain protein); UM.PDZ;; 157 

407245; X90568; Hs.172004; Clin; fnS.ig.SGXXSG.pkinaseiTf^M^N; 2*7 
5 5 422309; U79745; Hs.1 14924; solute carrier famfly 16 (riKmocarboxyTic; sugarJr;TM=Y;SS=M; 157 

401751; ; ; RAN binding protein 3; Orexfo,SH2,STAT,STAT_blnd,STATjxo^ 

447887; AA114050; Hs.21 1610; caspase 8, apoptosis-related cysteine pr, IC£_p10,ICt_p20.DED;TM=M.5b=N, 
422282; AF01 9225; Hs.1 14309; apotipoprotein L; MolAuExbBiTt^YiSS^M; 2.57 

439B63- BE547830; Hs.375208; pared immunoglobufin4ike receptor beta; tipoxygenase.PtAT.Iipoxygenase.PlAT, 157 
60 425743; BE396495; Hs.159428; BCU-associated Xprotein; Bcf-2;TM=Y;SS=N; 157 
401218; ; ; eukaryotic translation elongafion factor, ionJrans;TM=Y;SS=N; 157 

412773; H15785;Hs.74573;sirnilartov^ TWV . CC .. 0 , R 
444743; AA045648; Hs.301957; nudix (nxleoside diphosphate linked ma; NUDIXsecY,E1 Jehydrog.transketpynTM^Y.SS-M. 2.0b 
429782; NMJX)5754; Hs.220689; Ras-GTPase-aciivaOng protein SH3*iomain; rrm,NTF2;TM=M;SS=N; 156 
65 442994; AI026718; Hs.16954; ESTs; ank,pWnase,death,Ribosomal_S14; 156 

455601 AA41 1607; Hs.1 18964; ESTs, Weakly similar to K1AA1 150 protein; none,pkinase; 156 
422846; BE513934; Hs.1583; neutrophfl cytosoiic factor 1 (47kD, chr; SH3,PX;TM=M;SS=N; 256 
441699; AW511125; Hs.127572; ESTs; none,AaJrans; 156 

447912; AW576549; Hs.165728; ESTs. Weakly similar to 138022 hypotheh; none.GSHPx^BC.tran; 156 
70 442945; AI024849; Hs.131853; ESTs; pkinase.none; 2.56 ni ^ 

453199; A1336266; Hs.32353; mitogen-acfivated protein kinase kinase ; pkmase;TM=M;SS=N; 156 
451477; A1798425; Hs.42710; ESTs; SH3,none; 156 

415091; AL044872; Hs.77910; 3-hydraxy-3^mylglutaryl-Cwnzyme A sy, HMG^CoAjqmfc 155 

413529; U1 1874; Hs.846; interleuldn 8 receptor, beta; 7tm_1;TM=Y;SS=N; 155 
75 425345; AU077297; Hs.155894; protein tyrosine phosphatase, norKecept; Y_phosphatase.OSPc;TWI=M;SS=M; 

401321; ; ; receptor tyrosine kinase-Hke orphan rec; none;TM=M;SS=N; 2.55 

446999; AA151520; Hs.351416; hypothetical protein MGC4485; none.none; 155 

401057; ;; eukaryotic translation elongation factor, fan Jrare,lQ;TM=Y;SS=N; 155 

414509; AW161311; Hs.76294; CO 63 antigen (melanoma 1 antigen); transmernbrane4;TM=Y;SS=M; 155 
80 408204 : AA454501; Hs.43666; protein tyrosine phosphatase type IVA, m; Yj)hosphatase;TM=M;SS=N; 2 54 

424539; L02911; Hs.150402; AcUvin A receptor, type I (ACVR1) (ALK; pkmase,Activinjecp;T^SS^M; 254 

459060- H89244; Hs.303627; heterogeneous nuclear ribonucleoprotein ; rrmpWnase;TM=M;SS=N; 154 

450167; AA446404; Hs.24563; NTF2-retaled export protein 1; NTF2;TM=M;SS=N; 154 
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425966; NMJJ01761; Hs.1973; cycEn F; cycnn.F-box,cycCn - C;TM=M;SS=N; 254 

446566; H95741; Hs.17914; membrane-spanning 4-domains, subfamily A; none;TM=Y;SS=M; Z54 

412834; R77123; Hs.79881; Homo sapiens cDNA: FL)23006fis, ctone U 7tm_1,none; 2.54 

457255; AL13301 1; Hs.253920; Homo sapiens mRNA; cDNA DKFZp434P201 (fr; none.none; Z54 

431341; AA307211; Hs.251531; protaasome (prosome. macropain) subunfl.; proteasome;TM=M;SS=N; 2.53 

417331; AW411297; Hs.81972; SHC (Src homology 2 domaiiK»maining) t SH2^lD^2H2 t SCAN t AMP-bincfing 1 KRAB;TM=M;SS=K; 2.53 
414570; Y00285; Hs.76473; insufin-fike growth factor 2 receptor, fn2,QMR;TM=M;SS=M; 2.53 
444838" AV851 680; Hs.208558; ESTs; integrin A,FG-GAP,none; 253 

42260ft Z46023; Hs.1 18721; siafidase 1 (lysosomal siaTidase); BNaSH2,SH3,pkinase;TM=Y;SS=M; 2.53 

450296; AL041949; Ks.24756; hepatocyte growth factor-regulated tyros; none.none; 2.53 

400702; ; ; Target Exon; Bg_chan,SBP„bac_3A^^recerionTM=Y;SS=M; 253 

432336; NMJW2759; Hs.274382; protein kinase, mterferoiwiductble dou; dsrm,pWnase;TM=M;SS=W; 253 

442643; U82756; Hs574973; PRP4/STK/WD spDdng factor; WD40;; 2.52 

452060; W26980; Hs-349089; ATP-binding cassette, sub-My F (GCN2; ABCJranJRK.SWIB; 2.52 

443951; F13272; Hs.356835; ferritin, fight polypeptide; PMP22_aaudin,none; 252 

428975; NMJ304672; Hs.194694; rnftogen-acfivated protein kinase kinase ; pldnase;; 252 

407608; AI928218; Hs.380063; ATPase, Na? transporting, beta 3 pofypep; none,none; 2.51 

414482; S57498; Hs.76252; endofhefoi receptor type A; 7tm_1;TM=Y;SS=M; 251 

410293; AKO0OO47; Hs.61960; hypothetical protein; Kjetra;TM=M;SS=N; Z51 

429653; M68874; Hs.21 1587; phosphoRpase A2, group 1VA (cytosoBc, ; C2,PLA2_B;TM=M;SS=N; 2.51 

425424; NMJHM954;Hs.15719ft ELKL motif kinase; p5dnase,UBA,KA 1 ;TM=M;SS=N; Z51 

457013; AA037145; Hs.172865; cleavage sfimutaBon factor, J pre-RNA,; WD40;TM=M;SS=N; Z51 

439221; AA737106; Hs.32250. ESTs, Moderately similar to 178885 serin; adh_short,Bd-ZBH4,none; 251 

40542ft ; ; Target Exon; Y_phosphatase,none; 251 

443466; BE243123; Hs.321045; IKK-retated kinase epsOon; inducible Ik; pWnase,Rl01;TM=M;SS=N; 251 

418478; U38945; Hs.1 174; cydin-dependenl kinase inhibitor 2A (me; ante 2.50 

40B055; AA312329; Hs.42331; ephrirvA4; Ephrin;TM=M;SS=M; 250 

414419; F06829; Hs.76090; tumor necrosis factor, aipha-induced pro; rCtetra;TM=M;SS=N; 2.50 

405369; ; ; NM_005569*:Horno sapiens UM domain kinas; pkinase.UM.PDZ;; 150 

418216; AA662240; Hs.28309ft AF15q14 protein; Hemagglutinin,sauash;TM=Y;SS=N; Z50 

404321; ; ; C700174r:g3|24996291sp|Q639321MPK2LMOUS; none.none; 250 

430900; U91939; Hs.248123; G proteirvcoupled receptor 25; 7tm_1;TM=Y;SS=M; Z49 

440861; BE2441 15; Hs.7482; KIAA0682 gene product; rrm,Guanylate_kin;TM=M;SS=N; 2.49 

415801; R24219; Hs.278443; Fc fragment of IgG. low affinity lib, re; ig;TM=Y;SS=N; Z49 

418741; H83265; Hs.8881; ESTs. Weakly similar to S41044 cfiromosom; pldnase^cCvrn^recp.pkinaseAclivin.recp; Z49 

417034; NMJJ06183; Hs.80962; neurotensin; none;; 2.49 

400303; AA242758; Hs.79136; UV-1 protein, estrogen regulated; none.none; 2.49 

408805; H69912; Hs.4826ft vaccinia related kinase 1; pkinase;TM=M;SS=N; 2.49 

418255; AW135405; Hs.37251; ESTs; pHnase,none; Z49 

424905; NNL002497; Hs.153704; NIMA (never in mitosis gene a)-related k; pWnase;TM=M;SS=N; 2.44 

417791; AW965339; Hs.44269; ESTs; none,fer2 1 FAD_Dind"mg.5^_X3nJh_C t fer2^2^_Xarudh_C2 1 COJehJav_C; Z44 

453941; U39817; Hs.35820; Bloom syndrome; DEAD,heTiC3se_C,HRDC;TM=M;SS=N; Z41 

417849; AW291587; Hs.82733; nidogen 2; EGF,ltfl.recepLb,Uryrog^burm_1;TM=M;SS=M; Z39 

408908; BE29S227; Hs.250822; serine/threonine kinase 15; pldnase;; 2.32 

428513; BE220806; Hs.184697; ptexbi C1; PS1.none; Z31 

426761; AI015709; Hs.172089; PORIMIN Pro-oncosis receptor inducing me; none;TM=Y;SS=M; 251 

427585; D31152; Hs.179729; collagen, type X. alpha 1 (Schmid metaph; Clq.Collageiu; Z28 

412723; AA648459; Hs.335951; hypothetical protein AF301222; none;TM=M;SS=N; 2.28 

452461; N78223; Hs.108105; transcription factor; zfX3HC4,ubiquitin,PHD,YDG_SRA;TM=M;SS=N; Z26 

429547; AW009166; Hs.99376; FGENESH predicted novel secreted protein; none.none; Z15 

429486; AF155827; Hs.203963; hypothetical protein FU10339; SNF2JiheDcase_GTM=M;SS=N; Z15 

401486; ; ; C4000647*:giJ4758508|ref|NP_004253.1| a'; none;TM=Y;SS=M; Z15 

416209; AA236776; Hs.79078; MAD2 (mitotic arrest deficient yeast h; HORMA;TM=M;SS=M; Z14 

424399; A1905687; Hs.34841ft Ai905687:ll-BT095-190199419 BT095 Homo ; none;TM=M;SS=M; Z14 

423761; NMJM6194; Hs.132576; paired box gene ft PAX;TM=M;SS=N; Z13 

439670; AF088076; Hs.59507; ESTs, Weakfy simflarto AC004B58 3 U1 sm; none.none; Z13 

439318; AW837046; Hs.6527; G protein-coupled receptor 56; 7tm_2 1 CytC_asm.GPS;TM=Y;SS=M; Z03 

445019; AI205540; Hs.281295; ESTs; none,none; ZOO 

443211; AI128388; Hs.143655; ESTs; nonejione; 1.98 

449448; D60730; Hs.57471; ESTs; none,none; 1.92 

435243; AW2928B6; Hs.348932; hypothetical protein dJ434014.3; tRF,none; 1.85 

406360; ; ; Target Exon; WD40;TM=M;SS=N; 1.84 

411388; X72925; Hs.69752; o^smocoifin 1; cadherin;TM=Y;SS=N; 1.84 

453102; NM-0O7197; Hs.31664; frizzled (Drosophila) homolog 10; Fz.Frizzled,7tm_2;TM=Y;SS=M; 1.79 

419183; U60669; Hs.89663; cytochrome P450, subfamily XXTV (vitamin; p450;; 1.78 

420344; BE463721; Hs.97101; putative G protein-coupled receptor; Methyltransf^5;TM=Y;SS=M; 1.77 

432842; AW674093; Hs534822; hypothetical protein MGC4485; RiDosornal_L4;TM=M;SS=fl; 1.76 

419743; AW408762; Hs5957; Homo sapiens done 24416 mRNA sequence; none.none; 1.73 

426427; M86699; Hs.169840; TTK protein kinase; pkinasen 1.62 

437915; AI637993; Hs.20231 2; Homo sapiens clone N1 1 NTera201 teratoca; none.none; 158 

433336; AF017986; Hs.31386; secreted frizzted-related protein 2 (str; Fz,mEn 1.90 

434377; AW137148; Hs.306593; Intron of periostin (OSF-2os); Fascicfiiyione; 1.47 

451592; AI805416; Hs.213897; ESTs; none,none; 1.47 

404927; ; ; Target Exon; GaiactosyLT;TM=M;SS=Y; 1.28 

421552; AF026692; Hs.105700; secreted frizzled-related protein 4; Fz,NTR;; 1.27 

427335; AA448542; Hs.278444; G antigen 7B; none;; U5 

431808; M30703; Hs.270833; amphiregirun (schwannoma^erived growth ; EGF;TM=Y;SS=M; 1.24 
447993; AW139525; Hs.170362; ESTs; none,none; 1.21 

428182; BE3B6042; Hs.293317; ESTs, Weakly similar to GGC1.HUMAN G ANT; none;TM=M;SS=N; 1.18 
453537; NM_00258ft Hs.34073; BH^rotocadherin (brairhheart); cadhertn;TM=Y;SS=M; 1.14 
438274; AI918906; Hs.55080; ESTs; PAXnone; 1.14 

453966; BE1 48734; Hs.63325; transmembrane protease, serine 4; trypsin.ldl recepLa.none; 1.10 
413268; AL039079; Hs.75256; regulator of G-prolein signalling 1; RGS;TM=risS=N; 1.07 
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429921; AA52691 1; Hs.82772; collagen, type XI. alpha 1; OO^^^SS^M^m 1 °° 
452795; AW92555; Hs.18878; hypoWa! protein FU21620; 20G-FelLOxy;TM=M;SS=N; 1.00 

^ TABLE 25B 

Pkey: Unique Eos probeset identifier number 
CAT number Gene duster number 
Accession: Genbank accession numbers 

10 Pkey CAT Number Accession 



15 



20 



25 



406685 0 0 M18728 

418869 12789 14 AA229762 AA230035 

425802 8884 3 AA1 22298 AA35Q78B 

JllS SSSSSlM BE158469 AVV819221 BE19473AW819235 AW819207AW819220AW8192C8 AW819238 
AW819198AW819234 



TABLE 25C 

Pkey: 
Ref. 



entitled The DNA 



sequence of human chromosome 22." Dunham I. et aL, Nature (1999) 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLpositkm: Indicates nucleotide positions of predicted exons. 

NLposifen 

83215-83435,83531-83556,83740-83901.8423 
28397-28617,28920-29045,29135.29296341 
83126-83250,85320-85540,94719-95287 
121907-122035.122804-122921,124019-12416 
1 18596-1 1881 6,1 191 19-1 19244,119609-1 1976 
37999-38145,38652-38998,39727-39872,4055 
4760547729,51696-51821 ,52070-52257,5330 
123525-123713 
182212-182958 
90281-91477 

19047-19145,21133-21293,33968-34069 
163497-163623.164715-184968,165369-16550 
113051-113195 

10751-10919.18817-19052,22131-22328 
84974-85125 
30487-31058 
144500-144794 
4618046366 
55084-55391 
4464744778 
139165-139322 
40793-41031 
104278-104748 
158309-159238 

11457-11585.26311-26536,27902-28067.3204 
51577-51723 

34183-34357,35686-35751 
76594-77805 

32585-32756.36281-36540,4079140933,4401 
7513-7673 





Pkey 


Ref 


Strand 


30 


401781 


7249190 


Minus 


401780 


7249190 


Minus 


401760 


9929699 


Plus 




402075 


8117407 


Bus 




401747 


9789672 


Minus 


35 


404996 


6007890 


Plus 


402447 


9796640 


Plus 


405932 


7767812 


Mmus 




406467 


9795551 


Plus 




402233 


7690102 


Plus 


40 


402558 


9863760 


Pius 


405556 


1552511 


Plus 




403112 


8980973 


Minus 




402316 


7527774 


Minus 




404891 


7329392 


Plus 


45 


406137 


9166422 


Minus 


401752 


9828651 


Plus 




405588 


5002511 


Phis 




401812 


7407975 


Minus 




405602 


4753260 


Plus 


50 


401751 


9828651 


Plus 


401218 


9929301 


Minus 




401321 


9863631 


Minus 




401057 


8117645 


Plus 




400702 


8118856 


Minus 


55 


405429 


7321905 


Minus 


405369 


2078469 


Minus 


404321 


9665209 


Minus 




401486 


7341763 


Plus 




406360 


9256107 


Minus 




404927 


7342002 


Plus 


60 
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Pkey: Unique Eos probeset identifier number 

ExAccru Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene lite 

R1: Ratio of Ewing sarcoma to normal tissue 



Pkey * ExAccn 

101447 M21305 

115881 NM-005756 

110278 AF061573 

121362 AF050147 

101104 AW862258 



"UniGenelD UniGene Title 



gb:Human alpha satellite and 
Hs.1 84942 G protein-coupled receptor 64 
Hs.19492 pfotocadherin 8 
Hs.97932 ctondromodulin I precursor 
Hs.169266 neuropeptide Y receptor Y1 



295 



Ri 

38.4 
34.2 
322 
30.3 
26.3 
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121792 


AW969726 


Ks.98381 


ESTs, Weakly similar to seme protease 


24.4 


121619 


AA528339 


Hs.178062 


ESTs, Weakly similar to phosphaSdytseri 


23.4 


104559 


AW969769 


Hs.105201 


ESTs 


20.2 


106533 


AL134708 


Hs.145998 


ESTs 


16.9 


124006 


AI147155 


Hs.270016 


ESTs 


15.0 


110728 


M737106 


Hs.32250 


ESTs, Moderately similar to 178885 serin 


14.8 


105782 


H09748 


Hs.57987 


B-cetl CLMymphoma 1 1 B (zinc finger pro 


14.6 


102836 


U94320 


Hs.158330 


neuropeptide Y receptor Y5 


14.5 


104691 


U296S0 


Hs.37744 


Homo sapiens beta-1 adrenergic receptor 


13.7 


121231 


AA814948 


Hs.96343 


ESTs. Weakly srrnflaf to ALUC.HUMAN IS! 


123 


129526 


S69681 


Hs.177582 


surfactant, pulmonary-associated protein 


12.1 


119791 


AA554907 


Hs.58291 


ESTs 


11.7 


116301 


AW959706 


Hs.293332 


ESTs 


11.2 


123308 


C14187 


Hs.103538 


ESTs 


10.9 


127742 


AW293496 


Hs.180138 . 


ESTs 


10.8 


131601 


NM_007115 


Hs.29352 


tumor necrosis factor, alpha-induced pro 


10.7 


127489 


AA650250 


HS.272D76 


ESTs 


10.6 


115909 


AW872527 


Hs.59761 


ESTs, Weakly similar to DAP1 .HUMAN DEATH 


10.6 


101063 


D54745 


Hsi0247 


cholecystokinin' 


10.6 


134570 


U66615 


Hs.172280 


SWl/SNF related, matrix associated, act) 


10.5 


100299 


D49493 


Hs3171 


growth differentiation factor 10 


10.1 


127987 


A1022103 


Hs.124511 


ESTs 


10.1 


131313 


R96290 


Hs.336629 


ribosomal protein L44 


9.2 


126799 


AW753865 


Hs.74375 


olfartomedin related ER localized pro tei 


&5 


125847 


AW161885 


Hs.249034 


ESTs 


7.0 


100380 


D82343 


Hs.18551 


neuroblastoma (nerve tissue) protein 


6.9 


114837 


BE244930 


Hs.166895 


ESTs 


6.6 


123049 


BE047680 


Hs.211869 


dickkopf pCenopus iaevis) homotog 2 


6.6 


129977 


NM_000399 


Hs.1395 


early growth response 2 {Krox-20 (Drosop 


6.5 


127695 


AA714731 


HsZ91457 


ESTs, Weakly simflar to heterogeneous r 


6.5 


125186 


AA610620 


Hs.181244 


major histocompalibility complex, class 


6.4 


118644 


AA443241 


Hs.335629 


ribosomal protein L44 


6.3 


119717 


AA918317 


Hs.57987 


B-ceO CUJrymphoma 1 1B (zinc finger pro 


6.3 


101879 


AA1 76374 


Hs.243886 


nuclear auto antigenic sperm protein (his 


6.1 


113003 


AW292315 


Hs.7215 


ESTs 


5.8 


126645 


AA316181 


Hs.61635 


six transmembrane epithelial antigen of 


5.7 


101050 


AU077324 


Hs.1832 


neuropeptide Y 


5.7 


116790 


AW161357 


Hs.101174 


microtubule-assodated protein tau 


5.5 


119082 


AF252297 


Hs.91546 


cytochrome P450 retinoid metabolizing pr 


5.1 


132315 


AF091086 


Hs.44563 


hypothefjca) protein 


5.0 


126098 


M79088 




gb:EST01236 Subtracted Hippocampus, Sua 


4.9 


126077 


M78772 


Hs310B36 


ESTs 


4.7 


126426 


AA125984 




gbzn27h06.r1 Stratagene neuroepHheDum 


4.6 


131307 


NMJM0Q25 


Hs*2549 


adrenergic, beta-3-, receptor 


4.5 


123619 


AA602964 




gb:nc97c02s1 NCLCGAPPr2 Homo sapiens 


4.4 


128361 


AW172570 


Hs.130246 


ESTs 


4.3 


127003 


AW816515 


Hs.173540 


ATPase, Class V, type 100 


4.3 


100020 






42 


125556 


AB033064 


Hs.334806 


WAA1238 protein 


4.2 


105316 


AI671245 


Hs.24835 


hypothetical protein FU 14594 


4.0 


112268 


W39609 


Hs.22003 


solute carrier family 6 (neurotransmitte 


4.0 


106516 


AL137311 


Hs.234074 


Homo sapiens mRNA; cDNA DKFZp761G02121 ( 


3.9 


128132 


AA225632 




gbmc08a07/1 NO_CGAP_Pr1 Homo sapiens 


3.9 


129012 


R81936 


Hs.336629 


ribosomal protein L44 


3.9 


125447 


A1582222 


Hs.128686 


ESTs 


3.8 


134676 


W28051 


Hs.87819 


Homo sapiens, clone MGC:2492, mRNA, comp 


3.6 


119040 


R02394 


Hs.269436 


ESTs. Moderately similar to PC4259 ferri 


3.6 


128391 


AW188326 


Hs.170652 


ESTs 


3.5 


123829 


AF251237 


Hs.112208 


XAGE-1 protein 


3.4 


123949 


AA621665 


rK208957 


EST 


3.4 


126872 


AW450979 




gb:Ul-H-Bl3-ala-a-12-0-Ul.s1 NCI_CGAP_Su 


3.4 


101266 


L36645 


Hs.73964 


EphM 


3.3 


121309 


AA293834 


Hs.97312 


ESTs 


3.3 


130637 


AA356764 


Hs.17109 


integral membrane protein 2A 


3.2 


125464 


N71807 




gb:yz29d09.r1 Soares_rnultiple_scterasis_ 


3.2 


135175 


M91463 


Hs.95958 


solute carrier family 2 (facilitated glu 


3.2 


107599 


AW664072 


Hs.60136 


ESTs 


3.2 


1026B1 


Y08890 


Hs.113503 


karyopherin (imporfin) beta 3 


3.2 


131688 


A1935413 


HsJi0692 


p21 (CDKNt AVadivated kinase 2 


. 3.1 


120147 


A1917116 


Hs.155375 


hemoglobin, beta 


3.1 


110343 


AW136703 


Hs.17268 


ESTs 


3.1 


127664 


AA806164 


Hs.116502 


ESTs 


3.0 


103076 


NM_001034 


Hs.75319 


ribonucleotide reductase M2 polypeptide 


3.0 


126127 


N95428 




gb:zbB0d09.s1 Soares.senescenLfibroblas 


3.0 


125558 


R59305 




gbryh 1 6c 1 0rl Soares infant brain 1 NIB H 


10 


100335 


AW247529 


Hs.6793 


platelet-activating factor acetylhydrola 


Z9 


133421 


AF134160 


Hs.7327 


claudtn 1 


28 


102581 


AU077228 


Hs.77256 


enhancer of zeste (Drosophila) homolog 2 


28 


113577 


AI300699 


Hs.278937 


PRO0470 protein 


28 


118397 


BE139479 


Hs.161492 


ESTs 


2.8 


115773 


AW445044 


HsJ8207 


Human DMA sequence from done RP4-530115 


28 


128659 


AW530087 


Hs.103315 


trinucleotide repeat containing 1 


28 


127262 


AA828125 




gb:od71a09.s1 NCLCGAP_Ov2 Homo sapiens 


28 
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106472 AI207162 
125032 T74884 
127315 AF116622 
126800 AA699949 
120325 AA195651 
127256 AI738610 
117357 N24829 
126735 M69113 
102745 AW753865 
128040 AW500486 
129706 AA443241 
107731 AA0160B8 
128283 AKJ76570 
125165 W45350 
111148 AB020690 
105577 AW852257 
128301 U90552 
130262 D63216 
132967 AA316181 
102479 NMJJ01991 
128531 H03721 
126165 AI741816 
126086 H75681 
118967 A1668670 
120830 A1568170 
127229 AA316181 
129428 AA256906 
110151 H18B35 
131381 M92642 
133761 AF041430 
125590 R2385B 
126693 C05723 
126021 M775894 
125905 AI578638 
102507 U52154 
125743 H17151 
130580 N323B8 
113119 T47910 
123110 AA486256 
113283 T66813 
107711 W96141 
128992 H04150 
106111 AW875398 
129948 A1537162 
125728 AW954565 
116728 F13687 
103100 NM_005574 
124971 T23800 
131019 W28614 
128571 AIB85045 
111795 AI435437 
119127 AA708035 
117602 N35020 
111898 R38944 
131916 AA025976 
130850 AB040922 
100571 L14561 
126722 N66148 
123720 AA609734 
113609 T93263 
131136 AB033099 
129001 AA443323 
133529 W45623 
107593 AI093688 
123910 AAS21262 
128817 BE395776 
103080 AU077231 
128367 AW611791 
123729 AL039779 
112342 AW410273 
114721 D61939 
127768 AW085002 
127706 AI174238 
126029 AA704253 
124250 AA350256 
117265 AA451966 
112501 AA972447 
129079 AK000157 
127252 AI049545 
129228 U40714 
114092 H81213 
109252 BE4401S7 
127889 AI147408 



Hs.3815 stathrrurdfte-prDtein RB3 

gb:yc5Bd02s1 Stratagene Over (937224) 
gb:Homo sapiens done FLB4217 mRNAseque 
Hs.191385 ESTs 
Hs.1 04106 ESTs 

Ks^67967 ESTs, Moderately similar to ALU8_HUMAN 

gb:yx98h12s1 Soares melanocyte 2NbHM Ho 
Hs.226795 glutathione S-transferase pi 
Hs.74376 dfactornedin related ER localized prolei 
Hs.1 80610 splicing factor proline/glutamine rich { 
Hs.335629 ribosomal protein L44 
Hs.272106 ESTs,VVeaWysirrnlartol38022hypothe{i 
Hs.134053 ESTs 

gb:zc81h08.s1 Pancreatic Islet Homo sapi 
Hs.7782 paraneoplastic antigen MA2 
Hs.171391 Wermhal binding protein 2 
Hs.284283 butyrophilin, subfamily 3, member A1 
Hs.1 53684 frizzled-related protein 
Hs.61635 six transmembrane epithelial antigen of 
Hs.1 94669 enhancer of zeste (Drosophila) homdog 1 
Hs.2953 ribosomal protein S15a 
Hs.125897 ESTs 

gb:yr77g01/1 Soares fetal liver spleen 
Hs.216756 ESTs 
Hs.96886 ESTs 

Hs.61635 six trarsrnembrane epithelial antigen of 
Hs.111354 ESTs, Weakly similar to ubiquitous TPR m 
Hs.31608 hypothetical protein FU20041 
Hs.26208 collagen, type XVI, alpha 1 
Hs.75922 brain protein 13 

Hs.143375 Homo sapiens, done iMAGE:3840937, mRNA. 

gb:C05723 Human pancreatic islet Homo sa 
Hs.187516 ESTs 

Hs.6458 chaperonin containing TCP1 , subunit 2 (b 
Hs 1 93044 potassium inwardly-rectifying channel, s 

gb:ym37a05.r1 Soares infant brain 1NIB H 
Hs.334370 uncharacterized hypothalamus protein HBE 
gb:yb18b1 U1 Stratagene fetal spleen (9 
EST 
EST 
ESTs 
ESTs 

PRO0659 protein 
ESTs 

B-ceH CLUlymphoma 11B (zinc finger pro 
EST 

UM domain only 2 (rtornbofin-tike 1) 
hypothetical protein FU14728 
chorionic somatornammotropin hormone 1 (p 
phosphoinositide-3-kinase, regulatory s 
ESTs, Weakly similar to KBF3_HUMAN NUa 
ESTs 

C3HC4-fike zinc finger protein 
Homo sapiens clone 25061 mRNA sequence 
ESTs 

DKFZP566C134 protein 
ATPase, Ca++ transporting, plasma membra 
HSPC033 protein 
EST 

ESTs, Weakly similar to S23650 retrovir 
K1AA1273 protein 
BPOZ protein 
ADP-nbosylafion factor 1 
■ ESTs 

ESTs, Weakly similar to S65657 aipha-1 C- 
ankytosis. progressive (mouse) homolog 
cycfin D1 (PRAD1: parathyroid adenomatos 
ESTs 

membrane component, chromosome 1 1 . surta 
longevity assurance (LAG1, S. c — 
ESTs 
ESTs 



Hs.193510 
Hs.12947 
Hs.220687 
Hs.107708 
Hs.6451 
Hs.263988 
Hs.57987 
Hs.227976 
Hs.184585 
Hs.151001 
Hs.306155 
HsJ211586 
Hs.24567 
Hs.12248 
Hs.44685 
Hs.183475 
Hs.34569 
Hs.20237 
Hs.78546 
Hs.1 1125 
Hs.112755 
Hs.16875 
Hs.23413 
Hs.107812 
Hs.74571 
Hs.60051 
Hs.179923 
Hs.168640 
Hs.82932 
Hs.150742 
Hs.278672 
Hs.92614 
Hs.103822 
Hs.156187 
Hs.186982 
Hs.169359 
Hs.323875 
Hs.43005 
Hs.288833 
Hs.108502 
Hs.94 
Hs.239307 
Hs.14825 
HS.B5944 
Hs.144941 



ESTs 
ESTs 

EST, Weakly sirdar to 2109260A B cell 
RAB9-fike protein 

Homo sapiens mRNA; cDNA DKFZp434K087 (fr 

hypothetical protein FU20150 

DnaJ (Hsp40) homolog, subfamily A. membe 



ESTs, Weakly similar to KIAA1 503 protein 

ESTs 

ESTs 



2.7 

2.7 

27 

17 

27 

27 

27 

17 

27 

26 

26 

2.6 

26 

26 

26 

26 

26 

26 

26 

26 
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25 

25 

25 

25 

25 

25 

25 

25 

25 

25 

25 

25 

25 

25 
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24 
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24 

24 

24 
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24 

24 

23 

2.3 

23 

23 
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23 

2.3 

23 

23 
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23 

23 

23 
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121292 


AA401807 




gbzv65f1U1 SoaresjDtalJetus__Nb2HF8_ 


2.3 


128797 


KM.002975 


Hs.105927 


stem cell growth factor, lymphocyte seer 


2.3 


132985 


AL045579 


Hs.62113 


WAAQ717 protein 


2.3 


125174 


W51835 


Hs.231082 


EST 


2.3 


125401 


AJ204637 


Hs.337585 


ESTs, Highly similar to WAA0350 [Ksapi 


2.3 


135278 


AA399542 


Hs.229671 


EST, Moderately similar to PEPT1DYI-PROL 


2.3 


119155 


R61715 


Hs.310598 


ESTs, Moderately similar to ALU1.HUMAN 


2.3 


123423 


AA598484 




gb:ae38f04.s1 Gessler Wilms tumor Homo s 


2.3 


123258 


AA490929 


Hs.105274 


ESTs, Weakly similar to RMS 1. HUMAN REGUL 


2.3 


128826 


240313 


Hs.106330 


Homo sapiens done !MAGE:23371, mRNA seq 


2.3 


105014 


M121123 


Hs.269257 


ESTs.WeaHysirnilartoAF1613S1 1 HSPC 


2.3 


101086 


AA382524 


Hs35Q959 


histafin 1 


2.3 


110579 


AA004798 


Hs.108311 


ESTs, WeaHy similar to T00351 hypothec 


Z3 


126879 


D90391 


Hs.1265 


branched chain keto acid dehydrogenase E 


2.3 


132317 


BE262438 


Hs.44592 


beta- 1,4 rnanrictsyt transferase 


2.3 


124691 


R05835 


Hs.110153 


ESTs 


2.3 


113474 


R50752 


Hs.23856 


hypothetical protein MGC5297 


2.3 


103175 


X590B9 


Hs.79227 


myomesin (M-protein) 2 (165kD) 


2.2 


129052 


BE275031 


Hs.158210 


hypotheficat protein MGC2555 


2.2 


129248 


W04606 


Hs.171637 


hypothetical protein MGC2628 


2.2 


100780 


BE561958 


Hs.302063 ■ 


immunogtobufm heavy constant mu 


12 


135416 


BE281018 


Hs.99969 


fusion, derived from 1(12; 16) malignant 


12 


129928 


AI338993 


Hs.134535 


ESTs 


12 


103319 


X83492 


Hs.82359 


tumor necrosis factor receptor superfami 


12 


110256 


H63947 


Hs.237955 


RAB7, member RAS oncogene family 


12 


120734 


AA299948 




gb:EST12544 Uterus tumor 1 Homo sapiens 


12 


111777 


AK001100 


Hs.41690 


desmocclDn 3 


12 


128963 


JD3890 


Hs.1074 


surfactant, pulmonary-associated protein 


12 


108451 


AA079195 




gfczm92h12£l Stratagene ovarian cancer 


12 


134964 


A1803516 


Hs^72891 


rappccawTHiKe protein 4 


12 


127248 


AA364195 




gb:EST75015 Pineal gland (I Homo sapiens 


12 


125761 


R68351 




gb:yh99b03.r1 Soares placenta Nb2HP Homo 


12 


101358 


M 10058 


Hs.12056 


asialoglycoprotein receptor 1 


12 


101613 


M24283 


Hs.168383 


intercellular adhesion molecule 1 (0054) 


12 


107121 


AB015427 


Hs.250493 


zinc finger protein 219 


12 


118751 


K74210 


Hs.50454 


ESTs 


12 


128952 


AL043463 


Hs.6755 


RaP2 interacting protein 8 


12 


126581 


W73306 


Hs.306568 


Homo sapiens cDNA RJ 14089 fe, clone MA 


12 


127634 


AA633469 


Hs.193283 


ESTs, Weakly similar to unnamed protein 


12 


130755 


BE293520 


Hs.18910 


prostate cancer over expressed gene 1 


12 


132867 


AF226667 


Hs.58553 


CTP synthase tl 


12 


126323 


N77584 


Hs.68644 


Homo sapiens microsomal signal peptidase 


22 


111790 


AW769683 


Hs.6734 


ESTs, Weakly similar to S26650 DNA-cindi 


12 


125549 


R20215 




gb:yg18b09.r1 Soares infant brain 1NIB H 


12 


128059 


AA972446 


Hs.145096 


ESTs 


12 


132342 


AW16275B 


Hs.45232 


ESTs, Weakly similar to ALU5.HUMAN ALU S 


12 


125722 


H29796 


Hs.269622 


ESTs 


12 


106383 


AA447453 


Hs.27850 


Homo sapiens mRNA: cDNA DKFZp586M0723 (f 


12 


127644 


N88858 


Hs.155101 


ATP synthase, H+ transporting, rnflochond 


12 


128179 


AW2936B9 


Hs.127116 


ESTs 


2.2 


133461 


NMJJ00752 


Hs.334345 


cytochrome P450, subfamily I1A (phenobar 


12 


126962 


R12014 


Hs.20976 


ESTs 


12 


112369 


AW966243 


Hs.4243 


hypothetical protein FU 12650 


12 


133582 


BE391579 


Hs.75087 


Fas-activated serine/threonine kinase 


12 


112276 


R53442 


Hs.26038 


ESTs, Weakly similar to 138022 hypothet 


12 


108743 


AI580150 


Hs.71074 


ESTs 


12 


133726 


A1803188 


Hs.252716 


oxysterol-binding protem-related prolei 


22 


131263 


AU077002 


Hs.24950 


regulator of G-protein signalling 5 


12 


109929 


M773187 


Hs.294027 


ESTs 


12 


129059 


AW069534 


Hs.279583 


CG1-61 protein 


12 


110724 


AW016783 


Hs.30799 


Homo sapiens cDNAFU 13471 fe, done PL 


12 


116962 


H79677 




gb:yu76g10.s1 Soares fetal Twer spleen 


12 


119232 


AI655226 


Hs.1 17659 


ESTs, WeaHy similar to T46481 hypotheti 


12 


106711 


BE390125 


Hs.143187 


hypothetical protein 


12 


135191 


X16866 


Hs.301086 


cytochrome P450, subfamily tID (debrisoq 


12 


125822 


H03162 


Hs.268768 


ESTs 


12 


130215 


BE301883 


Hs.152707 


glioM?sl | itf^ia ampfified sequence 


12 


133363 


A186S286 


Hs.71962 


ESTs, Weakly similar to B36298 profine-r 


12 


126250 


AL050391 


Hs.321247 


Homo sapiens mRNA; cDNA DKFZp586A181 (fr 


22 


103392 


X94563 




gb:H.sapiens dbi/acbp gene exon 1 & 2. 


12 


129794 


AF161399 


Hs.23259 


hypothetical protein FU 13433 


12 


100253 


038024 


Hs.157425 


double homeobox, 2 


12 


130743 


AL049266 


Hs.18724 


Homo sapiens mRNA; cDNA DKFZp564F093 (fr 


12 


125466 


R08234 


Hs.180461 


ESTs 


12 


122682 


AA984531 


Hs.159293 


ESTs 


22 


133347 


BE257758 


Hs.71475 


acid cluster protein 33 


12 


104455 


AL1 10261 


Hs.15721t 


DKFZP586B0621 protein 


12 


116332 


AA491208 


Hs.62620 


chromosome 6 open reading frame 1 


22 


131163 


AA099524 


Hs.23754 


ESTs 


22 


109592 


AI198059 


Hs.26370 


ESTs 


12 


128721 


AW403911 


Hs366175 


phosphoprotein associated with GEMs 


2.1 


114046 


BE018658 


Hs.141003 


Homo sapiens cDNA: FU21691 fis, clone C 


2.1 


128434 


AI190914 


Hs.143880 


ESTs 


2.1 
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103163 AU077018 
112379 AKD01713 
127507 AA249573 
133097 W03512 
126153 H85692 
122110 AI123000 
100554 M95923 
104799 AA029703 
132664 AI740461 
114520 AA642974 
115348 AA2B1562 
133231 AK000517 
133160 N54968 
124656 AW297702 
133576 M19650 
132676 N92589 
126505 AA282881 
118865 AA73S405 
134267 M174596 
134104 L35253 
133493 AW998046 
112853 T02843 
117457 N29682 
112246 R51321 
134869 AL1 57518 
12B869 M768242 
129179 AW969025 
104857 AI920902 
101651 AL037111 
129726 H15474 
117186 
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Hs.3235 kerafin4 

HS.17B60 hypothefcal prolan FU10S51 

Hs.152618 ESTs, Moderately similar to ZN91.HUMAN Z 

Hs.6479 riypoMcal protein MGC13272 

Hs.40730 ESTs 

Hs.301240 melanocorfin 1 receptor (alpha melanocyt 
gb:Human 12-fipoxygenase mRNA, partial c 
gbze95h08.s1 Soares>tal_heart_NbHH19W 
ESTs 

g b:nr60h01.s1 NCI_CGAPJ.ym3 Homo sapiens 
ESTs 

hypothetical protein FU 20510 
hypothetical protein MGC1 1061 
ESTs 

Z^-cycfic nucleotide 3* phosphodieste 
ESTs, Weakty similar to I38022 hypothet 
ESTs 
ESTs 

RAE1 (RNA export 1, S.pombe) homolog 
mitogen-acfivated protein kinase 14 
arginine^ulamic acid dipeptide (RE) re 
gb:FB1 1H5 Fetal brain, Stratagene Homo s 
ESTs, Weakly similar to ALU5.HUMAN AW 
Homo sapiens cDMA FU 12252 fis. clone MA 
PR02463 protein 
hypothetical protein 
ESTs 

ESTs, Moderately similar to S65657 alpha 
gaiactDse-1 -phosphate uridylyltransferas 



126271 A1250773 
116925 H73110 
128468 T23625 
,116031 AA452239 
130724 AK001507 
121897 AA427419 
123808 AA620552 
122333 AA625B72 
127841 AW136558 
100023 

113002 BE243513 
111567 F12628 
113697 T97183 
128033 AI248705 
105225 AA211777 
112370 AF052095 
132786 BE083422 
113226 AI821008 
117997 N52090 
116996 H83935 
127002 AL353940 
122591 AI188219 
107279 S57296 
103898 AA248884 
110312 BE256986 
127447 AA386192 
128352 AW137413 
113649 N94768 
128275 AI218235 
125976 AA436760 
120820 AA347417 
134937 AI251449 
129602 A1282193 
129535 AA397972 
106095 AF115402 
R44214 



105593 AA279341 

105788 AB009698 

128148 AA918175 

125982 R98091 

125746 AL137506 

127835 AA748762 

100661 BE623001 

124282 AA018408 

126926 AA179472 

100221 D28383 

126053 H64450 

100944 L07518 

125581 AI272848 

128604 A1879099 

114612 A1124557 

130453 U80735 



Hs.54542 

Hs.292100 
Hs.6844 
Hs.66309 
Hs.102915 
Hs.150741 
Hs.261038 
Hs.190057 
Hs.54530 
Hs.196209 
HsJ9107 
Hs.194369 

Hs.44071 
Hs^5780 
Hs.90421 
Hs.60618 
Hs.109154 
Hs.19058 
Hs.75641 
Hs.132898 
Hs.42612 
Hs.270012 
Hs.26O603 
Hs.150580 
Hs.103329 
Hs.306084 
Hs.229162 

Hs.98977 
Hs.125246 

Hs.7212 
Hs.334786 
Hs.17992 
Hs.149321 

Hs.167344 
Hs.56851 
Hs.10697 
Hs.47420 
Hs.40535 
Hs.24979 
Hs.99311 
Hs^23910 

Hs.11896 
Hs.193482 
Hs.169942 
Hs.16400 
Hs.131240 

HS.96B69 
Hs.171939 
Hs.198298 
Hs-169965 
Hs.11713 
Hs.101189 
Hs.174151 
Hs.23965 
Hs.126637 

Hs.274256 
Hs.163113 
Hs.132748 
Hs.110287 
Hs.832 



Hs.159593 
Hs.75309 
Hs.102397 
Hs.95456 
Hs.173854 



ESTs, Weakly similar to ALU1_HUMAN ALU S 
ESTs 

ESTs, Moderately sirdar to A47582 B-ce 
putative translation initiation factor 
K1AA0970 protein 

Homo sapiens clone FIB6914 PR01821 mRNA, 
EST, Weakly similar to ZN91 .HUMAN ZINC 
gb:ae58g1 1.s1 Stratagene rung carcinoma 
ESTs, Moderately similar to T34561 hypot 
ESTs 

hypothetical protein PP1044 

hypothefcal protein MGC16040 

Homo sapiens mRNA; cDNA DKFZp434J1726 (f 

ESTs 

gbzn57d02s1 Stratagene muscle 937209 H 

Homo sapiens done 23911 mRNA sequence 

hypothetical protein MGC2668 

ESTs 

EST 

ESTs 

hypothetical protein DKFZp761P1010 

ESTs, Weakly similar to HSJ2_HUMAN DNAJ 

v-erb-b2 avian erythroblastic leukemia 

gb:k3517.seq.F Human fetal heart. Lambda 

hypothetical protein FU12089 

Homo sapiens cDNAFU 11903 fis, done HE 

ESTs 

ESTs, Weakly similar to KIAA1435 protein 
ESTs 

gb2v67d11 Jl Scares JotalJetus_Nb2HF8_. 

EST 

ESTs 

v-src avian sarcoma (SchmidtrRuppin A-2) 

chlmerin (chimaerin) 1 

E74-Iike factor 5 (ets domain transcript 

ESTs 

aldehyde oxidase 1 

solute carrier family 22 (organic anion 

ESTs 

gb:yr30e1 1 .rl Soares fetal fiver spleen 

hypothetical protein FU 23553 

ESTs, Weakly similar to 138022 hypothefi 

Homo sapiens ribosoma! protein L39 mRNA, 

ESTs 

ESTs, Highly similar to A41029 integrin 
gb:Human mRNA for ATP synthase B chain, 
gb:yu62d01.M Weizmann Olfactory Epilhel 
mucin 6, gastric 



G!OT-3for gonadotropin inducible transc 
ESTs 

PAX transcripfion activation domain inte 
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135060 


AK001B87 


Hs.259842 


114419 


A1248013 


Hs.106532 


126283 


N40359 


Hs.271896 


112003 


AW978731 


Hs-301824 


127391 


AW380893 


Hs.11039 


127717 


F12209 


HS.1733B0 


126893 


AJ252060 


Hs^6320 


106798 


BE252749 


Hs.20558 


103760 


AA642973 


Hs.183842 


118922 


AW206193 


Hs.91065 


133195 


AI434760 


Hs.279949 


133424 


AA350994 


Hs.20281 


133765 


M62194 


Hs.75929 


132347 


BEZ71016 


Hs.169850 


125599 


H13295 


Hs.106135 


114459 


AW445217 


Hs.103362 


128478 


AA708205 


Hs.100343 


127271 


H96820 




111122 


N63753 


Hs.16492 


130695 


T97205 


Hs.17998 


133571 


BE515037 


Hs.177556 


119244 


AW407564 


Hs.275865 


127603 


AI016798 


Hs.9925 


113626 


T94318 


Hs.17359 


128115 


A1435590 


Hs.130168 


117639 


AA377165 


Hs.44833 


127033 


AF169301 


Hs.9098 


112411 


R43090 


Hs.271510 


114601 


AA075566 




127573 


AA594196 


Hs.269464 


125500 


AW952654 


Hs.244624 


119418 


T971B6 




115467 


AI366784 


Hs.48620 


128902 


M036637 


Hs.107052 


127684 


AA668631 


Hs.32556 


126288 


AW449560 


Hs.89576 


122059 


AA431737 


Hs.98749 


125486 


AI023895 


Hs.190587 


128895 


AW467000 


Hs.106985 


105301 


AW352357 


Hs.7457 


125536 


F08266 


Hs.77948 



121387 AA405854 

134126 NMJM3747 

126860 BE242814 

102907 BE409861 

127804 AA740634 

130566 R85474 

113782 AK001567 

124119 AA040123 

132490 NM.001290 

*125494 AU077029 

100237 D30715 

127687 AW772383 

103136 AF087917 

125704 R55094 

126208 N22588 

131902 AA1B0145 

128660 AA011597 

118049 N53145 

134624 AF035119 

127432 AW067708 

126414 A1363157 

120861 AA350394 

124669 AI571594 

126096 F08208 
103891 NM_007212 

128727 AI223335 

126831 AI929107 
125360 AWB9SB92 
124276 H83465 
126524 Z45455 
126647 AK000283 
125957 H41694 
121782 AW452957 
124059 BE387335 
130945 U20582 
126348 T16243 
103558 BE616547 
126982 AA211419 
125613 AA765957 
129S01 AB032964 
126007 H51097 
123627 AA909619 



Hs.131814 

Hs.323494 

Hs.202833 

Hs.292084 

Hs.16073 

Hs.311002 

Hi248953 

Hs.4980 

Hs.177543 

Hs.306333 

Hs.300635 

Hs-247936 

Hs.26239 

Hs.288548 

Hs.34348 

Hs.177398 

Hs.8700 

Hs.170311 

Hs.24756 

Hs.96952 

Hs.102943 

Hs.283844 

Hs.124186 

Hs.50651 

Hs.79933 

Hs.189741 

Hs.182447 
Hs.270502 

Hs.334698 

Hs.283713 

Hs.2149 

Hs.6473 

Hs.2785 

Hs.21077 
Hs.1 15726 
Hs.143261 
Hs.112668 



prolan kinase, AMP-acfjvated, gamma 2 n 10 

ESTs, Weakly similar to 138588 reverse t 2.0 

ESTs 2.0 

hypolheSca! prolan PR01331 2.0 

hypothetical protein MGC2722 2.0 

CK2 interacting protein 1; HQ0024c prote 2.0 

TRABJD protein 2.0 

hypothetical protein FU20345 2.0 

ubrquiOn B 2.0 

hypothetical protein DKF2p761B2423 2.0 

WAA1007 protein 2.0 

WAA1700 2.0 

cadherin 11, type 2, OB-cadherin (osteob 2.0 

ESTs, Weakly similar to T21554 hypothefi 10 

ESTs 2.0 

ESTs 2.0 

ESTs 2.0 

gb:yv99b03j1 Scares melanocyte 2NbHM Ho 2.0 

DKFZP564G2022 protein 2.0 

ESTs,Weal^sirnnarto2109260ABcen 10 

melanoma anGgen, family D, 1 2.0 

ribosomaJ protein S18 2.0 

hypothetical protein FU 20772 2.0 

ESTs, Moderately similar to RL44_HUMAN 6 10 

ESTs 2.0 

ESTs 2.0 

sulfate transporter 1 2.0 

ESTs, Moderately similar to ALU1_HUMAN A 10 

gbzm8BI06.s1 Stratagene ovarian cancer 2.0 

ESTs. Weakty similar to S65657 a!pha-1C- 10 

ESTs 10 

gb:ye50h09.s1 Soares fetal Gver spleen 10 

TATA box binding protein gBP)-associate 10 

ESTs 10 

KIAA0379 protein 10 

inner mitochondrial membrane peptidase 2 10 

EST, Moderately similar to T42671 hypoth 10 

ESTs 10 

ESTs 10 

MAGE1 protein 10 

ESTs, Weakty similar to AIU1_HUMAN ALU S 10 

gbzu66g08.s1 SoaresJesfe.NHT Homo sap 10 

tankyrase.TRFI-lnteracting ankynrwela 10 

ESTs, Weakly similar to T27544 zinc rest 10 

heme oxygenase (decyding) 1 10 

ESTs 10 

ESTs 1.9 

Homo sapiens cDNA RJ10705 fis, clone NT 1 .9 

solute carrier family 27 (fatty acid tra 1.9 

UM domain binding 2 1.9 

antigen identified by monoclonal antibod 1 .9 

Human PAP (pancreafilis-associated prot 1 .9 

ESTs 1.9 

olfactory receptor, family 1 , subfamily 1 .9 

Human DNA sequence from done RP1 1438B2 1 .9 

Homo sapiens CDNARJ12368 fis, ctone MA 1.9 

Homo sapiens mRNA; cDMA OKFZp434P0235 (f 1.9 

ESTs 1.9 

gb:yv55f09 j1 Soares fetal fiver spleen 1.9 

deleted in liver cancer 1 1.9 

heterogeneous nuclear ribonucieoprotein 1.9 

hepalocyte growth factor-regulated tyros 1 .9 

ESTs 1.9 

hypothetical protein MGC1 2916 1.9 

similar to rat tricarbo^te carrier j 1.9 

ring finger protein 2 1.9 

Janus kinase 1 (a protein tyrosine kinas 1.9 

cycfin I 1.9 

ESTs 1.9 

gb:ys91a11.s1 Soares retina N2b5HR Homo 1.9 

heterogeneous nuclear ribonucieoprotein 1 .9 

hypothetical protein FU 20276 1.9 

gb7o06b06j1 Soares adult brain N2b5HB5 1.9 

Homo sapiens, clone MGC: 15203, mRNA, com 1 .9 

ESTs, Weakly simfla to S640Mrr/polhefi 1.9 

acfin like protein 1.9 

Homo sapiens cONA FU13992 fis, done Y7 1.9 

keratin 17 1.9 

gb2n55g05.s 1 Stratagene musde 937209 H 1.9 

WAA0532 protein 1.9 

WAA1138 protein 1.9 

ESTs 1.9 

ESTs 1.9 
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111587 AI125867 Hs.20734 ESTs 

135231 BE613615 Hs.74280 hypothetical prolan FU22237 

128897 AW979134 Hs.10700 hypothetical protein 

109891 H04757 Hs.323176 ESTs 

1 27704 AA579609 gbag72c02^1 Gessler Wilms tumor Homo s 

129340 H75334 Hs.11050 F-box only protein 9 

126502 T10077 Hs.13453 hypothetical protein FU14753 

129619 AA209534 Hs.284243 tetraspan NET-6 protein 

127136 R36277 Hs.7773 Homo sapiens ubiquitin conjugating enzym 

110636 H72868 HS.19110 ESTs 

128862 BE250742 Hs.1 06673 eukaryotb translation initiation factor 

104689 AA420450 Hs.292911 ESTs, Highly simitar to S6071 2 band-6-pr 

130829 BE262530 Hs.2006 glutathione S-transferase M3 (brain) 

125768 AI557486 Hs.119122 ribosomal protein L1 3a 

123613 AA609158 Hs.291166 EST 

127506 T61039 Hs.252574 ribosomal protein 110a 

123546 AA608817 Hs.112597 EST 

126516 R95B72 Hs.1 17572 chemokine binding protein 2 

103973 AA305729 Hs.1 8272 amino acid transporter system A1 

127426 AAB54756 Hs.124076 ESTs 

112339 R56570 Hs.50547 ESTs 

129101 NM 013403 Hs.1 08665 zinedin 

109442 AW296134 Hs.86999 ESTs, Weakly similar to S65657 atpha-1 C- 

118103 AA401733 Hs.184134 ESTs 

125752 AW136622 Hs.206673 ESTs 

102926 W28363 Hs.239752 nuclear receptor subfamily 2, group F. m 

133975 C18356 Hs.295944 tissue factor pathway inhibitor 2 

134470 X54942 Hs.83758 COC28 protein kinase 2 

127329 AW160551 Hs.1 24021 soggy-1 gene 

126659 T1 6245 gb:N!B1005R Normanzed infant brain, Ben 

127297 AW629485 Hs.140720 GSK-3 binding protein FRAT2 

127640 A1557486 Hs.119122 ribosomal protein L13a 

103409 NM 004454 Hs.43697 ets variant gene 5 (els-related molecule 

127964 F06298 gb:HX13F081 normalized Infant brain cDN 

122365 AA813546 Hs.99034 6TP-binding protein Rho7 

128193 AJ224442 Hs.155020 putative methyltransterase 

115173 BE612940 Hs.88252 ESTs . 

125532 AI734146 Hs.271800 ESTs, Weakly similar to alternatively sp 

126541 AJ271671 Hs.7854 andiron regulated transporter-like 

127309 A1669765 Hs.133184 ESTs . 

129062 AA452970 HS.15521B E1B-55kDa^ssocvated protein 5 

126770 AI292320 Hs.81361 heterogeneous nuclear ribonucleoprotein 

127775 AA128808 Hs.1 79902 transporter-like protein 

126994 AA455265 Hs.86686 ESTs, Moderately similar to I54374 gene 

130734 AW137091 Hs.18624 K1AA1 052 protein 

114461 AA531187 Hs.126705 ESTs 

100842 1)05597 gb:Human anion exchanger 3 cardiac tsolo 

127389 T65126 Hs.12743 carnitine O-octanoyttransferase 

125394 BE178502 Hs.173772 ESTs, Weakly similar to 178885 serine/th 

107736 AA016239 Hs.60715 ESTs U11UAUA1|| 

125669 R51308 Hs.333255 ESTs, Weakly similar to ALU8_HUMAN ALU 

100370 D79989 Hs.184884 KIAA0167 gene product 

113479 AI023133 Hs.10739 ESTs 

105165 BE280787 Hs.16079 hypothetical protein FU 10233 

120602 AA808018 Hs.109302 ESTs 

112399 R6O920 Hs.296770 WAA1719 protein 

123474 AA599209 gb:ag34b11.s1 Jia bone marrow stroma Horn 

134212 AA654353 Hs.17719 EBP50-PDZinteractorof 64 kD 

104204 AK001691 Hs.57655 hypothetical protein FU1 0829 

127464 AW971875 Hs.292071 ESTs 

116715 AL117440 Hs.170263 tumor protein p53-bmding protein, 1 

115041 AA252457 Hs.86543 ESTs, Moderately similar to T00256 hypot 

132380 AW373665 Hs.46853 ESTs 

120087 AF186780 Hs.79219 RalGOS-like gene; K1AA0959 protein 

116356 AI371223 Hs.288671 Homo sapiens cONA FU11997 fe, done iHE 

125499 H10543 gb:ym04c06.r1 Soares infant brain 1N1B H 

128846 AA730767 Hs.285753 SCGIO-Cke^rotein 

123869 AA620924 Hs.1 12923 EST 

108889 AA135722 Hs.61481 . ESTs 

126528 Z24895 gb:HSB67F122 STRATAGENE Human skeletal m 

127629 AA293279 Hs.29173 hypothetical protein FU2051 5 

130004 AA703684 Hs.245474 ESTs, Moderately similar to ALU5_HUMAN A 

130847 A1672483 Hs.20220 lipase protein 

111620 R14853 Hs.307478 EST, WeaWy simflar to 139058 hypotheti 

131971 BE567100 Hs.154938 hypothetical protein MDS025 

121360 AA405635 Hs.96854 ESTs, Weakly similar to DYl_X_HUMAN CYTOP 

1 27705 AJ003322 gb A1003322 Selected chromosome 21 cDNA 

124687 AA833902 Hs.270745 ESTs ^ e(VJf5l _ 

126698 AI221147 Hs.145088 ESTs, WeaWy similar to T15936 hypotheti 

126730 AA442429 gb^70g0lr1 Soares_totalJeUBjib2HFB. 

127916 AI239950 Hs.294111 ESTs, Moderately similar to B34087 hypo 

128408 AI183407 Hs.1 43704 EST 

128440 AW090340 Hs.1 4337 Homo sapiens cDNA FU14407 6s, done HE 
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23783 AA610112 gb:af19g05.s1 Soares tote! fetus Nb2HF8 

109152 AW380723 Hs.73451 ESTs, Weakly similar to S55024 nebufln, 

i07242 AB020B72 Hs.175411 K1AA0865 protein 

32804 AI805943 Hs.326067 hypolheCcal protein MGC5178 

I25387 AJ243669 Hs.8127 WAA0144 gene product 

21578 AA398791 Hs.178185 ESTs 

32944 T96541 Hs.6127 Homo sapiens cDNA: FU 23020 fe. done L 

26295 A1281459 Hs.270114 ESTs 

33335 BE251012 Hs.263812 nudear distribution gene C (Ajiiduians) 

29879 AK001696 Hs.13109 Ran binding protein 11 

25175 W52355 Hs.303030 EST 

26919 AA577730 Hs.1 88684 ESTs, Weakly similar to PC4259 ferritin 

27773 AA725863 Hs.120508 ESTs 

26495 AB029021 Hs.137732 K1AA1098 protein 

26948 AW958535 Hs. 14328 hypotheficai protein FU20071 

26671 C03105 Hs.285847 CGI-19 protein 

15428 AA284112 Hs.94680 ESTs, Weakly similar to (78885 serine/t 

28232 AI830319 Hs^34641 hypothetical protein DKFZp434l1 916 

26082 H81188 Hs^69571 ESTs 

20467 AW292562 Hs.187628 ESTs 

24041 AW590171 Hs.101413 ESTs 

05012 AF098158 Hs.9329 chromosome 20 open reading frame 1 

23951 AB012922 Hs.173043 metastasis-associated 1-tfce 1 

26449 AF223944 Hs^25443 breast cell ghitaminase 

24554 N65961 gbza27d03.s1 Soares fetal fiver spleen 

33651 AI301740 Hs.173381 dihydropyraradinase-Bce 2 

26780 R12421 Hs.5811 chromosome 21 open reading frame 59 

25661 AA491830 Hs.25689 ESTs. 

!588B H18298 gb:yn48b09.r1 Soares adult brain N2b5HB5 

17245 AA323958 gb:EST26810 CerebeBum II Homo sapiens c 

11223 AA852773 Hs.334838 K1AA1 866 protein 

15611 R44789 Hs.33191 Homosapiertt.SimaajtotrarBmembraner 

24846 R59977 Hs.1 58196 transcriptional adaptor 3 (ADA3 yeast 

00397 D84424 Hs.57697 hyaluronan synthase 1 

27180 T27097 Hs.22790 ESTs 

02598 BE250742 Hs.105673 eukaryotic translation initiaflon factor 

34076 AF086215 gb:Homo sapiens full length insert cDNA 

15659 W99382 Hs.283709 Bpopdysaccharide specific response-7 p 

I5555 R19382 Hs.117869 ESTs 

8382 A1138886 Hs.143243 ESTs 

27710 AA682867 Hs.1 91901 ESTs 

25445 AI452722 Hs.7709 WW domain binding protein 1 

29951 AL1 10282 Hs.268024 Homo sapiens, done IMAG&3873720, mRNA 

19898 R93325 Hs.58690 ESTs 

29703 BE388665 Hs.179999 Homo sapiens, done IMAGE:3457003, mRNA 

3531 BE276738 Hs.74578 DEAD/H (Asp-Qu-Ala-Asp/Hfe) box polypep 

9726 AF086289 Hs.234766 skirnspedfic protein 

25198 W69474 Hs.323140 ESTs 

21414 AW291477 Hs.188763 tesfis expressed sequence 13A 

12542 AI45B867 Hs.24276 ESTs 

01368 M13058 Hs.73952 prdine^ich protein Haelll subfamily 2 

25820 AA730136 Hs.75561 teratocaminorna^erived growth factor 1 

29091 AA056483 Hs.301463 Human Chromosome 16 BAC done OT987SK-A 

U201 65 Hs.53250 bone morphogenetic protein receptor, typ 

W31714 Hs.122656 ESTs, Highly similar to forrnin 2-Gke pr 

T81034 Hs.14B41 ESTs 

T97301 Hs.18026 ESTs 

AA463902 Hs.13522 ESTs, Weakly simnar to I38022 hypothet 

AA280740 Hs^92072 ESTs, Moderately similar to A460 1 0 X-Iin 

T70318 Hs.268581 ESTs 

A1290561 Hs.155361 ESTs 

AL137476 Hs.1 23609 Homo sapiens mRNA; cDNA DKFZp434l0623 (f 

A188491 1 Hs.32989 receptor (caJdtonin) activity modifying 

X82279 gbiRsapiens Fas, Apo-1 gene (promoter a 

H45282 Hs^68798 ESTs 

AW630870 Hs.86674 ESTs, Weakly similar to hypothetical pro 

AW5O4027 Hs.1 5301 Homo sapiens cDNA FU 12596 fe, done NT 

AL353934 Hs^88798 hypothetical protein FU21 01 2 

AK000373 Hs.8358 hypothetical protein FU20366 

AW504292 Hs.11517 ESTs 

26446 NM_015670 Hs.11B926 senmn/SUMaspecific protease 3 

'26547 U47732 Hs.84D72 transmernbrane4superfarnily member 3 

I20287 Af 219946 Hs.102237 tubby super-family protein 

129991 R28386 Hs.179925 ESTs, WeaHy similar to ALU8 HUMAN ALU 

23912 AA621283 Hs.332855 EST 

02071 AL120051 Hs.144700 ephrin-B1 

21046 AB033083 Hs.97377 KIAA1 257 protein 

28403 AI908006 Hs.295362 Homo sapiens cDNA FU 14459 fs, clone HE 

04258 AL043864 HsJ0604 ATPase, Class II. type 9A 

11598 R11505 Hs.268912 ESTs 

28109 AW269421 Hs.128093 ESTs 

25435 R08480 Hs.272138 ESTs, Weakly similar to ALU 1 HUMAN ALUS- 

33104 A1091195 Hs.65029 growth arrest-specific 1 
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126826 AA099764 gb2n61f12j1 Stralagene muscle 937209 H 1.7 

106483 NIUL00654B Hs.30299 IGF-II mRNA-biriding protein 2 1.7 

129765 M86933 Hs.1238 amelogenin (Y diramoscme) 1.7 

115904 A1167560 Hs.61297 ESTs 1.7 

5 125514 AB040912 Hs.191098 hypolhetica! protein FU11598 1.7 

125797 H03117 Hs.111497 simflar to mouse neuronal protein 15.6 1.7 

133179 U81599 Hs.66731 homeoboxB13 1.7 

115167 AA749209 Hs.43728 hypothetical protein 1.7 

118036 AM71B62 Hs.196008 Homo sapiens cDNAFLM 1723 fis, clone HE 1.7 

10 124540 N63232 gb:yz39a1 2.s 1 Morton Fetal Cochlea Homo 1.7 

126183 BE018708 Hs.81972 SHC(SrclKmdogj2o^rw»ntainirig)t 1.7 

127897 AA773681 gb:af77b12.r1 Soares_NhHMPu_S1 Homosapi 1.7 

126680 F07097 Hs.1 33865 transmembrane 6 superfamily member 1 1.7 

126972 NMJJ16255 Hs.95260 Autosomal Highly Conserved Protein 1.7 

15 130605 BE514362 Hs306024 FK506-binding protein 3 (25kD) 1.7 

127541 AA573449 Hs.171515 ESTs 1.7 

127392 AI816736 Hs.14896 DHHC1 protein 1.7 

105879 AI190785 Hs.33020 HofTK>saptens.donelMAGE:3939163,mRN^ 1.7 

128303 AI096444 Hs.7187 hypothefical protein RJ 10707 1.7 

20 126469 BE384361 Hs.182885 ESTs, Weakly similar to JC5024 UDP-gatac 1.7 

125756 BE174587 Hs.289721 growth arrest specific transcript 5 1.7 

132332 AW978906 Hs.45005 hypothetical protein RJ 12960 1.6 

127142 AW452942 Hs.130393 ESTs 1.6 

128416 F13165 Hs.12549 ESTs. WeaWy simflar to 2109260AB cell 1.6 

25 103790 AL122044 Hs.331633 hypothetical protein DKFZp566N034 1.6 

134578 AL110193 Hs.224137 hypothetical protein 1.6 

110023 AW294701 Hs.31040 ESTs 1.6 

125511 AJ271379 Hs.76194 ribosomal protein S5 1.6 

111483 R06569 Hs.269534 ESTs 1.6 

30 127363 AF064104 Hs.22116 CDC14{ceIl division cycle 14, S.cerevi 1.6 

126231 AA991766 Hs^00793 ESTs 1.6 

106181 AI803651 Hs.191608 ESTs 1.6 

114767 A1859865 Hs.1 54443 n^nicruomosome maintenance deficient {S 1.6 

119929 W86464 Hs.304825 ESTs IB 

35 132542 AL137751 Hs.263671 Honiosapterism(^cONADKFZp434i0812(f 1.6 

127155 AA284993 gb:zt23e10.ri Soares ovary tumor NbHOT H 1.6 

125956 AK000214 Hs.1 29014 hypothetical protein FU20207 1.6 

126854 AJ275986 Hs.71414 transcription factor (SMIF gene) 1.6 

131330 D13969 Hs.184569 zinc finger protein 144(MeM8) 1.6 

40 129445 VV52452 Hs.29797 ribosomal protein L10 1.6 

113427 T85106 Hs.15471 ESTs 1.6 

106124 H93366 Hs.7567 Homo sapiens cDNA: FU21962 fis, clone H 1.6 

128135 AA954381 Hs.269721 ESTs, Moderately similar to ALU 1 .HUMAN 1.6 

111460 R02728 Hs.117331 ESTs 1.6 

45 125636 H12382 Hs.25119 ESTs, Weakly similar to YEX0_YEAST HYPOT 1,6 

134118 BE336680 Hs.182877 WAAO1 16 protein 1.6 

111570 AF059203 Hs.2058Q sterol OacyltransferasB 2 1.6 

113511 TB9578 Hs.189740 ESTs 1.6 

113296 AW449550 Hs.89576 Inner mitochondrial membrane peptidase 2 1.6 

50 109875 H03260 Hs.30385 ESTs 1.6 

105930 AF016371 Hs.9880 pepGdyl prolyl isomerase H (cyctophifin 1.6 

105564 BE616694 Hs.288042 hypotheBcal protein FU14299 1.6 

128063 AI377750 Hs.167177 ESTs 1.6 

109779 AB029396 Hs.3353 beta-1.35tucuronyltransferase 1 (glucur 1.6 

55 125334 T86569 Hs.182118 ESTs 1.6 

127206 AWB16490 Hs.337508 ESTs 1.6 

108B45 AW362901 Hs.68864 ESTs, Weakly similar to phosphatidylseri 1.6 

132520 AA257992 Hs.50651 Janus kinase 1 (a protein tyrosine kinas 1.6 

114062 A1560984 Hs.27283 ESTs 1.6 

60 122550 AA451859 Hs.99253 ESTs 1.6 

113413 R08872 Hs.186512 ESTs 13 

127019 AI929355 Hs.286128 hypothetical protein FU23329 1.6 

106251 R12607 Hs.35101 proBne-rich Qa (GK^xyglutamfc acid 1.6 

112670 AL138012 Hs.183840 ESTs, Moderately similar to ALU7_HUMAN A 1.6 

65 114913 AI435199 Hs.58940 ESTs, Weakly similar to I38022 hypotheti 1.6 

126604 A1023299 Hs.269806 ESTs 1.6 

125324 R07785 gb:yrt5c05.r1 Soares fetal liver spleen 1.6 

121438 AW445024 Hs.139389 ESTs 16 

127289 A1041014 Hs.220752 ESTs, Weakly sirnBar to unnamed protein 1.6 

70 126935 AI198535 Hs.89463 potassium large conductance catciunvacti 1.6 

132430 AW973652 Hs.283105 ESTs 16 

133541 H75334 Hs.1 1050 F-box only protein 9 1.6 

102612 U65402 Hs.248124 G protein-coupled receptor 31 1.6 

120228 A1192528 Hs.164537 ESTs 16 

75 122652 AA454641 gb:zx99d05.s1 Soares_NhHMPu_S1 Homosapi 1.6 

103456 AA495425 Hs.9629 papillary renal cell carcinoma (transloc 1.6 

105355 AL031447 Hs.26938 Homo sapiens, done IMAGE:4053044, mRNA, 1.6 

108043 AA042873 Hs.160412 ESTs 16 

128695 NMJJ03478 Hs.101299 culfinS 1.6 

80 127984 AA846377 Hs.193706 ESTs.WeaWy simnartoALU8_HUMANALU S 1.6 

124405 AA228137 Hs.25005 hypothetical protein MGC3329 1.6 

103934 BE278111 Hs.134200 DKF2P564C1 86 protein 16 

124195 H83034 gb7q48e07.r1 Soares fetal fiver spleen 1.6 
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110938 N48982 Hs.38034 Homo sapiens cDNA FU12924 6s, done NT 1.6 

102687 NMJJ07019 Hs.93002 ubiquitin earner protein E2-C 1.6 

121226 AA364109 Hs.177990 ESTs 16 

120415 AA235810 gb:zs41a03.s1 Soares_NhHMPu_S1 Homosapi 1.6 

5 123864 AA620882 gb:a«5g01.s1 Soares^tesCs.NHT Homo sap 1.6 

125045 AI114630 . Hs.208334 Homo sapiens cDNA: FU21874 fis. done H 1.6 

133425 AA444390 Hs.155482 hydroxyacyi glutathione hydrolase 1.6 

126578 AF151861 Hs.107528 androgen induced protein 1.6 

102406 U43177 (NONE) 1.6 

10 114126 BE566962 Hs.7053 Homo sapiens cDNA: RJ 2091 3 fe, done A 1.6 

125233 W85713 Hs.110092 ESTs 1.6 

109635 F04296 Hs.169161 ESTs, Highly similar to MAONJJUMAN NADP- 1.6 

125675 BE294972 Hs.56406 Homo sapiens cDNA FU13549 fis, done PL 1.6 

129707 AW572317 Hs.12082 Homo sapiens mRNA; cDNA DKFZp565L203 (fir 1.6 

15 127569 AI765107 Hs.274422 hypothetical protein FU20550 1.6 

113302 T66919 H«l268575 ESTs 1.6 

119705 A1984203 Hs£7874 ESTs 1.6 

127226 AL036559 Ks3463 rifaosomal protein S23 1.6 

123489 AA599708 gb:ag11a10.s1 Gessler Wilms tumor Homo s 1.6 

20 107458 AA740979 Hs.913B9 ESTs 1.6 

115916 A1052731 Hs.91910 ESTs 1.6 

127815 AA743490 Hs.255015 ESTs 1.6 

100364 NM_004341 Hs. 154868 carbamoyt-phosphate synthetase 2, aspart 1.6 

12556B AW615396 Hs.105613 ESTs 1.6 

25 105260 N81201 Hs.31755 ESTs 1.6 

125659 T57693 Hs.87929 Homo sapiens cDNAFU 13707 fis, done PL 1.6 

111275 N70970 HsJ5006 ESTs 1.6 

106542 AA339541 Hs.24956 hypothetical protein FU22056 1.6 

133423 T84084 Hs.196008 Homo sapiens cDNA FU 1 1723 fis, done HE 1.6 

30 124770 AA984414 Hs.120429 ESTs 1.6 

117936 AI382904 Hs.47213 ESTs 1.6 

134385 M14660 Hs.169274 ESTs, Highly similar to IFT2_HUMAN INTER 1.6 

108367 AW410478 Hs.104019 transforming, acidic coiled-coil contain 1.6 

131143 NM.000312 Hs.2351 protein Cfinacthrator of coagulation fa 1.6 

35 105441 N28522 Hs.8935 quinoTinate phosphoribosyttransferase (n 1.6 

128215 AA973310 gb:op91e06.s1 Soares_NFlJLGBC_S1 Homo s 1.6 

127344 AI003929 Hs.80624 hypothetical protein MGC2560 1.6 

126478 BE541249 Hs.109697 ESTs 1.6 

122053 A1637498 Hs.98745 ESTs 1.5 

40 111760 BE551929 Hs.268754 Homo sapiens cONAFUl 1949 fis, done HE 1.5 

112401 R61279 Hs.237536 ESTs, WeaWy similar to AF1 51 067 1 HSPC2 1.5 

103023 AW500470 Hs.117950 multifiincfional polypeptide similar to S 1.5 

125575 H14983 gb:ym19h09.r1 Soares infant brain 1NIB H 1.5 

128765 AF073310 Hs.143648 insufin receptor substrate 2 1.5 

45 108935 M147848 Hs.67991 hypothetical protein DKFZp434G0522 1.5 

121221 AI140708 Hs.97461 ESTs 1.5 

120091 AW024672 Hs.59558 EST 1.5 

107375 BE011845 Hs.251064 high-mobility group (nonhistone chromoso 1.5 

125803 AW876115 Hs.29852 ESTs 1.5 

50 115132 AA811762 Hs.71433 ESTs 1.5 

113346 AF143876 Hs.14318 Homo sapiens done IMAGE: 113399 mRNA seq 1.5 

107357 U63973 Hs.103501 rhodopsin Wnase 1.5 

125443 BE251057 Hs.177592 ribosomal protein, large, P1 1.5 
133803 M24461 Hs.76305 surfactant, pulmonary-assodated prolan 1.5 

55 113378 T80738 Hs.14757 ESTs 1.5 

105540 BE391690 Hs.9265 hypothetical protein FU2091 7 1.5 

127446 F13008 gb:HSC3HE011 normalized infant brain cDN 1.5 

134075 NM_012201 Hs.78979 Golgi apparatus protein 1 1.5 

127585 AA604144 Hs.190632 ESTs 1.5 

60 125824 Z45258 Hs.286013 short coiled-coi] protein 1.5 

127605 AA621135 Hs.136552 ESTs 1.5 

125585 AW298113 Hs.92909 SON DNA binding protein 1.5 

107757 BE621721 Hs^80792 hypothetical protein FU 12387 similar to 1.5 

109978 H09356 Hs.22528 ESTs 1.5 

65 132297 BE272446 Hs.265317 hypothetical protein MGC2552 1.5 

115784 AW402151 Hs.54673 tumor necrosis factor (ligand) superfami 1.5 

127B80 W39735 Hs.73818 uWqutook^tocrirome c reductase hinge p 1.5 

102305 AL043202 Hs.90073 chromosome segregation 1 (yeast homclog) 1.5 

102868 X02419 Hs.77274 plasminogen activator, urokinase 1.5 

70 133457 J04948 Hs.333509 alkafine phosphatase, plxentaWike 2 1.5 

130339 AA435746 g b2t79e03^1 Soares testis NHT Homo sap 1.5 

125444 N28476 Hs.159161 Rho GOP dissociation inhibitor (GDI) alp 1.5 
123470 AW303285 Hs.303632 Human DNA sequence from clone RP1 1-1 10H4 1.5 

__ 100025 1.5 

75 127063 A1276526 Hs.331564 Homo sapiens mRNA; cDNA DKFZp434H1215 (f 1.5 

127945 AAB15031 Hs.123598 ESTs 1.5 

111557 R09510 Hs.20373 EST 1.5 

116009 AW137635 Hs.44238 ESTs, Weakly similar to S65657alpha-1C- 1.5 

0 . 119858 W01370 Hs.46824 ESTs 1.5 

SO 106509 . AKM2309 Hs.64552 hypothetical protein MGC1 5563 1.5 

124124 AW294404 Hs.144515 Homo sapiens cDNA FU1 1672 fis, done HE 1.5 

126713 AW249181 Hs.19954 ESTs, Weakly similar to T19873 hypotheti 1.5 

126475 AW959075 Hs.238797 ESTs, Moderately similar to 138022 hypot 1.5 
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125851 R40611 
104820 AW162768 
127235 A1817309 
126552 AF168711 
127523 AA517637 
131692 BE559681 
112974 AL353965 
116921 N91914 
100676 X02761 
127721 T59578 
115254 AA279024 
128173 AJ457242 
126846 AA663527 
125294 R40025 
127494 AW978730 
134191 W26632 
107394 AA864798 
131562 NM.003512 
127310 AW450671 
122359 AA523486 
100524 M80902 
128422 T77794 
129902 AA076278 
126784 T81887 
123343 AI761902 
105458 AW954377 
112266 AI652534 
127622 AA628222 
113659 R06545 
116892 A1573283 
126995 NM 014351 
111657 R07364 
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108892 AK000002 
113294 AI037922 
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112712 R91060 
100098 AF003743 
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125898 AK001823 
104957 A1359009 
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125559 BE29748B 
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133046 R96681 
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ESTs 
ESTs 

ESTs, Weakly similar to 20O4399A chromos 
x 010 protein 

gbxp34h1Zs1 NCI CGAP_Lu1 Homo sapiens 
WAA0124 protein 
microtubule-assoriated protein tau 
ESTs 

fibronectin 1 

ESTs, Weakly similar to ALUF_HUMAN 
ESTs, Weakly similar to S65657 alpha-1C 
ESTs 
ESTs 
ESTs 

ESTs, Weakly similar to AIU8_HUMAN ALU S 
WAA0736 gene product 
Homo sapiens cDNA: FU 23038 fis, done L 
H2A his tone family, member L 
ESTs 

gb^i67f11.s1 NCLCGAP_Pr12 Homo sapiens 
ubcquitin C 

gb:yd20d09.r1 Scares fetal fiver spleen 
hypothetical protein FU22054 
HSPC163 protein 
ESTs 

ring finger protein 26 

ESTs, WeaHy similar to HSHU11 histone H 
ESTs 

ESTs, Weakly similar to ALU1_HUMAN ALU S 
ESTs 

sutfbrtranferase family 4A, member 1 
ESTs, Weakly similar to ALU1.HUMAN ALU 
regucafcin (senescence marker protein-30 
ataxin 2-binding protein 1 
Homo sapiens mRNA; cDNA DKFZp434L0827 (f 
leptin receptor overlapping transcripl-l 
aspartate beta-hydroxylase 
hypothetical protein FU 14733 
gbrym01d12.r1 Soares infant brain 1NIBH 
hypothetical protein FU 22955 
SEC7 homolog 

poiymyositis/scieroderma autoantigen 2 ( 
hypothetfca! protein FU10759 
ESTs 
ESTs 

phosphodiesterase 4C, cAMP-specific (dun 
putative DNA binding protein 



sperm associated antigen 7 
ESTs, Weakly similar to S1 1998 finger pr 
ATPase, NaVK+ transporting, beta 3 poly 
gb.zj68b11.s1 Scares Jetaljiver_s plee n_ 
fibronectin 1 

ESTs, Weakly similar to AUU1_HUMAN ALU 
guanine nucleotide binding protein (G pr 
ESTs, Moderately similar to JC6169 nucl 
gb:zw85f11.s1 Soares_total_feUis_Nb2HFB_ 
cakiurn/calrrradu!ir>dependenl protein kin 
hypothetical protein FU20721 



ESTs 

gb:Homo sapiens delayed rectifier potass 
ESTs 

hypothetical protein DKF2p564K0822 

hypothetical protein MGC2650 

hypothetical protein FU23221 

Homo sapiens mRNA; cDNA DKFZp564C2478 (f 

rra'bxhondriaJ ribosomaJ protein L17 

gBoma-assodated oncogene homolog (zinc 

cell division prolan FtsJ 

ESTs 

ESTs, Weakly similar to T3161 3 hypotheti 
gbryf54b08.r1 Soares infant brain 1MB H 
Homo sapiens, clone IMAGE:3948563, mRNA, 
gb:37e10 Human retina cDNA randomly prim 
hypothetical protein FU11273 
ESTs 

solute carrier family 21 (organs: anion 
protein tyrosine phosphatase, receptor t 
eukaryofc translation initiation factor 
Hpall tiny fragments locus 9C 
K1AA1028 protein 
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Table 26B 



Pkey. 
CAT r 
Access i on: 



Unique Eos probeset Wenfifier number 
Gene duster number 
Genbank accession numbers 



10 

15 

20 

25 

30 

35 

40 

45 
50 
55 
60 
65 
70 
75 
80 



Pkey CAT number Accession 

103451 13766 27 AM79 1 95 AA084955AA1 26308 AA084955 

124195 2606.3 H83034H52379 

123619 371681.1 AA602964 AA609200 

125165 1852047 J W45350 W45406 

125324 1692163J R07785T85948T86972 

126053 1601238J H64450H64464 

126086 1606216J H75581 K70975 

126098 1629789.1 M79088 N88221 

125464 168460.1 N71807AA2Q3399 

125499 1562851.1 H10543R11B78 

126127 1205826J N95428 W24040AW751366H81987 

125546 356478.1 H09950 R1B413 AA570553 AW973425 

125549 1702179.1 R20215R18767 

125558 1703083.1 R59305R19748 

125575 1566885.1 H14983R21554 

125743 5025.5 H17151H11956 

125761 1744008J R68351 R68364 

126426 110687.1 AA125984 AA127189AA065075AA070377AA100017 

AA079891 AA1 13255 M0751 58 AA082764 AA083380 N84829 AA084752 AA07651 2 AA0851 19 AA085208 AA085045 

127155 200358.1 AA284993AA478122AA477923 

127175 1695805.1 R1 1937 245532 

126528 1276201J Z24895AW891336R01294 

125957 1583542.1 H41694 H45213 

125976 296453 1 AA436760AW237453BE3Z7496N47347N56967 

125982 1766315 1 R98091W92898 

125988 1355728.1 W27648 R99193 BE090398 

127245 226662.1 AA323958 AA370268 

127248 227560.1 AA364195 AA325029 AW962050 

127262 231725 1 AA82B125 AA834883AA330555 

126659 1541209.1 T16245R19694 F13545H10299T66048 T65279H18006 

126693 87363.1 C05723AA018342 

127315 37938.1 AF1 16622 All 14507 AA640B34 AA377999 

126730 297653.1 AA442429 T 19477 

103898 187213 -3 AA24B884 

127446 16001.2 F13008 T75435 

126826 127356.1 AA099764AA1 12950 

126872 142696 1 AW450979AA1 36653 AA1 36656 AW419381 AA984358 AA492073, BE168945AA809054AW238038 BE01 1212 BE01 1359 BE01 1367 

BE01 1368 BE011362 BE011215 BE011365 BE01 1363 

128132 177108 1 AA225S32 AI820970A1820952AA226472 A1732140 AI732059 AA226307 

AA225500 



127523 


351071.1 


AA617637AA554953 


126982 


171753 1 


AA211419AA211566 


128215 


530345.-1 


AA973310 


127704 


405690.1 


AA679609AA694592 


127705 


966283 2 


AJ003322AJ003324 


128422 


1811283 1 


T77794 T85681 


127897 


446527 1 


AA773681 AA773857 


120734 


208882 1 


AA299948AA299949 


100098 


25117.-13 


AF003743 


114620 


320623 


AA642974AA084223 


122652 




26401.-30 AA454641 


100842 




Ggr_HT4398 U05597 


123783 




genbanR-M610112 


125032 




genbankJ74884 


123808 




genbanK J AA620552 


123864 




genbanK_AA620882 


118049 




genbanR.N53145 


102406 




entrez_U43177 


116962 




genoanK.H79677 


134076 


40321.1 


AF086215 W02702 AA284288 W25655 


125888 


266B63.1 


H18298H46830 


127271 


321389J 


H96820 H79463 


113119 




genbank_T47910 T47910 


104799 




genbanK_AAO29703 AA029703 


127693 


790317.1 


AA676727AA704704 


120415 




genbank_AA235810 AA235810 


127964 


135151.1 


F06298 R18057 


122359 




681003.1 AA523486AW026780AI* 


122420 




genbanK_AA446971 


124276 




genbankJ*834S5 


101447 




entrezj©1305 


124540 




genbanOJ63232 


124554 




genban!eN65961 


117357 




genbanK.N24829 


103305 




entreO<82279 
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1033S2 


entrezJQ94563 


119416 


genbanU97186 


10522S 


genbank J\A211777 


121292 


genbank_AA401807 


112853 


genbankj"02843 


121387 


genbank_AA405854 


114601 


genbank_AA075566 


100221 


entrez_D28383 


130339 


genbankJM35746 


100554 


tigr„HT2241 


123423 


genbank w AA53S484 


123474 


genbanK.AA599209 


123489 


genbankJ\A599708 



TABLE 27A: ABOUT 895 GENES UP-REGULATED IN COMBINED LUNG FIBROSIS COMPARED TO NORMAL BODY 

Table 27A lists about 895 genes that are upregulated In lung fibrosis (collection of IPF, HP, and NSIP) samples as compared with the normal 'body map" samples. These were 
selected from about 59680 probesets on an Affymetrix/Eos Hu03 GeneChip array such that the ratio of "average" fibrosis sample expression level to "average" normal adult tissues 
was greater than or equal to about Z0. The "average" fibrosis sample expression level was set to the 90» percentile amongst fibrosis samples. The "average normal adult tissue 
level was set to the 95* percentile amongst norwnaRgnant tissues. In order to remove gene-specific background levels of non-specific hybridizaOon, the 15* percentile value amongst 
non-malignant tissues was subtracted from both the numerator and the denominator before the ratio was evaluated. 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

Un'rgenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of fibrosis to normal body tissue 



Pkey 


ExAccn 


Unigene ID 


Unigene Hue R1 


431164 


AA493650 


Hs.94367 


Homo sapiens cDNA FU23494 fis. clone L 


424917 


AI636208 


Hs.96901 


Homo sapiens cDNA: FU23049 fis, clone L 


453310 


X70697 


Hs.553 


solute carrier family 6 (neurotransmitte 


457200 


U33749 


Hs.197764 


thyroid transcription factor 1 


414517 


M24461 


Hs.76305 


surfactant pulmonary-associated protein 


429272 


W25140 


Hs.110667 


ESTs 


418007 


M13509 


Hs.83169 


matrix metalloproteinase 1 (interstitial 


442006 


AW975183 


Hs.292663 


ESTs 


445885 


AI734009 


Hs.127699 


WAA1603 protein 


440452 


A1925136 


Hs.55150 


,ESTs, Weakly similar to CAYPJHUMAN CALCY 


422426 


W79117 


Hs.58559 


ESTs, WeaWy similar to rhotekin (M.musc 


444929 


A1685841 


Hs.161354 


ESTs 


440807 


AW269421 


Hs.128093 


ESTs 


408826 


AF216077 


Hs.48376 


Homo sapiens done HB-2 mRNA sequence 


446967 


AI699629 


Hs.156781 


ESTs 


417801 


AA417383 


Hs.82582 


Integrtn, beta-ike 1 (with EGF-tike rep 


437119 


A1379921 


Hs.177043 


ESTs 


451103 


R52804 


Hs.25956 


DKFZP564D206 protein 


443450 


N66045 


Hs.133529 


ESTs 


4118B0 


AW872477 




gb:hm30f03j(1 NCLCGAPJ"hy4 Homo sapiens 


432519 


A1221311 


Hs.130704 


ESTs 


414142 


AW368397 


Hs.150042 


ESTs 


433283 


BE041135 


Hs.175622 


ESTs 


441082 


AW444804 


Hs.202655 


ESTs 


452039 


A1922988 


Hs.172510 


ESTs 


417204 


N81037 


Hs.1074 


surfactant, pulmonary-associated protein 


421952 


AA300900 


Hs.98849 


ESTs, Moderately similar to AF16151 1 1 H 


412372 


R65998 


Hs.1 18615 


ESTs 


426274 


038122 


Hs.2007 


tumor necrosis factor (Dgand) superfami 


431007 


AF039564 


Hs.248211 


relinoblastoma-blndEng protein 9 


443709 


A1082692 


Hs.134662 


ESTs 


446232 


AI281848 


Hs.165547 


ESTs 


448253 


H25899 


Hs.201591 


ESTs 


432133 


AB033088 


Hs.272567 


K1AA1262 protein 


409238 


AL049990 


Hs.51515 


Homo sapiens mRNA; cDNA DKFZp564G112 (fr 


431353 


AA828032 


Hs. 189076 


ESTs 


450050 


AI681266 


Hs.257883 


ESTs 


458194 


AW383618 


Hs.265459 


ESTs, Moderately similar to AUJJLHUMAN A 


414968 


C16096 


Hs.297777 


ESTs 


425664 


AJ006276 


Hs.1 59003 


transient receptor potential channel 6 


408562 


A1436323 


Hs.31141 


Homo sapiens mRNA for K1AA1568 protein, 


453672 


U73531 


Hs.34526 


G protein-coupled receptor 


429420 


AK001679 


Hs.202289 


hypothetical protein FU10376 


421478 


A1B83243 


Hs.97258 


ESTs 


404916 








444396 


T65213 


Hs.4257 


ESTs 


442275 


AW449467 


Hs.54795 


ESTs 


437479 


R61866 


Hs.101277 


ESTs 


432203 


AA305746 


Hs.49 


macrophage scavenger receptor 1 


431433 


X65018 


Hs.253495 


surfactant pulmonary-associated protein 


406747 


A1925153 


Hs.217493 


annexin A2 



55.0 
26.5 
25.5 
22.2 
21.1 
19.4 
19.1 
18.8 
18.0 
17.8 
17.4 
16.5 
16.3 
14.2 
13.3 
12.3 
12.3 
11.5 
11.4 
11.3 
11.3 
11.0 
10.1 
10.1 
10.0 
9.9 
9.8 
9.8 
9.7 
. 9.4 
9.3 
9.2 
9.2 
9.1 
9.0 
8.8 
8.8 
8.8 
8.7 
8.7 
8.6 
8.5 
8.5 
8.4 
8.4 
B.3 
8.3 
8.2 
8.2 
7.9 
7.8 
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445537 AJ245671 Hs.1 2844 EGFJike-domain, multiple 6 7.7 

450025 AK001875 Kl24321 Homo sapiens cDNA FU12028 fis, done HE 7.5 

421798 N74880 Hs.264330 N-acytsphmgosine amidahydrolase (arid c 7.5 

421155 H87B79 Hs.102267 lysyl oxidase 7.5 

5 446917 AI347863 Hs.156672 ESTs 7.5 

422798 R92347 Hs.34574 ESTs 7.4 

426B30 AA385751 Hs.160392 ESTs 7.4 

437157 BE04B860 Hs.120655 ESTs 7.4 

433231 AB040926 Hs.143552 KIAA1 493 protein 7.3 

10 451561 N52812 Hs.177403 ESTs 7.1 

430656 AA482900 Hs.162080 ESTs 7.1 

448206 BE622585 Hs.3731 ESTs 7.1 

420209 AA256444 Ks.32295 Homo sapiens cONARJ 12604 fis, done NT 7.0 

426803 AA362568 Hs.179747 ecotropic virat integraSon site 5 6.9 

15 427383 NMJJ05411 Hs.177582 surfactant, putmonary-assocrated protein 6.9 

409718 D86640 Hs.56045 src homology three (SH3) and cysteine ri 6.8 

443324 R44013 Hs.164225 ESTs 6.B 

431924 AKDO0B5O Hs^72203 Homo sapiens cDNA RJ20843 fis, done AD 6.8 

427356 AW023482 Hs.97849 ESTs 6.7 

20 418735 N48769 Hs.44609 ESTs 6.7 

429945 NMJJ06729 Hs^26483 diaphanous (Drosophila. homotog) 2 6.6 

407510 U96191 gbiHuman trophoWast hypoxia-regulated f 6.6 

430099 AW194988 Hs^0537 Homo sapiens cDNARJ13942 fis, dona Y7 6.6 

441835 AB036432 Hs.184 advanced glycosylaSan end product-sped 6.5 

25 428508 BE252383 Hs.184668 SBBI31 protein 6.5 

438202 AW169287 Hs.22588 ESTs 6.5 

441233 AA972965 Hs.135568 ESTs 6.4 

433384 AI021992 Hs.124244 ESTs 6.3 

427043 AA397679 Hs.298460 ESTs 6.3 

30 425921 NM_007231 Hs.162211 solute earner family 6 (neurotransmitte 6.3 

438909 AF085839 gb:Homo sapiens fufl length insert cDNA 6.3 

433365 AF026944 Hs.293797 ESTs 6.3 

456964 H59846 Hs.1 28355 ESTs, Moderately similar to ALU7_HUMAN A 6.2 

445186 AW614544 Hs.1 23641 protein tyrosine phosphatase, receptor t 6.2 

35 431337 N48107 Hs.292593 ESTs 6.1 

434819 AA650099 Hsl291541 ESTs 6.0 

458219 H22195 Hs.31874 ESTs 6.0 

434377 AW137148 Hs.136348 osteoblast spedfic factor 2 (fasctcfm 5.9 

435933 AA805520 Hs.192075 ESTs 5.9 

40 435954 AA740151 Hs.130425 ESTs 5.9 

445424 AB028945 Hs.1 2696 cortactin SH3 domain-binding protein 5.8 

449108 AI140683 Hs.98328 ESTs 5.8 

410334 AW979261 Hs291993 ESTs 5.7 

447112 H17800 Hs.7154 ESTs 5.7 

45 447700 AJ420183 Hs.171077 ESTs, Weakly similar to similar to serin 5.7 

449208 AW263635 Hs.48643 ESTs 5.7 

445657 AW612141 Hs.279575 ESTs 5.7 

421554 AW137676 Hs.97775 ESTs, WeaWy similar to Tesfe-spedfic 5.7 

435299 AI745458 Hs.122614 ESTs,WeaHysimiTartoa|»ptolicprotea 5.6 

50 416769 AI339257 Hs.115436 ESTs 5.6 

433527 AW235613 Hs.133020 ESTs 5.6 

452771 T05477 gb£ST03366 Fetal brain, Stratagene (cat 5.6 

427585 D31152 Hs.179729 collagen, type X. alpha 1 (Schmid metaph 5.5 

411514 AW85017B Hs.18995 K1AA1 304 protein 5.5 

55 424084 AI940675 Hs.20914 Homo sapiens cDNA: FU23056 fis, clone L 5.5 

444527 NMJJQ5408 Hs.1 1383 smaJJ inducible cytokine subtamiiy A {Cy 5.4 

429710 AI337113 Hs.146025 Homo sapiens cDNA: FU23594 fis, done I 5.4 

432113 AA935065 Hs.152385 ESTs 5.4 

447997 H00656 Hs.29792 ESTs 5.4 

60 449328 A1962493 Hs.197647 ESTs 5.3 

416575 W02414 Hs.38383 ESTs 5.3 

432009 AL137424 ' gbiHomo sapiens mRNA; cDNA DKFZp761G2123 5.3 

434088 AF116677 Hs.249270 hypothetical protein PR0 1966 5.3 

444342 NM_014398 Hs.1 0887 siirflar to rysosorr«^ociated membrane 5.2 

65 414299 AA142989 Hs.71730 ESTs 5.2 

431041 AA490967 Hs.105276 ESTs 5.2 

448104 Ar674818 Hs.178391 ribosoma! protein L44 5.2 

445279 R41900 Hs.22245 ESTs 5.1 

408978 AL133617 Hs.49421 Homo sapiens mRNA; cDNA DKF2p434M0728 (f 5.1 

70 415094 D59513 gb:HUM042H10B Ctontech human fetal brain 5.1 

428244 AI564123 Hs.42500 ADP-flbosylation factor-Cke 5 5.1 

452784 BE463857 Hs.151258 Homo sapiens cDNA: RJ210S2 fis, done C 5.1 

455431 AW938484 Hs.80738 sialophorin (gpL115, leukosiafin, CD43) 5.1 

__ 449416 A1651016 Hs.246311 ESTs 5.1 

75 421659 NM-014459 Hs.106511 ()rotocadherin 17 5.1 

407638 AJ404672 • Hs.288693 Homo sapiens cDNA FU1 1 667 fis, done HE 5.0 

446164 AW273539 Hs.199329 Homo sapiens cDNA: FU23577 fis, done L 5.0 

413048 M93221 Hs.75182 mannose receptor, C type 1 5.0 

0/x 446608 N75217 Hs.257845 ESTs 4.9 

80 419807 R77402 gb:yi75f1t.s1 Soares placenta Nb2HP Homo 4.9 

447164 AF026941 Hs.17518 Homo sapiens dg5 mRNA, partial sequence 4.9 

442652 AI005163 Hs.201378 ESTs, WeaWy similar to KIAA0944 protein 4.9 

429496 AA453800 . Hs.192793 ESTs 4.8 
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5 

10 

15 

20 

25 

30 

35 

40 

45 



429859 
432824 
425509 
424717 
436061 
444218 
453382 
447033 
417235 
41B200 
427652 
431255 
441143 
452293 
443903 
422352 
424105 
439759 
428227 
430510 
425804 
435347 
446002 
452B83 
442176 
443253 
419556 
439920 
421502 
434424 
408625 
449299 
450656 
433815 
416879 
432182 
445386 
450478 
453080 
435496 
443257 
453921 
419721 
432316 
435202 
440320 
438796 



50 

55 

60 

65 

70 

75 

80 



KM.007050 
AK001783 
AF079363 
H03754 
AI2485B4 
AF070641 
AA709285 
AI357412 
AA810278 
AW629751 
AI673025 
AA497043 
A10276O4 
AI871833 
AI220547 
AA766296 
A1142336 
AL359055 
AA321649 
AW162916 
BE501698 
AW014873 
AI346468 
X80031 
AA983764 
AI041212 
U29615 
H05430 
AF1 11856 
AI811202 
AW243323 
AA299919 
AA010539 
A1696602 
H98899 
AW607789 
AI422005 
AW451709 
A1423056 
AW840171 
AI334040 
AI824009 
NM.001650 
AW973235 
AJ971313 
AA879294 
W67821 



Hs.225952 
Hs.279012 
Hs.158213 
Hs.152213 
• Hs.190745 
Hs.10684 
Hs.5997 
Hs.157601 
Hs.24250 
Hs.206654 
Hs.43874 
Hs.115685 
Hs.159650 

Hs.135223 
Hs.99200 
Hs.43977 
Hs.67709 
Hs.2248 
Hs.241576 
Hs.258189 
Hs.116963 
Hs.145789 
Hs.150318 
Hs.128910 
Hs.132117 
Hs.91093 
Hs.144455 
Hs.1 05039 
Hs.1 25365 
Hs.266785 

Hs.18912 
Hs.112757 
Hs.42599 
Hs.293119 
Hs.160380 
Hs.271200 
HsJ23921 



447724 

446509 

451620 

451963 

456408 

425895 

447048 

454024 

415929 

426625 

434334 

437138 

455024 

436246 

416030 

459267 

445122 

414812 

421160 

425734 

429208 

442957 

444050 

444078 

451024 

442832 

423377 

451895 

442353 

421464 

404043 

407055 

410008 

410247 

417461 



AW298375 

AF169693 

AW449888 

AI825440 

AI288348 

A1269484 

AW393080 

AA993527 

AA724373 

T7B300 

AA912476 

AI935622 

AW851309 

AW450963 

H15261 

AJ003631 

AW241632 

X72755 

AL080215 

AF056209 

AA447990 

AI949952 

AW138295 

BE246919 

AA442176 

AW206560 

AL049377 

T93573 

BE379594 

AA291553 

X89211 
AA079552 
AF181721 
R38403 



protein tyrosine phosphatase, receptor t 
hypothetical protein FU 10921 ■ 
sperm associated antigen 6 
wingless-type MMTV integration she fami 
Homo sapiens cDNA: FU21 326 fis, done C 
Homo sapiens done 24421 mRNA sequence 
Homo sapiens cDNA FU13078 fis, clone KT 
ESTs 
ESTs 

ESTs, Weakly similar to alternatively sp 

ESTs 

ESTs 

ESTs 

gbwm51h09ji1 Na_CGAPJJt2Homo sapiens 

ESTs 

ESTs 

ESTs 

Homo sapiens mRNA full length insert cDN 

small inducible cytokine subfamily B (Cy " 

hypothetica! protein PR02577 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

chitinase 1 (chitotriosidase) 
ESTs 

solute carrier family 34 (sodium phospha 
Homo sapiens cDNA: FU23523 fis, done L 
ESTs 

gb:EST1 2592 Uterus tumor I Homo sapiens 

ESTs 

ESTs 



ESTs 

ESTs. Weakly similar to ALU7_HUMAN ALU S 
ESTs 
ESTs 

Homo sapiens cDNA FU124B2 fis, done NT 
ESTs, Weakty similar to transformations 
Hs.11614 Homo sapiens cDNA: FU23555 fis, done L 
Hs.44577 ESTs 
Hs.288650 aquaporin 4 
Hs.293697 ESTs 
Hs.170204 K1AA0551 protein 

gb:nw86e09.s1 NCl_CGAP_Pr1 2 Homo sapiens 
Hs.109590 genelhonin 1 

Hs.24477 ESTs 
Hs.132892 protocadherin20 
Hs.257224 ESTs 
Hs.224952 ESTs 

Hs.23450 mRNA for FU00023 protein 

Hs.1 61427 2inc finger protein 21 5 

Hs.228320 Homo sapiens cDNA; FU23537 fis, done L 

Hs.162B1 hypothetical protein FU23403 

Hs.295306 ESTs, Highly similar to unnamed protein 

Hs.171409 serologically defined colon cancer antig 

Hs.1 16750 Homo sapiens cDNA FU13221 fis, clone NT 

Hs.271245 ESTs 

gb:ll3^0220-170200-067-C11 CT0220Homo 

Hs.1 19991 ESTs 

Hs.21948 ESTs 

gbAI003631 Selected chromosome 21 cDNA 
Hs.147377 Homo sapiens cDNA: FU23598 fis. done L 
Hs.77367 monokine induced by gamma interferon 
Hs.102301 Homo sapiens mRNA; cDNA DKF2p5B5J0323 (f 
Hs.1 59396 peptidylglycine alpha-amidafing monooxyg 
Hs.190478 ESTs 
Hs.49397 ESTs 
Hs.135024 ESTs 

Hs.10290 U5 snRNP-spedfic 40 kDa protein (hPrpB- 
gtezw63b08j1 SoaresJolat_fetus_Nb2HF8_ 

Hs.253569 ESTs 

gb:Homo sapiens mRNA; cDNA DKFZp586H0718 

Hs.16970 ESTs 

Hs.49136 ESTs 

Hs.190086 ESTs 

gb:H.sapiens DMA for endogenous retrovir 
gb:zm20h12.s1 Stratagene pancreas {93720 

Hs.61345 RU2S 

Hs.13305 ESTs 
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4.8 

4.8 

4.8 

4.8 

4.8 

4.7 

4.7 

4.7 

4.7 

4.7 

4.7 

4.7 

4.7 

4.7 

4.7 

4.7 

4.6 

4.6 

4.6 

4.6 

4.6 

4.6 

4.6 

4.6 

4.6 

4.5 

4.5 

4.5 

4.5 

4.4 

4.4 

4.4 

4.4 
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423509 AA32B34B Hs.218289 ESTs 3.8 

440444 AA885221 Hs.156984 ESTs 3.8 

446254 BE179829 Hs.1 79852 Homo sapiens cONA FU 12832 fis, clone NT 3.8 

447505 AL049266 Hs.18724 Homo sapiens mRNA; cDNA DKFZp584F093 (fr 3.8 

5 423244 AL039379 Hs.209602 ESTs, Weakly siniar to ubiquitous TPR m 3.8 

445921 AB012113 Hs.1 6530 small inducible cytokine subfamily A (Cy 3.8 

444271 AW452569 Hs.149804 ESTs 3.8 

434217 AW014795 Hs.23349 ESTs 3.8 

452571 W31518 Hs34665 ESTs 37 

10 423575 C18863 Hs. 153443 Homo sapiens cDNA FU1 1576 fis. cione HE 17 

408771 AW732573 Hs.47584 potassium voltage-gated channel, delayed 17 

431322 AW970622 gb£ST382704 MAGE resequences, MAGK Homo 17 

445034 AW293376 Hs.160323 ESTs 17 

438842 AA827176 Hs.124316 ESTs 17 

15 424906 A1565086 Hs.1 53716 Homo sapiens mRNA for Hmob33 protein, 3" 17 

415025 AW207091 Hs.72307 ESTs 37 

420313 AB023230 Hs.96427 WAA101 3 protein 3.7 

423448 AK000776 Hs.1 28753 Homo sapiens cDNA FU20769 fis, clone CO 3.7 

433492 AW605849 gb:I^HT0241-2001 00-005^02 HT0241 Homo 17 

20 434536 AA083764 Hs^41334 ESTs 37 

435747 AI079519 Hs.134398 ESTs 37 

458158 AW296778 Hs.300357 ESTs, Highly similar to &M16F21 .2 [H.sa 37 

419261 X07S76 Hs.89791 wingless-type MMTV integrafion site faml 17 

410060 NMJJ01448 Hs.58387 glypican4 17 

25 426116 AA86B729 Hs.144694 ESTs 37 

409203 AA780473 Hs.687 cytochrome P450, subfamily IVB, porypept 17 

414259 W44633 Hs.25044 Homo sapiens cONA: FU23131 fis, clone I 37 

406671 AA129547 Hs.285754 met prcto-oncogene (hepalocyte growth fa 16 

431889 AA521277 Hs.124946 ESTs 3.6 

30 430414 AW365565 Hs.120388 ESTs 16 

433426 H69125 Hs.133525 ESTs 3.6 

421764 AI681535 Hs.99342 ESTs, Weakly similar to KCC1_HUMAN CALCI 16 

410785 AW803341 gb:lU4JM0079-090300-050-D03 UM0079 Homo 16 

455235 AW875951 gb:O/l1-PT0013-131299467-f09 PT0013Homo 3.6 

35 408399 NM.005426 Hs.44585 tumor protein p53-binding protein, 2 16 

429784 M89796 Hs.30 membrane-spanning 4-domains, subfamily A 16 

436982 AB018305 Hs.5378 sporrfin 1, (f-spondin) extracellular mat • 16 

432231 AA339977 Hs.274127 CLST 11240 protein 16 

432837 AA310693 Hs.279512 HSPC072 protein 16 

40 452166 AI94B607 Hs.264680 ESTs 3.5 

458154 AW816379 gb:QV4-ST0234-181199-O3Sg01 ST0234 Homo 15 

420352 U79734 Hs.97206 huntingfin interacting protein 1 15 

424202 BE350295 Hs.1 5032 ESTs, Weakly similar to RAN binding prot 15 

410658 AW105231 Hs.192035 ESTs 15 

45 415457 AWO81710 Hs.7369 ESTs, Weakly similar to ALU1_HUMAN ALU S 15 

419503 AA243642 Hs.137422 ESTs 15 

439479 AI734258 Hs.245367 ESTs, Weakly similar to ALU1_HUMAN ALU S 3.5 

448404 BE089973 gb:RC6-BT0709-31030(W21-G07 BT0709 Homo 3.5 

424268 AA397653 Hs.144339 Human DNA sequence from done 495010 on 3.5 

50 420637 AW976153 gb£ST388262 MAGE resequences, MAGN Homo 15 

450715 AC65484 Hs.31570 ESTs, Weakly similar to KIAA1324 protein 15 

428927 AA441837 Hs.90250 ESTs 15 

422544 AB018259 Hs.118140 KtAA0716 gene product 14 

431207 AA495925 Hs^394 ESTs 14 

55 424508 AL080103 Hs.149770 Homo sapiens cDNA FU 13658 fis, done PL 14 

441484 AA935481 Hs.58972 ESTs 14 

425916 NMJJ06786 Hs.162200 urotensin2 3.4 

401793 14 

431169 AW971240 gb:EST383329 MAGE resequences, MAGL Homo 14 

60 438038 AT732629 Hs.194161 ESTs, Weakly similar to TA2R HUMAN, BETA 3.4 

439619 AW975998 Hs.58595 ESTs 14 

446577 AB040933 Hs.1 5420 WM1 500 protein 14 

450445 AW974636 Hs.194563 ESTs 14 

459482 AA625339 Hs^37052 EST, Weakly similar to ALU1_HUMAN ALU SU 14 

65 445495 BE622641 Hs^8489 ESTs 3.4 

428743 AL080060 Hs.301549 Homo sapiens mRNA; cDNA DKFZp554H172 (fr 3.4 

426320 W47595 Hs.169300 transforming growth factor, beta 2 3.4 

432869 AW974094 gb:EST3861 97 MAGE resequences. MAGM Homo 3.3 

_ 419235 AW470411 Hs.288433 neurotrimin 13 

70 429703 T93154 Hs.28705 ESTs 13 

413499 BE144884 gb:CM0-HT01 82-041 Q99485e1 1 HT01 82 Homo 13 

406182 13 

417307 N99573 Hs.3585 ESTs, Weakly similar to AF126743 1 DNAJ 13 

430140 AW296771 Hs.221999 ESTs 13 

75 436111 A1BQ3082 Hs.157212 ESTs 13 

449729 R72032 Hs.29235 ESTs 3.3 

457620 AA602711 gb:npO3h06.s1 Na_CGAP_Pr2 Homo sapiens 3.3 

428434 AW363590 Hs.65551 ESTs, Weakly similar to AF172993 1 PLUNC 13 

406554 3.3 

80 451381 BE241831 gb:TCAAP2E001 1 Pediatric acute myelogeno 13 

443113 AI040686 Hs.132908 ESTs 13 

421470 R27496 Hs.1378 annexinA3 13 

445428 AW082270 Hs210617 ESTs, Weakly simBar to ALU4_HUMAN ALU S 13 
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435031 AI632091 
413136 BE065941 
429228 A15S3533 
420252 AW270404 
423629 AW021173 
444339 T96555 
434164 AW207019 
404599 

426920 AA393351 
453736 AL118674 
40B923 H73881 
430919 AA489041 
431622 AW979271 
433584 AW295399 
437073 A1885608 
438394 BE379623 
446242 N66336 
452542 AW812256 
454009 AW015927 
449765 N92293 
415652 T79213 
453931 AL121278 
439382 BE247684 
420077 AW512260 
430437 A1768801 
446745 AW1 18189 
408308 ALD33377 
450320 AW291775 
429597 NM.003816 
449523 Nh4_000579 
451110 AI955040 
431745 AW972446 
410781 AI375672 
419546 AA244199 
444330 AI597655 
408761 AA057264 
409026 AL1 37554 
432055 AW972359 
432441 AW292425 
408045 AW138959 
427191 BE221B25 
416965 N26223 
441594 AL041080 
406992 S82472 
431941 AK000106 
438323 A1985394 
427698 AW972594 
424296 AI631874 
450522 AI698839 
407942 AA378608 
417991 AA731452 
422589 AA312735 
437583 AA761190 
452019 AL157503 



Hs.94122 
Hs.27693 
Hs.7360 



449494 AW237014 
444188 AI393165 
400297 A1127076 
410811 AW805587 
450584 AA040403 
428043 T92248 
436120 A1248193 
442324 R63578 
448693 AW004854 
425555 AA359291 
431385 BE178536 
408427 AW194270 
459587 AA031956 
438128 AA904430 
408938 AA059013 
419276 BE165909 
422022 AA302420 
426890 AA393167 
427374 AI150033 
434208 T92641 
446466 H38026 
451229 AW967707 
415511 AI732617 
408776 AA057365 
421110 AJ250717 
453536 R67837 
436578 AI091435 
426083 AW962712 
419231 AUM6294 



Hs.116877 ESTs .™»«. u 

gbPMO-BT0340-091299402-a11 BT0340Homo 

Hs.104985 ESTs 

Hs.193161 ESTs , u 

Hs.18612 Homo sapiens cDNA: FU21909 fis, clone H 

Hs.31562 ESTs 

Hs.148135 ESTs 

Hs.132121 ESTs 

Hs.34871 WAA0569 gene product 

Hs.255436 ESTs 

Hs.295448 ESTs 

Hs.293184 ESTs 

gb:URH-BI2-ahv-h-034Ul.s1 NC1_CGAP_Su 

ESTs 

CGU24 protein 
ESTs 

gb:RCO-ST0174-191099431-a07 ST0174Homo 
Hs.233071 ESTs 

Hs.206832 EST, Moderately similar to ALUB.HUMAN AL 
Hs.272073 ESTs 
Hs.25144 ESTs 
Hs.103070 ESTs 

Hs.87767 ESTs , „, 

Hs.1 69943 Homo sapiens cDMA RJ13569 fis, clone PL 
Hs.1 56400 ESTs 

Hs.44197 hypothetical protein DKFZp564D0462 
Hs.213793 ESTs 

Hs.2442 a disintegrin and rnetaltoproteiriase doma 
Hs.54443 chemokine (C-C molit) receptor 5 
Hs-301584 ESTs 
Hs.163425 ESTs 
Hs.16502B ESTs 

gb:nc06c05.s1 NCLCGAPJM Homo sapiens 

Hs.49265 ESTs 
Hs 238936 ESTs 

Hs".49927 Homo sapiens mRNA; cDNA DKFZp434H1720 (f 

Hs.293334 ESTs 

Hs.163484 ESTs 

Hs.245123 ESTs 

Hs.97691 ESTs 

Hs.160436 ESTs 

Hs.208765 ESTs 

gb:beta -pol=DNA polymerase beta {exon a 
Hs.272227 Homo sapiens cDNA FU 20099 lis, done CO 
Hs.123369 ESTs 
Hs.294140 ESTs 
Hs,1 69391 ESTs 

gbwd31f02jt1 Soares_NFL.T_GBC_S1 Homos 
Hs.5894 hypotheticat protein FU10305 
Hs.190008 ESTs 
Hs.179725 ESTs 

Hsiraf Homo sapiens mRNA; cDNA DKFZp586N2424 (f 
Hs.288650 aquaporin4 
Hs.19175 ESTs 

Hs.288381 hypothetical protein DKFZp56401278 
Hs.300648 ESTs 
Hs.60371 ESTs 
Hs.2240 uteroglobin 
Hs.119860 ESTs 
Hs.28426 ESTs 

Hs^28320 Homo sapiens cDNA RJ23537 lis, clone L 
Hs.1 30767 Homo sapiens cONA FU23553 fis, done L 
Hs.1 1090 high affinity immunoglobulin epsilon rec 
Hs.177236 ESTs 

gfozk15e04.s1 Soares_pregnanLuterus_NbH 
Hs.122049 ESTs, WeaMy simBar to U4AJ6 small nud 
Hs.22607 ESTs 

Hs.1 34682 Homo sapiens cDMA FLJ23161 fis, done L 
Hs.200442 ESTs 
Hs.41294 ESTs 
Hs.143685 ESTs 

Hs.1 27648 hypothetical protein PR021 76 
Hs.308 arrestin 3. retinal (X-arrestin) 
ESTs 



Hs.48473 

Hs.182362 ESTs 

Hs.63356 ESTs 

Hs.1355 cathepsin E 

Hs.169872 ESTs 

Hs.1 34859 ESTs 

Hs 126712 ESTs, Weakly similar to AF191020 1 E21G5 

Hs.136245 ESTs, Weakly similar to (U202121.4 [H.sa 
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408171 AA301228 Hs.43299 Homo sapiens cDNA FU12890 fis, done NT Z8 

445189 AI936450 Hs.147482 ESTs Z8 

419150 T29618 Hs.89640 TEK tyrosine kinase, endothelial (venous Z8 

427457 AW779105 Hs.164682 ESTs. WeaJdy simflar to ORF2 consensus s 2.8 

5 435082 AA664273 Hs.186104 Homo sapiens cDNA RJ 13803 fis, clone TH Z8 

446932 AA961459 Hs. 125544 ESTs Z8 

439140 W85737 Hs.290B30 ESTs Z8 

405041- 2.8 

421306 AA806207 Hs.125889 ESTs 2.6 

10 427514 AA640773 Hs.209224 ESTs 2.8 

427939 T92459 Hs.16886 ESTs Z8 

429127 AA749382 Hs.107233 ESTs ' 2.8 

429590 AI219490 Hs.44445 ESTs, Weakly similar to Kelch mo© cont Z8 

433163 R40468 Hs.163582 ESTs Z8 

15 439635 AA477288 Hs.94891 Homo sapiens cDNA: FU22729 fis, clone H 2.8 

448015 A1458065 Hs.23196 ESTs 28 

456761 D59899 Hs.127842 CGM42 Z8 

457112 AW772449 Hs.268081 ESTs, WeaWy similar to ALU1_HUMAN ALU S Z8 

449540 AA001713 gbzh86e08^1 Sc^es_fetaijver_spleen_ Z8 

20 447020 T27308 Hs.16986 hypothetical protein FIJ1 1046 Z8 

412610 X90908 Hs.74126 fatty acid binding protein 6, flea! {gas Z8 

433515 AA595800 Hs.190246 ESTs Z8 

424450 AL137526 Hs.147472 dyneln rntermediate chain 2 Z8 

438122 AI620270 Hs.129837 ESTs Z8 

25 424086 A1351010 Hs.102267 tysytoxidase Z8 

438885 AI886558 Hs.184987 ESTs Z8 

412903 BE007967 Hs.155795 ESTs Z8 

454111 AW081681 Hs.269064 ESTs ZB 

439398 AA284267 Hs.221504 ESTs Z8 

30 449802 AW301804 Hs^3984 hypothetical protein FU20147 Z8 

434812 AA649860 Hs.189496 ESTs Z8 

432583 AW023624 Hs.162282 ESTs Z8 

428104 AA421350 Hs.191604 ESTs Z8 

408217 AI433201 Hs.279860 hypothetical protein FU20030 Z8 

35 438016 AI949638 Hs.109150 SHWomain binding protein 5 (BTK-assod Z8 

436396 AI683487 Hs.299112 Homo sapiens cDNA FU11441 fis, done HE Z7 

430887 N66B01 Hs.260287 ESTs, Weakly simBar to ALU7_HUMAN ALU S Z7 

446311 AW007294 Hs.149795 ESTs, WeaMy simitar to ALU1_HUMAN ALU S Z7 

416185 AW975881 Hs.291995 ESTs Z7 

40 408613 AW242086 Hs.253967 ESTs Z7 

442510 AF150179 Hs^49890 ESTs Z7 

433293 AF007835 Hs^2417 ESTs Z7 

413875 BE176776 gb:RC3-HT0586-1103(KW11-g09HT0586Homo Z7 

404488 Z7 

45 40893& AL138043 Hs.293549 ESTs Z7 

431980 AA523696 Hs 222595 Homo sapiens cONA: FU20986 fis, done C Z7 

436738 AW102613 Hs.152913 ESTs Z7 

451797 AW663858 Hs.56120 ESTs Z7 

452163 AI863140 gb:tz43h1Zx1 NQ_CGAP_Bm52 Homo sapien Z7 

50 452778 R71338 Hs.5921 Homo sapiens cDNA:RJ21592 fis, done C Z7 

459366 AA129703 gb:zn92b05.r1 Stratagene hing carcinoma Z7 

431448 AL137517 Hs.288381 hypoltefical protein DKFZp56401278 2.7 

430733 AW975920 Hs.283361 ESTs 2.7 

_ _ 453652 AW009540 Hs.28368 ESTs Z7 

55 453616 NM.003462 Hs.33846 dynein, axonemat, tight Intermediate poj Z7 

41 1905 BE265067 gb:601 193893F1 NIHJYIGCJf Homo sapiens cD Z7 

408729 AA195764 Hs.72639 ESTs Z7 

450726 AW204600 Hs.264330 N^cytephingosine amidohydrolase (arid c Z7 

„ 447720 AL038765 Hs.161304 ESTs Z7 

60 451497 H83294 Hs.284122 Wnt Inhibitory factor-1 Z7 

442074 C17511 Hs.128430 ESTs Z7 

424115 AA335497 Hs.293965 ESTs Z7 

417728 AW138437 Hs.24790 WAA1573 protein Z7 

rc 433803 AIB23593 Hs.27688 ESTs Z7 

65 419247 S65791 Hs.89764 fragSe X mental retardation 1 Z7 

424310 AA338648 Hs.50334 ESTs 2.6 

438504 AW665281 Hs.224625 ESTs Z6 

426486 BE178285 Hs, 170056 Homo sapiens mRMA; cDNA DKFZp5B6B022D (f 2.6 

„ 430417 AA461045 Hs.50701 ESTs Z6 

70 438297 AW515196 Hs.258238 ESTs, Moderately similar to ALU1_HUMAN A Z6 

422505 AL120862 Hs.124165 ESTs Z6 

457285 AI038858 Hs.228780 ESTs, Highly similar to AF1 99597 1 A-typ Z6 

428667 AI375550 Hs.74407 nucleolar protein p40; homotog of yeast Z6 

431750 AA514986 Hs.283705 ESTs Z6 

75 435575 AF213457 Hs.44234 triggering receptor expressed on myeloid Z6 

413385 M34455 Hs.840 indolearnine-pyrroie 2,3 dioxygenase Z6 

403903 . Z6 

407910 AA650274 Hs.41296 fibronectin leucine rich transmembrane p Z6 

or . 423424 AF150241 Hs. 128433 prostaglandin D2 synthase, hematopoietic Z6 

60 436043 AW963838 Hs.168830 Homo sapiens cDNA FU 121 36 fis, done MA Z6 

436645 AW023424 Hs.156520 ESTs Z6 

408380 AF123050 Hs.44532 diubiquitin Z6 

402629 Z6 
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405594 




415122 


D60708 


416747 


AW876523 


420159 


A1572490 


444361 


W76027 
BE395090 


446609 
449260 


AA741180 


452311 


AW304029 


413802 


AW964490 


417318 


AW953937 


440028 


AW473675 


437960 


A1669586 


433687 


AA743991 


430573 


AA744550 


439737 


AI751438 


453204 


R10799 


436751 


AA732217 


408165 


AI137573 


431120 


AA492588 


446638 


AL1 33063 


438458 


AW975186 


446063 


AI720140 


430499 


AW969408 


450496 


AW449251 


441330 


AI692984 


424433 


H04607 


434677 


AW444575 


445779 


A1253104 


444649 


AW207523 


415451 


H19415 


432222 


A1204995 


404288 




408572 


AA055611 



Hs.22245 ESTs . kPP 

Hs.15929 Homo sapiens cDNA FU12910 fis, done NT 
Hs.99785 Homo sapiens cDNA: FU21245 fis, clone C 
Hs23920 HomosapienscDNAFU13124ns ( doneNT 
Hs. 1 5535 Human gene from PAC 886K2, chfomosome 1 
Hs.29879 ESTs 
Hs.252744 l ESTs 
Hs.32241 ESTs 
Hs.12891 ESTs 
Hs.125843 ESTs 
Hs^22194 ESTs 

gh:ny57g0U1 NC!_CGAP_Pr18 Homo sapiens 

Hs.136345 ESTs l< ^^ v| 

Hs.41271 Homo sapiens mRNA fuD length insert cON 

Hs.191990 ESTs 

Hs 294054 ESTs 

HS43143 Homo sapiens mRNA; cDNA DKFZp564A2453 (f 
gb:ng99c0B.s1 NCI_CGAP_Tny1 Homo sapiens 

Hs.15783 Homo sapiens mRNA; cDNA OKF2p434P1115 (f 

Hs.162875 ESTs, Weakly similar to ALU INHUMAN ALU S 

Hs.1 51079 ESTs 

Hs.231991 ESTs 

Hs.257131 ESTs 

Hs.129354 ESTs 

Hs.9218 ESTs 

Hs.130834 ESTs 
Hs.189267 ESTs 
Hs 197628 ESTs 

Hs 268720 ESTs, Moderately similar to ALU1.HUMAN A 
gb:an03c03jc1 Stratagene schizo brain S1 



408727 AL1 37259 

408728 AL137379 
410095 AW589638 
410947 AK00O3O5 
418343 AA216372 
423401 NM.001992 
428637 AW979258 
429846 A8023021 
432507 BE391093 
433858 N69243 
438651 H64500 
443830 A1142095 
446800 AI341635 
450262 AW409B72 
451343 AW975057 
451539 AA059467 
452412 AA029608 
454288 BE222648 
445745 AB007924 
424943 AU077250 
440106 AA864968 
458429 AV646559 
415261 T40928 
420026 AI831190 
431806 AF186114 
458722 AA741545 
419449 H18417 
436260 BE172762 
433644 AW34202B 
419172 AW338625 
437982 N93466 
443348 AW873596 
417218 AA005247 
419236 AA330447 
448030 N30714 
417203 AA406341 
449275 AW450648 
436198 AK001125 
452281 T93500 
442191 W95185 
428571 NMJXJ6531 
453142 AA033648 
425657 T89839 



80 



452822 

415778 M16505 

45B332 AI000341 

448140 AF146761 
459644 

429125 AA446854 

448337 AW206453 



ESTs, Moderately sim3ar to ALU4_HUMAN A 
hypothetical protein DKFZp434O0513 
hypothetical protein FU13912 
ESTs 

hypothetical protein FU20298 
ESTs 

coagulation factor II (thrombin) recepto 
gb:EST391378 MAGE resequences, MAGP Homo 
facosyltransferase 9 (alpha (1,3) fucosy 
gb:601286042F1 N1H_MGC_44 Homo sapiens c 
Homo sapiens cDNA FU 12735 fis, clone NT 
ESTs 
ESTs 
ESTs 

ESTs. Moderately similar to ALU7JWMAN A 
ESTs 
ESTs 
ESTs 

ESTs, Highly similar to c380A1.1 b fH^ap 
KIAA0455 gene product 
death-associated protein kinase 1 
WAA1603 protein 

Homo sapiens cDNA: FU21399 fis, done C 
ESTs 
ESTs 

tumor necrosis factor (Bgand) superfami 
ESTs 

Homo sapiens cDNA FU14294 fis, done PL 
ESTs, WeaJdy similar to ALU5__HUMAN ALU S 
ESTs 

ESTs , 
ESTs, WeaWy similar to testicular tekfi 

ESTs 

met prolo-oncogene (hepatocyte growth fa 
Homo sapiens cDNA FLI1 1481 fis. done HE 
HDCME31P protein 

Homo sapiens cDNA FU11991 fis, done HE 
Hs.205457 WAA1620 protein 
Hs.300922 Homo sapiens cDNA FU10263 fis, done HE 
Hs.28792 Homo sapiens cDNA FU11041 fis. done PL 
Hs8136 endotheN PAS domain protein 1 , 
Hs.2291 Probe hTg737 (polycystic kidney disease. 
Hs.7473 ESTs 
Hs.1 19471 ESTs 

Hs.288617 Homo sapiens cDNA: FL) 22621 fis, clone H 
Hs.79876 steroid suUatase (rracrosomat), arylsulf 
Hs.220491 ESTs 

Hs.20450 BCM-fike membrane protein precursor 



Hs.226568 
Hs.47115 
Hs.47125 
Hs.258947 
Hs.67055 
Hs.159501 
Hs.128087 

Hs.225945 

Hs.192974 
Hs.123646 
Hs.143273 
Hs.1564B6 
Hs.271166 
Hs.293353 
Hs.218933 
Hs.61373 
Hs.279458 
Hs.13245 
Hs.153924 
Hs.127699 
Hs.12346 
Hs.8346 
Hs.166676 
Hs.270737 
Hs.282832 
Hs.57483 
Hs.292710 
Hs.256112 
Hs.22120 
Hs.121764 
Hs.57572 
Hs.285754 
Hs.135159 
Hs.20161 



Hs.271004 ESTs 
Hs.3782 ESTs 
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427778 AA412323 Hs.105323 ESTs 2.4 

425371 049441 Hs. 15 5981 mesolhefin 2.4 

44B299 AA497044 Hs.20887 hypothec protein FU 10392 2.4 

447610 AW296286 Hs.255534 ESTs 14 

5 409519 AA075358 gbzmSSh 10/1 Stratagene ovarian cancer 14 . 

441006 AW605267 Hs.7627 CGJ-60 protein 14 

440817 A1341423 Hs270165 ESTs 2.4 . 

420020 8E295866 Hs.94382 adenosine kinase 2.4 

435395 AA729235 Hs. 11 7907 ESTs 2.4 

10 424144 AA454033 Hs.41644 Homo sapiens cDNA: FU23003 fis, clone I 14 

405494 2.4 

458145 AJ239457 Hs.130794 ESTs 2.4 

408547 AA574291 Hs.57837 ESTs 2,4 

408941 AI452459 Hs.165221 ESTs 2.4 

15 409457 AW8180B1 gb^M^Tt)276>10129W)59^ST0276Honio 2.4 

417137 U46265 Hs.81281 hypolheflcat protein 14 

418950 T78517 Hs.13941 ESTs 2.4 

420755 AA411800 Hs.189900 ESTs 2.4 

42B316 A1860775 Hs.9850B ESTs 2.4 

20 432896 NM.014097 Hs-279778 PR01693 protein 2.4 

436148 BE005252 gb:C3^1^K0116^)30400-171-g02BN0116Homo 14 

4362B4 AA708016 Hs.1 90389 ESTs 2.4 

437327 AL353942 gb:Homo sapiens mRN*cDNADKFZp761L231 2 14 

442611 BE077155 Hs.177537 ESTs 14 

25 456062 AI866286 Hs71962 ESTs 14 

433014 NNL014711 Hs.279912 WAA0419 gene product 14 

401335 14 

42B771 AB026992 Hs.193143 K1AA1 069 protein 14 

419140 AI982647 Hs.215725 ESTs 14 

30 454693 AW813428 gb:MR3ST0 192-01 0200-21 0<05 ST0 192 Homo 14 

427785 X81053 Hs.180828 coflagen, type IV. alpha 4 14 

407339 AA777542 Hs.132670 ESTs 14 

408369 R38438 Hs.1 82575 solute carrier family 15 (HVpeptide tra 14 

427019 AA001732 Hs.1 73233 hypothetical protein FU 10970 14 

35 431089 BE041395 Hs.283676 ESTs, Weakly similar to unknown protein 14 

452561 AI692181 Hs.49169 WAA1634 protein 14 

427878 C05766 Hs.181022 CGMJ7 protein 14 

419752 AA249573 Hs.152618 ESTs 14 

430073 U86136 Hs^32070 telomerase-assodatBd protein 1 14 

40 452401 NMJM7115 Hs.29352 tumor necrosis factor, alpha-induced pro 14 

430345 AK000282 Hs.2396Bf hypothetical protein FU20275 13 

407905 AW103S55 Hs.252905 ESTs 13 

427660 A1741320 Hs.114121 Horno sapiens cDNA: FU23228 fis, clone C 13 

422355 AW403724 Hs.140 immunoglobulin heavy constant gamma 3 (G 13 

45 453049 BE537217 Hs.30343 ESTs 13 

438568 R98865 Hs.1 11 35 major histocompatibflity complex, class 13 

453445 AL036532 Hs.91453 ESTs 13 

424711 NM_005795 Hs.152175 calcitonin receptor-like 13 

446346 AI290205 gb:ql79g06.x1 Soares_NhHMPu_S1 Homosapi 13 

50 441974 A1683782 Hs.128245 ESTs 13 

444805 AB007899 Hs.12017 WAA0439 protein; homolog of yeast ubiqu 13 

424027 AW337575 Hs.201591 ESTs 13 

419506 AW294795 Hs.1 98529 ESTs, WeaHy similar to similar to acyV 13 

428613 AB037749 Hs.186928 WAA1328 protein 13 

55 434340 AI193043 Hs.128685 ESTs 13 

450297 AW901347 Hs.38592 Homo sapiens cDNA: FU23342 fis, done H 13 

432779 AW979241 gb:EST391351 MAGE resequences, MAGP Homo 13 

433550 AA603472 Hs.28456 ESTs 13 

419086 NM.000216 Hs.89591 Kallmann syndrome 1 sequence 13 

60 428758 AA433988 Hs.98502 Homo sapiens cDNA FU 14303 Ms, done PL 13 

430153 AW968128 gb:EST380338 MAGE resequences, MAGJ Homo 13 

418883 BE387036 Hs.1211 acid phosphatase 5. tartrate resistant 13 

427669 AW451832 Hs.255938 ESTs, Moderately similar to KIAA1 200 pro 13 
_ 400610 13 
65 402222 13 

407162 N63855 Hs.142634 zinc finger protein 13 

415250 F02614 Hs.27319 ESTs 13 

421751 AW813731 Hs.159153 ESTs 13 

428552 AW274560 Hs.1 29520 ESTs 13 

70 432658 AW973769 Hs.162319 ESTs 13 

434742 AA648302 Hs.291695 ESTs 13 

436585 A1308862 Hs.167028 ESTs 13 

441675 A1914329 Hs.5461 ESTs 13 

442039 AW276240 Hs.128352 ESTs. Weakry similar to p80 [Rjiorvegicu 13 

75 443160 AI467915 Hs.36053 ESTs 13 

448764 AI568607 Hs.182112 ESTs 13 

449579 AW207260 Hs.1 34014 prostate cancer associated protein 6 13 

439810 AL109710 Hs.85568 EST 13 

413714 A1560944 Hs.71428 ESTs 13 

80 400289 X07820 Hs.2258 tnatrix metaltoproteinase 10(stromelysin 13 

413384 NMJKJO401 Hs.75334 exostoses (multiple) 2 13 

438670 A1275803 Hs.1 23428 ESTs 13 

419991 AJ 000098 Hs.94210 eyes absent (Drosophila) homotog 1 13 
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459702 

414688 AL039185 

438474 AW865818 

453037 AAD45175 

428467 AK002121 

413930 M86153 

422429 AA310527 

415083 AI632683 

417015 M83772 
406506 

448330 AL036449 

409719 AI769160 

423354 AB011130 



425188 AK002052 
427961 AW293165 
447357 A1375922 
412642 BE244598 
453716 AA037675 
437370 AU59567 
407949 W21874 
427972 AAB64870 
453313 BE005771 
426476 NMJJ03296 
424238 AA337401 
452930 AW195285 
424527 AW13855B 
453095 AW295660 
449161 N53431 
429586 T73510 
423782 AW72209 
458124 AW005548 
450109 AI539295 
421461 AW291023 
412222 AA528283 
418882 NMJXW996 
441735 AW292779 
401049 

440727 AI073991 
419751 AW1 95581 
445640 AW969626 
421379 Y15221 
422109 S73265 
410292 AA843087 
434265 AA846811 
449695 M164569 
429399 M452244 
444042 NMJXM915 
432343 NMJXJ2960 
436772 AW97568B 
428784 Y12851 
445268 AI218358 
402481 

412608 AA247995 
416521 H60929 
416624 H69044 
419780 AA713522 
421211 AA284966 
427541 AI798983 
432013 AI796879 
436461 AW511956 
438002 A1560246 
440312 AW614597 
440479 AA886461 
441178 W90789 
441235 AI884586 
443314 AW771701 
422165 AL041199 
450696 AI654223 
432974 BE348793 
404200 

435990 A1015862 
421309 AI222086 
451558 NMJW1089 
416642 T96118 
408672 M26041 
417819 AI253112 
417355 D13168 
459574 AI741122 
404274 

415086 A1597963 
418210 R54575 
419220 AA811938 
444314 A1140497 



Hs.77558 thyroid hormone receptor lnteractor 7 

Hs.6232 WAA0764 gene product 

Hs.177552 ESTs 

Hs.1 84465 hypothetical protein FU 11259 

Hs 75618 RAB1 1 A, member RAS oncogene famDy 

gb:EST181333 JurkatT-cete V Homo sapie 

Hs.27179 Homo sapiens cDNA FU 12933 fis, clone NT 

Hs.80876 flavin containing monooxygenase 3 

Hs.207163 ESTs 

Hs.108681 ESTs 

Hs.127436 calcium channel, voltage-dependent, alph 

Hs.155071 hypothetical protein FU11190 

Hs.143134 ESTs 

Hs.159367 ESTs 

Hs.809 hepatocyte growth factor (hepapoiefin A; 

Hs.152675 ESTs 

Hs.161962 Homo sapiens mRNA; cDNA DKFZp547O023 (fr 
Hs.247057 ESTs 
Hs.181304 putative gene product 
Hs.153746 Homo sapiens cDNA: FU22490 fis. clone H 
Hs.2042 testis specific protein 1 (probe H4-1 p3 
Hs.137635 ESTs 
Hs.194097 ESTs 
Hs^67158 ESTs 
Hs.252756 ESTs 

Hs.47647 ESTs, Weakly simBar to KIAA0423 [H.sapi 
Hs.209153 angpopoietirvlike 3 
Hs.288369 ESTs 
Hs.124590 ESTs 
Hs.17967 ESTs 
Hs.97255 ESTs 
Hs.292737 ESTs 

Hs.89433 ATP-binding cassette, sub-family C (CFTR 
Hs.169799 ESTs 



Hs.134268 ESTs 

Hs.93121 WAA0761 protein 

Hs 31704 ESTs, Weakly similar to KIAA0227 [risapi 
Hs.103982 small inducible cytokine subfamily B (Cy 
Hs.1473 gastrin-reJeasing peptide 
Hs.124194 ESTs 

Hs.130554 Homo sapiens cDNA: FU23089 fis. done L 
Hs.34550 ESTs 
Hs.16727 ESTs 

Hs.10237 ATP-binding cassette, sub-family G (WHIT 
Hs.2961 S100 caldum4xnding protein A3 
Hs.250867 zona pellucida glycoprotein 3A (sperm re 
Hs.193470 purinergic receptor P2X, ligand-gated to 
Hs.175048 ESTs 

Hs 44898 Homo sapiens doneTCCCTA00151 mRNA sequ 
Hs.44197 hypothetical protein DKFZp564D0462 
gb:yr77h05.s1 Soares fetal liver spleen 
Hs.87752' ESTs 

Hs-266306 ESTs, Weakly similar to AF216312 1 type 
Hs.97961 ESTs 
Hs.162102 ESTs 
Hs.293261 ESTs 

Hs.201648 ESTs, Weakly similar to ZN42.HUMAN ZINC 
Hs.72475 ESTs 
Hs,208161 ESTs 
Hs.163976 ESTs 

Hs.135570 Homo sapiens cDNA: RJ21268 fis, done C 

Hs.54546 ESTs 

Hs.1481 hisBdine decarboxylase 

Hs.16026 Homo sapiens cDKA FU231 91 fis, done L 

g b:m70g01x1 NCLCGAP_Lu24 Homo sapiens 

Hs.1 31793 ESTs 

Hs.270449 ESTs, Moderately similar to ALU INHUMAN A 

Hs.26630 ATP-binding cassette, sub-family A (ABC1 

Hs.226313 ESTs, Weakly similar to ALU INHUMAN ALU S 

Hs.198253 major histocompatibility complex, class 

Hs.133540 ESTs 

Hs.82002 endothefin receptor type B 

Hs.101810 Homo sapiens cDNA FU14232 fis, done NT 



Hs.1 18726 ESTs 

Hs.1 3337 ESTs, Weakly similar to unnamed protein 
Hs.291759 ESTs 

gb:ow76b09.s1 SoaresJetalJiver_spleen_ 
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451050 AW937420 Hs.69662 ESTs 22 

417412 X16898 Hs.82112 interteukin 1 receptor, type I 22 

428414 ALD49980 Hs.184216 DKFZP564C152 proten 22 

412925 A1089319 Hs.179243 ESTs 2.2 

5 436192 AI859065 Hs.16808 ESTs, Weakly similar to paraptegitvOke 22 

410976 R35207 Hs.25092 ESTs 2.2 

405673 M34996 Hs. 198253 major histocompatibffity complex, dass 22 

449677 AA002071 gb2hB5d0U1 SoaresJetal.Iiver.spleen, 12 

449321 AA001150 Hs.132937 ESTs 2.2 

10 418557 BE140602 Hs.245645 ESTs 2.2 

416320 H47867 Hs.34024 ESTs 2.2 

426384 AI472D78 gb^85h03j(1 Soares_NSF_F8_9W_OT_PA_P_S 2.2 

414140 AA281279 Hs.23317 ESTs 2.2 

419520 AB009303 Hs.297790 Human clone 23734 mRNA sequence 22 

15 446999 AA151520 Hs^79525 hypothetical protein PRO2605 2.2 

457447 X78261 Hs.272177 H^apfens mRNA for TRE17 S extremity an 2.2 

451099 R52795 Ks.25954 interleukm 13 receptor, alpha 2 21 

407366 AF026942 gbiHomo sapiens rig33 mRNA, partial sequ 21 

410048 W76467 Hs.274550 proline oxidase homotog 2.1 

20 400880 2.1 

418092 R45154 Hs.106604 ESTs 11 

428780 AI478578 Hs50636 ESTs 2.1 

431067 AW574B23 Hs.200413 ESTs 2.1 

432803 AA565398 gb-j*41fDU1 NO CGAP_GC2 Homo sapiens 2.1 

25 412104 AW205197 Hs.240951 ESTs 2.1 

422819 AL122084 Hs.121073 hypothetical protein RJ 10466 21 

454359 N71277 gbza36e03^1 Scares fetal liver spleen 21 

424806 AA382523 Hs. 10 5689 ESTs 2.1 

434445 AJ349306 Hs.11782 ESTs 2.1 

30 442994 AI026718 Hs.16954 ESTs 21 

410371 AA084482 Hs.1 15850 ESTs 21 

450232 BE3O0815 HsJ201326 ESTs 2.1 

417924 AU077231 Hs.82932 cvctin D1 {PRAD1: parathyroid adenomatos 2.1 

430B99 BE018217 Hs.1 83528 ESTs, Weakly similar to Bem4WIke prote 2.1 

35 431814 BE256242 Hs.270847 delUMubulin 2.1 

417543 AA203620 Hs.1 10153 ESTs, Weakly similar to BCGFJHUMAN B-CEL 21 

444542 AI161293 Hs.146852 ESTs, Weakly similar to KIAA0525 protein 21 

404593 21 

434803 AW974640 gb:EST386744 MAGE resequences, MAGM Homo 21 

40 451623 H77818 Hs.268991 ESTs 21 

452466 NB4635 Hs^9664 Human DNA sequence from done 682J15 on 21 

402046 21 

434927 H45612 Hs.293815 Homo sapiens HSPC285 mRNA, partial cds 21 

436192 W93847 Hs.24139 Homo sapiens cDNA: RJ231 37 fis, done L 21 

45 401987 21 

423119 AA322201 Hs.131976 EST 21 

427112 Z32887 Hs.290951 ESTs 21 

414464 AI870175 Hs.13957 ESTs 21 

447829 A1433029 Hs.164104 ESTs 21 

50 449679 AI823951 Hs.296668 Homo sapiens cDNA FU 1 1 846 fis, clone HE 21 

405472 21 

413621 AI808648 Hs.184156 ESTs 21 

432212 AW137742 Hs.293451 ESTs 21 

404289 21 

55 415362 F06735 gb:HSC1 JB091 normalized infant brain cDN 21 

427739 AW1 95755 Hs.98105 ESTs 21 

427772 AA412289 Hs.9B123 ESTs 21 

430844 T94960 gb:ye38d07.r1 Stratagene lung (937210) H 21 

434335 AA630107 Hs.213220 ESTs 21 

60 436052 AI021983 Hs.271432 ESTs 21 

442773 AB037722 Hs.8707 Homo sapiens mRNA; cDNA DKFZp434N1 131 (f 21 

44S799 AW978373 Hs.49221 ESTs, Weakly similar to zinc finger prot 21 

450221 AA328102 Hs.24641 cytoskelelon associated protein 2 21 

455673 BE065939 gb:RC3-BT031 9-1 001 00-01 2-cl 1 BT031 9 Homo 21 

65 458624 AI362790 Hs.181801 ESTs 21 

405095 21 

447207 AA442233 Hs.1 7731 hypoihefical protein FU12892 21 

433589 AA885530 Hs.188912 ESTs • 21 

438398 AA806526 Hs.130277 ESTs 21 

70 447233 AW246333 Hs.17901 Homo sapiens cDNA: FU21974 fis. clone H 21 

447197 R36075 gb:yh88b01.s1 Scares placenta Nb2HP Homo 21 

431087 H12723 Hs.290791 ESTs 21 

409064 AA062954 Hs.141883 ESTs 21 

„ 427558 D49493 Hs.2171 growth differentiation factor 10 2.1 

75 426457 AW894667 Hs.169955 ritfmerin (chimaerin) 1 21 

438118 AW753311 Hs.259415 ESTs 21 

427621 BE621182 Hs.179882 Homo sapiens cONA FU 12437 fis, done NT 21 

452114 N22687 Hs.8236 ESTs 21 

448782 AL050295 Hs.301550 K1AA0758 protein 21 

80 403937 21 

416402 NMJJ00715 Hs.1012 comptement component 4-bindJng protein, 21 

452416 AA026115 Hs.1 14777 ESTs 21 

451609 AIO46019 Hs.209276 ESTs 21 
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435934 

44515B 

407930 

439335 

443949 

429716 

415817 

438576 

405848 

416940 

442381 

420036 

436252 

413450 

426572 

439425 

421168 

449611 

404548 

416734 

435865 

439072 

447482 

457292 

444974 

456034 

430634 

426782 

452943 

445326 

421247 



443268 

455226 

417321 

423778 

404323 

448133 

421047 

425497 

444623 

412303 

433563 

406485 

428330 

455807 

425465 

449424 
427940 
411502 
411365 
412389 
452959 
416580 
428775 
420000 
408321 
410011 
411050 
452453 
428978 
458582 
425527 
403760 
424368 
421229 
436304 
453498 
439018 
453280 
420193 
444610 
401575 
419092 
430129 
410763 
414783 
411492 
405963 
418378 
420831 
424152 
424641 



R19382 

A1992108 

M045847 

AA742697 

AW827419 

R25685 

U88967 

AA813745 

N75820 

A1185136 

R60336 

A1539519 

Z99716 

AB037783 

AF086244 

AF182277 

AI970394 

H81213 
M883552 
AF085930 
AB033059 
A1921270 
A1203500 
AW450979 
AI860651 
R14614 
BE247449 
AI220072 
BE391727 
D86864 
AI800271 
AW902103 
N68722 
Y09267 



Hs.1 17869 ESTs 

Hs.127206 ESTs 

Hs.188361 Homo sapiens cDNAFU 12807 fe, clone NT 

Hs.62492 ESTs, WeaWy similar to S59B56 collagen 

Hs.235070 ESTs 

Hs.211933 collagen, type XIII. alpha 1 

Hs.78867 protein tyrosine phosphatase, raceptor-t 

Hs.123446 ESTs 

Hs.43157 ESTs 

Hs.48650 ESTs 

Hs.52792 Homo sapiens mRNA; cONA DKFZp586H823 (f 

Hs.1 20969 Homo sapiens cDNA FU11552 fis, done HE 

Hs.75372 N^etylgalactosarnlnidase, alpha- 

Hs.170623 hypothetical protein FU11183 

Hs.114659 ESTs 

Hs.1360 cytochrome P450. subfamily I1B (phenobar 

Hs.197075 ESTs 

Hs.14825 ESTs 

Hs.16810 ESTs 

Hs.269123 ESTs 

Hs.1 8705 K1AA1233 protein 

Hs714178 HomosapienscONAaJ14251 fis.cloneOV 

Hs.151612 ESTs 

gb:UI.H-Bl3*la-a-12-4-Ul.s1 NCLCGAP.Su 

Hs.26685 ESTs 

Hs.191254 ESTs 

Hs.31082 hypothetical protein FU10525 

Hs.165893 ESTs 

Hs.102910 general transcription factor HH, polype 

Hs.57735 acetyl LDL receptor, SREC 

Hs.1 29445 hypothetical protein FU12496 

gb:QVO-NN1022-120500-22CWJ7 NN 1022 Homo 
Hs.191368 ESTs 

Hs.1 32821 flavin containing monooxygenase 2 



AA723157 
AW514772 
AA524596 
AI183829 
AW936336 
AJ732637 

L22524 
BE141140 
L18964 
AW448937 
AA417812 
AW946605 
M76477 
H80456 
AI933416 
T61572 
AA434579 
AB036063 
AW405882 
AB020641 
AW814902 
A1902519 
AA442784 
N34128 
AL162032 

AB037766 
AI056590 
AA339622 
BE181412 
AW300887 
AL157476 
AI460080 
AI174783 

J05581 
BE3O1708 
AF279145 
AW069569 
T46848 

AW952081 
AA280824 
AL133591 
AB001106 



Hs.73769 folate receptor 1 (adult) 
Hs.104473 ESTs 
Hs.1 88844 ESTs 
Hs^02111 ESTs 

gb:QV4-DT0021-28129W)70-fl11 DT0021 Homo 

Hs.277901 ESTs 



Hs.2256 

Hs.1904 

Hs.197030 

Hs.38775 

Hs.250154 

Hs.278242 

Hs^85243 

Hs.1 89674 

Hs.79385 

Hs.143691 

Hs.180726 

Hs.44205 

Hs.57856 



Hs.125445 
Hs.145268 
Hs.158258 



matrix metaOoproteinase 7 (matrilysin, 

gb:MR0-HT00754)21299-O06Ki07 HT0075 Homo 

protein kinase C, iota 

ESTs 

ESTs 

Homo sapiens cDNA FU12973 fe, done NT 

tubuOn, alpha, ubiquitous 

Homo sapiens cDNA: FU22029 fxs. clone H 

ESTs 

Human done 23574 mRNA sequence 
ESTs 

Homo sapiens cDNA FLM 3543 fe, clone PL 
corttstatin 

PFTAIRE protein kinase 1 
gb:MR1-ST0205-12040f>022-flJ8 ST0206 Homo 
pJ:QV-BT009-1 01 198-051 BT0Q9 Homo sapien 
ESTs 
ESTs 

Homo sapiens mRNA; cDNA DKFZp434B1272 (f 



Hs.146085 K1AA1345 protein 

Hs.7086 Homo sapiens cDNA: FU 23000 fe, done L 

Hs.108887 ESTs 

Hs.23245 Homo sapiens cONA FU11767 lis. done HE 

Hs.26638 ESTs, Weakly similar to unnamed protein 

Hs.32913 Homo sapiens mRNA; cDNA DKF2p761C082 (fr 

Hs.202869 ESTs 

gb:HA2501 Human fetal liver cONA library 

Hs.89603 mudn 1. transmembrane 

Hs.233955 hypothetical protein FU20401 

Hs.8966 tumor endothelial marker 8 

Hs.75839 zinc finger protein 6 (CMPX1) 

Hs.70337 Irnmunoglobulin superf amily, member 4 

gb:EST374154 MAGE resequences, MAGG Homo 
Hs.190035 ESTs 

Hs.301405 Homo sapiens mRNA; cDMA OKFZp434N079 (fr 
Hs.1 51413 glia maturation factor, beta 
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427616 


AI698684 


Hs.98028 


ESTs 


2.0 


435115 


A1821726 


Hs.1 16603 


ESTs 




437636 


AA764781 


Hs.291844 


ESTs 


ZO 


438295 


AI394151 


Hs.37932 


ESTs 


2.0 


439430 


AF124250 


Hs.6564 


breast cancer anti-estrogen resistance 3 


ZO 


445338 


AI925280 


Hs.236842 


EST 


2.0 


447101 


N72185 


Hs.44189 


ESTs 


ZO 


448796 


AA147829 


Hs.33193 


ESTs, Highly similar to AC007228 3 BC372 ' 


20 


449623 


C00719 


Hs.120440 


ESTs 


20 


450159 


AI702416 


Hs.200771 


ESTs, Weakly similar to CAN2.HUMAN CALPA 


ZO 


456613 


R19992 


Hs.106620 


Homo sapiens dons 23950 mRNA sequence 


ZO 


457233 


AI355009 


Hs.221698 


ESTs 


ZO 


457384 


AA501760 


Hs.18075 


chromosome 9 open reading frame 3 


ZO 


457471 


AW971364 




gb'£ST383453 MAGE resequences, MAGI Homo 


ZO 



TABLE 27B 

Pkey: Unique Eos probeset identifier number 
CAT number. Gene cluster number 
Accession: Gen bank accession numbers 



Pkey 


CAT number Accession 


409457 


1132521J 


AW818081 AW392887AW514700AW392881 


409519 


113722J 


AA075368 AA075369 


410008 


116812J 


AA079552 8E142525 BE1 42527 


410785 


1221055J 


AW803341 AW803265 AW803403 AW803466 AW803402 AW80341 3 AW803268 AW803395 AW803334 AW803355 


411050 


1230330~1 


AW814902 BE 156656 BE 156667 BE156590 BE156441 BE156447 


411880 


12631 10 J 


AW872477 BE088101 T05990 


411905 


1265181J 


BE265067 BE264978AW875420 


412303 


1288 130 J 


AW936336AW93S339 


413136 


1350379 J 


BE066941 BE066911 BE066979 BE066929 BE066925 


413499 


1373910 J 


BE144884 H97942 


413875 


1396766 J 


BE1 76776 H85072 


415094 


1522103J 


D59513 D59515 080174 D59514 


415362 


1534 980 J 


F06735 R55896 R12110 H08697 


416624 


1604694 J 


H69044 T47567 H75691 T50292 


418378 


174656.1 


AW962081 AA218925AA354237 


419546 


185766.1 


AA244199 AA244272 H57440 


419807 


188252 J 


R77402 AA262462 AA2509B8 R06794 


420637 


195241J 


AW976153 AA278945 AA747691 


422429 


216469J 


AA310527 AW962295 Z44865 H06641 


423377 


22769.1 


AUM9377 AL079930 AL047223 AW885968 AA385235 


426384 


266211 1 


AI472078 AA377209 AA865807 


428637 


293660J 


AW979268 AA878419 AA431342 AA43162B 


430153 


313709 1 


AW9681 28 AA4681 02 AA4681 65 


430844' 


324570,1 


T94960AA487679T95013 


431120 


328264.1 


AA492588 AA492498 AA492571 


431169 


328799.1 


AW971240 AA493843 AA493723 


431322 


331543J 


AW970622 AA503009 AA502998 AA502989 AA502805 T921 88 


432009 


34025_t 


AL137424BE007148T52277 


432222 


343347.1 


A1204995 AW827539 AW969908 AW440776 AA528756 


432507 


348711.1 


BE391093 AA551334 BE389643 


432779 


354024.1 


AW979241 AA565006AAB47102 


432803 


354267.1 


AA565398 AW894072 H97930 


432869 


355475.1 


AW974094 AA569074 AA602574 


432974 


356950.1 


BE348793AA573118N79366 


433492 


367934.1 


AW605849 AW262B98 N41060 AA594852 

AW295399 AW207772 AW300641 AW070290 BE348854 AW170383 AA600968 AA778832 


433584 


370400.1 


433687 


373061.1 


AA743991 AA604852 AW272737 


434803 


393471.1 


AW974640 AA649516 N75626 


436148 


41500.1 


BE005252 AK000786 


437327 


43610.1 


AL353942AW994305 


438909 


46684.1 


AF085839 R69137 AW188788 R69254 


440320 


491930.1 


AA879294N67538AI474541 


444314 


600667.1 


AI140497 AW749625 AW749626 AW749644 


444610 


612257.1 


AI174783 RB3569 R12271 


446346 


673545.1 


AI290205 AW235762 AI651 268 


447197 


711623.1 


R36075AI366546R36167 


448404 


761515.1 


BE089973 AI498612 AW805032 


449299 


80436.1 


AA299919 AW957012 AA001107 T83631 BE1 56389 


449540 


80945.2 


AA001713H63836 


449677 


81270.1 


AA002071 AA002232 T99209 


450522 


837264.1 


AI698839 AI909260 AI9092S9 


451024 


85565.1 


AA442176AA2591B1 


451381 


867770 1 


BE241831 AW249135BE548B47AW250245 


452163 


' 902067.1 


AI863140W80703R43474 


452293 


909195.-1 


AI871833 


452453 


918300.1 


AI902519AI902518A1902516 


452542 


921410 1 


AW812256 AW812257 AI906423 AI906422 


452771 


930983.1 


T05477 T07855AI917711 


454359 


1130674 1 


N71277AW390764 
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454693 


1229132J 


455024 


1249196J 


455226 


1262534.1 


455235 


1265634.1 


455673 


1349656.1 


455807 


1370914J 




456034 


457471 


340916J 


457620 


371514J 


458154 


491768J 


459267 


966605.1 



AW813428 AW813444 AW813367 AW813368 AW813429 AW813424 
AW851309 AW85Q8B8 AW851419 AW851412 AW851299 
AW902103AW869012AW869139 

AW875951 AW875950 AW875935 AW875948 AW875939 AW875957 
BE065939 BE066079 BE065956 

BE011368 BE011352 BE011215 BE011365 BE011363 
AW971364AA525021 AA570759 
AA602711 BE078290 

AW81 6379 AAB88282 AA879046 AA879195 
AJ003631 AJ003650AJ003651 



TABLE 27C 

EST 

chromosome 22." Dunham I. et aL, Nature (1999) 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposition: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposition 


400610 


9887671 


Minus 


117606-117928,124040-124147 


400B80 


9931121 


Plus 


29235-29336,36363-36580 


401049 


7232177 


Plus 


149157-150692 


401335 


9884881 


Plus 


15736-16352 


401575 


7229804 


Minus 


76253-76364 


401793 


7263888 


Minus 


102945-103083 


401987 


4406829 


Minus 


72893-73021,76938-77049 


402046 


8072415 


Plus 


166394-166556,168167-168395 


402222 


9958105 


Plus 


3261-3834,39394269 


402481 


9797406 


Plus 


87891-88991 


402629 


9931216 


Plus 


33641-33775,34182-34372,36003-36084,4034340612 


403760 


7712202 


Minus 


4591046260,4756347824 


403903 


7710671 


Minus 


101165-102597 


403937 


7711761 


Minus 


12609-12773 


404043 


9558573 


Plus 


29042-29135,4659746699 


404200 


6010176 


Minus 


7066-7210 


404274 


9885189 


Plus 


104127-104318 


404288 


2769644 


Plus 


3512-3691 


404289 


2769644 


Plus 


15049-15286,30267-30457 


404323 


9719753 


Minus 


31913-32219 


404488 


8113286 


Minus 


64835-54994 


404548 


8570305 


Minus 


83895-84162 


404593 


9944086 


Minus 


74922-75788 


404599 


8705107 


Plus 


110443-110733 


404916 


7341826 


Phis 


91057-91188 


405041 


7547195 


Plus 


121230-121714 


405095 


8072599 


Plus 


138877-139066 


405472 


8439781 


Plus 


1 06297-106447,1 08462-108596 


405494 


8050952 


Minus 


70284-7051 B 


405848 


7651809 


Minus 


28135-28244 


405963 


824778B 


Plus 


405&4699 


406182 


5923650 


Minus 


28256-28935 


406485 


7711305 


Plus 


125036-125422 


406505 


7711374 


Minus 


6843-8077 


406554 


7711566 


Plus 


106956-107121 


406594 


8248611 


Minus 


35543-35845 



TABLE 28A: ABOUT 796 GENES DOWN-REGULATED IN LUNG FIBROSIS COMPARED TO NORMAL BODY 

Table 28A lists of about 796 genes (hat are downregulated in lung fibrosis (collection of Iff, HP. and NSIP) samples as compared with normal ^^^p^Trvesa were 
se^tedta about 59680 pmbesets on an ^ 

sXteexaesstonwaslessthanorequaltoO.1. The 'average' normal lung tissue level was set to the 75* perccnWearrwngst normal lu^ T^SSitev^ 
e^toS wa^ttothB 95» partite amongst fibrosis samples. In order to remove gene-specific background levels ofnon-specnlchyta^^ 
amongst non-malignant tissues was subtracted from both the numerator and the denominator before the ratio was evaluated. 

Pkey: Unique Eos probeset identifier number 
ExAccn: Exemplar Accession number, Genbank 
UnigenelD: Unigene number 
Unigene Title: Unigene gene title 
R1: Ratio of normal lung to fibrosis 

Pkey ExAccn UnigenelD Unigene Title 



number 



414002 
421218 
404518 
404795 



NM-006732 Hs75678 FBJ murine osteosarcoma viral oncogene h 
NM.000499 Hs7291 2 cytochrome P450, subf amfly I (aromafc c 
AI815601 Hs.79197 CD83 antigen (activated B ryrnphocyles, i 



R1 

18.18 
9.39 
8.30 
5.56 
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403211 
417967 
400489 
425571 
4063S7 
407979 
452378 
408053 
421770 
425126 
402386 
402448 
448245 
413778 
419968 
44776B 
405163 
437120 



431073 
433495 
403716 
424969 
404348 
407070 
412919 
402409 
456150 
427030 
426328 
429307 
400172 



BE244373 Hs.1119 nuclear receptor subfamily 4. group A, m 

AJ007292 Hs.158308 ephrin-A2 

AA046306 Hs.62927 ESTs 

AA025855 Hs.19597 ESTs 

AW139474 Hs^46862 ESTs 

AA374192 Hs.106124 ribosoma! protein L41 

N32759 Hs.172944 chorionic gonadotropin, beta potypepftie 



AI923551 Hs.170843 ESTs 

AA090235 Hs.75535 myosin, light polypeptide 2, regulatory, 

X04430 Hs.93913 interteukin 6 (interferon, beta 2) 

X85400 Hs.1 9520 FXYO domairvccnlaintng ion transport reg 

A1356125 Hs.157767 ESTs, WeaWy simiiar to human HOXA2 [H.s 

AA062549 Hs.21162 ESTs 

BE254470 Hs.249186 cone-rod homeobox 

AW373784 Hs.71 dpha-2-fllycoprotein 1, zinc 

AW950928 Hs. 153998 creafine kinase, mitochondriai 1 (ubiqui 

Y10209 gb:H.sapiens mRNA for CD30L protein 

Hs.81 6 SRY (sex determining region Y)-box 2 



Z42308 gb:HSC0FB121 normalized infant brain cON 

AA397600 Hs.97531 ESTs 

AW631296 gb:hh83c09.y1 Na.CGAP.GU1 Homo sapiens 

AU076592 Hs.198951 ]un B proto-croogene 



5.46 
5.43 
5.19 
5.19 
5.08 
5.08 
4.78 
4.62 
4.52 
4.49 
4.39 
4.37 
4.31 
4.29 
4.24 
4.21 
4.19 
4.19 
4.09 
4.07 
4.05 
3.99 
194 
3.90 
3.82 
3.81 
3.80 
3.79 
3.76 
3.74 
3.71 
170 



431227 


X63755 


Hs.2743 


keratin, cuticle, ultrahigh sulphur 1 


3.68 


433883 


AI925688 


Hs.222312 


ESTs, WeaWy similar to B24264 proBne-r 


3.68 


446850 


R71245 


Hs.174303 


ESTs 


3.67 


405147 








3.64 


406821 


AA977896 


Hs.128873 


ESTs, Highly similar to ALFA.HUMAN FRUCT 


3.57 


402762 








3.55 


401496 








3.50 


421201 


AW241940 


Hs.102500 


hypothetical protein FU20481 


3.50 


402911 








3.49 


425330 


D25216 


Hs.155650 


KlAA0014gene product 


149 


438004 


AA774984 


Hs.220649 


ESTs, Weakly simBar to FCE2 MOUSE LOW A 


146 


448185 


A1633040 


Hs.172730 


ESTs 


146 


433367 


AA584930 


Hs.269451 


ESTs, Weakly simBar to XAP-Wike prate 


143 


416596 


H67669 


Hs.38564 


ESTs 


3.41 


400545 








139 


418464 


R875B0 




gb:ym89h07i1 Soares adult brain N2b4HB5 


3.37 


426507 


AA380285 




gb:EST93491 Supt ceQs Homo sapiens cONA 


135 


403479 








3.34 


406082 


S47833 


Hs.82927 


adenosine monophosphate deaminase 2 (iso 


134 


401919 








133 


449031 


AI867502 


Hs.271462 


ESTs 


133 


400116 








131 


401590 








129 


401007 








128 


404610 


H5B589 


Hs.35156 


Homo sapiens cONA FU 11 027 lis, done PL 


3.25 


408641 


AW245207 


Hs.5555 


Homo sapiens cDNAFU 13170 lis, clone NT 


3.25 


407196 


D11747 


Hs.177415 


RnkeJ-Kskis-Reiliy murine sarcoma viru 


3.23 


410258 


X52638 


Hs.739 


6-phos phornjrio-24cinase/rructose-2 1 6-bi 


123 


433232 


AI658621 


Hs.127769 


ESTs 


3.23 


457937 


AW976930 


Hs.1 28760 


ESTs 


123 


406101 








118 


407080 


Z38133 


Hs.1 13973 


myosin, heavy polypeptide 6, skeletal mu 


118 


419947 


AW298744 


Hs.118894 


ESTs 


116 


421905 


AI660247 


Hs.32699 


ESTs, Weakly similar to UV-1 protein JH 


3.16 


454019 


D31846 


Hs.37025 


aquaporin 2 (collecting duct) 


116 


428674 


AA431734 


Hs.104915 


ESTs 


3.14 


402056 








3.06 


425182 


AF041259 


Hs.155040 


zinc finger protein 217 


3.06 


425393 


NMJJ00218 


Hs.156115 


potassium voltage-gated channel. KQT-ttk 


3.06 


433657 


AI244368 


Hs.8124 


PH domain containing protein in retina 1 


105 


402158 








103 


404938 








102 


403376 








3.01 


418828 


AF020774 


Hs.88844 


Homo sapiens hair and skin epidermal-typ 


100 


402423 








2.99 


416253 


BE250659 


Hs.15463 


ESTs 


Z99 


435265 


AA779958 


Hs.185932 


ESTs 


299 


425655 


BE614551 


Hs.158675 


ribosoma! protein L14 


2.98 


428704 


AA432007 


Hs.249484 


ESTs 


2.98 


425439 


D38024 


Hs.157425 


double homeobox, 2 


2.97 


445613 


BE550889 


Hs.1 58491 


ESTs 


2.97 
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AB028968 Hs.7989 WAA1045 protein 

T76945 Hs.6421 1 ESTs, WeaMy similar to similar to acyt- 

AA313230 Hs.19413 S100caldurn-bindingproleinA12(ca|gra 

AW967486 Hs.189119 ESTs 

446993 AI570964 Hs.1 64257 ESTs 

414580 BE386918 gb:601 275385F1 NIH_MGC_20 Homo sapiens c 

423379 A1985349 Hs.157492 Homo sapiens cDNA FU 1 4079 fis, clone HE 

440206 AI762232 Hs.46794 ESTs 

402212 AW502761 Hs.30909 WAAG430 gene product 



423548 
402051 
415196 
455446 
442428 
403247 
404825 
459184 
402958 
417575 
404668 
420619 
447241 
448793 
453014 
446775 
455075 
406704 
457546 
410197 
433577 
405703 
408840 
413958 
454421 
406702 
408664 
402457 
403612 
407049 
415423 
402862 
403540 
431465 
406563 
417003 
426220 
446707 
447557 
413529 
403997 
408704 
407005 
405075 
430728 
405327 
409419 
434300 
405895 
431929 
405217 
437569 
419822 
445918 
446149 
457829 
404282 
409778 
445353 
458764 
402195 
404247 
427584 
402588 
432301 
424958 
442197 
415003 
420767 
422885 



AF007194 Hs.129782 mucin 3A, intestinal 

AK000150 Hs.78185 MAX-lite bHLHZIP protein 

AW947749 gb:RCO-MT0005-1 30300-031 -b01 MT0005 Homo 

BE4649B8 Hs.2983Q2 ESTs 



135001 Hs.95669 ESTs 

R00382 Hs.191139 ESTs 

AF130255 Hs.99430 tesBs zinc finger protein 

BE382838 Hs.19322 ESTs 

A1864581 Hs.215477 ESTs 

A1937242 Hs.176590 ESTs 

A1792836 Hs.232273 ESTs 

AW854850 gb:QV2-CT0261-201099411-h(BCT0261 Homo 

M21665 Hs.929 myosin, heavy polypeptide 7, cardiac mus 

AA568484 Hs.1 53632 ESTs 

NM 005518 Hs.59889 3%droxy-3^thyiglutaryl-CoBnzym8 Asy 

A179191 2 Hs.1 90885 ESTs, Moderately similar to ALU1_HUMAN A 

AW277132 Hs.254880 ESTs 

BE277913 Hs.172364 Homo sapiens mRNA for RJ00086 protein, 

BE409759 Hs.59563 Homo sapiens mRNA for RJ00007 protein, 

Z20656 Hs.278432 myosin, heavy polypeptide 6, cartfac mus 
R56352 gb7g93c07 j1 Soares infant brain 1 NIB H 



X72632 (NONE) 

AA164743 Hs.187617 Homo sapiens cDNA FU 13941 fis, done Y7 



AW293178 Hs.180086 ESTs 

AL038170 Hs.B0756 betaine+omocysteine methyttransferase 

AI383475 Hs.17 1697 ESTs, Weakly similar to irnmunogtobuTtn s 

AI591214 Hs.156336 ESTs 

AW028809 Hs.229570 ESTs 

U1 1874 Hs.846 . Werleukin 8 receptor, beta 

AA056635 Hs.5386 Homo sapiens cDNA:FU21522fe, clone C 

U20230 gb:Human guanyl cyclase C gene, parfial 

AW968522 gb:EST380598 MAGE resequences, MAGJ Homo 

BE207219 Hs.20474 ESTs. Highly similar to S171 12 interfero 

AA740944 Hs.116295 ESTs 

AW294163 Hs.146127 ESTs 

AA760849 Hs.294052 ESTs 

AW966864 Hs.255780 ESTs 

AW014139 Hs.145656 ESTs 

BE2429S0 Hs^03181 ESTs 

A1742291 Hs.210843 ESTs, Weakly similar to dJ1039K5.2 [Hsa 

AW499705 gb:Ul-HF-BR0p^k-b-OSO-Ulj1 NIH_MGC_5 
BE551465 Hs.175211 ESTs 

BE619386 gb:601473204F1 NIH_MGC_68 Homo sapiens c 



BE410293 Hs.179718 v-myb avian myeloblastosis viral oncogen 

U34249 Hs.167075 ring finger protein 9 

AA984420 Hs.283659 ESTs 

AW837912 gb:QV3-LT0046-25010W)6^cO2 LT0048 Homo 

Ml 1437 Hs.77741 kininogen 

AF07271 1 Hs.99918 carboxyl ester lipase (bile satt-stimula 

BE244068 Hs.121544 interteukin 12 receptor, beta 1 



2.96 
2.96 
2.95 
2.95 
Z94 
2.91 
2.90 
Z89 
2.88 
Z88 
2,88 
2.87 
2.86 
Z86 
Z65 
Z85 
Z85 
Z84 
Z83 
Z83 
Z83 
ZB2 
Z82 
Z81 
Z81 
Z80 
Z79 
Z79 
Z78 
Z78 
Z75 
Z75 
Z74 
Z74 
Z73 
Z73 
Z73 
Z73 
Z72 
Z72 
Z71 
Z71 
Z71 
Z70 
Z69 
Z69 
Z69 
Z68 
Z68 
Z68 
Z68 
Z68 
Z67 
Z66 
Z66 
2.65 
Z64 
Z64 
Z63 
Z63 
Z63 
Z62 
Z61 
Z60 
Z60 
Z59 
Z59 
Z59 
Z58 
Z53 
Z53 
Z53 
Z53 
Z52 
Z52 
. Z52 
2.50 
Z50 
Z49 
Z49 
Z4B 
Z48 
2.47 
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440424 


AI991125 


Hs.189109 


Homo sapiens cDNA: RJ21458 us, done C 


2.47 


402153 








2.46 


432152 


AKD00245 


Hs.272790 


Homo sapiens cONA RJ 20238 fis, clone CO 


146 


454414 


R55574 


Hs-164675 


ESTs 


145 


401603 








2.44 


408493 


BE206854 


Hs.46039 


phosphogrycerate mutase 2 (muscle) 


2.44 


408513 


AW206468 


Hs.103118 


ESTs 


2.43 


409826 


AW501112 


Hs34487 


hypothetical protein RJ23412 


2.42 


400672 








241 


430713 


AA351647 


Hs^642 


eukaryoGc translation elongation factor 


2.41 


449748 


K23963 


Hs32043 


ESTs 


141 


453756 


AW139415 


Hs.61905 


ESTs 


2.41 


400824 








140 


403125 








240 


406118 








2.39 


402165 








2.38 


416982 


J05401 


Hs.80691 


creatine kinase, mitochondrial 2 (sarcom 


138 


425515 


W26609 




gb:35f12 Human retina cDNA randomly prim 


2.38 


402951 








2.37 


427886 


AA417083 


Hs.104789 


ESTs 


2.37 


447173 


AW449385 


Hs.157294 


ESTs 


2.37 


448703 


BE613942 


Hs.170890 


Homo sapiens cDNA: FU21129 fis, done C 


2.37 


426344 


H41621 


Hs.169393 


transcriptional activator of the c-tos p 


2.35 


401840 








Z35 


403731 








2.34 


405378 








2.34 


405555 


Y09306 


Hs.30148 


homeodornairHTiieracting protein kinase 3 


134 


416559 


AI039195 


Hs.128060 


ESTs, Weakly similar to cDNA EST yk481g5 


2.34 


438216 


Z83952 


Hs.252815 


ESTs 


134 


448427 


BE395260 




gb:601311130F1 NIH_MGC_44 Homo sapiens c 


2.34 


451588 


AW072057 




gb:ws58g05jc1 NCl_CGAP_Bm25 Homo sapien 


134 


423011 


NM_000683 


Hs.299847 


ESTs, Highly similar to A2AD_HUMAN ALPHA 


133 


'451172 


AW206465 


Hs.207423 


ESTs 


133 


401015 








132 


414705 


BE464157 


Hs.281455 


ESTs 


132 


439894 


AA853077 




gb:NHTBCae03a05f1 Norma! Human Trabecuta . 


131 


446305 


AW270149 


Hs.254515 


ESTs, Moderately similar to AF248953 1 g 


131 


453512 


AL040160 


Hs.209542 


ESTs, Weakly similar to B cefl Enker pr 


129 


418556 


T02850 




gb:FB12A9 Fetal brain, Stratagene Homo s 


128 


457197 


AB016092 


Hs.197114 


RNA binding protein; AT-rich etement bin 


128 


457275 


AA463422 


Hs.209431 


ESTs 


128 


458766 


AW183618 


Hs.188417 


ESTs, Weakly similar to ZnT-3 [H^apiens 


128 


414075 


U11862 


Hs.75741 


amaoride binding protein 1 (amine oxida 


127 


430210 


AL157426 


Hs^35390 


Homo sapiens mRNA; cDNA OKFZp761B101 {fr 


127 


442614 


AI269030 




gb:qj73c1lx1 Na_CGAP_Wd3 Homo sapiens 


127 


402538 








126 


439891 


AL389940 


Hs.109968 


ESTs 


126 


440056 


8E29482B 


Hs.13323 


hypothetical protein FU22059 


126 


406150 








125 


426880 


AA453482 




gb2x47a11/1 Soares_testis_NHT Homo sap 


125 


447129 


AW014123 


Hs.161402 


ESTs 


2.25 


458893 


BE161733 


Hs.97283 


ESTs, Weakly similar to ALU1_HUMAN ALU S 


125 


456778 


AI458309 


Hs.1 17406 


ESTs 


124 


401728 








123 


404139 








123 


414095 


BE293546 




gb:601186671F1 NIHJ/IGCJ5 Homo sapiens c 


123 


432037 


AW450592 


Hs.300459 


ESTs 


123 


451965 


AA021163 


Hs.22287 


ESTs 


123 


416768 


AA363733 


Hs.1032 


regenerating islet-derived 1 alpha (pane 


122 


427586 


AA609B61 


Hs. 190592 


ESTs 


122 


454108 


AA161071 


Hs.71465 


squalene epoxidase 


122 


429749 


AJ68S174 


Hs.22293 


ESTs 


121 


434507 


AW511138 


Hs.256581 


ESTs 


121 


436652 


AA724543 


Hs.168824 


ESTs 


121 


437433 


R74016 


Hs.121581 


ESTs 


121 


401688 








120 


441748 


R14439 


Hs^09194 


ESTs 


119 


453072 


BE251845 


Hs^21516 


ESTs, Weakly similar to tetraspan TM4SF 


119 


400635 








118 


417176 


AW974475 


Hs.143467 


ESTs 


118 


427858 


NM_001971 


Hs.21 


elastase 1, pancreatic 


118 


454886 


AW837063 




gtrQVUT0037-1 50200-06^8 LT0037 Homo 


118 


458232 


BE217872 


Hs.279537 


ESTs 


118 


408922 


R87388 




gteym88g04.r1 So ares adull brain N2MHB5 


117 


423668 


Y10148 


Hs.131138 


neurotensin receptor 2 


117 


440338 


R62431 


Hs.12758 


ESTs 


117 


403115 








116 


409125 


R17268 


Hs.301560 


ESTs 


116 


426887 


AI971975 


Hs.212892 


ESTs 


116 


413811 


BE168828 




gb:QV1.HT0517^2O40O-145-fO4 HT0517 Homo 


115 


442962 


AI025315 


Hs.131615 


ESTs 


115 


403921 








114 


413140 


T06607 


Hs.6846 


hypothetical protein FU 13055 


114 
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421996 
436130 



AW583807 
AA341497 



407243 MD58357 

407708 AF019968 

442792 A1352340 

454406 AA213605 
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Hs.1460 glucagon 

Hs.31408 ESTs 

Hs.74466 carawembryonic antigen-related cell ad 

Hs.37936 suppressor of variegation 3-9 (Drosophil 

Hs.131194 ESTs 

Hs.267861 ESTs 

gb:EST50478 Gall Madder I Homo sapiens 

Hs.1 87778 ESTs 



Hs.285749 Human DNA from chromosome 1 ^specific co 

gb:Homo sapiens kaDikrein-fike protein 

Hs^07066 ESTs. Weakly similar b FOG [Kimusculus] 

H5L279909 CGW5 protein 

Hs.1 70434 Homo sapiens cDNA FU 14242 fe, clone OV 

Hs301423 calcium binding protein 1 (calbrain) 

Hs.5038 neuropathy target esterase 

Hs.1 821 83 caldesmonl 

Hs.169100 Homo sapiens cDNA FU112529 fis, clone NT 

Hs.1 10196 NICE-1 protein 

Hs.250760 cytochrome c oxidase subunit Via polypep 

Hs.147953 ESTs 

Hs.196573 ESTs 

gb:RC1-BT0313-301299-012-h1 1 BT0313 Homo 

Hs^54727 ESTs 

Hs.165538 ESTs 

Hs^96234 ESTs, Highly similar to mi tog enervate 



Hs.109012 ESTs 

Hs.85492 smaB muscle protein, X-lsnked 

Hs.48485 ESTs 

Hs.10414 hypothetical protein FU10748 

Hs.143561 ESTs 

gb:RC1-BT0313.11030(W)1 W06 BT0313 Homo 
gb:EST375158 MAGE resequences, MAGH Homo 

Hs.88523 ESTs 

gb:UWHF^r^akri>h-07-0-Ul.r1 NIH_MGC_50 
Hs,187694 ESTs 
Hs.258653 ESTs 



Hs.148584 Homo sapiens cDNA FU10543 lis, done NT 

Hs.299865 ESTs 

Hs.128942 ESTs 

Hs.1 13275 purinergic receptor P2X-like 1, orphan r 

42S352 NIO00939 Hs.1897 proopiomelanocortin (adrenocorticotroprn 

410285 AA083609 gb2m63d05 j1 Stratagene fibroblast (937 

414323 NM.014759 Hs^39500 K1AA0273 gene product 

428119 AW298211 Hs.255737 ESTs 

424510 AK001841 Hs.1 49797 hypothetical protein FU 10979 

425280 U31519 Hs.1 872 phosphoenolpyruvate carboxyldnase 1 (sol 

429785 H82114 Hs.301769 ESTs 

437344 R90921 Hs.6846 hypothetical protein FU 13055 

Hs.249260 ESTs 

Hs.79625 heterogeneous nuclear ribonudeoprotein 

Hs.120879 ESTs 

Hs.105805 ESTs 

Hs.75416 OAZ associated protein 2 



424648 


AA344575 


433963 


AI218808 


400736 




406343 




409702 


A1752244 


432092 


AF135026 


441915 


AI566116 


453147 


AA733098 


415604 


Z44177 


422927 


AW24738B 


401211 


AJ 004832 


413808 


J00287 


414433 


BE407755 


421978 


AJ243662 


431204 


F28841 


433605 


AI37B012 


449383 


AW444712 


455652 


BE064675 


402382 




407282 


A1345597 


457273 


AI167145 


459073 


AW968616 


402394 




428875 


AW451624 


456534 


AA509911 


434352 


AF129505 


439281 


AA100768 


444153 


AK001510 


401122 




444340 


A114319B 


455104 


BE064863 


415011 


AW963085 


440144 


AW082297 


403183 




409802 


AW500732 


430144 


A1732722 


444580 


A1168365 


401704 




401810 




424473 


AK001405 


438573 


AW135084 


412921 


BE009345 


422233 


AB002058 



451819 AI819096 

459060 H89244 

422664 AA315933 

432247 AA531287 

453820 R77494 
400675 

405556 Y09306 
407099 



440297 
443104 



BE560553 
AA088470 



Hs.30148 horneodomain-interacfing protein kinase 3 

Hs.278423 pregnancy specific beta-1-glycoprotein 4 

Hs.205450 Homo sapiens cDNA: FU 22570 fe. done H 

Hs.83135 p53-responsrve gene 6 

Hs.58330 ESTs 



444329 W73753 
402690 

432354 AW137262 Hs.192713 ESTs 

427811 M81057 Hs.1808B4 carboxypepBdaseBI (tissue) 

443322 A1825817 Hs.143272 ESTs 

45B185 A1762757 Hs.129869 ESTs, Weakly similar to AF1 13B85 1 PRO09 

Hs.160427 ESTs 



459072 
402534 



AI815978 



AA078492 

416931 D45371 

430176 AL161995 

430631 AJ003147 

433114 AA121579 

439254 U57352 

448461 AW166358 

450675 AA010662 



gb:7P04D1 1 Chromosome 7 Placental cDNA L 
Hs.80485 adipose most abundant gene transcript 1 
Hs.234775 neurturin 

Hs . 278464 olfactory receptor, family 1 , subfamily 

gb:zn77f0lr1 Stratagene NT2 neuronal pr 
Hs.6517 amfloride-sensiBve cation channel 1, ne 
Hs.124979 ESTs 
Hs.188639 ESTs 



2.14 

114 

2.13 

2.13 

2.12 

112 

111 

111 

110 

110 

110 

110 

110 

110 

108 

108 

107 

107 

107 

107 

107 

106 

106 

105 

104 

104 

104 

104 

103 

103 

103 

102 

102 

102 

101 

101 

101 

100 

100 

1.99 

1.98 

1.98 

1.98 

t.97 

1.97 

1.97 

1.97 

1.96 

1.96 

1.96 

1.95 

1.94 

1.94 

1.92 

1.92 

1.92 

1.92 

1.92 

1.92 

1.91 

1.91 

1.91 

1.90 

1.90 

1.90 

1.90 

1.90 

1.90 

1.89 

1.89 

1.88 

1.88 

1.88 

1.88 

1.87 

1.87 

1.87 

1.87 

1.87 

1.87 

1.87 

1.87 
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401767 1-86 

449891 NB48B7 Hs.37848 ESTs 1.85 

400527 1.M 

428581 AA430570 Hs.104881 ESTs 184 

5 443647 AV653846 Hs.126261 Homo sapiens Chromosome 16 BACcbne CTT 1.84 

444785 AV551441 Hs.282475 ESTs 1.84 

449566 AA001778 Hs.288156 Homo sapiens cDNA: FU21819 fis, clone H 1.84 

436752 AW298529 Hs.255774 ESTs 1.83 

437405 AA338837 Hs.42547 Homo sapiens cDNA FU 13975 fis, clone Y7 1.83 

10 449174 T66136 Hs.12880 ESTs 1.83 

449887 AW080843 Hs^00275 ESTs 1.83 

453251 AA034116 Hs.118494 ESTs 1.83 

454243 AW241901 Hs.250683 ESTs 1.83 

459188 AA216382 Hs.3fl002 SH3Hxmtamir)g protein SH3GLB2 1.83 

15 424334 AA393460 gb^l71e05j1 SoaresJestis.NHT Homo sap 1.82 

432150 AK000224 Hs.272789 nypothefcal protein FU2021 7 1.82 

408123 AW163377 gb^u94e02.y1 Schneider fetal brain 0000 1.61 

428722 076456 Hs.190787 tissue inhibitor of metailoproleinase 4 1.80 

442196 AI902646 Hs.31844 Homo sapiens cDNA FU 12586 fis, done NT 1.80 

20 421419 M99587 Hs.104134 homeo box (H6 famDy) 1 1.79 

405420 1.78 

405737 1.78 

414016 AA134594 Hs.71528 ESTs 1.78 

415744 AW964850 Hs.279307 ESTs 1.78 

25 420375 AF182077 Hs.97244 glioma tumor suppressor candidate region 1.78 

426322 J05058 Hs.2012 transcobalarnin I (vitamin B12 binding pr 1.78 

421592 AF009801 Hs.105941 bagpipe homeobox (Drosoprtila) homofog 1 1.77 

401743 175 

405187 1.75 

30 442763 AI017037 Hs.131121 ESTs 1.75 

451621 AI87914B Hs.26770 fatty acid binding protein 7, brain 1.75 

413248 T64858 Hs^1433 ESTs 1.74 

423913. NMJJ16435 Hs.301055 hepatocellular cara'frama-associaied anti 1.74 

439999 AA1*15811 Hs.6838 ras homobg gene family, member E 1.74 

35 440185 AW104546 Hs.270929 ESTs 1.74 

450482 AI697844 Hs.221720 ESTs 1.74 

413972 BE279548 Hs.162717 ESTs,WeaWysirnflartoHPPD_HUMAN4-HYD 1.73 

420476 AW575863 Hs.136232 ESTs 1.73 

428748 AW593206 Hs.98785 ESTs 1.73 

40 431148 AA502653 Hs.28621 ESTs 1.73 

447205 BE617015 Hs.11006 ESTs 1.73 

455994 BE179190 gb:RC0-HT0613-21030(W)32-fl)7HT0613Homo 1.73 
401039 1.72 
403251 1.72 

45 409762 AW4988B4 Hs.257970 ESTs 1.72 

440914 AA909552 Hs.1438B4 ESTs 1.72 

448507 AL133109 Hs.21333 Homo sapiens mRNA; cDNA DKFZp566N1 047 (f 1.72 

409605 AW444477 Hs.258507 ESTs 1.71 

441212 AW242447 Hs.146182 ESTs, Weakly similar to lactase phlorizi 1.71 

50 445624 AW140103 Hs.78880 iivB (bacterial acetotactate synthase}-} 1.71 

458619 AA872064 Hs.301218 ESTs, Weakly similar to Unknown gene pro 1.71 
401969 1.70 
403327 1.70 

407245 X90568 Hs.172004 ffljn 1.70 

55 417361 NM.000275 Hs.82027 oculocutaneous aJbfnism II (pink-eye dil 1.70 

436034 AF2B2693 Hs.1501B5 Irrftarnmafion-related G protein-coupled r 1.70 

4426B2 AI014545 Hs.231027 EST 1.70 

458494 AI380906 Hs.158436 ESTs 1.70 
404682 1.69 

60 407402 AF035303 gb:Homo sapiens done 23943 mRNA sequenc 1.69 

409368 AA071059 gbzm66a10.r1 Stralagene neuroepilherium 1.69 

440362 AA883812 Hs.125508 ESTs 1.69 

448866 BE297743 Hs.284203 myogenic factor 3 1.69 
402201 1.68 

65 426230 AA367019 Hs.241395 protease, serine. 1 (trypsin 1) 1.68 
403186 1.67 

409543 AW410200 gb.*rn05b12j(1 N1H_MGC_17 Homo sapiens cD 1.67 

443672 AA323362 Hs.9667 butyrobetaine (gamma), 2-oxciglutarate di 1.67 

450391 AI694522 Hs.202280 ESTs 1.67 

70 408919 AW295352 Hs.251836 ESTs 1.66 

416136 H45027 Hs.181770 ESTs 1.66 

416865 H97863 Hs.42456 ESTs 1.66 

419582 H13139 Hs.92282 paired-like homeodomain transcription fa 1.66 

^ 437237 BE513073 gb:601 1 71 435F 1 N1HJAGCJ5 Homo sapiens c 1.66 

75 429134 AA446953 Hs.99004 ESTs 1.65 

445041 T64183 Hs.11398 ESTs 1.65 

453240 AI969564 Hs.284249 Homo sapiens cDNA FU22334 fis, clone H 1.65 

405243 ' 1.64 

on 426039 BE265133 Hs.217493 annexinA2 1.64 

oO 430135 NM.000035 Hs.234234 aldolase B. fructose-bisphosphate 1.64 

435942 R06285 Hs.191215 ESTs , 1.64 

448106 AI800470 Hs.171941 ESTs 1.64 

408591 AF015224 Hs.45452 mammagtobinl 1.63 
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410881 
417743 
430632 
448651 
453718 
459499 
412374 
419113 
426795 
426998 
428407 
444475 
453399 
456275 
414060 
418004 
426651 
443853 
407007 
412067 
419080 
448619 
403665 
407524 
424286 
412056 
430218 
431882 
450797 
455366 
408421 
421907 
432742 
436624 
439543 
443317 
449097 
457127 
407387 
418837 
435749 
458475 
402561 
411187 
419224 
414657 
415426 
42142B 
426300 



437728 
407124 
414932 
433500 



453391 
424688 
435895 
443012 
415824 
445152 
455941 
457889 
458503 
400694 
420937 
426752 
425784 
428874 
444287 
450684 
425747 
432378 
447999 
453888 
406667 
418129 
426309 
425755 
414258 
417421 
420562 
425011 



AW809157 
R14738 
AC004597 
BE246440 
AL1 19317 
AW402653 
X013B8 
AM465B6 
AI810474 
BE274350 
NM.003963 
C75571 
Z70295 
AW976183 
BE246327 
U37519 
AF196478 
A1089064 
U22961 
N45697 
AW150835 
AI867182 

X64985 
AA338285 
T28160 
AW998865 
NMJXJ1426 
A1761930 
AW947563 
AW193734 
BE018556 
AA564453 
T64297 
W75935 
AI051601 
BE27170B 
AA1 94554 
AB000895 
U48263 
AA584890 
A1650322 

AW821291 
NM_012189 
AA424074 
Z41991 
U26726 
U15979 
A1807459 
M766719 
R08160 
C14577 
AF064255 
AW445181 
AW600302 
AA216287 
AF037335 
AI566813 
042039 
AI214667 
BE160011 
AL035864 
AL133933 



gb:RC0-ST011BO41099-031«c07J ST0118Ho 
Hs.8312 ESTs, Weakly simBar to AF170723 1 prole 
Hs.248088 olfactory receptor, family 10, subfamily 
Hs.93728 pre-B-cell leukemia transcription factor 
Hs.1 20360 phospholipase A2, group VI {cytosofic c 
Hs.28355 Homo sapiens cDNA: FU22402 fe, clone H 
Hs.73849 apolipoprotein C-ll! 
Hs.21835 ESTs 
Hs.196945 ESTs 

gb:601121068F1 NIHJAGCJ0 Homo sapiens c 
Hs.1 84194 transmembrane 4 superfamlry member 5 

gb:C75571 Human pancreafic islet Homo sa 
Hs.32966 guanytate cyclase activator 2B(uroguany 
Hs.88414 ESTs, Weakry similar to (U512E2.1 p-Uap 
gb:TC8AP1E1967 Pediatric pre-B eel acut 
Hs.87539 aldehyde dehydrogenase 8 
Hs.1 88401 annexinMO 
Hs.250644 ESTs 

gb:Human mRNA clone with similarity to L 
gb:yy78d01j1 Soares_murQple„sderosis_ 
Hs.1 8878 hypothetical protein FU21 620 
Hs.202255 ESTs 

gb:H5aptens mRNA HTPCRX1 1 for olfactory 
Hs.90744 proteasome (prosome, macropain) 26S subu 
Hs.778 guanylate cyclase activator 1B (retina) 
Hs.1 86703 ESTs 
Hs.271977 engrailed homologl 
Hs.205127 ESTs 

gb:RC0-MT0004-1403(KW)31-g11 MT0004 Homo 
Hs.253067 ESTs 

Hs.109358 ATPase, Class V, type 10B 
Hs.162339 ESTs 

Hs.5241 fatty acid binding protein 1. fiver 
Hs.146083 ESTs 
Hs.200191 ESTs 

Hs.95110 ESTs, Weakly similar to PIP6_HUMAN 1-PHO 
Hs.183434 ATPase. H+ transporting, lysosomal (vacu 
gb:Homo sapiens mRNA for cadherin FIB1, 
Hs.89040 prepronociceptin 
Hs.5302 lecfin, gaiaciostrJe-binding. soluble, 4 
Hs.143249 ESTs 



AW966719 

X69490 

U03749 

W32133 

AI033077 

AA872605 

AI457620 

AI493045 

AW138840 

AW450670 

M12523 

X52997 

AI912555 

BE253469 

AA2032B5 

AL138201 

AI345569 

T51986 



gb:PM3-ST0307-241299-002-403 ST0307 Homo 

Hs.252716 fibrousheaihinll 

Hs J6780 protein phosphatase 1, regulatory (inhib 

Hs.23197 ESTs 

Hs.1 376 hyaroxysteroid {1 1-beta) dehydrogenase 2 

Hs.16922B deltas homolog (Drosophila) 

Hs.98582 ESTs 

gb:oa39c09.s1 NCJ_CGAP_GCB1 Homo sapiens 

Hs.268857 ESTs, Weakly similar to ALU1_HUMAN ALU S 

Hs.194517 ESTs 

Hs.1 11401 very long-chain acyl-CoA synthetase homo 

Hs.209637 Homo sapiens cDNA FU12921 fis. done NT 

Hs.232655 ESTs 

Hs.1815 myosin, fight polypeptide 3, aflcali; ven 

Hs.5338 carbonic anhydrase XII 

Hs.132278 ESTs 

Hs.76871 mesoderm development candidate 2 

Hs.283597 ESTs 

Hs.129998 Homo sapiens cDNA FU14267 fis, clone PL 

Hs.69517 ESTs, Highly simBar to differenGally e 

Hs.64310 interleukin 1 1 receptor, alpha 

Hs.1 340 colipase, pancreatic 

Hs.172004 filin 

Hs.172216 chromogranin A {parathyroid secretory pr 

Hs.194366 transthyretin (fjrealburnin, amyloidosis t 

Hs.1 0755 (fihydrcpynrnidinase 

Hs.25333 interieukin 1 receptor, type 11 

Hs.205360 ESTs 

Hs.146133 ESTs 

Hs^01778 ESTs 

Hs.252819 ESTs 

Hs.75442 albumin 

Hs.1 1 44 glycoprotein IX (platelet) 

Hs.1 57195 peptide YY, 2 (seminalplasmm) 

gb£01108143F1 NIHJ/IGCJ6 Homo sapiens c 
Hs^94141 ESTs. Weakly similar to dJ733D15.1 [H.sa 
Hs.82120 nuclear receptor subfamily 4. group A, m 
Hs.190046 ESTs 
Hs.283108 hemogtabin, gamma G 
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443050 AI612788 Hs.1 32348 ESTs, Weakly simflar to diaphanous 1 [H. 1.46 

411074 X6043S Hs.68137 adenylate cyclase acBvafing polypeptide 1.45 

434680 T11738 Hs.127574 ESTs 1.45 

454771 AW819939 Hs.273629 ESTs 1.45 

5 415672 N53097 Hs.193579 ESTs 1.44 

418141 AW845738 Hs.171118 Homo sapiens mRNA for HJ00026 protein, 1.44 

406706 X03740 Hs-231581 myosin, heavy porypepOde 1, skeletal mu 1.43 

418197 AA214253 gb:zn58gOZrl Stratagene muscle 937209 H 1.43 

431821 AW452256 Hs.271221 hypothetical protein RJ200S4 1.43 

10 455433 AW939463 gb:QV1-QT0072O101(XW56^02 DT0072Homo 1.43 

407743 AW814118 gbM^ST0203-15119W11^09ST0203Homo 1.42 

418888 AU076801 Hs.89435 cadnerin 17, LI cadherin (frver-intesun 1.42 

434001 AW950905 Hs.3597 serine (or cysteine) proteinase inhibitD 1.42 

441031 AI110684 Hs.7645 fibrinogen, 6 beta pdypepQde 1.42 

15 452456 BE080763 gb.*OV1-BT0S31-150200-071-fD9 BT0531 Homo 1.42 

456535 AA305079 Hs.1342 cytochrome c oxidase subunit Vb 1.42 

408349 BE546947 Hs.44276 homeoboxdO 1.41 

420391 AA456891 Hs.79123 K1AA0084 protein 1.41 

421126 M74587 Hs.102122 insulin-like growth factor binding prote 1.41 

20 449329 AW752783 gb:IU^0219-221199429-R)3CT0219Horno 1.41 

453615 AA195712 Hs.132696 ESTs 1.41 

417296 L36196 Hs.81884 sulfotransferase family, cytosolic, 2A, 1.40 

420287 AA740907 Hs.88297 ESTs 1.40 

427583 M82962 Hs.179704 meprin A, alpha {PABA peptide hydrolase) 1.40 

25 418787 AW296134 Hs.86999 ESTs 1.39 

422072 AB018255 Hs.111138 KIAA0712 gene product 1.39 

425988 BE045897 Hs.274454 ESTs 1.39 

428087 AA100573 Hs.l'82421 troponin C2, fast 1.39 

438136 NMJJ02390 Hs.6088 a oTsintegrin and metaftoproteinase dorna 1.39 

30 455579 BED11320 gb:PM3^N021W90500402Kl09BN0218Homo 1.39 

402316 1.38 

417084 H0B370 Hs.33067 ESTs 1.38 

423276 AC003034 Hs.1 26261 Homo sapiens Chromosome 16 BAC done CIT 1.38 

433787 A1472951 Hs.173688 ESTs 1.38 

35 413830 BE263439 Hs.13144 HSPC160 protein 1.37 

423576 NM_000383 . Hs.1 23829 autoimmune regulator (autorrtimmune polyen 1.37 

401886 1.35 

412688 AW583062 Hs.74502 chynx)trypsinogen B1 1.36 . 

401238 1.34 

40 421511 AA488940 Hs.105216 hypothetical protein FU1 1125 1.34 

422440 NMJJ04812 Hs.1 16724 aldo-keto reductase family 1 , member B1 1 1.34 

♦ 425450 U14755 Hs.157449 UM homeobox protein 1 1.34 

427333 AFQ67797 Hs.176658 aquaporin8 1.34 

430937 X53463 Hs.2704 Glutathione peroxidase 2 (gastrointestin 1.34 

45 445204 AW135523 Hs.245853 ESTs 1.34 

452030 AL137578 Hs^7507 Homo sapiens mRNA; cDNA DKFZp564N2464 (f 1.34 

456379 W22206 gb:63£10 Human retina cDNA Tsp509l-deav 1.34 

457416 BE142052 p>^34fT0137-150999<)11-b05HT0137Homo 1.34 

415741 A1902761 Hs.272087 ESTs 1.33 

50 422260 AA315993 Hs.105484 ESTs, Weakly similar b UTB_HUMAN UTHO 1.33 

429188 AB011171 Hs.198037 WAA0599 protein 1.33 

442776 AW959498 Hs.8709 crtymotryrjsinC((^o^crin) 1.33 

454748 AW862014 gb:RC3-CT0347-160200-013-d09 CT0347 Homo 1.33 

437744 AW290905 Hs.300288 ESTs, Weakly similar to CGHU2E collagen 1.32 

55 451997 AA021351 Hs.158497 WAA0724 gene product 1.32 

452340 NOQ2202 Hs.505 ISL1 transcription factor, UM/homeodoma 1.32 

411879 BE145354 Hs.273758 Homo sapiens cDNA: FU231 12 fis. done L 1.31 

424304 NMJJ01395 Hs.144879 dual specrfidty phosphatase 9 1.31 

^_ 401442 1-30 

60 403942 1.30 

443687 F13040 Hs.1 82937 pepfio>1prolytisomeraseA(ty:»ophrin 1.30 

401624 1.29 

411885 AA452636 Hs.131057 ESTs, Moderately similar to CRGD^HUMAN G 1.29 

418575 AA225313 Hs.222886 ESTs 1.29 

65 419818 AI657122 Hs.301931 ESTs 1.29 

429845 AB020337 Hs.225943 UDP-GatbetaGlcNAc beta 1,3^lactosyitr 1.29 

447586 AI081980 Hs.285829 solute carrier family 25 (rritochondriai 1.29 

407013 U35637 gb:Human nebuHn mRNA, partial cds • 1.28 

428470 AC002301 Hs.1 84507 Homo sapiens Chromosome 16 BAC done CIT 1.28 

70 429780 AL137518 Hs.30038B ESTs 1.28 

453539 AW731886 Hs.95196 ESTs, Weakly similar to T20B1 Z3 [Celeg 1.28 

400846 1.27 

420257 AA257035 Hs.190042 ESTs 1.27 

429184 AF095735 Hs.1 98003 sarcosine dehydrogenase 1.27 

75 437389 AL359587 Hs.271586 hypothetical protein DKFZp762M1 15 1.27 

444412 AI147652 Hs.216381 Homo sapiens done HH409 unknown mRNA 1.27 

451139 AW293316 Hs.205558 ESTs 1.27 

431284 AA570148 Hs.126783 Homo sapiens cDNA FU2261 0 fts, done H 1.26 

ork 431969 AA366217 Hs.2879 carboxypeptidaseAl (pancreatic) 1.26 

80 406158 1.25 

419648 T73661 Hs.91877 ESTs, Highly similar to TH1H_HUMAN THYRO 1.25 

430681 AW969675 Hs.291232 ESTs 1.25 

434880 U02388 Hs.101 cytochrome P450, subfamily 1VF, porypept 1.25 
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436217 
440089 
446787 
448207 
454869 
413271 
422619 
422796 
427530 
437727 
426435 
426429 
407964 



432029 

457843 

413242 

446057 

447198 

449513 

415566 

423315 

455817 

459354 

408432 

414275 

419251 

456702 

458009 

410193 

417779 

435101 

445360 

414160 

418078 

425133 

437935 

446377 

420097 

446591 

451477 

459197 

428934 

431191 

424403 

433546 

451179 

400302 

420774 

428887 

430582 

453642 



417998 
456387 
427965 
447388 
413841 
429201 
433313 
439450 
458963 
405161 
406741 
424294 
424544 
444687 
444754 
421243 
. 444290 
407984 
439706 
402194 
427506 
428819 
434590 
416378 
431912 
443316 
428585 
400440 
404619 
407168 



T53925 
AA864468 
U67167 
A1475490 
AW836004 
AA127873 
AA313322 
AW897265 
M405093 
M766707 
AI827946 
X73114 
AW130334 
AI763257 
D31628 
AW138211 
BE074165 
AW20227 
D61523 
A1653232 
F12119 
R54109 
8E142384 
BE514778 
AW195262 
AW970254 
NM 001486 
A1684534 
A1221409 
AJ132592 
AA829526 
A1743156 
AI798776 
BE257021 
AA521268 
NN/L002613 
AW939591 
AW014022 
AA700127 
H44186 
AI798425 
BE244587 
AF039401 
AW972118 
F05183 
A1075877 
W05469 
N48056 
AA280209 
AA437009 
A1215509 
AI370936 
M29540 
AW967420 
W28876 
D00306 
AW630534 
M34276 
X03178 
W20128 
R51613 
AI701393 



Hs.107 
Hs.135646 
Hs.315 
Hs.170577 

Hs.1 14949 



Hs.126519 

Hs.153039 

Hs.189118 

Hs.169849 

Hs.281111 

Hs.86327 

Hs.2899 

Hs.1 28746 



Hs.283435 
Hs.195059 

Hs.26096 



Hs.889 
Hs.89771 

14.144983 
Hs.59757 
Hs.124977 
Hs.131064 
Hs.156029 

Hs.86508 
Hs.154729 
Hs.5940 
Hs.170953 
Hs/1 90504 
Hs.15456 
Hs.42710 

Hs.194659 
Hs.100002 
Hs.1799 
Hs.125461 
HS.3181B 
Hs.1915 
Hs.165270 
Hs.98984 
Hs.143954 
Hs.34074 
Hs.220529 



HS.183B64 
Hs.76277 
Hs.75576 
Hs.198246 
Hs.296039 
Hs.125304 
Hs.278723 



Gbrinogen-tike 1 
ESTs 

mucin 2, mtestinal/tracheal 
ESTs 

gb:PM(R.T0019-17020(H)01-d11 LT0019Homo 
ESTs 

gb'ESTI 85218 Colon carcinoma (HCCJ cell 

gb:CM0-NN0057-15O40fc335-a04 NN0057 Homo 

ESTs 

ESTs 

ESTs 

myosin-binding protein C, slew-type 
ESTs 

Homo sapiens cDNA: RJ22431 fis. done H 
4-hydraxyphenylpyruvale dioxygenase 
ESTs 

gbPM3-BT0564-03030O002-e12 8T0564 Homo 

ESTs 

ESTs 

EST 

gb:HSC35H091 normalized infant brain cDN 
ESTs 

gb^2-HT0144-21099W11-d04 HT0144 Homo 
gb:601317094F1 NIH.MGCJ Homo sapiens cD 
gbixn67b05j(1 NCLCGAP_CML1 Homo sapiens 
Charot-Leyden crystal prolan 
glucokinase (hexokinase 4) regulatory pr 
gb.-wa72f10a1 Soares_NFU"_GBC_S1 Homos 
ESTs 

zinc finger protein 281 
ESTs 
ESTs 
ESTs 

gb:601 1 17426F1 NIH_MGC_16 Homo sapiens c 
ESTs 

3-phosphdnosi6de dependent protein kin 
hypothetical protein FU20053 
ESTs 
ESTs 

PDZ domain containing 1 
ESTs 

gb:TCBAP2E0851 Pediatric pre-B cell acut 
chloride channel, calcium activated, fam 
HSPC162 protein 
CD1D antigen, d polypeptide 
Homo sapiens cDNA RJ11539 fis, clone HE 
ESTs 

folate hydrolase (prostate-specific memb 
ESTs 
ESTs 
ESTs 

dipeptidylpeptidaseVI 
rarcinoembryonic antigen-related cell ad 
ob:EST379495 MAGE resequences, MAGJ Homo 
gb:52h7 Human retina cDNA randomly prime 



ESTs, Weakly similar to TB2 [H^apiens] 
plasminogen 

group-specific component (vitamin D bind 

ESTs • 

ESTs 

Rad and Gem-related 2 (rat homolog) 



AA058357 

BEB9311 

M88700 

AW972109 

T83911 

AW873803 

AA262496 

AW134708 

AW872527 

AK000134 

AL135623 

T47232 

AW044467 

AI660552 

AM78463 

AB007863 

X83957 

BE514535 

R45175 



Hs 74466 carcinoembryonic antigen-related cell ad 

gb:601 1 19256F1 NIH_MGC_17 Homo sapiens c 
Hs.1 50403 dopa decarboxylase (aromatic L-arnino aci 
Hs.135107 ESTs 

Hs.118B1 transmembrane 4 superfamily member 4 
Hs.102876 pancreatic lipase 
Hs.29280 ESTs 
Hs.243569 ESTs 
Hs.59761 ESTs 

Hs.179100 hypothetical protein FU20127 
Hs.193914 K1AA0575 gene product 

gb:yb64bOB.s1 Stratagene ovary (937217) 
Hs.73708 ESTs, Weakly similar to A57291 cytokine 
Hs.154903 ESTs, Weakly similar to A56154 AW subst 
Hs.18443 ESTs 
Hs.185140 KJAA0403 protein 
Hs.83870 nebulin 

Hs.77171 rrinicbromosome maintenance deficient (S. 

gb:yg40f01.s1 Soares infant brain 1NIBH 
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408052 AW501117 Hs^B3585 ESTs 100 

409187 AF 154 830 Hs.50966 carbamoyHtephate synthetase 1, mitoch 1.00 

409327 L41162 Hs.53553 collagen, type IX, alpha 3 1.00 

410234 NH.003837 Hs.61255 fructose-1.W)isphosphatase2 1.00 

5 410319 R23413 Hs.71935 putative zinc finger protein from EUROIM 1.00 

411000 N40449 Hs.201619 ESTs, WeaHy similar to SEB4B [H^apiens 1.00 

412098 AI493054 Hs.15896B ESTs 1.00 

412446 AI768015 Hs.92127 ESTs 1.00 

412637 M115097 Hs^61313 ESTs 1.00 

10 413147 BE067271 gbJM2-BT0349-16129M01-b05 BT0349 Homo 1.00 

413597 AW302885 Hs.117183 ESTs 1.00 

414117 W88559 Hs.1787 proieoSpid protein (Pefizaeus-Merzbache 1.00 

414523 AU076633 Hs.76353 serine (or cysteine) proteinase inhibit) 1.00 

417074 Z49878 Hs.81131 guanitfincacetate N-methyttransferase 1.00 

15 418390 AF 133820 Hs.84665 tifin immunoglobuSn domain protein (rayo 1.00 

419768 T72104 Hs.93194 apotipoprotein A-l 1.00 

420182 Z44245 Hs.22999 ESTs 1.00 

420923 AF097021 Hs.273321 differentially expressed to hematopoieii 1.00 

421100 AW351839 Hs.124660 Homo sapiens cDNA: FU 21763 lis, done C 1.00 

20 421204 AW081587 Hs.165051 ESTs 1.00 

422189 AF252292 Hs.1 12933 Tax in teracGon protein 40 1.00 

422792 AI951548 Hs.135163 ESTs 1.00 

423371 AU076819 Hs.1650 solute carrier famBy 26, member 3 1.00 

42420B AW583123 Hs.143113 pancreatic fipase-related protein 2 1.00 

25 424922 BE386547 Hs.217112 ESTs, Weakly similar to Similarity to Ye 1.00 

425206 NWL002153 Hs.155109 hydroxysteroid (17-beta) dehydrogenase 2 1.00 

425545 N98529 Hs.1 58295 HurnanmrW for rnyosm fight chain 3{MLC 1.00 

425983 AK000226 Hs.165619 mucin and cadherin-fike 1.00 

426004 AW600300 Hs.124123 ESTs, WeaHy similar to syncotlin [Ftnor 1.00 

30 427627 R87582 Hs.179915 guanine nucleoBde binding protein (G or 1.00 

428848 NM 000230 Hs.194236 leptin (murine obesity homciog) 1.00 

429027 AL022314 Hs.194750 Human DNA sequence from clone 1170K4 on 1.00 

429231 AA813214 gb2p2e09.s1 Soares^tesGs.NHT Homo sap 1.00 

429441 AJ224172 Hs.204096 BpopruTm B (uterc^Wn famBy member) 1.00 

35 429930 A1580809 Hs.99569 ESTs 1.00 

429970 AKX0072 Hs.227059 chloride channel, calcium acfivated. fam 1.00 

430418 R98852 Hs.36029 heart and neural crest derivatives expre 1.00 

431845 AA516469 Hs.270554 ESTs 1.00 

433084 M18079 Hs.282265 fatty add binding protein 2, intestinal 1.00 

40 433839 F35430 Hs.146070 ESTs, Weakly similar to ALU1_HUMAN ALU S 1.00 

434452 AA634333 Hs.116822 ESTs 1.00 

435499 R89344 Hs.14148 ESTs 1.00 

438433 AB018274 Hs.6214 KIAA0731 protein 1.00 

442403 AW207724 Hs.129516 ESTs 1.00 

45 442803 A1675298 Hs.199917 ESTs 1.00 

443266 A1277101 Hsl25B90 ESTs, Weakly similar to transducin [H.sa 1.00 

444656 AI277924 Hs.1 451 99 ESTs 1.00 

445573 AI439645 Hs.157494 ESTs, Weakly similar to KIAA0676 protein 1.00 

446163 AA026880 Hs.25252 Homo sapiens cDNA FU13503 fts, done PL 1.00 

50 447359 NKL012093 Hs.18268 adenylate kinase 5 1.00 

447551 BE066634 Hs.929 myosin, heavy polypeptide 7, cardiac mus 1.00 

448657 BE147857 Hs.293841 ESTs, Weakly similar to KIAA0672 protein 1.00 

449238 AA428229 Hs.85524 musde-specific RING-finger protein homo 1.00 

450085 AW293791 Hs.60162 Homo sapiens cONA: FU21528fis, done C 1.00 

55 450390 N93227 Hs.98403 ESTs 1.00 

4516B1 Z28564 Hs^55950 ESTs, Weakly similar to M64_HUMAN 64 KD 1.00 

452093 AA447453 Hs.27860 Homosar^mRr^cDNADKFZp586M0723(f 1.00 

452528 AA742457 Hs.291479 ESTs 1.00 

452624 AU076606 Hs.30054 coagutafion factor V (proaccelerin, labi 1.00 

60 453754 AW972580 Hs.172753 ESTs 1.00 

453991 AW014915 Hs.273741 ESTs 1.00 

•454517 AW803340 gb:O4JM007W90300^D02 UM0079 Homo 1.00 

459367 BE148877 gt:CM4-HT0244-1 1 1 1 99-040-h1 2 HT0244 Homo 1.00 

_ 408021 AW137133 Hs.245867 ESTs 0.99 

65 417435 NMJJ05181 Hs.82129 carbonic anhydrase 111, musde spedfic 0.99 

437206 AW975934 Hs.283382 ESTs, Weakly similar to Protein sequence 0.99 

422890 Z43784 Hs.78713 sdute carrier famDy 25 (rnriochondrial a98 

425878 AW964806 Hs.38085 ESTs, Weakly similar to putative gtydne 0.98 

441888 AI733306 Hs.1 28071 hypothetical protein FU21302 0.98 

70 4230iB8 M25629 Hs.123107 kalDkrein 1, renat/pancreas/safrvary 0.97 

453534 NMJJ14796 Hs.33187 WAA0748 gene product 0.97 

457787 AA683268 gb:ae92b04.s1 Slratageneschfeo brain S1 0.97 

421285 NM.000102 Hs.1363 cytochrome P450, subfamily XVII {steroid 0.96 

422069 AJ010053 Hs.111110 Gfin-cap (telethonin) 0.96 

75 425260 L47726 Hs.1870 phenylalanine hydroxylase 0.96 

418406 X73501 Hs.84905 cytokeratin 20 0.95 

425670 AW968536 Hs.190146 ESTs 0.95 

416373 AA195845 Hs.73680 ESTs, WeaMy similar to AF1 98455 1 eptlh 0.94 

_ _ 452243 AL355715 HsJ8555 programmed cell death 9 0.94 

80 411908 L27943 Hs.72924 cyOdine deaminase 0.93 

415067 AI264969 Hs.929 myosin, heavy polypeptide 7, cardiac mus 0.93 

437156 AI916600 Hs.121194 Homo sapiens cDNA: FU21569 fts, done C 0.93 

450685 115533 Hs.423 pancreatifis-asscciaied prolan 0.92 
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ns. 13/uoo 


CO IS 


423321 


AoUiOOOO 


Ue 4 9RQ9R 

ns. l twin 


OeiaHIIclQUpiU|J«JIU»t: 


432938 


I//U10 


Me 3139 


etomtWrviftnrr »*irip rpoiiialnrv nrnt&in 


43044/ 




Me 39R1 
MS- O/0 1 


noitmnal npntraYin H 

IIBUlUllal (JCIIUOAIII II 


403047 
4UO/U/ 


O/004U 


Me 031 


mvrwiri hpaw noh/tifioBdft 2 skeletal mu 


407782 


AAHJOSOO 


Ue 419R1Q 

ns. n zo is 


PQTe Wpakfv stn^a- to PO0109 Purkinle 










437776 


A A7fiflfk37 
AA/OOUJ/ 


Me 9Q1R71 

ns-c3 10/ 1 


ESTs 


415505 


KoboVQ 


ns.it04o 


P<1T« 
CO IS 


444436 


NZOO/ 1 


Me 177337 

ns. i / /oo/ 


ESTs 


409098 


A A4BJM49 


Ue encen 
ns.ouoou 


Mffvmwv> mticflo nmtpin 
S3IC0TTlSnC ulUbLlc plUUJiM 


432134 


A1816782 


Hs.122583 


Homo sapiens cDNA: RJ21934 fc, clone H 


437066 


AA743570 


Hs.200935 


ESTs 


427003 


U19487 


HS.2Q9Q 


prostaglandin E receptor 2 (subtype EP2) 


423634 


AW959908 


. Hs.1690 


heparin-bincTng growth factor binding pr 


413333 


M74028 


Hs.75297 


fibroblast growth factor 1 (acidic) 


420567 


AK000812 


Hs.98874 


similar to proRne-rich protein 48 


447145 


AA761073 


Hs.192943 


ESTs 


452103 


R42764 


Hs.3248 


mutS(E.coS)homolog6 


410929 


H47233 


Hs.30843 


ESTs 


400301 


X03635 


Hs.1657 


estrogen receptor 1 


415702 


F28677 




gb:HSPD18414 HM3 Homo sapiens cDNA ctone 


411395 


C04646 


Hs.85428 


ESTs 


431706 


A1816086 


Hs-296341 


adenytyl cyclase-associated protein 2 



0.91 

0.91 

0.90 

0.89 

0.89 

0.89 

0.89 

0.89 

0.88 

0.88 

0.88 

0.67 

0.87 

0.67 

0.87 

0.86 

0.86 

0.86 

0.85 

0.85 

0.84 

0.84 

0.84 

0.84 

0.83 

0.81 

0.81 

0.80 

0.80 

0.79 

0.78 

0.77 

0.76 

0.76 

0.75 

0.73 

0.71 

071 

0.71 

0.71 

0.70 

0.69 

0.67 

0.65 

0.65 



TABLE 28B 

Pkey: Unique Eos probeset identifier number 
CAT number: Gene cluster number 
Accession: Genbank accession numbers 



Pkey CAT number Accession 

407743 1012151 1 AW814118 AW814257 AW072376 

408123 1040435J AW163377 AW160398 

408432 1058667J AW195262R27868AW811262 

408664 1073340J R56362 AW248096 R07152 R07285 

408922 109017 1 R87388 R84328 AA058916 

40936B 112377 1 AA071059AA085201 AA0B5Q20 

409543 1138723 1 AW41 0200 AW409705 AW411 433 BE296786 BE270309 

409689 114833J AA078492 AA07B333 AA077450 AA077746 AA076896 

409778 1154206 1 AW499705AW502537 AW503016 

409802 1155179.1 AW50O732AW504061 

410285 119128 1 AA083609AA083790AA1 12048 

410881 1225682J AW809157AW812181 AW812175 AW812172 AW812161 AW612165 

411187 1235092.1 AW821291 AV«21264AW821287AW821290AW821285AVVB21280AW821259 

412067 1275641 1 N45697 N45540 AW890595 

413147 1350637 1 BE057271 BE067266 BE067286 BE067278 BE067299 BE067285 

413242 1355323**1 BE074165 BE075001 BE075009 

413811 1391117"1 8E1S8828 BE168B30 BE168823 BE168928 BE168820 BE168826 

414060 1413697J BE246327 BE244704 

414095 1416521J BE293546 BE249848 

414160 1422273 1 BE257021 BE258316 BE257099 

414580 1463848 1 BE386918BE40B833BE385437 

415011 151328.1 AW963085AA159005AW953073 

415566 1539861J F12119Z45475 T64832 

415702 1547874.1 F28877 F35687 

417998 171375J AW967420AA210915 AA236991 AA210916 

418197 172864J AA214253 AA214259 Z28472 Z28881 Z17828 

418464 1759038.-2 R87580 

418556 1767866^1 T02850 
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422619 


218670J 


422796 


221500.1 


424294 


237907 1 


424334 


238221 1 


42464B 


241947 1 


425515 


252721.1 


425328 


254901.1 


426507 


268382.1 


426755 


271382.1 


426880 


273277 2 


426998 


274259.-1 


429231 


301463.1 


430728 


322706 1 


432092 


34124 1 


433114 


35904 1 


434590 


38931.1 


437237 


43KJ6 -2 


43772B 


441520 1 


439894 


478738 1 


442197 


535550.1 


442614 




444475 


607874 1 


448427 


762970.1 


449329 


80484.1 


451588 


87667.1 


452456 


918391 1 


454517 


1221063 1 


454748 


1233013.1 


454869 


1238137.1 


454886 


1238987.1 


455075 


1252389 1 


455104 


1253737.1 


455366 


12846B5.1 


455433 


1290311 1 


455446 


1291969.1 


455579 


1333944.1 


455652 


1348736.1 


455817 


1371986.1 


455994 


1398737.1 


456150 


1574395.1 


456379 


1839113.2 


456387 


1842730.1 


456702 


219191 1 


457416 


334503.1 


457787 


407235.1 


458764 


73207.1 


459197 


924229.1 



AA313322 BE408282 AA465612 BE073382 

AW897265AW897274AL119504 AW897275AW897270AW897312 AW897318AW897317 AA317240AW961361 T06241 AA326794 AL138130 

AW407975AW999277 

BE299311 AA338954 AA338468 AW960907 

AA393460 AA338940 AW965277 AA419006 

AA344576 AA732430 AA344601 

W26609W27360AA358818 

AW631296AA375484 

AA380285 AW934727 AW934914 

BE253469 BE176417 BE176415 AA384133 

AA453482AF0123B8 

BE274360 

AA813214 AI936567 AI743529 AA448279 AA994476 A1807452 AI218180 AA972858 

AW958522 AA4851 12 AA4851 62 AW968698 

AF135026AA583908 

AA121579AB005217 

T47232AF147365T47231 

BE513073 

AA766719 AA767041 AW977440 
AA853077AA852175 

AW837912 AW837934 AA984475 AW997490 
AI269030 A1204085 AJ004047 
C75571AI150469T10778 
BE395260 AW291036 A1500420 
AW752783 H38265M001166 
AW072057 A! 225098 AA01 8702 

BE080763 T96699 BE081 135 A1902630 H49182 AI904021 AI902697 
AW803340 AW803280 AW803275 AW803415 AW803343 AW803422 

AW862014 AW858740 AW858735 AW818542 AW858765 AW862027 AW858775 AW85B771 AW858763 

AW836004 AW836087 AWB36163 AWB36162 AW836085 AW836084 AW836079 AW836083 AW835082 AW836086 AW835088 AW836166 AW836164 
AW836002AWB36078AW836161 AW862135 AW836165 AW836003 
AWB37063 AW935882 AW935957 
AWB54850 AW854848 

BE064853 BE 1 53698 AW856751 BE1 53820 BE064737 BE153674 BE064730 BE065062 BE153536 AW856622 BE155079 BE064651 BE153665 
BE064650BE064691 

AW947563 AW947543 AW947553 AW947549 AW947717 AW902859 AW902927 BE01 1032 
AW939463 AW939484 AW939480 AW939459 AW939546 AW939593 AW939548 AW939595 AW939106 
AW947749 AW947746 AW947754 AW946636 AW946674 

BE011320 BE006381 BE006361 BE011180 BE011328 BE011325 BE011157 BE006384 BE006387 BE006385 BE011160 BE01 1319 BE011346 
BE00S370 BE006385 BE011 173 BE006389 BE005376 BE006375 BE006364 BE011321 BE006379 
BE064675 BE064761 BE064809 BE064673 BE054672 BE064674 
BE142384 BE142387 

BE179190 BE179206 BE1 79182 BE179185 BE1791B6 BE179194 
Z42308H23514 
W22206W22498 W26922 
W28876 W26158 

A1684534 BE262411 AA314031 AW752724 
BE142052 AW265588 AA506741 
AA683268 BE002903 BE002672 
BE619386AA300687 

BE244587 AW938684 AW176490 A19401 02 AW844995 AW938670 AI909850 AI909885 A1940079 AI909873 



TABLE 28C 

Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. 'Dunham I. et aL" refers to the publication entitled The DMA sequence of 

human chromosome 22" Dunham i. et a)., Nature (1999) 402:489-495. 
Strand: indicates DNA strand from which exerts were predicted. 
NLposftion: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


Nt_position 


400489 


8954013 


Phis 


131475-131652 


400527 


9796886 


Pius 


160750-161007 


400545 


9800107 


Minus 


124618-124881 


400624 


7228177 


Minus 


94097-94756 


400635 


8567750 


Minus 


102800-102932,107482-107689 


400672 


8118724 


Minus 


148067-148503 


400675 


8118750 


Pius 


11223-11816 


400694 


8118802 


Prus 


94288-94442 


400736 . 


8118985 


Plus 


143447-143851 


400846 


9188605 


Plus 


39310-39474 


401007 


8117333 


Minus 


140821-141050 


401015 


8117441 


Plus 


72260-72369 


401039 


7232177 


Plus 


6588-6884 


401122 


8570296 


Plus 


68256-68444 


401238 


9954455 


Minus 


4947349644 


401442 


8346725 


Minus 


85674-85910 


401496 


7381769 


Minus 


82790-83002 


401590 


9956320 


Minus 


33547-33649 


401503 


7689963 


Minus 


116559-116780 


401624 


8575907 


Plus 


168318-168444,172964-173647 
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401688 2347081 Plus 

401704 3097841 Plus 

401728 8134856 Minus 

401743 2865207 Bus 

5 401767 9958312 Plus 

401810 7342191 Plus 

401840 7684597 Plus 

401866 7229913 Minus 

401919 9502466 Plus 

10 401969 3126777 Plus 

402051 8082020 Minus 

402056 8084234 Plus 

402153 8247879 Minus 

402158 8516165 Minus 

15 402165 8569830 Minus 

402194 8576113 Plus 

402195 7689778 Minus 
402201 8576119 Plus 
402316 7527774 Minus 

20 402382 9690314 Minus 

402386 9799769 Plus 

402394 9929690 Plus 

402409 9796255 Minus 

402423 9796344 Minus 

25 402448 9796640 Plus 

402457 9796782 Minus 

402534 9801061 Plus 

40253B 9801137 Minus 

402561 9864675 Plus 

30 402588 9908948 Minus 

402690 8348058 Plus 

402714 8969253 Minus 

402762 9230904 Minus 

402862 2956660 Minus 

35 402911 7263904 Plus 

402951 9408717 Plus 

402968 9581763 Minus 

403047 3540153 Minus 

403115 7331404 Minus 

40 403125 9180936 Minus 

403183 9838273 Phis 

403186 9838287 Minus 

403211 7630841 Minus 

403247 7656833 Minus 

45 403251 7677983 Plus 

403327 B4 40025 Minus 

403376 9369545 Minus 

403479 7329292 Minus 

403526 8017144 Plus 

50 403540 8077057 Minus 

403605 6862654 Plus 

403612 8469050 Minus 

403665 7249278 Rus 

403716 7239669 Plus 

55 403731 7543752 Minus 

403740 7630882 Plus 

403921 7711590 Minus 

403942 7711825 Minus 

403997 7708819 Plus 

60 404139 9838113 Plus 

404247 7406725 Minus 

404282 2276311 Plus 

404348 7630858 Minus 

404668 9797204 Minus 

65 404682 9797231 Minus 

404795 4826439 Plus 

404825 6478944 Plus 

404938 7381808 Minus 

405075 7770506 Minus 

70 405147 9438278 Minus 

405161 9966260 Plus 

405163 9966267 Minus 

405187 7229826 Rus 

405217 7239551 Rus 

75 405232 7249042 Plus 

405243 7249201 Mmus 

405327 6094661 Minus 

405378 6491714 Rus 

405420 7211837 Minus 

80 405703 4240388 Minus 

405737 9943984 Minus 

405895 7677903 Minus 

406059 9103984 Minus 



22016-22624 
24712-25374 
82117-82920 
115475-115640 

156823-156921.157364-157554 

129063-129476 

56283-56439 

79215-79393 

67536-67666 

44863-45366 

19346-19480,20041-20119 

207002-207288 

122580-122987 

148298-148429,148566-148677 

65064-65979 

70917-71191 

147901-148884 

655-951 

10751-10919,18817-19052,22131-22328 

155331-155528 

22069-22303 

33308-33482 

8571-10061 

62487-62664 

112942-113059,114303-114521 

16513-16577,16838-16926 

58989-59457 

9S314-96539 

72967-73163 

33027-33183.59060-59198 
13368-13998 

1881 1-18886,19105-19328,19525^19764 

123298-124035 

18518-18656 

142689-142979 

73252-73329,73718-73877,76217-76299,78195-78401 

58658-58924 

59793-59968 

142952-143094,145474-145653,146269-146445,152816-152998 

197548-197712 

109930-110074 

117513-117856 

159211-159369 

76626-77140 

100391-100652 

174311-174451.174587-174705,175523-175592 
108698-108830 

148369-148533,150678-150809 

55367-55483 

56315-56450 

91614-91718 

94723-94859 

69027-69375 

86899-87122 

144000-144618 

86504-87227 

3297-3535 

99606-99757 

134427-134593 

76707-76891 

83949-84214,84312-84415,84499-84677,84878-85114 

61503-62205 

28895-29062 

11332-11546,12584-12718 

40977-41150 

147501-147780 

210382-210494 

165838-165950 

124680-125321 

158996-159557 

157607-157785 

161171-161299 

117025-1 17170,1 18567-1 18736 

32646-33138 

125904-126063 

22312-23197 

120550-120750 

91139-91440 

13428-13582 

15B50-16061 

104275-104508,104755-104877 

66990-67484 

13856-14004 
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406101 


9124019 


Plus 


125325-125831 


406118 


9143818 


Plus 


53997-54629 


406150 


9886026 


Minus 


59331-59701 


406158 


7144874 


Phis 


62393-6301 6 6501 2-65578 


406343 


9255974 


Plus 


17284-17440]18489-1B646,18917-19004,19384-19538 


406357 


9256093 - 


Minus 


77181-77415 


406563 


7711604 


Plus 


34401-34538 



TABLE 29A: 2286 GENES UP-REGULATED IN IDIOPATHIC PULMONARY FIBROSIS (IPF) COMPARED TO NORMAL BODY 

Table 29A lists about 2286 genes thai are up regulated in idiopathic pulmonary fibrosis samples as compared with normal 'body map" samples. These were selected from about 
59680 pro besets on an Afiymetrix/Eos Hu03 GeneChip array such that the rafio of 'average' idiopathic pulmonary fibrosis expression level to "average" normal adult tissues sample 
expression was greater than or equal to about 2.0. The "average' fibrosis sample expression level was set to the 90* percentfe amongst idiopathic pulmonary fibrosis samples. The 
"average' normal adult tissue level was set to the 95* percentile amongst non-ma5gnant tissues. In order to remove gene-specific background levels of non-specific hybridization, the 
1 5* percentile value amongst non-malignant tissues was subtracted from both the numerator and (he denominator before the ratio was evaluated. 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number. Genbank accession number 

UnigenelD: Unigene number , 

Unigene Title: Unigene gene title 

R1: Ratio of IPF to normal body tissue 



Pkey 


ExAccn 


Unigene ID 


Unigene Title 


R1 


427383 


NM.005411 


Hs.177582 


surfactant, pulmonary-associated protein 


211.8 


442275 


AW449467 


Hs.54795 


ESTs 


189.7 


431433 


X65018 


Hs.253495 


surfactant, pulmonary-associated protein 


134.1 


441835 


AB036432 


Hs.184 


advanced gtycosytauon end product- speci 


130.4 


417204 


N81037 


Hs.1074 


surfactant, pulmonary-associated protein 


116.8 


421798 


N74880 


Hs^64330 


N-acytsphingosine arrrklohydrolase (acid c 


911 


406964 


M21305 




gb:Human alpha satellite and satellite 3 


80.7 


443709 


AI082692 


Hs.134662 


ESTs 


67.1 


431164 


AA493650 


Hs.94367 


Homo sapiens cDNA FU23494 fis, clone L 


61.4 


445537 


AJ245671 


Hs.12844 


EGF-Gke-domain, multiple 6 


57.4 


418007 


M13509 


Hs.83169 


matrix metatloproteinase 1 (interstitial 


54.6 


457200 


U33749 


Hs.197764 


thyroid transcription factor 1 


44.9 


432519 


AI221311 


Hs.130704 


ESTs, Weakly similar to BCHUIA S-100 pro 


42.7 


443324 


R44013 


Hs.164225 


ESTs 


39.8 


414142 


AW368397 


Hs.150042 


Homo sapiens cDMA FU14438 fis, clone HE 


27.3 


442006 


AW975183 


Hs.292663 


ESTs, Weakly similar to S72482 hypotheti 


27.1 


444527 


NMJJ05408 


Hs.11383 


small inducible cytokine subfamily A (Cy 


27.1 


453310 


X70697 


Hs.553 


solute carrier farnfly 6 (neurotransmitte 


26.9 


424084 


A1940675 


Hs^0914 


hypothetical protein FU23056 


212 


421659 


NMJ)14459 


Hs.106511 


protocadherin 17 


21.0 


450478 


AW451709 


Hs^71200 


ESTs 


20.2 


444342 


NNUM4398 


Hs.10887 


similar to lysosorne -associated membrane 


19.7 


447033 


AJ357412 


Hs.157601 


ESTs 


19.4 


445885 


AI734009 


Hs.127699 


WAA1603 protein 


18.9 


411880 


AW872477 




gbmm30f03.x1 NCLCGAP_Thy4 Homo sapiens 


17.9 


432437 


W07088 


Hs.293685 


ESTs 


17.8 


424105 


A1142336 


Hs.43977 


Human DNA sequence from clone RP1 1-196N1 


17.3 


431941 


AK000106 


Hs.272227 


Homo sapiens cDNA FU20099 fis, clone CO 


17.2 


440807 


AW269421 


Hs.128093 


ESTs 


16.7 


424917 


AI536208 


Hs.96901 


hypothetical protein FU23049 


16.4 


433365 


AF026944 


Hs.293797 


ESTs 


16.4 


445279 


R41900 


Hs.22245 


ESTs 


16.4 


417801 


AA417383 


Hs.82582 


Irrtegrin, beta-like 1 (with EGF-like rep 


16.4 


405654 








16.1 


449328 


A1962493 


Hs.197547 


ESTs 


16.1 


449494 


AW237014 


Hs.315369 


Homo sapiens cDNA: FU23075 lis, clone L 


15.7 


408826 


AF216077 


Hs.48376 


Homo sapiens clone HB-2 mRNA sequence 


15.5 


417728 


AW138437 


Hs.24790 


KIAA1 573 protein 


15.0 


440452 


AI925136 


Hs.55150 


ESTs, Weakly similar to CAYP_HUMAN CALCY 


14.8 


452039 


AI922988 


Hs.172510 


ESTs 


14.4 


408771 


AW732573 


Hs.47584 


potassium voltage-gated channel, delayed 


14.3 


421464 


AA291553 


Hs.190086 


ESTs 


14.1 


421554 


AW137676 


Hs.97775 


ESTs 


13.6 


431889 


AA521277. 


Hs.1 24946 


ESTs, Weakly similar to A46010 X-finked 


13.2 


434424 


A1811202 


Hs.325335 


Homo sapiens cDNA: FU 23523 fis, clone L 


13.2 


431924 


AK000850 


Hs.272203 


Homo sapiens cDNA FU 20843 fis, done AD 


119 


459702 








12.7 


421110 


AJ250717 


Hs.1355 


cathepsinE 


12.6 


407638 


AJ404672 


Hs.334483 


hypothetical protein FU 23571 


12.6 


423575 


C18853 


Hs.163443 


Homo sapiens cDNA FU1 1 576 fis, clone HE 


115 


423244 


AL039379 


Hs^09502 


ESTs, Weakly similar to ubiquitous TPR m 


112 


427585 


D31152 


Hs.179729 


collagen, type X, alpha 1 (Schmid metaph 


111 


436982 


AB016305 


Hs.5378 


spondm 1. (f-spondin) extracellular mat 


111 


451561 


N5812 


Hs.177403 


ESTs 


12.0 


424086 


AI351010 


Hs.102267 


rysyl oxidase 


110 


435299 


A1745458 


Hs.1 22614 


ESTs, Weakly similar to T20593 hypotheti 


110 


429496 


AA453800 


Hs.1 92793 


ESTs 


11.9 
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5 

10 

15 

20 

25 

30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



432365 AK001106 
403637 

436061 A1248584 
431385 BE17B536 
421470 R27496 
440209 H05049 
428927 AA441837 
448693 AW004854 
424717 H03754 
416402 NMJM0715 
446998 N99013 
442176 AA983764 
439606 W79123 
452883 X80031 
417015 M83772 
422022 AA302420 
447724 AW298375 
406571 AA129547 
458194 AW383618 
446232 AI281848 
416208 AW291168 
453382 AA709285 
412372 R65998 
426830 AA385751 
407568 AA740964 
414259 W44633 
400289 X07820 
441484 AA935481 
422426 W79117 
406747 A1925153 
450050 A1681268 
431337 N48107 
408427 AW194270 
447048 AW393080 
453636 R67837 
443450 N66045 
418735 N48769 
421160 AL080215 
449802 AW901804 
441233 AA972965 
459587 AA031956 
436246 AW450963 
445189 AI936450 
410781 AI375672 
446B68 AV660737 
415817 U88967 
425564 AJ006276 
414968 C16096 
410334 AW979261 
442510 AF150179 
409238 AL049990 
431089 BE041395 
444929 A1685841 
413802 AW964490 
444218 AF070641 
412719 AW016610 
453445 AL036532 
419261 X07876 
451110 AI95504O 
433815 A1696602 
432203 AA305746 
451103 R52804 
425921 WL007231 
424989 AAS85520 
433231 AB040926 
408217 AI433201 
431806 AF1861U 
436751 AA732217 
452891 N75582 
413048 M93221 
426803 AA362568 
409718 D86640 
423424 AF150241 
429597 NM_003816 
421013 M62397 
437479 R61866 
41677B M16505 
42147B A15B3243 
444396 T65213 
423629 AW021173 
450715 A1266484 
445495 BE622641 
446466 H38026 



Hs.274419 hypothetical protein FU10244 



Hs.190745 
Hs.11090 
Hs.1378 
Hs.22269 
Hs.90250 
Hs.228320 
Hs.152213 
Hs.1012 
Hs.16762 
Hs.128910 
Hs.58561 
Hs£30 
Hs.80876 
Hs.200442 
Hs.24477 
Hs.285754 
Hs.265459 
Hs.194691 
Hs.41295 
Hs.5997 
Hs.285243 
Hs.196379 
Hs.62699 
Hs.301296 
Hs.2258 
Hs.58972 
Hs.58559 
Hs.217493 
Hs.257883 
Hs.292593 
Hs.177236 
Hs.228320 
Hs.169872 
Hs.133529 
Hs.44609 
Hs.102301 
Hs^3984 
Hs.135568 



Homo salens cDNA: FU21326 fc, done C 
membrane-spanning 4-domains, subfamily A 
anne»nA3 
neurexin 3 



Hs.119991 
Hs.147482 
Hs.165028 
Hs.135100 
Hs.78867 
Hs.159003 
Hs.22826 
Hs^91993 



ESTs 

hypothetical protein FU23537 
wingless-type MMTV integration site farm 
complement component 4-binding protein, 
Homo sapiens mRNA; cDNA DKFZp564B2062 (f 
ESTs 

G protein-coupled receptor 87 
collagen, type IV. alpha 3 (Goodpasture 
flavin containing mcmooxygenase 3 
ESTs 
ESTs 

met proto-oncogene (hepatocyte growth fa 
ESTs, Moderately similar to ALU2JWMAN A 
retinoic acid induced 3 

ESTs, Weakly similar to MUC2_HUMAN MUCIN 

hypothetical protein FU13078 

hypothetical protein FU22029 

ESTs, Weakly similar to putative p150 (H 

ESTs 

Homo sapiens cDNA: RJ23131 fis, done L 
matrix metaBoproteinase 10 (stromelysjn 
ESTs 
ESTs 

annexin A2 
ESTs 
ESTs 
ESTs 

hypothetical protein FU23537 

ESTs 

ESTs 

ESTs 

Homo sapiens mRNA; cONA DKF2p585J0323 {f 

hypothetical protein FU20147 

ESTs 

gbzk15e04.s1 SoaresjregnanLuierusJlbH 
ESTs 
ESTs 
ESTs 



ESTs 

protein tyrosine phosphatase, receptor-t 
transient receptor potential channel 6 
tropomodutin 3 (ubiquitous) 
ESTs 
ESTs 

Hs.51515 Homo sapiens mRNA; cONA DKFZp564G112 (fr 
Hs.283676 ESTs, WeaWy similar to unknown protein 
Hs.161354 ESTs 

Hs.32241 ESTs, Weakly simflar to S65657 alpha-1 C- 
Hs.10684 Homo sapiens done 24421 mRNA sequence 
Hs.129911 ESTs 
Hs.91453 ESTs 

Hs.89791 wingless-type MMTV integration site fami 
Hs.265398 ESTs, Weakly similar to transformafion-r 
Hs.112757 ESTs 

Hs.49 macrophage scavenger receptor 1 

Hs.25956 DKFZP564D206 protein 

Hs.16221 1 solute carrier family 6 (neurolransmitle 

Hs.23575 ESTs 

Hs.143552 WAA1493 protein 

Hs.279860 tumor protein, translaBonalry-ccntrolle 

Hs.270737 tumor necrosis factor (Bgand) superfami 

Hs.294054 ESTs 

Hs.212875 ESTs, Weakly similar to DYH9.HUMAN ClUA 
Hs.751 82 mannose receptor, C type 1 
Hs.179747 ecotropte viral integration site 5 
Hs.56045 src homology three (SH3) and cysteine ri 
Hs.128433 prostaglandin D2 synthase, hematopoietic 
Hs.2442 a disintegrin and metalloproleinase doma 
Hs.1345 mutated in colorectal cancers 
Hs.101277 ESTs 

Hs.79876 steroid sutfatase (microsomal), arytsulf 
Hs.9725B ESTs, Moderately similar to S29539 ribos 
Hs.4257 ESTs 

Hs.18612 Homo sapiens cDNA: FU21909 fis, done H 
Hs.31570 ESTs, Weakly similar to KIAA1324 protein 
Hs.38489 ESTs, Weakly similar to I38022 hypolheti 
Hs.308 arrestin 3. relinat (X-arrestin) 
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449108 A1140683 Hs-98328 hypothetical protein MGC1 3040 7.S 

422798 R92347 Hs.34574 ESTs, WeaWy simitar to ALU1_HUMAN ALU S 7.5 

416030 H15261 Hsl21948 ESTs 7.5 

_ 426486 BE178285 Hs. 170056 Homo sapiens mRNA; cDNA DKFZp586B0220 (f 7.4 

5 424906 AI5560B6 Hs.153716 Homo sapiens mRNA far Hmob33 protein, 3* 7.4 

448206 BE622585 Hs^731 ESTs, Moderately simitar to I38G22 hypot 7.3 

432133 AB033088 Hjl272567 K1AA1 262 protein 7.3 

447112 H17800 Hs.7154 ESTs 7.3* 

446917 A1347863 Hs.156672 ESTs 7.3 

10 428227 AA321649 Hs.2248 small inducible cytokine subfamily B (Cy 7.3 

431761 AW002846 Hs.105468 hypothetical protein FU22690 7.3 

426743 AU080060 Hs.301549 Homo sapiens mRNA; cDNA DKFZp564H172 (fr 7.2 

413499 BE144884 " gb:CM0-m01 82441 099-06S«11 HT0182 Homo 7.2 

423909 AJ223183 Hs.135194 imrnunogtobuSn superfantiy, member 6 7.2 

15 438122 AI620270 Hs.129837 ESTs, Weakly similar to Z263_HUMAN ZINC 7.2 

449611 AI970394 Hs.197075 ESTs 72 

453616 NMJJ03462 Hs.33846 dynein, axonemai, Cght intermediale pol 12 . 

410060 NM.001448 Hs.58367 glypican 4 7.2 

442353 BE379594 Hs.49136 ESTs, Moderately simitar to ALU7.HUMAN A 7.2 

20 452571 W31518 Hs.34665 ESTs 7.2 

453735 AL1 18674 Hs.34871 zinc finger homeobox 1B 7.2 

409203 AA780473 Hs.687 cytochrome P450, subfamily IVB, polypept 72 

405494 7.2 

442832 AW206560 Hs.253569 ESTs 7 A 

25 420193 AI460080 Hs.202869 ESTs 7.1 

434217 AW014795 Hs.23349 ESTs 7.0 

427356 AW023482 Hs.97849 ESTs 7.0 

436396 AJ683487 Hs.152213 wingtess-type MMTV integration site fami 6.9 

408308 AL033377 Hs.44197 hypoihetba! protein DKFZp5S4D0462 6.9 

30 442377 AA993807 Hs.167367 ESTs 6.9 

441143 AI027604 Hs.159650 ESTs 6.9 

445122 AW241632 Hs.147377 hypothetical protein FU 23598 6,9 

431353 AA828032 Hs.189076 ESTs 6.9 

407510 U96191 gb:Human trophoblast hypoxiaregulated f 6.8 

35 426753 T89832 Hs.170278 ESTs 6.8 

445186 AW614544 Hs.123641 protein tyrosine phosphatase, receptor t 6.8 

451963 AI825440 Hs.224952 ESTs 6.8 

400298 AA032279 Hs.61635 six transmembrane epithelial antigen of 6.8 

433426 H69125 Hs.133525 ESTs 6.8 

40 434377 AW137148 Hs.306593 Homo sapiens cDNAFUH 382 fis, done HE 6.8 

415236 R41400 gb:yf94b1ls1 Soares Infant brain 1NIB H 6.8 

409031 AA376836 Hs.76728 ESTs 6.7 

427558 D49493 Hs.2171 growth differenOation factor 10 ' ( 6.7 

437259 AI377755 Hs.1 20695 ESTs 6.7 
45 421952 AA300900 Hs.98849 ESTs, Moderately similar to AF 161 511 1 H 6.7 
447081 Y13896 Hs.17287 potassium inwanfly-rectifymg channel, s 6.7 

430099 AW194988 Hs.20537 hypothetical protein FU 13942 6.7 
422475 AL359938 Hs.117313 Meis (mouse) homotog 3 6.7 
„ 413472 BE242870 Hs.75379 solute earner famHyl {glial high afR 6.7 
50 424750 D29956 Hs.152818 ubiquifm specific protease 8 6.5 

403574 6.6 
439759 AL359055 Hs.67709 Homo sapiens mRNA firH length insert cDN 6.6 
415025 AW207091 Hs.72307 ESTs 6.5 
448104 AI674818 Hs.316433 Homo sapiens cDNA FU 11375 fis, clone HE 6.5 
55 444271 AW452569 Hs.149804 ESTs 6.5 
437157 BE048860 Hs.120655 ESTs 6.5 
444050 AW138295 Hs.135024 ESTs 6.5 
414569 AF109298 Hs. 118258 prostate cancer associated protein 1 6.5 
447505 AL049266 Hs.18724 Homo sapiens mRNA; cDNA DKFZp564F093 (fr 6.5 
60 424433 H04607 Hs.9218 ESTs 6.4 

407378 AA299264 Hs.57776 ESTs, Moderately similar to 138022 hypot 6.4 
445424 AB028945 Hs. 12696 cortactin SH3 domain-binding protein 6.4 
422544 AB018259 Hs.118140 WAA0716 gene product 6.4 
449765 N92293 Hs.206832 ESTs, Moderately similar to ALU8_HUMAN A 6.3 

65 413930 M86153 Hs.75618 RAB1 1A, member RAS oncogene family 6.3 
417246 AF760098 Hs.21411 ESTs 6.3 
453652 AW009640 Hs.28368 ESTs, Moderately similar to S65657 alpha 6.3 
411514 AW850178 gb:tl^CT0219-27109W22-H12a0219Homo 6.3 

438909 AF085839 gb:Homo sapiens full length insert cDNA 6.3 

70 446002 A1346468 Hs.145789 ESTs 6.3 
419236 AA330447 Hs.135159 Homo sapiens cONAFUl 1481 fis,ctoneHE 6.3 
419150 T29618 Hs.89640 TEK tyrosine kinase, endothelial (venous 6.3 

424202 BE35C295 Hs.15032 RAN binding protein 17 6.3 
431723 AW058350 Hs.16762 Homo sapiens mRNA; cDNA DKFZp564B2062 (f 6.2 
75 415511 AI732617 Hs.182362 ESTs 6.2 
430510 AW162916 Hs.241576 hypothetical protein PR02577 6.2 
416B79 H98899 Hs.42599 ESTs 6.2 

432803 AA565398 gb:nk4lf01.s1 NCI_CGAP_GC2 Homo sapiens 6.2 

0 . 442862 BE080429 Hs.15738 ESTs 6.2 
80 435974 U29690 Hs.37744 Homo sapiens beta-1 adrenergic receptor 6.2 

441082 AW444804 Hs.202655 ESTs 6.2 
404599 6.1 
453931 AL121278 Hs.25144 ESTs 6.1 
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10 

15 

20 

25 

30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



420252 AW270404 
431622 AW979271 
455S64 H59846 
415457 AW081710 
424693 BE169810 
419172 AW338625 
413384 NMJM0401 
453037 AA045175 
444042 NM_004915 
431169 AW971240 
422352 AA766296 
433527 AW235613 
420077 AW512260 
429703 T93154 
433098 AW190593 
451099 R52795 
449416 A1651016 
459023 AW968226 
450584 AA040403 
427660 AI741320 
429125 AA446854 
450025 AK001875 
433479 AW511459 
443113 AKM0686 
430414 AW365665 
419752 AA249573 
435420 A1928513 
404916 

424310 AA338648 
448253 H25899 
430899 BE018217 
446967 ■ AI699629 
435082 AA664273 
438842 AA827176 
437260 AA747807 
410934 AW811114 
428043 T92248 
408045 AW138959 
450568 AL050078 
428508 BE252383 
453393 AW956392 
444805 AB007899 
446921 AB012113 
429784 M89796 
433225 AW816515 
416575 W02414 
404043 

415094 059513 
453049 BE537217 
430153 AW968128 
410811 AW805687 
443903 A1220547 
429420 AK001679 
444471 AB020684 
452542 AW812256 
434088 AF116677 
432113 AA935065 
446608 K75217 
419945 AW290975 
454024 AA993527 
420209 AA256444 
439382 BE247684 
428895 AA437124 
446577 AB040933 
419247 S65791 
427778 AA412323 
437138 AI935622 
431322 AW970522 
430437 AI768801 
435202 AI971313 
415076 NM-000857 
434992 AA658501 
454039 AW079064 
456408 AI28B348 
406554 

426269 H15302 
416769 A1339257 
414299 AA142989 
420352 U79734 
459664 

425509 AF079363 
401497 

440727 A1073991 



Hs.193161 ESTs 
Hs.293184 ESTs 

Hs.128355 ESTs,Moderale3ysintotoAL^Hin^A 
Hs.7369 ESTs, Weakly similar to AIU1 .HUMAN ALU S 
Hs.47557 ESTs 
Hs.22120 ESTs 
Hs.75334 exostoses (mutfiple) 2 
Hs.177552 ESTs 

Hs.10237 ATP-binding cassette, sub-family G (WHIT 

gb:EST3B3329 MAGE resequences. MAGL Homo 
Hs.99200 ESTs 
Hs.133020 ESTs 
Hs.87767 ESTs 
Hs^8705 ESTs 
Hs.151143 ESTs 

Hs.25954 inlerteukin 13 receptor, alpha 2 
Hs.246311 ESTs 
Hs.60798 ESTs 
Hs.60371 ESTs 

Hs.114121 Homo sapiens cDNA: RJ 23228 lis, done C 
Hs 271004 ESTs, Weakly similar to I38022 hypotheO 
Hs.24321 Homo sapiens cDNA FU12028 fts. clone HE 
HsJ249972 ESTs 
Hs.132908 ESTs 
Hs.120388 ESTs 

Hs.152618 ESTs,l^eratelysirnflartoZN91_HUMANZ 
Hs.59203 ESTs 

Hs .50334 testes development-related NYD-SP22 
Hs^01591 ESTs 

Hs.183528 hypothelical protein FU1 4906 
Hs.156781 ESTs , 
Hs.186104 Homo sapiens cDNA FU13803 fe. clone TH 
Hs.124316 ESTs 
Hs.149500 ESTs 

gb:MR2-ST0131-11119W)16-a04ST013l Homo 

uteroglobin 
ESTs 

Homo sapiens cDNA FU 10784 fe, clone NT 
SBB131 protein 
ESTs 

homotog of yeast ubiquitin-prolein ligas 
small inducible cytokine subfamily A (Cy 
membrane-spanning 4-domains, subfamily A 
ATPase.aassV.type 10D 
ESTs 



HSJ2240 
Hs^45123 
Hs.25159 
Hs.184668 
Hs.110376 
Hs.12017 
Hs.16530 
Hs.30 
Hs.173540 
Hs.38383 

Hs.330778 
Hs.30343 
Hs.336679 
Hs.300648 
Hs.135223 
Hs.202289 
Hs.11217 

Hs.249270 
Hs.152385 
Hs.257846 
Hs.118923 
Hs.293907 
Hs.126485 
Hs.103070 
Hs.187247 
Hs.15420 
Hs.89764 
Hs.105323 
Hs.271245 

Hs.169943 
Hs.170204 
Hs.77890 
Hs.283358 
Hs.245540 
Hs.23450 



ESTs 
ESTs 
ESTs 
ESTs 
ESTs 

hypothetical protein DKFZp434P1735 
KIAA0877 protein 

gb:RCO-ST0174-191099-031-a07 ST0174 Homo 
hypothetical protein PR01966 
ESTs 
ESTs 
ESTs 

hypothetical protein FU23403 
hypothetical protein FU 12604; K1AA1692 
ESTs 
ESTs 

WAA1500 protein 
fragile X mental retardation 1 
ESTs 
ESTs 

gb:EST382704 MAGE resequences. MAGK Homo 
Homo sapiens cDNA FU 13569 fis, clone PL 
WAA0551 protein 

guanylate cyclase 1. soluble, beta 3 
ESTs 
ESTs 

mitochondrial ribosomal protein S25 

Hs.168950 Homo sapiens mRNA; cDNA OKFZp566A1045 {f 

Hs.1 15436 ESTs, Moderately similar to 154374 gene 

Hs.71730 ESTs 

Hs.97206 hunDngiin interacting protein 1 

Hs.158213 sperm associated antigen 6 

Hs.13426B ESTs. Weakly similar to 2109260A B cell 
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428434 AW363590 Hs.65551 Homo sapiens, Similar to ONA segment Ch 5.2 

408776 AA057365 Hs.63356 ESTs, Weakly similar to I38Q22 hypotheti 5.2 

419991 AJ00OO98 Hs.94210 eyes absent (DrosophUa) homotog 1 5.2 

451050 AW937420 Hs.69662 ESTs 5.2 

5 400297 All 27076 Hs.334473 hypometical protein DKFZp56401 278 5.2 " 

404957 5.2 

452771 T05477 Hs.333265 ESTs 5.2 

438885 AI886558 Hs.184987 ESTs 5.2 

428244 AI564123 Hs.42500 ADP-ribosylation factor-Cte 5 52 

10 420481 U50525 Hs.98201 Human BRCA2 region, mRNA sequence CG029 S2 

455047 AW852530 gb:PM 1-CT0243-071 039-001 -g05 CT0243 Homo 5.2 

408729 AA195764 Hs.72639 ESTs 5.1 

457100 AA417878 Hs.48401 ESTs, Moderately similar to ALU8_HUMAN A 5.1 

426342 AF093419 Hs.169378 mulfiple PDZ domain protein 5.1 

15 417154 AI674701 Hs^1388 ESTs 5.1 

411B69 W20027 Hs^3439 ESTs 5.1 

427043 AA397679 Hs.3991 ESTs 5.1 

445635 AI769774 Hs.209831 ESTs, Weakly similar to ALU INHUMAN ALU S 5.1 

442973 BE567665 Hs.288550 Homo sapiens cDNA: FU23156 fis, done L 5.1 

20 422063 8E156476 gbX}VO-HT036^04010(W)82-c05 KT036B Homo 5.1 

448299 AA497044 Hs.20887 hypothe6cal protein FU 10392 5.1 

408677 AI279892 Hs.46B01 sorting nexin 14 5.0 

404097 5.0 

437638 AA764781 Hs.291844 ESTs 5.0 

25 452B22 X85689 Hs^88617 hypothetical protein RJ22621 5.0 

410733 D84284 Hs.66052 C038 antigen (p45) 5.0 

439140 W85737 Hs.290830 ESTs 5.0 

407366 AF026942 gb:Homo sapiens cig33 mRNA, partial sequ 5.0 

„ 405547 5.0 

30 423377 AL049377 gb:Homo sapiens mRNA; cDNA DKFZp586H0718 5.0 

449168 NM_016206 Hs.23142 colon carcinoma related protein 5.0 

455431 AW938484 gb:CMO-DT0057-290200-25^dOS DT0057 Homo 5.0 

452281 T93500 Hs.28792 Homo sapiens cDNA FU11041 fis. clone PL 5.0 

411149 N68715 Hs^69128 ESTs 5.0 

35 432441 AW292425 Hs.163484 ESTs 5.0 

419607 R77402 gb:yi75f11.s1 Soares placenta Nb2HP Homo 5.0 

440615 AI733055 Hs.130806 ESTs 5.0 

450109 AI539295 Hs.115740 K1AA0210 gene product 5.0 

449695 AA164569 Hs.34550 ESTs 5.0 

40 421764 A1681535 Hs.148135 serineAhreonine kinase 33 4.9 

404593 4.9 

423607 AA328329 Hs.6591 ESTs 4.9 

432009 AL137424 Hs.306458 Homo sapiens mRNA; cDNA DKFZp761G2123 (f 4.9 

419235 AW470411 Hs.288433 neurotrimin 4.9 

45 436304 AA339622 Hs.108887 ESTs 4.9 

434613 AIB21825 gb:ns92b10.x5NCLCGAP_Pr3 Homo sapiens 4.9 

421502 AF111856 Hs.105039 solute carrier family 34 {sodium phospha 4.9 

415245 N59650 Hs.27252 ESTs 4.9 

428780 A1478578 Hs.50636 ESTs 4.9 

50 406333 4.9 

445034 AW293376 Hs.143559 ESTs 4.8 

440202 AW516211 Hs.125300 nng hnger protein 21, interieron-respo 4.8 

424638 A1472106 Hs.49303 Homo sapiens CONAFU11653 fis, done HE 4.8 

451497 H83294 Hs.284122 Wnt inhibilory factor-1 4.8 

55 427552 AI673025 Hs.43674 ESTs, Moderately similar to 154374 gene 4.8 

458722 AA741545 Hs.282832 ESTs, WeaWy similar to T24961 hypotheti 4.8 

407327 AA487182 Hs.269414 ESTs, Weakly similar to Z195.HUMAN ZINC 4.8 

411018 AW813428 gb:MR3^T0 192-01 0200-21 OcOSST0 192 Homo 4.8 

415261 T40928 Hs.B346 ESTs 4.8 

60 453543 AA485425 Hs.48919 Homo sapiens cDNA FL) 11 508 fis, clone HE 4.8 

43B014 N71183 Hs.121806 Homo sapiens cONARJ 11971 fis, clone HE 4.8 

407829 AA045084 Hs.29725 hypothetical protein FU 131 97 4.8 

441005 AW605267 Hs.7627 CO-60 protein 4.8 

_ 412222 AA528283 Hs.292737 ESTs 4.8 

65 424115 AA335497 Hs.293965 ESTs, Weakly similar to 138022 hypotheti 4.8 

453197 AI916269 Hs.109057 ESTs, Weakly similar to ALU5_HUMAN ALU S 4.8 

439398 AA284267 Hs^21504 ESTs 48 

436397 AA715013 Hs.169835 ESTs 4.8 

427535 R29543 Hs.2164 pro-platelet basic protein {includes pla 4.8 

70 410901 AW810001 g>:MR4-ST0124-270m005-b11 ST0124Homo 4.8 

425916 NIUL006786 Hs.162200 urotensin2 4.8 

447020 T27308 Hs.16986 hypothetical protein FU11M6 4.8 

427457 AW779105 Hs.164682 ESTs . 4.7 

„ 451620 AW449888 Hs.257224 ESTs 4.7 

75 408938 AA059013 Hs.22607 ESTs 4.7 

420036 R60336 Hs.52792 Homo sapiens mRNA; cDNA DKFZp 586! 1823 (f 4.7 

424508 AL080103 Hs.149770 Homo sapiens cDNA FIJI 3558 fis. clone PL 4.7 

430345 AKD00282 HsJ239681 hypothetical protein FU20275 4.7 

427669 AW451832 Hs.25593B ESTs, Moderately similar to KIAA1 200 pro 4.7 

oU 417181 L10123 Hs.1071 surfactant protein A binding protein 4.7 

435347 AW014873 Hs.116963 ESTs 4.7 

425458 H89317 Hs.1 82889 ESTs 4.7 

432869 AW974094 gb:EST386197 MAGE resequences, MAGM Homo 4.7 
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436594 AI4199B2 
421237 U25029 
432731 R3117B 

419750 AL079741 
42S320 W47595 

419751 AW195581 
433515 AA595800 
451381 BE241831 
452784 BE463857 
438297 AW515195 
406992 S82472 
431291 N25521 
435933 AA805520 
447997 H00656 
445657 AW612141 
426985 BE394849 
447700 AI420183 
423735 AA3302S9 
424144 AA454033 
416258 N45661 
410011 AB020541 
454359 N71277 
422977 AA631498 
433485 AM93076 
450192 AA263143 
432015 AL157504 
407266 AJ235664 
409041 AB033025 
434265 AA846811 
452526 W38537 
403271 

450656 AAO10539 
446096 AJ276454 
454036 AA374756 
437960 AI669586 
440862 H39048 
410615 AW772721 
413583 AL120806 
419449 H18417 
442324 R63578 
453080 AI423056 
435747 AI079519 
446509 AF 169693 
448030 N30714 
414998 NMJJ02543 
448089 AI467945 
434367 AB020700 
434757 AI038997 
413453 AA129640 
454438 AA224053 
458154 AW816379 
430417 AA461045 
434819 AA650099 
43B796 W67821 
415451 H19415 
420931 AF044197 
414812 X72755 
451895 T93573 
435434 AA680387 
449623 C00719 
433553 AI732637 
444649 AW207523 
441594 ALO41080 
443314 AW771701 
400292 AA250737 
427972 AA864870 
446932 AA961459 
445640 AW969626 
452393 H87398 
443204 AW205878 
400608 

411155 AW819939 
435772 AA700019 
439830 AA846666 
455511 BE144762 
443257 A1334040 
436033 H75391 
420214 Al 146375 
410519 AW612264 
401189 

41B852 BE537037 
425733 F13287 
447863 AL047611 



Hs.156189 
Hs.102761 
Hs.287820 
Hs.183114 
Hs.169300 
Hs.93121 
Hs.190246 
Hs.172330 
Hs.151258 
Hs.258238 

Hs.25275 
Hs.192075 
Hs.29792 
Hs.279575 
Hs.1319D5 
Hs.171077 

Hs.41644 
Hs.90011 
HS.57B56 



Human glucocorticoid receptor alpha mRNA 



Homo sapiens cDNA RJ14236 fis, done NT 
transforming growth factor, bete 2 
KIAA0761 protein 
ESTs 

hypothetical protein MGC2705 
hypothetical protein FU21062 
ESTs, Moderately similar to ALU 1 .HUMAN A 
gbibeta -poi=DNA polymerase beta {exon a 
KruppeMyoe zinc finger protein 
ESTs 

ESTs. Weakly similar to 138022 hypotheti 
Homo sapiens G-protein coupled receptor 
ESTs, Moderately similar to Z195_HUMAN Z 
ESTs, Weakly similar to T21259 hypotheU 
gb:EST33953 Embryo, 1 2 week il Homo sapi 
AKAP-associated sperm protein 
adenylosuccinate synthase 
PFTAIRE protein kinase 1 
gbza36e03.$1 Soares fetal liver spleen 
gb:np83h04.s1 NCLCGAP_Thy1 Homo sapiens 
Hs.201967 aldo-keto reductase family 1, member C2 
Hs.24596 RADSUnteracling protein 
Hs.159115 Homo sapiens mRNA; cDNA DKFZp586O0724 (f 

gb:Homo sapiens mRNA for irnmunogtobutin 
Hs.50081 WAA1 199 protein 
Hs.130554 Homo sapiens cOMA: FU23089 fis, done I 
Hs.280740 hypothetical protein MGC3040 

Hs.18912 ESTs 

gb:q!71a12Jt1 Soares_NhHMPu_S1 Homo sap) 
Hs.93560 Homo sapiens mRNA for K1AA1771 protein, 
Hs.222194 ESTs 
Hs.127432 ESTs 

gtohl95c01.x1 NCI_CGAP_Thy8 Homo sapiens 
ESTs 

Homo sapiens cDNA FU 14294 fis, done PL 
ESTs 

hypothetical protein DKFZp547A023 
ESTs 

protocadherin 20 

membrane-spanning 4-domains, subfamily A 
oxidised low density lipoprotein {lecBn 
ESTs 

K1AA0893 protein 
ESTs 
ESTs 

cell division cycle 27 
ESTs 
ESTs 

ESTs, WeaWy similar to ALUBJHUMAN Iffl 
genefhonin 1 

ESTs, Moderately similar to ALU1_HUMAN A 
small inducible cytokine B subfamily (Cy 
monokine Induced by gamma interferon 
ESTs 
ESTs 
EST 



Hs.5888 
Hs.57483 
Hs.28426 
Hs.23921 
Hs.134398 
Hs.132892 
Hs.325960 
Hs.77729 
Hs.173696 
Hs.3830 
Hs.132921 
Hs.128065 
Hs.172405 
Hs.335018 
Hs.50701 
Hs.291541 
Hs.109590 
Hs.268720 
Hs.100431 
Hs.77367 
Hs.16970 
Hs.187850 
Hs.120440 
Hs.277901 
Hs.197628 
Hs.208765 
Hs.54646 
Hs.72472 
Hs.181304 
Hs.125644 
Hs.31704 
Hs.99858 
Hs.29643 



ESTs 
ESTs 

ESTs, Moderately simiar to AIU7_HUMAN A 

ESTs 

ESTs 

putative gene product 
ESTs 

ESTs, Weakly similar to K1AA0227 IRsapi 
ribosomal protein L7a 

Homo sapiens cONA FU13103 fis, done NT 



Hs.273629 ESTs 

Hs.1 32992 ATP-binding cassette, sub-family G (WHIT 

Hs.151489 ESTs, WeaWy similar to XE7_HUMAN PROTEl 

gb:CN».HT018&O41099465-b04 HT0180 Homo 

Hs,11614 HSPC065 protein 

Hs.255748 ESTs 

Hs.286073 ESTs, Moderately similar to ALU5_HUMAN A 

Hs.131705 ESTs 

Hs.273294 hypothetical protein RJ20069 

Hs 1 59388 Homo sapiens done 23578 mRNA sequence 

Hs'.288885 Homo sapiens cDNA FU14246 fis, done OV 
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422429 AA310527 
434677 AW444575 
403310 

451830 H18433 
422222 AI699372 
435627 W88774 
436461 AW511956 
452166 AI948607 
413998 AW103807 
416642 T96118 
452081 AW958859 
452930 AW195285 
407910 AA650274 
428042 AA419529 
424641 AB001106 
417412 X16896 
409629 AW449589 
458771 AW295151 
415929 AA724373 
436645 AW023424 
426083 AW962712 
445268 AI218358 
429629 BE501732 
431917 D16181 
443348 AW873596 
443151 AI827193 
419255 AA235672 
452291 AF015592 
452561 AI692181 
421106 AA877124 
424268 AA397653 
425211 M18667 
421515 Y11339 
423045 AW967472 
428771 AB028992 
445745 AB007924 
417009 AA191719 
436517 BE080932 
425905 AB 032959 
414083 AL121282 
452728 A1915576 
409920 BE169746 
441802 AA968836 
431956 AK002032 
413875 BE176776 
444009 AI380792 
410785 AW803341 
418882 NM.004996 
438993 AA828995 
435256 AF193766 
428104 AA421350 
439648 AW7B0192 
436194 AK001074 
446364 AB 005624 
452744 AI267652 
439294 AW975328 
408369 R38433 
404561 
401575 

419295 AA236115 
432055 AW972359 
439107 AL046134 
450320 AW291775 
447350 A1375572 
441974 AI683782 
453142 AA033648 
409928 AL137163 
410292 AA843087 
415811 AA450191 
420218 AW958037- 
426625 T78300 
417708 N74392 
451024 AA442176 
411745 AW867826 
422058 AA862231 
439479 AI734258 
409099 AK000725 
432222 AI204995 
444188 A1393165 
453096 AW294631 
450297 AW901347 
421002 AF1 16030 
445414 AV653692 



gb:EST1B1333 Jurkat T-ceDs V Homo sapte 
Hs.130834 ESTs 

Hjl21542 K1AA1035 prolan 

Hs.193247 hypothetical protein DKFZp434A171 

Hs.1 18370 ESTs 

Hs.293261 ESTs 

Hs.264680 ESTs 

Hs.243933 ESTs 

Hs.226313 ESTs 

Hs.7514 Homo sapiens cONA FU12141 fe, clone MA 
Hs.1 94097 ESTs, Weakly similar to 138022 rrypothefi 
Hs.41 296 fibronecfo leucine rich transmembrane p 
Hs.76391 myxovtrus (influenza) resistance 1 , homo 
Hs.151413 g5a maturation factor, beta 
Hs.821 1 2 mterteukin 1 receptor, type I 
Hs.279724 ESTs 
Hs.163612 ESTs 

Hs.49344 hypolhefca! protein FU 1 1006 
Hs.156520 ESTs 

Hs.126712 ESTs, Weakly similar to AF1 91 020 1 E2IG5 
Hs.175048 ESTs 

Hs.30622 Homo sapiens cDNA FU1301 0 fe. done NT 

Hs.2858 peripheral myelin protein 2 

Hs.182278 calmoduBn 2 (phosphorytase kinase, dell 

Hs.132714 ESTs 

Hs.87491 ESTs 

Hs.28853 CDC7 {cell division cycle 7, S. cerevsi 
Hs.49169 WAA1634 protein 
Hs.172844 ESTs 

Ks.307438 Human DNA sequence from clone 49501 0 on 

Hs.1 867 progaslncsin (pepsinogen Q 

Hs.1 05352 GalNAc alpha-2, 6-siaJyttransferase I, I 

Hs.183302 PCTAIRE protein kinase 2 

Hs.193143 K1AA1069 protein 

Hs.13245 KIAA0455 gene product 

Hs.314714 ESTs 

Hs 135225 ESTs 

Hs.318584 novel C3HC4 type Zinc finger (ring finge 
Hs.257786 ESTs 
Hs.239708 ESTs 

Hs.1 2504 likely oriholog of mouse Arkadia 
Hs.127877 ESTs 

Hs.272245 Homo sapiens cDNA FLU 1 170 fis, clone PL 

gb:RC3-HT0586-11030O4)11-gO9 HT0586 Homo 

Hs.135104 ESTs 

gb:IL24JM00794)90300-050-D03 UM0079 Homo 

Hs.89433 ATP-binding cassette, suWamily C (CFTR 

gb»077b08^1 NCI_CGAP_Ov2 Homo sapiens 

Hs.13872 cytoktne-fike protein C17 

Hs.191604 ESTs 

Hs.267596 ESTs 

Hs.333435 Homo sapiens cONA FU10212 fis, clone HE 
Hs.14912 KIAA0286 protein 

Hs.30504 Homo sapiens mRNA; cONA DKFZp434E082 (fr 
Hs.6523 chromosome 1 open reading frame 12 
Hs.182575 solute carrier family 15 (H+/pepCde tra 



Hs.1 20785 


ESTs 


Hs.293334 


ESTs 


Hs.13944 


adrenergic beta, receptor kinase 2 


Hs.213793 


ESTs 


Hs.172634 


ESTs 


Hs.128245 


ESTs 


Hs.7473 


ESTs 


Hs£7549 


rr/pothefca! protein dJ473B4 


Hs.124194 


ESTs 


Hs.172963 


hypothetical protein FU 14624 


Hs.286 


ribosomal protein L4 


Hs.300542 


serologically defined colon cancer antig 


Hs.50495 


ESTs 



gb2w63b08j1 SoaresJotalJetus.Nb2HF8^ 
gb:MRO-SN0039-30Q30Q-001-c02 SN0039 Homo 
Hs.334443 ESTs 

Hs.245367 ESTs, Weakly similar to ALU INHUMAN ALU S 
Hs.50579 hypothetical protein FU2071 8 

gb:an03c03jc1 Stratagene schizo brain S1 
Hs.699 peptidyl prolyl isomerase B (cyclophilin 
Hs.1 1325 ESTs 

Hs.38592 hypothetical protein FU 23342 
Hs.1 00932 transcription factor 17 
Hs.146105 ESTs 
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447207 
451353 
437075 
410505 
449746 
426116 
415716 
436298 
417718 
436772 
401045 
408767 
407303 
432583 
451623 
450063 
416734 
419276 
433132 
436149 
422667 
443486 
458219 
443613 
439810 
436578 
415596 
425087 
454111 
409719 
452466 
424962 
435823 
440633 
429334 
444743 
430039 
417461 
424051 
419140 
415652 
430140 
446896 
422165 
417706 
424296 
450522 
446619 
449729 
414700 



AA442233 
N21043 
AA743748 
AW752139 
AI668594 
AAB68729 
N59294 
AW293496 
T86540 
AW9756B8 



70 



75 



80 



AA057279 

AA016296 

AW023524 

H77818 

A1681509 

H81213 

BE165909 

AB026264 

AI754308 

H25642 

NMJJ03428 

H22195 

A1079356 

AL109710 

A1091435 

AW33165 

R62424 

AW081681 

AI769160 

N84635 

KWL012288 

R07855 

AI140686 

D63078 

AA045648 

BE253012 

R38403 

AL110203 

AI982647 

T79213 

AW296771 

T15767 

AL041199 

T90797 

AI631874 



439335 

408625 

421987 

418915 

410224 

429846 

442849 

427191 

407942 

437030 

427940 

443054 

449679 

425937 

458663 

456443 

439957 

446999 

428414 

455170 

418379 

419720 

443584 

416185 

417235 

441720 

451421 

417355 

449321 

424806 

452338 

409248 



AU076643 

R72032 

H53202 

AW449445 

AA742697 

AW243323 

AJ133161 

A1474778 

M55513 

AB023021 

R10099 

BE221825 

AA378B08 

AA742577 

AA417812 

AJ745185 

AI823951 

NWLO13240 

AV658444 

AW967500 

AJ453184 

AA151520 

AL049980 

AWB60972 

AA218940 

AA249131 

A1807036 

AW975861 

AA810278 

A1346487 

W16522 

D13168 

AA001150 

AA382523 

AW608920 

AB033035 



Hs.17731 hypolheDca! protein FU12892 
Hs.42932 ESTs 
Hs.40758 ESTs 
Hs.314323 ESTs 

Hs.176588 ESTs, Weakly similar to CP4Y_HUMAN CYTOC 
Hs.144694 ESTs 

Hs.179662 nudeosome assembly protein 1-Tike 1 
Hs.180138 ESTs 
Hs.193981 ESTs 

Hs.74170 metaltothionein 1E (functional) 
Hs 21 1928 ESTs 

Hs!l 65200 ESTs, Weakly similar b A561 94 Ihromboxa 
Hs.1 62282 potassium channel TASK-4; potassium chan 
Hs.268991 ESTs 
Hs.277133 ESTs 

Hs.14825 ESTs, Weakly similar to K1AA1 503 protein 
Hs.306881 MSTP043 protein 
Hs.284245 hypothetical protein IMPACT 
Hs.159452 ESTs 
Hs.133471 ESTs 

Hs.9450 zinc finger protein 84 (HPF2) 
Hs.31874 ESTs 

gb:oz39b09.s1 Soares..NhHMPu_S1 Homosapi 
Hs.85568 EST 
Hs.134859 ESTs 
Hs.9856 ESTs 
Hs.126059 ESTs 

Hs.269054 ESTs, Weakly similar to T42689 hypolheti 
Hs.1 08681 Homo sapiens brain tumor associated prot 
Hs.29664 hypothetical protein DKFZp564B052 
Hs.153954 TRAM-like protein 
Hs.16355 ESTs 
Hs.263320 ESTs 

Hs.1 861 80 Homo sapiens cDNA: FU23038 lis, done L 
Hs.301957 nudix (nucleoside diphosphate Bnkedmoi 
Hs.153400 ESTs.WeaHysimilartoALU1_HUMANALUS 
Hs.13305 ESTs 

Hs.138411 Homo sapiens mRNA; cONA DKFZp586J1922 (f 
Hs.215725 ESTs 
Hs.272073 ESTs 
Hs.221999 ESTs 

Hs^2452 Homo sapiens mRNA for K1AA1737 protein. 
Hs.1481 Wsfidine decarboxylase 
Hs.268623 ESTs 

Hs.155140 casein kinase 2, alpha 1 polypeptide 

gbwd31l02jc1 Soares_NFULGBC_S1 Homos 
secreted phospho protein 1 (osteopontin, 
ESTs 
ESTs 

Hs.120021 DKFZP434I092 protein 

Hs.62492 ESTs, Weakly similar to B39066 prollne-f 

Hs.266785 ESTs 

Hs.286131 CGJ-101 protein 

Hs.118977 ESTs 

Hs.150208 potassium voltage-gated channel, shaker- 
Hs .225945 fucosytlransferase 9 (alpha (1,3) fucosy 
Hs.269805 ESTs 
ESTs 

hypothetical protein FU 10305 



Hs.313 

Hs.29235 

Hs.38163 



Hs.97691 
Hs.5894 

Hs.303781 EST 

Hs.38775 ESTs 

Hs.8939 yes-associated protein 65 kOa 

Hs.129700 tolloicWfce 1 

Hs.163846 putative N8-DNA-methyltransferase 

Hs.280776 tankyrase, TRFI-interacting ankyriiHela 

Hs.133543 ESTs 

Hs.66357 ESTs 

Hs.334822 hypothetical protein MSC4485 

Hs.184216 DKFZP564C152 protein 

gb:QV0-CT03B7-180300-167-h07 CT0387 Homo 

Hs.137516 lkJge&>-Bce 1 

Hs.337778 hypothetical protein FU11068 

Hs.267245 hypothetical protein FU14803 

Hs.47367 WAA1785 protein 

Hs.24250 ESTs 

Hs.28739 ESTs 

Hs.237689 Homo sapiens cDNA FU13539 fis, done PL 

Hs.82002 endothelin receptor type B 

Hs.132937 ESTs 

Hs.105689 MSTP031 protein 

Hs.291 59 zi nc finger protein 75 (D8C6) 

Hs.51965 KIAA1209 protein 
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421037 


Atcn/iRftfi 
AlblMoUO 


Hs.1 97653 


427088 


AAjyoutw 


Hs 142390 


420637 


AWa/DJOJ 




420026 




Hs.1 66676 


429419 




HO02276 


447410 


AI4/U/& 


Hs 172698 


404274 




Hs .34024 


416320 


H4f obf 


412642 




Hsjj09 


431716 






446025 


AWJutWf 3 


Ks. 1809 48 


450458 


A AftftQOOC 




423099 


Kin rw"»OQ17 

NM_0Q2o37 


PIS. 1*00** 1 


AiaZoi 




Hs.224794 


44Q887 




Hs 135905 


454593 






ATM OQ 






408687 


AL110280 


Hs.301152 


407726 


AA435679 


Hs.88594 


436026 


AI349764 


Hs.217081 


448776 


BE302464 


Hs.30057 


452293 


AI871833 


Hs.304609 


428330 


122524 


Hs^256 


443268 


A1800271 


Hs.129445 


429206 


AA447990 


Hs.190478 


458429 


AV646559 


Hs.12346 


404476 






405848 






438209 


AL120659 


Hs.6111 



CO 1 5 

gb:EST368262 MAGE resequences, MAGN Homo 



ESTs 

hepatocyte growth factor (hepapotefin A; 
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454032 
455601 
447482 
439416 
436635 
419086 
412566 
415452 
427874 
447046 
454193 
454678 
415122 
444665 
400227 
411905 
419503 
446563 
457285 
434998 
' 436203 
424539 
449856 
427698 
451494 



AW292765 

AV660309 

AA337401 

AI924519 

AI433029 

AW628666 
NM.005756 
AW967707 

AA886530 
AA889982 
AJ440266 



AW169287 
BE000707 
AB037783 
AA332376 
AW270550 
T78517 
AA393167 
X78261 
AV646452 
R20991 
N40850 
AW369351 
AA83150B 
AI269484 



AA810168 

AW1 52618 
AA301228 
AI014546 
AI198719 
AW298724 
AA315308 
A1597963 
AA811938 
AW474547 
H73972 
NMJJ06305 

AK000872 
A1041212 
AI203500 
AW664658 
AV649748 
R71338 
AL039185 
D54120 
AA084482 
A1472078 
AW629751 
AA397789 
AW207260 
AW813242 
W31790 
AI36B680 
AB033059 
W58294 
AW104325 
NM_000216 
AW962574 
F09134 
AA732367 
AA326187 
BE141183 
AW813089 
D60708 
BE613126 

BE265067 
AA243642 
BE326588 
AI038858 
AW975157 
BE3849B2 
L02911 
AA203155 
AW972594 
AI799444 



Hs 8053 ESTs 

Hs.154986 ESTs, Weakly similar to PLIP_HUMAN PLASM 

Hs.1 37635 ESTs 

Hs.192570 hypothetical protein FU 22028 

Hs.164104 ESTs 

Hs.98440 ESTs, Weakly similar to 138022 hypotheti 

Hs.1 84942 G orotriri-coupled receptor 64 

Hs.48473 ESTs 

Hs.188912 ESTs 

Hs.271 826 ESTs, Weakly simHar to 138022 hypothec 

Hs.1 70673 ESTs. Weakly similar to T24832 hypothefi 



Hs.22588 ESTs 

Hs.29567 ESTs 

Hs.170623 hypothetical protein FU11183 

Hs.24135 transmembrane protein vezafin; hypotheti 

Hs.1 16957 ESTs 

Hs.13941 ESTs 

Hs.41294 ESTs 

Hs.272177 Hsapiens mRNA for TRE17 5" extremity an 

Hs.30941 calcium channel, voltage-dependent, beta 
gb7g06h01.r1 Scares infant brain 1MB H 

Hs.28625 ESTs 

Hs.287955 Homo sapiens cDNA FU1 3090 fis, clone NT 

Hs.32553 ESTs 

Hs.161427 zinc finger protein 215 

Hs.40919 Homo sapiens cDNA FU14511 fis, clone NT 

Hs.284289 vitiligo-associaied protein V1T-1 



Hs.16757 ESTs 

Hs.43299 hypothetical protein FU12890 

Hs.130912 ESTs 

Hs.176376 ESTs 

Hs.202639 ESTs 

Hs.195870 hypothetical protein FU14991 

Hs.1 18726 ESTs 

Hs.291759 ESTs 

Hs.53565 Homo sapiens PIG-M mRNA for mannosyltran 

Hs.134460 ESTs 

Hs.21 1602 SMC1 (structural maintenance of chromoso 



Hs.274227 

Hs.132117 

Hs.151612 

Hs.149332 

Hs.295901 

Hs.5921 

Hs.77558 

Hs.146409 

Hs.1 15850 

Hs.303662 

Hs.205654 

Hs.161803 

Hs.134014 

Hs.194293 

Hs.816 

Hs.18705 

Hs.56254 

Hs.272093 

Hs.89591 

Hs.12839 
Hs.98198 
Hs.17170 



Hs.22245 
Hs.47783 



Homo sapiens cDNA FU10010 fis, clone HE 

ESTs 

ESTs 

ESTs 

K1AA0493 protein 

Homo sapiens cDNA: FU21592 fis, clone C 
thyroid hormone receptor interactor 7 
cell division cycle 42 (GTP-Wnding prot 
ESTs 
ESTs 

ESTs, Weakly similar to alternatively sp 
ESTs . 

ESTs, Weakly similar to T46425 hypotheti 
gb:MR3-ST0191-020200-207-g10 ST0191 Homo 
ESTs, Weakly similar to I54374 gene NF2 
SRY (sex determining region Y)-box 2 
WAA1233 protein 
ESTs 

ESTs, Weakly similar to 178885 serine/th 

Kallmann syndrome 1 sequence 

gb:EST374647 MAGE resequences, MAGG Homo 

ESTs 

ESTs 

G protein-coupled receptor 4 
gb:MR0^0071-191199-O01-bO4rfT0071 Homo 
gb:RC3-ST0186-24040(M11-b05 ST0186 Homo 
ESTs 

B aggressive lymphoma gene 



gb:601 193893F1 NIH_MGC_7 Homo sapiens cD 

Hs.137422 ESTs 

Hs.141454 ESTs 

Hs.130522 Kv channeMnteracting protein 1 

Hs.26037 ESTs 

Hs.5076 Homo sapiens cDNA: FU22128 fis, done H 

Hs.150402 activin A receptor, type I 

Hs.18200 ESTs 

Hs.294140 ESTs 

Hs.247095 ESTs. Moderately similar to ALU7_HUMAN A 
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442994 AI026718 Hs.16954 ESTs 

408165 AL137573 Hs.43143 Homo sapiens mRNA; cDNA DKFZp564A2463 (f 

421072 AI215069 Hs*9113 ESTs 

4SS273 AF 154845 Hs.1148 zinc finger prolan 
5 404548 

428201 AA424158 Hs.205461 ESTs 

441519 AA972740 Hs.127092 ESTs 

445413 AA151342 Hs.12577 CGM47 protein 

418717 AI334430 Hs.86984 ESTs 

10 428839 AI767756 Hs.82302 Homo sapiens cOMA FU14814 fis, done NT 

407758 D50915 Hs.38365 K1AA01 25 gene product 

431906 AW328038 Hs.37486 ESTs 

424968 AA349086 Hs.259746 ESTs, Weakly similar to A46010 X-linked 

431023 AI283133 Hs^97420 ESTs 

15 432596 AJ224741 Hs.278461 matrilin3 

452412 AA029608 Hs.61373 ESTs 

421309 A1222086 Hs.270449 ESTs, Moderately similar to ALU1_HUMAN A 

438128 AA904430 Hs.122049 ESTs, Weakly simHar to T2D4_HUMAN TRANS 

408321 AW405882 Hs.44205 corfetafin 

20 439236 BE160952 Hsl47117 ESTs, Moderately similar to ALUF_HUMAN ! 
400880 

417014 AA251720 Hs.104347 ESTs, Weakly similar to ALUC_HUMAN ill! 

422278 AF072873 Hs.1 14218 frizzled (Drosophila) bomotog 6 
405603 

25 425573 AB006423 Hs.158308 serine (or cysteine) proteinase inhibito 

427878 C05766 Hs.181022 CGMJ7 protein 

451700 A1470262 Hsl9553 ESTs 

451797 AW563858 Hs.333513 small inducible cytokine subfamily E, me 

423025 AAB31267 Hs.12244 hypotneGcal protein FU 20097 

30 422634 NM_016010 Hs.118821 C©-62 protein 

448966 AW37314 Hs.86149 phosphoinosito! 3-phosphaie-bireiing pro! 

408690 AW864542 gb:PM4^N0016-12050^00^re 

408525 AW205972 Hsl53595 ESTs 

412248 BE176480 gb:RC3-HT0585-1 60300-022-C02 HT0585 Homo 

35 432507 BE391093 Hs324667 ESTs 

447290 AI476732 Hsl63912 ESTs 

424188 AW954552 Hs.1 42634 zinc finger protein 

431448 AL137517 Hs.334473 hypolhelical protein DKFZp5f540127B 

400325 MB5292 Hs.247924 Homo sapiens endogenous HiV-1 related se 

40 408408 AF070571 Hs.44690 Homo sapiens clone 24739 mRNA sequence 

423119 AA322201 Hs.131976 ESTs 

423717 AA330036 Hs.152003 ESTs 

424152 All 33591 Hs.141480 Homo sapiens mRNA; cDNA DKFZp434N079 (fr 

431980 AA523696 Hs-324507 hypothetical protein FU20985 

45 434980 AW770553 Hs.1 4553 sterol Oacyttransferase (acyl-Coenzyme 

444339 T96555 Hs.31562 ESTs 

446745 AW118189 Hs.156400 ESTs 

459201 AW391177 gb:MR3^T0203-221299423405ST0203Homo 

430573 AA744550 Hs.1 35345 ESTs 

50 451073 A1758905 Hil206063 ESTs 

440575 AA889870 Hs.126006 ESTs 
402046 

426882 AA393108 Hs.97365 ESTs 

435738 AA699633 Hs-269543 ESTs, Weakly similar to A561 94 mromboxa 

55 420656 AA279098 Hs.187636 ESTs 

43B323 AI985394 Hs.1 23369 ESTs 

453123 AI953718 Hs.221849 ESTs 

418343 AA216372 Hs.159501 ESTs 

431595 AA508196 gb:nh60f07.s1 NCLCGAP„Pr8 Homo sapiens 

60 436187 AK000998 Hs^97221 HorrosapienscDNAFU10136fo,doneHE 

459440 BE048054 gb:tz46c0ly1 NCI_CGAP3rn52 Homo sapien 

451957 AI796320 Hs.10299 Homo sapiens cDNA FU 13545 fis, clone PL 

408434 AW195317 Hs.107716 hypothetical protein FU 22344 

456034 AW450979 gb:Ul-H-Bl3-al3-a-12-0-Lni1 NQ_CGAP_Su 

65 442118 AA976718 Hs.202242 ESTs 

420727 H75701 Hs.99886 complement component 4-binding protein, 

433849 BE465884 Hs^80728 ESTs 

424235 NMJJ03181 Hs.1 43507 T bracbyury (mouse) homoiog 

429826 N93266 Hs.40747 ESTs 

70 437913 AI140825 Hs.121623 ESTs 

441330 A1692984 Hs.129354 ESTs 

443458 R05385 Hs.1 43509 hypothetJcal protein FU21 924 

438873 A1302471 Hs.1 24292 Homo sapiens cDNA: FU23123 fe, done L 

444561 NM.004469 Hs.1 1392 c-fos induced growth factor (vascular en 

75 444631 AW995395 Hs.84520 ESTs, WeaWy similar to TRHY_HUMAN TRICH 

458186 AA904244 Hs.153205 ESTs 

436043 AW963838 Hs.1 68830 Homo sapiens cONA FU12136 fis, ctone MA 

415757 AA830854 Hs.187810 ESTs 

_ 449299 AA299919 Hs.84561 ESTs 

80 457003 S78234 Hs.1 72405 cell division cycle 27 

40B875 NWL015434 Hs.48604 DKFZP434B1 68 protein 

424602 AK002055 Hs.151046 rrypolhefical protein FU 1 1 1 93 

426174 AA547959 Hs.115838 ESTs 
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449318 AW23G021 
429950 AW081608 
412733 AA984472 
423637 AL137279 
442655 AW027457 
420556 AA278300 
430447 W17064 
416871 H98716 
439737 A1751438 
406815 AA833930 
401094 
401526 

414140 AA281279 
417320 AA195667 
418282 AA215535 
442927 A1024347 
450006 AI241555 
419231 ALD46294 
416623 N74925 
403329 

414696 AF002020 
419038 AW134924 
440106 AA864968 
448019 AW947164 
431745 AW972448 
421426 AA291101 
433014 NM_014711 
455100 BE160198 
441790 AW294909 
404443 

428129 A1244311 
435047 AA4549B5 
423948 AW392342 
449327 A1638743 
400983 

415786 AW419196 
411213 M676939 
420896 AW149342 
409994 086864 
430388 AA356923 
419530 X98330 
455092 BE152428 
456118 AA380267 
440192 AA872282 
448466 AI522109 
414869 AA157291 
440351 AF030933 
407594 AW057584 
439235 N45513 
417061 AI575944 
434812 AA649B60 
409731 M125985 
455512 AW983608 
408380 AF123050 
435990 A1015862 
410672 AW794600 
432798 AA565309 
416288 H51299 



Hs.78531 Homo sapiens. Similar to RtKEN cDNA 5730 

Hs.105053 ESTs 

Hs.74554 KIAA0080prolein 

Hs 130187 Homo sapiens mRNA; cDNA DKFZp43401214 (f 

Hs 30323 ESTs, Weakfy simiar to B34087 hypotheti 

Hs.1 24292 Homo sapiens cDNA: FU23123 fis, done L 

Hs.332848 SWl/SNF related, matrix associated, acti 

gb:yx13d08.s1 Soares melanocyts 2NbHM Ho 

Hs.41 271 Homo sapiens mRNA full length insert cDN 

Hs.288036 tRNA isopentenylpyrophosphate transferas 



Hs.23317 hypothetical protein RJ 14681 

Hs.86022 ESTs 

Hs.98133 ESTs 

Hs.131519 ESTs 

Hs.60171 ESTs 

Hs.136245 ESTs, WeaWy similar to T17227 hypotheti 

Hs.38761 Homo sapiens cDNA: RJ21564 fis. done C 

Hs.76918 Niemann-Pick disease, type C1 

Hs.1 90325 ESTs 

Hs.1 27699 WAA1603 protein 

Hs.195641 ESTs, Moderately similar to 138022 hypot 
Hs.163425 ESTs _ n . 

Hs.33020 Homo sapiens, done IMAGE:39391 63, mRNA, 
Hs.279912 WAA0419 gene product trrnl „ Xi _ 
gb:CW1-HT041 WJ1020M5W03 HT0413 Homo 

Hs.132208 ESTs 
Hs.26912 ESTs 

Hs 54973 cadherin-like protein VR20 

Hs.283077 centrosomal P4.1-associated protein; unc 

Hs.224672 ESTs 



60 
65 
70 
75 
80 



AA827728 
451553 NMJW1089 
416940 N75620 
421750 AK000768 
438398 AA806526 
435313 AI769400 
414605 BE390440 
436508 AW604381 
413195 AA127382 
413829 NMJJ01872 
401323 

408296 AL117452 
428532 AF157326 
423454 AL110456 
436027 A1854053 
406970 M29994 
426172 AA371307 
452114 N22687 
439750 AL359053 
423130 AW897586 
430660 R11884 
434138 AA625804 
427469 AA403084 
429881 T80112 
411492 T46848 



Hs.257924 
Hs.69285 
Hs.24444 
Hs.57735 
Hs.240770 
Hs.90821 

Hs.78277 
Hs.190596 
Hs.171066 
Hs.21479 
Hs.7179 
Hs.160681 
Hs.46608 
Hs.188691 
Hs.189496 
Hs£6145 

Hs.44532 
Hs.131793 

Hs.194015 

Hs.128705 
Hs.26630 
Hs.43157 
Hs.107872 
Hs.130277 
Hs.189729 

Hs.121121 
Hs.22404 
Hs.75572 

Hs.44155 
Hs.184786 
Hs.469 
Hs.39972 

Hs.125056 

Hs.8236 

Hs.57664 

Hs.21213 

Hs.100826 

Hs.269347 
Hs.192245 
Hs.70337 



hypothetical protein FU13782 
neuropilin 1 

Homo sapiens cDNA: RJ 221 65 fis, clone H 
acetyl LDL receptor SREC 
nuclear cap binding protein subunit 2, 2 
ryanodine receptor 2 (cardiac) 
gb:CM0-HT0323-151299-126-b04 HT0323 Homo 
DKF2P434F2021 protein 
ESTs 
ESTs 

ubinudein 1 

RAD1 (S.pornbejhornolog 
ESTs 
ESTs 

Homo sapiens cDMA RJ 12033 fis, done HE 
ESTs 

thymosin, beta, identified in neuroblast 
gb:RC3-HN0001-24O400-O12-c01 HN0001 Homo 
diubiquitin 
ESTs 

gb:RC6-UM0014-170300-022-C05 UM0014 Homo 
ESTs 

gb:yp07c06.s1 Soares breast 3NbHBst Homo 
ESTs, WeaWy similar to AF149422 2 unkno 
ATP-binding cassette, sub-famBy A (ABC1 
ESTs 

hypothetical protein FU 20761 
ESTs 
ESTs 

gb:601283601F1 NiH_MGCJ4 Homo sapiens c 
ESTs, WeaWy similar to S00755 pleckstri 
protease, serine, 12 {neurotrypsin, moto 



DKFZP586G1517 protein 

TO-biteracting protein 

succinate dehydrogenase complex, subunit 

ESTs. Weakly similar to 138588 reverse t 

gb:Human alpha-l spectrin gene, exon 12. 

ESTs 

ESTs 

Homo sapiens mRNA full length insert cDN 

ESTs 

ESTs 

gb2u86h0U1 Soares_tes0s_NHT Homo sap 
ESTs, Weakly similar to 210926QA B cell 
ESTs 

immunoglobulin superfamiry, member 4 
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409435 AI810721 Hs.95424 ESTs 2.8 

442191 W951B6 Hs.8136 endothelial PAS domain protein 1 2.8 

407305 M715284 gb:nv35f03.r1 NCl_CGAP_Bn5 Homo sapiens Z8 

444381 BE387335 Hs.283713 ESTs, WeaWy similar to S64054 hypotheO 2.8 

5 412189 R50982 Hs.22581 ESTs 18 

420976 AB24940 Hs.108082 ESTs. Weakly similar to T3 1636 hypotheli Z8 

448330 AL036449 Hs^07163 ESTs 2.8 

418912 NM_000685 Hs.89472 angiotensin receptor 1 2.8 

422505 AL1208S2 Hs.124185 ESTs 2.8 

10 427752 AA470687 Hs.104772 ESTs Z8 

433513 AI566356 Hs.1 71437 ESTs 2.8 

433703 AA210863 Hs.3532 nemo-like kinase 2.8 

448912 D83781 Hs.22559 WAA0197 protein Z8 

, _ 405621 ZB 

15 430687 BE274217 Hs.249247 heterogeneous nudear protein similar to Z8 

450400 AI694722 Hs.279744 ESTs Z8 

456B44 AI264155 Hs.152981 CDP-tftacytgtycerd synthase (phosphaCda Z8 

418342 BE002723 Hs^26627 tepBn receptor Z8 

420756 AA411800 Hs.189900 ESTs Z8 

20 423532 BE090503 gb:RC6-BT071 7-1 1040041 1-F11 BT0717 Homo Z8 

440320 AAB79294 gfrnw86e09.s1 NCLCGAPJYl 2 Homo sapiens Z8 

457314 AA479597 Hs.193669 hypothetical protein DKFZp586J11 19 Z8 

439831 AW136488 Hs.25545 ESTs Z8 

425661 AL133627 Hs. 158923 Homo sapiens mRNA; cOMA DKFZp434K0722 (f Z8 

25 407949 W21874 Hs.247057 ESTs, Weakly similar to 2109260ABceU Z8 

418658 AW874263 Hs.32468 ESTs Z8 

409978 D31897 Hs.57714 double C2-5ke domains, alpha Z8 

421340 F07783 Hs.1369 decay accelerating factor for complement Z8 

449071 NMJW5872 Hs.22960 breast carcinoma amplified sequence 2 Z8 

30 409241 AF070602 Hs.51649 Homo sapiens done 24504 mRNA sequence Z8 

448219 AA228092 Hs.42656 WAA1681 protein Z8 

408936 AL138043 Hs.293549 ESTs Z8 

410784 AW803201 ' gb:lL2-UM0077-070500-08OE06 UM0077 Homo Z8 

426471 M 22440 Hs.1 70009 transforming growth factor, alpha Z8 

35 454455 AW752710 gb:HJttT0219-28l099424-A03CT0219Hcrno Z8 

455310 AW893961 gb:RC4-NN0027-06040(M)1W11 NN0027 Homo Z8 

401335 Z7 

436577 W84774 Hs.17643 ESTs Z7 

An 409519 AA075368 gbzm86h10.r1 Stratagene ovarian cancer Z7 

40 421003 T72080 Hs.95667 F^x protein 30 Z7 

429593 AK000332 Hs.209927 Homo sapiens cDNA RJ20325 fis, done HE Z7 

450434 AA166950 Hs.195870 hypothetical protein FU 14991 Z7 

436007 A1247716 Hs.232168 ESTs Z7 

408874 AW818091 Hs.252730 ESTs Z7 > 

45 418036 Z37976 Hs.83337 latent transforming growth factor beta b Z7 

435625 H50654 Hs.1 13999 ESTs 17 

435766 R11673 Hs.1B6498 ESTs Z7 

410327 T33130 Hs.301746 RAP2A, member of RAS oncogene family Z7 

416805 F13271 Hs.79981 Human done 23560 mRNA sequence Z7 

50 417177 NM 004458 Hs.81452 fatty-add-Coenzyme A ligase, long-chain Z7 

423020 AA383092 Hs.1608 repBcafion protein A3 (14kD) Z7 

427134 AA398409 Hs.173561 EST Z7 

428137 AA421792 Hs.170999 ESTs 2.7 

429710 AI337113 Hs.146025 hypothetical protein FU23594 Z7 
55 430844 T94950 gb:ye38dQ7i1 Stratagene lung {937210} H Z7 

417576 AA339449 Hs.82285 ' phosphonlwsylgtyctoamide fo^^ Z7 

441928 AI370188 Hs.211454 ESTs Z7 
409721 AW887732 Hs.257861 ESTs Z7 
427112 Z32887 Hs^909S1 ' ESTs Z7 

60 403776 Z7 
420159 A1572490 Hs.99785 Homo sapiens cDNA: FU21245 fis, done C Z7 
427839 AA608823 Hs.98244 ESTs Z7 
432B37 AA310693 Hs.87329 HSPC072 protein Z7 
_ 438782 AA828380 Hs.126733 ESTs Z7 
65 449396 BE169100 Hs.195029 ESTs Z7 
45B043 AW979009 Hs.326108 ESTs Z7 
438171 AW976507 Hs.293515 ESTs Z7 
452959 AI933416 Hs.189674 ESTs Z7 
439556 AI623752 Hs.1 63603 ESTs Z7 
70 446152 AI292036 Hs.150028 ESTs Z7 
434803 AW974640 Hs.303413 ESTs Z7 
407771 AL138272 Hs.62713 ESTs Z7 
411069 AL133092 Hs.68055 hypothetical protein DKFZp434J0428 Z7 
417543 AA203620 Hs.1101S3 ESTs Z7 
75 401517 Z7 
403677 Z7 
416337 H48713 gb:vq78d02j1 Soares fetal fiver spleen Z7 

423401 NlvL001992 Hs.128087 coagulation factor 11 (thrombin} recepto Z7 
446800 AI341635 Hs.156486 ESTs Z7 
80 457906 AW975939 Hs.153290 Homo sapiens cDNA FU 1431 8 fis, clone PL Z7 
452277 AL049013 Hs^8783 K1AA1 223 protein Z7 
416913 AW934714 gb^C1-DT0001-031299-011-a11 DT0001 Homo Z7 

416370 N90470 Hs^03697 ESTs, Weakly similar to 138022 hypotheli Z7 
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408715 AA768873 

410743 AA039474 

427138 N77624 

436260 BE172762 

427565 A1287280 
406092 

410008 AA079552 

438504 AW665281 

414783 AW069569 

411479 AW848047 

418686 Z36830 

413795 AL040178 

457528 AW973791 

444230 H95537 
403760 
416624 



Hs.1 12250 
Hs.272153 
Hs.173717 
Hs.292710 
Hs.97933 



Hs.224625 
Hs.278270 

Hs.87268 
Hs.142003 
Hs.292784 
Hs.146067 



H69044 
428904 A1312526 
445311 AW007294 
458638 N78553 
459267 AJ003631 
424834 AKO01432 
433906 AI167816 
428966 AF059214 
446554 AA151730 
445035 NM_006558 
421585 U95626 
445158 A1992108 
421175 AI879099 
401793 

410181 AW68210 
427038 NM.014633 
451343 AW975057 
455992 BE179015 
438475 W03856 
455571 BE003714 
426296 AW955058 
407930 AA045847 
453891 AB037751 
451487 AA018072 
418269 AA806113 
419196 AF110908 
459160 AI904723 
"441963 AI7333D7 
440273 AI805392 
426902 AI125334 
414271 AK000275 
453313 BE005771 
445265 AI218295 
422938 AW573847 
428613 AB037749 
444619 BE538082 
457300 AW297436 
402800 

425071 NM.0139B9 
414729 BE466928 
453716 AA037675 
452693 T79153 
439818 AL360137 
443305 AI050693 
416709 R99369 
419077 AA233885 
453878 AW964440 
445660 AI702668 
446817 AI700684 
442137 AA977235 
410406 AI969703 
442242 AV647908 
407830 NWL001086 
415138 C18356 
407055 X89211 
408812 BE397160 
440310 AA878939 
425559 AK000590 
418217 AI910647 
428667 A1375550 
414573 AI821846 
420000 AB 036063 
452821 AW471181 
440138 AB033023 
428483 A190B539 
441350 AB020690 
405059 

425178 H16097 



hypothetical protein FU2351 8 
ESTs 

phosphaMic arid phosphatase type 2B 
ESTs, Weakly simS* to ALU5.HUMAN ALU S 
ESTs, Weakly similar to T46370 hypotheti 

gb:zrn20h1ls1 Stratagene pancreas (93720 
ESTs 

unacfive progesterone receptor, 23 kO 
gb:lL3-CT0214-291^9-052-Al2 CT0214 Homo 
annextoAB 
ESTs 
ESTs 
ESTs 

gb:yr77h05.s1 Soares fetal fiver spleen 
ESTs 

ESTs. Moderately simBar to ALU1_HUMAN A 
nudeosomal binding protein 1 
gbAJ003631 Selected chromosome 21 cDNA 
Homo sapiens cDNA FU10570 fis, clone NT 
ESTs 

cholesterol 254iydioxylase 
nucfix (nucleoside diphosphate finked moi 
SamSWike phosphotyrosine protein, T-ST 
chemokine (C-C motif) receptor-Eke 2 
ESTs 

GlOT-3 for gonadotropin inducible transc 

olefotropic regulator 1 (PRL1, Arabidops 
WAA0155 gene product 
ESTs 

gb:RC3-HT0612-08050(W13+10 HT0512 Homo 
ESTs, Highly similar to Gene product wit 
gb:QV3-BN0096-2D0400-161-a01 BN0096 Homo 
ESTs, Weakly similar to 138022 hypotheti 
Homo sapiens cDNA FU12807 fis, done NT 
Homo sapiens mRNAfuU length insert cDN 
gbze51g0lr1 Soares retina N2b4HR Homo 
ESTs 

TNF receptor-associated factor 3 
gb:CM-BT066-120299-092 BT056 Homo sapfen 
ESTs 

Homo sapiens cDNA: FU23523 fis, done L 
ESTs 

protein kinase C binding protein 1 
hypothetical protein FU22490 
ESTs 
ESTs 

K1AA1328 protein 
Hs.8172 ESTs, Moderately similar to A46010 X-fin 
Hs!l58849 Homo sapiens cONA: RJ21663 fis. done C 

Hs.1 54424 deiodinase, lodothyronine, type II 

Hs.281901 ESTs 

Hs.152675 ESTs 

Hs.48589 zinc finger protein 228 

Hs.19934 Homo sapiens mRNA full length insert cON 

Hs.133318 ESTs 

Hs.283108 hemoglobin, gamma G 

Hs.164526 ESTs 

Hs.19025 DC32 

Hs.201955 ESTs 

Hs.134168 ESTs 

Hs.1 28830 ESTs, Weakly similar to Z192_HUMAN ZINC 

Hs.1466 glycerol kinase 

Hs.90424 Homo sapiens cDNA: FU23285 fis, done H 

Hs.587 arytacetamide deacetylase (esterase) 

Hs.295944 tissue factor pathway Inhibitor 2 

gb:Rsapiens DNA for endogenous retrovir 

Hs.254763 ESTs, Weakly similar to A42442 integral 

Hs.125406 ESTs 

Hs.158836 hypothetical protein FU 20583 

Hs.13442 ESTs 

Hs.74407 nudeolar protein p40; homotog of yeasl 
Hs.71999 ESTs 

Hs.94262 p53-indudbleribonucleolide reductases 
Hs.160874 ESTs 

Hs.318127 hypothetical protein FU10201 
Hs.321444 K1AA0344 gene product 
Hs.7782 paraneoplastic antigen MA2 



Hs.46640 
Hs.149795 
Hs.282204 

Hs.153408 
Hs.43355 
Hs.194687 
Hs.301789 
Hs.13565 
Hs.302043 
Hs.127206 
Hs.102397 

Hs.261285 
Hs.173288 
Hs.293353 

Hs.13188 

Hs.1 11583 
Hs.188361 
Hs.36353 

Hs.189025 
HS297660 

Hs.128002 
Hs.325335 
Hs.97408 
Hs.75871 
Hs.153746 
Hs.144942 
Hs.97321 



Hs.161027 ESTs 
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442952 
423692 
456179 
414136 
459456 
425527 
424711 
417956 
420621 
425698 
438295 
445550 
450469 
458804 
443657 
429250 
437906 
426775 
443372 
453785 
425465 
422746 
413450 
424527 
414180 
411402 
445264 
458861 
415227 
435429 
434445 
448570 
452381 
422879 
409026 
425717 
429127 
438298 
442717 
443555 
444517 
451813 
452453 
455870 
437939 
430719 
452864 
432095 
431086 
407783 
423952 
453403 
408172 
430933 
420691 
429761 
437958 
407494 
436464 
407137 
446223 
438647 
438192 
417218 
440460 
414612 
428170 
457343 
424020 
455226 
411965 
432656 
455488 
434340 
404285 
418744 
454714 
429828 
436387 
448587 
432865 
440479 
443160 



AI743261 
AI372822 
H75490 
AA812434 
AA486036 
AL162032 
NM_005795 
AA210704 * 
AA278B08 
NM 016112 
AI394151 
A1242754 
A1955049 
AL157625 
R14973 
H56585 
AA771704 
AA384564 
A1792557 
AI368236 
L18964 
NM_004484 
Z99716 
AW138558 
AI863304 
BE297855 
A1218263 
Al 530223 
AW821113 
AW592035 
A1349305 
AI923944 
H23329 
AI241409 
AL1 37554 
X07282 
AA749382 
H23542 
R88362 
N71710 
A1939339 
NM_016117 
AI902519 
AW452631 
AW298600 



AA033714 
AW022273 
AI829692 
AW995872 
AW877787 
BE466639 
W02488 
AWB63635 
AA829433 
A1276780 
BE139550 
U10072 
AI016176 
T97307 
BE300091 
AA813118 
AI859065 
AA005247 
H92571 
BE274552 
H05530 
NM.013936 
R76946 
AW902103 
BE467339 
NM_000246 
AA102322 
.AI193043 

AI887288 

AW81S098 

AB019494 

AA714760 

A1539652 

AI753709 

AA886461 

A1467915 



Hs.131860 ESTs 

Hs.1 10103 RNA polymerase I transcription factor RR 
Hs.271930 ESTs 

Hs.1 19023 SMC2 (structural maintenance of chiomoso 
Hs.190124 ESTs 

Hs.158258 Homo sapiens mRNA; cDNA DKFZp434B1 272 (f 

Hs.152175 cafctorunreceptor-fite 

Hs.190465 ESTs 

gbzs79c09.r1 NCI_CGAP_GCB1 Homo sapiens 

Hs. 159241 potycysfc kidney disease 2-like 1 

Hs.37932 ESTs 

Hs.137306 ESTs 

Hs.281326 ESTs 

gb:DKFZp761L2016_r1 761 {synonym: hamy2) 
gb:yf42f10.s1 Soares fetal Over spleen 

Hs.198308 tryptophan rich basic protein 

Hs.194626 ESTs 

Hs.1088S ESTs 

Hs.133107 ESTs 

Hs.283732 ESTs, Moderately similar to ALU1.HUMAN A 
Hs.1 904 protein kinase C, iota 
Hs.1 19651 giypfcan3 
Hs.75372 N-acetylgalactosaminidase, atpha- 
Hs.2671 58 ESTs, Weakly simaar to 154374 gene NF2 
Hs.1 20905 Homo sapiens cONA FU11448fis, clone HE 
Hs.69855 NRAS-related gene 
Hs.323472 EST 

gb:ad06g08.r1 ProEJeraSng Erythroid Ce 
Hs.72402 ESTs 

Hs.254414 ESTs, Weakly simflar to 1805195B RNA-bin 
Hs.1 1782 ESTs 
Hs.30913 ESTs 

Hs.290860 ESTs, Weakly similar to ALU1 .HUMAN ALU S 
Hs.188092 ESTs 

Hs.49927 protein kinase NYD-SP15 
Hs.171495 reUnoic acid receptor, beta 
Hs.118797 ubiquilirhconjugaiing enzyme E2D 3 (homo 
Hs.181788 ESTs 

Hs.180591 ESTs, Weakly similar to T23976 hypothefi 
Hs.21398 ESTs, Moderately similar to A Chain A, H 
Hs.146883 ESTs 

Hs.27182 phcsphoUpase A2*cGvating protein 

gb:QV-BT009-101198-051 BT009 Homo saplen 
Hs.313803 ESTs, rtghiy similar to AF157833 1 noncl 
Hs.141840 ESTs, Weakly similar to S59501 interfere 
Hs.293796 ESTs 

Hs.287629 hypothetic^ protein FU14260 
Hs.105769 ESTs 
Hs.211561 ESTs 

Hs.172028 a (fisintegrin and metalloproteinase doma 
Hs.1 36102 KIAA0853 protein 
Hs.61779 Homo sapiens cDNA FU13591 fis. clone PL 
phosphoglycerate mutase 2 {muscle) 
gb:MR3-SN0010-27030H03-h02 SN0010 Homo 
Hs.275343 ESTs 
Hs.135173 ESTs 

Hs.1 21668 ESTs, Moderately simitar to PC4259 feni 

gbiHuman forkhead family (AFX1) mRNA, pa 

Hs.269783 ESTs, Weakly similar to ALU 1 JHUMAN ALU S 
gb.7e53h05.s1 Soares fetal liver spleen 

Hs.119599 hypothetical protein FU12969 . 

Hs.163230 ESTs 

Hs.337620 Homo sapiens AFG3L1 teoform 1 mRNA. part 
Hs.285754 met pmto-oncogene (hepatocyte growth fa 
HsJ234478 Homo sapiens cDNA: FU22648 fis, done H 
Hs.76578 protein inhibitor of activated STAT3 
ESTs 

olfactory receptor, family 1 2, subfam3y 
ESTs 

gb:QVO^1O22-12O5QO*22O<07 NN1022 Homo 
Hs.280115 ESTs 

Hs.3076 MHC class II transactor 

gb2l90TO3.r1 Slratagene colon (937204) 
Hs.1 28685 ESTs, Weakly similar to T17226 hypotheli 



Hs.46039 



Hs.12565 
Hs.247862 
Hs.39738 



Hs.196379 ESTs. Weakly simflar to putaSve p150 fH 

gb:QV4-ST021 2-091 199-023-flO ST0212 Homo 

Hs.225767 IDN3 protein 

Hs.240075 Homo sapiens cONA FU13234 lis. clone OV 

Hs.28338 WAA1546 protein 

Hs.1 52484 ESTs, Weakly similar to 138022 hypoiheO 

Hs.208161 ESTs 

Hs.36053 ESTs 
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428978 AA442784 
444670 H58373 
453459 BE047032 
418122 R42778 
442875 BE623003 
414373 AW162907 
458760 AI498631 
434131 A1858275 
441805 AA285136 
457292 AI921Z70 
417351 T90278 
409695 AA296961 
432824 AK001783 
438038 A1732629 
454836 AW833711 
453919 AW959912 
422487 AJ010901 
408727 AL137259 
427491 R43279 
435102 AW899053 
409617 BE003760 
455866 BE149024 
432887 A1926047 
407756 AA116021 
401078 

410365 AI287518 
425201 AA352111 
457112 AW772449 
455252 AW876627 
444542 AI161293 
419249 X14767 
428497 BE010877 
457336 AW969657 
427621 BE621182 
423782 A1472209 
430403 AF039390 
429927 NM.001115 
408562 AI436323 



417137 U46265 
436787 AA908554 
440331 AL046412 
429716 R25685 
417169 R13550 
453020 AL1 62039 
455286 BE144384 
450654 AJ245587 
400432 AXD15809 
415747 AA381209 
446346 A1290205 
450209 AW008921 
453202 AW085781 
425523 AB007948 
433124 U51712 
408741 M73720 
425657 T89839 
401254 

426604 H53354 
449535 W15267 
433138 AB029496 
425804 BE501698 
429515 AL031228 
437267 AW511443 
454305 BE062533 
455631 BE063031 
401878 

450350 T97817 
436532 AA721522 
457460 A1143312 
427304 M761526 
419721 NMJM1650 
431699 NM_001173 
446252 AI283125 
421229 A1056590 
434273 AA913143 
456088 BE177320 
434353 AA630853 
435198 AK001125 
452232 AW020603 
433764 AW753676 
412050 H96503 
' 422342 AA309272 
427510 247542 
428336 AA503115 



Hs.125445 
Hs.332938 
Hs.257789 
Hs.22217 
Hs.23625 
Hs.75969 
Hs.1 11334 
Hs.143659 
Hs.301914 
Hs.334882 
Hs.1 5049 

Hs.279012 
Hs.194161 

Hs.7076 
HS.19B267 
Hs.47115 
Hs.22574 
Hs.76917 
Hs^5209 

Hs.162859 
Hs.38260 

HS.DiboS 

Hs.268081 

Hs.280380 
Hs.89768 
Hs.98584 
Hs.291029 
Hs.179882 
Hs.323117 
Hs.241382 
Hs.2522 
Hs.31141 
Hs*1281 
Hs.192756 
Hs.202151 
Hs.211933 
Hs.246773 
Hs.31422 

Hs.25275 
Hs.287767 

Hs.309940 
Hs.13138 
Hs.26270 
Hs.158244 
Hs.13775 
Hs.646 
Hs.1 19471 



ESTs 

hypoUieticai protein MGC5370 
ESTs 

Homo sapiens done IMAGE32105. mRNA seq 
Homo sapiens done TCCCTA00142 mRNA sequ 
profine-rich protein with nuclear target 
ferriOn, light polypeptide 
ESTs 

neuronal spedfic transcription fador D 
hypothetical protein FU 14251 
ESTs 

gb:EST1 12514 Adrenal gland tumor Homo sa 
hypothetical protein FU10921 
ESTs, Weakly similar to TA2R HUMAN, BETA 
gb:QV4TT0008-251199-043-e1 1 TT0008 Homo 
K1AA1705 protein 
mudn 4. tracheobronchial 
hypothetical protein OKFZp434D0513 
ESTs. WeaWy similar to 138022 hypothetl 
F-box only protein 8 

Homo sapiens mRNA; cONA DKFZp434K0514 (f 
gb:CMO-HT0249-291099-084*04 HT0249 Homo 
ESTs 

ubiquitin spedfic protease 18 

Homo sapiens mRNA; cDNA DKFZp586D0923 (f 
qb:EST60061 Activated T-cells XX Homo sa 
ESTs, Weakly similar to ALU1JWMAN ALU S 
gb:RCS^TOO28-1202OO-O13^11 PT0028Homo 
aminopeptidase 

gamma-aminobutyric add (GABA) A recepto 
ESTs 
ESTs 

hypothetical protein FU12443 
ESTs 

tumor necrosis factor (Bgand) supertami 



autaiyiaie ujwooc u iwwi/ 
Homo sapiens mRNA tor KIAA1568 protein, 
mitochondrial ribcscmal protein S21 
ESTs 
ESTs 

collagen, type XIII, alpha 1 
ESTs 

Homo sapiens mRNA; cONA DKFZp434W229 (fr 
g b:MR04fT0166-191199-OMc11 HT0166Homo 
KruppeUype zinc finger protein 
Sequence 8 from Patent WO9950285 
gb:EST94257 Activated T-cells I Homo sap 
ESTs 

Homo sapiens, done IMAGE:3448343, mRNA, 
hypothetical protein FU 1 1 588 
KIAA0479 protein 
hypothetical protein SMAP31 
carboxypeptidase A3 (mast ceil) 
ESTs 

ESTs, Weakly similar to hypothetical pro 
low density lipoprotein receptor-related 
semaphorin sem2 
Hs.258189 ESTs . 
Hs.204370 DMA segment on chromosome 6 (unique, pse 
Hs.258110 ESTs 

WAA1546 protein 

gb:MR0-8TO265-23119W)02-e09 BT0265 Homo 



Hs.97141 
Hs.23672 
Hs.59729 



Hs.28338 



Hs.174880 ESTs in . 

gb:nv54h1£r1 NCLCGAP_Ew1 Homo sapiens 

Hs.129206 casein kinase 1, gamma 3 

Hs.163853 ESTs 

Hs.288650 aquaporin4 

Hs.267831 Rho GTPase activating protein 5 

Hs.1 50009 ESTs 

Hs.7086 hypothetical protein MGC12435 

Hs.26303 ESTs 

Hs.156148 hypothetical protein FU13231 
Hs.131375 ESTs, Moderately similar to ALUB_HUMAN I 
Hs.300922 Homo sapiens cDNA FU10263 fis, done HE 
Hs.158423 radial spoke protein 3 
Hs.39982 ESTs 

Hs 1 09087 Homo sapiens cDNA: RJ22845 fis, done K 

gb:EST180209 liver, hepatocellular card 
Hs.179312 small nudearRNA activating complex, po 
Hs.1 83752 mteroseminoproteln, beta- 
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408813 


A1580090 


Hs.48295 


RNA heftcase family 


2.5 


414109 


BE250744 




gb:600943376F1 NIH MGC J 7 Homo sapiens c 


2.5 


451678 


AA374181 


Hs.26799 


DKFZP564D0764 protein 


25 


419985 


H66373 


Hs.15973 


ESTs. Highly similar to bA393J16.3 (Rsa 


15 


417859 


T26453 




gb:AB21 4F6R Infant brain, LLNL array of 


2.5 


434334 


AA912476 


Hs.116750 


Homo sapiens cDNA FL) 13221 fis, clone NT 


15 


448015 


AI458065 


Hs^3196 


ESTs 


2.5 


454190 


AW177821 




gb^L3-HT0059-180899-007-C05 HT0059 Homo 


15 


445865 


AI262584 


Hs.145575 


ESTs 


2.5 


451800 


AW977435 


Hs.323857 


ESTs 


25 


456987 


AJ557290 


Hs.173536 


ESTs 


2.5 


40356B 








2.5 


435209 


AWO27809 


Hs.1ff7698 


Homo sapiens cytomegalovirus partial fus 


25 


430371 


D87466 


Hs.240112 


WAAQ276 protein 


15 


418033 


W68180 


Hs.259855 


elongation factor-2 kinase 


15 


412095 


AI624707 


Hs.5921 


Homo sapiens cDMA FU21592 ns, done C 


15 


453619 


H87648 


Hs.33922 


Homo sapiens, done MGC9084, mRNA, comp 


15 


431071 


AA491379 




gb:aa65f05.r1 Na_CGAP_GCB1 Homo sapiens 


15 


407939 


W05608 


Hs.312679 


ESTs, Weakly similar to A49019 dynetn he 


2.5 


409045 


AA635062 


Hs.50094 


Homo sapiens mRNA; cONA DKF2p434O0515 (f 


25 


444575 


A1264847 


Hs.22545 


Homo sapiens cDNA FIJI 2935 fe, done NT 


15 


408420 


NMJXJ6915 


Hs.44766 


refinifis pigmentosa 2 (X4inked recessi 


2.4 


417318 


AW953937 


Hs.12891 


ESTs 


U 


413382 


BE090589 




gb:RC1-8T072O-28030O-O1 1-KJ8 BT0720 Homo 


24 


406748 


AW339106 


Hs.217493 


annexinA2 


24 


445898 


AF070623 


Hs.13423 


Homo sapiens done 24468 mRNA sequence 


24 


441817 


AW969705 


Hs.293332 


ESTs 


24 


450551 


AJ010046 


Hs.25155 


neuroepithelial cefl transforming gene 1 


24 


457940 


AL360159 


Hs.306517 


Homo sapiens TKlpartite motif protein ps 


24 


446135 


AW130288 


Hs.170318 


hypothetical protein FU 10147 


24 


436907 


AA737171 


Hs.131809 


ESTs 


24 


429399 


AA452244 


Hs.16727 


ESTs 


24 


4487B2 


ALD50295 


Hs.22039 


KIAA0758 protein 


24 


434404 


AW445034 


Hs.256578 


ESTs 


24 


428571 


NM 006531 


Hs.2291 


Probe hTg737 (polycystic kidney disease, 


24 


448164 


R61680 


Hs.26904 


ESTs, Moderately similar to Z1 95.HUMAN Z 


24 


442295 


AI827248 


Hs.224398 


Homo sapiens cDMA FU 11469 fis, clone HE 


24 


450705 


U90304 


Hs.25351 


troquois homeobox protein 5 


24 


425506 


NM 003666 


Hs.158205 


basic leucine zipper nuclear factor 1 (J 


24 


423961 


D13666 


Hs.136348 


osteoblast spedftc factor 2 (fascidm 


24 


458986 


AI802772 


Hs.208555 


ESTs 


24 


443861 


AW449462 


Hs.134743 


ESTs 


24 


412879 


BE092219 




gb:IL2-BT0734-24040tM)71-B04 BT0734 Homo 


2.4 


415250 


F02614 


Hs.27319 


ESTs 


2.4 


434627 


AI221894 


Hs.39311 


ESTs 


24 


443919 


AI091284 


Hs.135224 


EST s, Weakly similar to A475B2 B-cell gr 


24 


440400 


AA994364 


Hs.125594 


ESTs, Weakly similar to T25472 hypottietj 


24 


400385 


NM.020389 


Hs.283104 


putative capadtative calcium channel 


14 


411322 


AW887330 


Hs.172405 


cell division cycle 27 


24 


434638 


H50758 




gb:yp86e06.r1 Soares fetal liver spleen 


24 


435559 


AF209198 


Hs.42636 


zinc finger protein 277 


24 


447849 


AI538147 


Hs.164277 


ESTs 


24 


448005 


AW207437 


Hs.170378 


ESTs 


24 


454201 


AB023191 


Hs.44131 


K1AA0974 protein 


24 


456869 


BE467912 


Hs.154294 


discs, large (DrosophKa) homolog 1 


24 


449486 


AI652715 


Hs.270811 


ESTs 


24 


421516 


A1362418 


Hs.105379 


FT005 protein 


24 


412167 


AW897230 




gb:CMO-NN0057-150400-335-a1 1 NN0057 Homo 


24 


426910 


AA470023 


Hs.190089 


ESTs, Moderately simiJar to ALU INHUMAN A 


24 


429673 


AA884407 


Hs.211595 


protein tyrosine phosphatase, norwecept 


24 


400641 








24 


430576 


AA767125 


Hs.293574 


ESTs 


24 


434423 


NM_006769 


Hs.3844 


UM domain only 4 


24 


412104 


AW205197 


Hs.240951 


Homo sapiens, Similarto RiKEN CDNA2210 


24 


441499 


AW298235 


Hs.101689 


ESTs 


24 


418113 


AI272141 


Hs.83484 


SRY (sex determining region Y>box 4 


24 


417B19 


AI253112 


Hs.133540 


ESTs 


24 


431728 


NM_007351 


Hs.268107 


muifimerin 


24 


425025 


AW95316B 


Hs.12407 


ESTs 


24 


42116B 


AF1 82277 


Hs.330780 


cytcchrome P450, subfamily I1B (phenobar 


24 


409432 


D49372 


Hs.54460 


small hdudble cytokine subfamily A (Cy 


24 


408867 


AA437199 


Hs.656 


cell division cycle 25C 


24 


439446 


AI927629 


Hs.57873 


ESTs 


24 


445038 


A! S3 5444 


Hs.143917 


dJ467N1 1.1 protein 


24 


4506B2 


242993 


Hs.25320 


Homo sapiens clone 25142 mRNA sequence 


24 


455107 


BE154113 




gb:PM1-HT0340-15129W)03.a08 HT0340 Homo 


24 


456624 


AJ362790 


HSJ278639 


KIAA1684 protein; likely homolog of mous 


24 


449523 


NWL000579 


Hs.54443 


chemokine (C-C motif] receptor 5 


24 


428784 


Y12851 


Hs.193470 


purinergic receptor P2X, ftgand-gated to 


24 


453864 


AW021407 


Hs.21068 


hypothetical proteh 


24 


426497 


AA379913 




gb:EST92807 Skin tumor I Homo sapiens cO 


24 


418203 


X54942 


Hs.83758 


' COC28 protein kinase 2 


24 


426603 


AA382291 




gb:EST95S83 TesQs 1 Homo sapiens cDNA 5 


24 
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447357 AI375922 

452631 A1188658 
405041 
405472 

409744 AW675258 

433868 AA612960 

437119 A1379921 

455114 AW857121 

431613 AA018515 

434935 A12B5970 

408918 BE218603 

444106 A1123922 

416580 T61572 

430299 W28573 

446659 AI335361 

418536 AW749855 

434995 AW974995 

438005 BE151746 

444755 AA431791 

427131 AA448460 

442039 AW276240 

448595 AB014544 

432949 AA570749 

444314 AI140497 
417420 T85150 
427551 T96203 



Hs.159367 ESTs 
Hs.87496 ESTs 



80 



420057 

434950 AW974892 
425497 AA524595 
438214 H06076 
416100 H18700 
419637 W27493 
449432 AW451361 
454403 BE065985 
419179 AW275291 
436391 AJ227892 
449511 A1436187 
447499 AW262580 
407244 M10014 
412877 BE011168 
435985 AA703154 
440674 BE561546 
446476 AW294072 
444100 AA383343 
435731 AA699581 
437105 AA744554 
406091 

457024 AA397546 
404249 

419556 U29615 
424943 AU077260 
444229 AV648613 
404860 

432223 AA333283 
410467 AF1 02546 
420B43 H96982 
434927 H46612 
413642 BE154837 
436998 AA745625 
441235 A1884586 
445748 U80766 
451018 AW965599 
409073 AA063458 
418782 AI792648 
447870 BE139479 
437370 AL359567 
424765 AA428211 
407385 AA510150 
424049 AB014524 
425398 AL049689 
430702 U56979 
409620 AA076278 
441675 AI914329 
430884 AF053748 
445523 Z30118 
416972 BE019670 
443547 AW271273 
417583 AA668782 
422182 AL043892 
404513 

410999 AW813004 
448506 A1524673 
434811 AW971205 



Homo sapiens mRNA; cDMA DKFZp585P2321 (f 
ESTs 
ESTs 

gb'RC1-CT0302-04040CWH7-a12 CT0302 Homo 
Homo sapiens mRNA; cDNADKF2p761A0411 (f 

ESTs 
ESTs 

Homo sapiens cDNA RJ11400 (is, done HE 
Human clone 23574 mRNA sequence 
serine carboxypepGdase 1 precursor prot 
ESTs 

gb:QV4-BT0534-28129W)53<*>5 BT0534 Homo 
gb:EST3B7100 MAGE resequences, MAGN Homo 
gb:PM1-HT0305^6129^003-a06 HT0305 Homo 
OpX (caseinotytic protease X, E. cofi) 
GE36 gene 
ESTs 

K1AA0644 gene product 
ESTs 

g b:ow76b09.s1 Soares Jetal_Dver_spteen_ 
ESTs 

gb:ye4Bb07.r1 Soares fetal fiver spleen 
ESTs 

gbEST386997 MAGE resequences, MAGN Homo 
gb:nh34b01s1 NCLCGAP_Pr3 Homo sapiens 
TRABIO protein 

ESTs j , 

gb:31h10 Human retina cDNA randomly pnrn 
ESTs 

gb:RC3-BT0319-1202004)14-a09 BT0319 Homo 
hypothetical protein FU22527 
ESTs , • 

guanine nucleotide binding protein (G pr 
protocadherin beta 16 
fibrinogen, gamma pdypepfide 
gb:PM3-BN021B-1W50M03408BN0218 Homo 

gb:6Q1347208F1 NlH_MGC_8Homosap<enscD 
Hs.141376 ESTs 

Hs.221 16 COC14 (cell division cyde 14, S. cerevi 
Hs.186811 ESTs 
Hs.222127 ESTs 



Hs.56265 
Hs3373X 
Hs.177043 

Hs.264482 
Hs.183817 
Hs.279708 
Hs.138215 
Hs.79385 
Hs-106747 
Hs.226376 



Hs.1 13823 
Hs.1 12017 
Hs.128352 
Hs.21572 
Hs.298866 

Hs.268814 

Hs.184387 



Hs.26320 
Hs.268799 

Hs.196529 

Hs.113009 
Hs.146274 
Hs.296261 
Hs.147674 
Hs.75431 

Hs.191934 



Hs.119151 ESTs 

Hs.91093 chifinase 1 {cWtotriosidase) 
Hs.153924 death-associated protein kinase 1 
Hs.282397 ESTs 

Hs.121001 Homo sapiens, done IMAGE3460280, mRNA 
Hs.63931 dachshund (Drosophfla) homolog 
Hs.42321 ESTs 44 
Hs .29381 5 Homo sapiens HSPC285 mRNA, partial cds 

gb:PM1-HT0345-121199-001-cQ8 HT0345 Homo 
HS291414 ESTs, Weakly similar to ALU8_HUMAN ALU S 
Hs 135570 Homo sapiens cDNA: FU21268 fis, done C 
Hs.13252 Human EST clone 22453 mariner transposon 
Hs.247324 mitochondrial ribosomal protein S14 

gbzf71a07.s1 Soares j)'meal_gland_N3HPG 
Hs.14655 ESTs 

tte 161962 Homo sapiens mRNA; cDNA DKFZp547D023 {fr 

Hs 284256 hypothetical protein FU 14033 similar to 

Hs^72D72 ESTs, Weakly similar to 138022 hypotheti 

Hs.138380 WAA0624 protein 

Hs.156369 hypothetical protein similar to tenasdn 

Hs.250651 H factor 1 (complement) 

Hs.13277 hypothetical protein FU22054 

Hs.5461 ESTs _ 

Hs.2481 14 glial cell derived neurotrophic factor 

Hs 293788 ESTs, Moderately similar to unnamed prot 

gb:bb28c01 j<1 NIH_MGC_5 Homo sapiens cDN 
Hs.23767 hypothetical protein FU12666 
Hs 191284 ESTs, Weakly similar to ALU INHUMAN ALU S 
Hs.180582 Homo sapiens cDNA: FU21836 fis, clone H 

gb:RC3-ST0186-2303004)19-h02 ST0186 Homo 
Hs.38170 ESTs 



Hs.114280 ESTs 
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457065 
407945 
419865 
423596 
455807 
435867 
440196 
401213 
407291 
442490 
452943 
438138 
440283 
447039 
412777 
421424 
406673 
440555 
451516 
424690 
421046 
423604 
409029 
444206 
451836 
454784 
423673 
436671 
434988 
452B62 
439480 
410606 
426535 
432239 
430217 
417479 
421253 
438180 
439715 
441398 
443055 
413585 
448831 
412953 
430789 
422757 
423003 
428595 
437887 
447720 
452355 
408374 
440381 
425478 
432231 
431757 
417517 
452837 
417426 
423739 
416847 
425876 
457411 
413136 
420313 
421751 
424827 
436331 
439275 
449272 
454352 
428758 
407242 
445326 
423778 
452607 
423161 
418851 
458332 
432565 
437511 
430957 
425898 



A1476318 
XB9208 
NM 007020 
AA328195 
BE141140 
AA954229 
K72847 

AA001464 
AW965078 
BE247449 



AI732892 
AV661798 
AI335773 
AW452690 
M34996 
D31292 
AJ800515 
BE538356 
AA810854 
AA486585 
BE087807 
AW301017 
T63673 
AWB20626 
BE003054 
AW137159 
AI418055 
AW378065 
AL038511 
AW418779 
AU077012 
X81334 
N47863 
A1057052 
A1188102 
AA808189 
AA524504 
AA932398 
AV653742 
AM 33452 
AL080123 
Z45794 
AA632577 
AJ909935 
AL120077 
AB037795 
AA811524 
AUJ38765 
N54926 
AW025430 
AA917808 
AB007953 
AA339977 
AA196930 
AF001176 
AL121053 
NM.O02291 
AA398155 
L43821 
AW005887 
AW085961 
BE066941 
AB023230 
AW813731 
AI057094 
AI239495 
AF086Q93 
AW137656 
AW38966B 
AA433968 
M18728 
AI220Q72 
Y09267 
AI160029 
AL049227 
AJ417828 
AI000341 
AA553477 
AI807500 
AI937072 
AA365649 



Hs.192480 ESTs 

Hs.606 ATPase, Cu-m- transporting, alpha polypep 

Hs.93502 U1-snRNP bincfing protein homotog (70kD) 

Hs.2341 01 ESTs, Weakly similar to CTL1 protein [H. 

gb:MRO-HT0075^212994XJW07 HT0075 Homo 

Hs.1 14052 ESTs 

Hs.125221 ESTs 

gb2e45b01 j1 Soares retina N2b4HR Homo 
Hs.3021 2 thyroid receptor irrterading protein 1 5 
Hs.31082 hypothetical protein FU 10525 
Hs.177502 ESTs 
Hs.190489 ESTs 
Hs.282915 ESTs 
Hs^70123 ESTs 
Hs.258775 ESTs 

Hs.1 98253 major histocompafibHiry complex, class 
Hs.6853 hypothetical protein FU22167 
Hs.12024 ESTs 

Hs.1 51777 eukaryoGc translation initiation factor 
Hs.89081 ESTs 
Hs.258901 ESTs 

gb:QV1-BTO681-29M0O-181-gO2BT0681 Homo 
Hs.146492 ESTs 
Hs.173220 ESTs 

g£:RCO-ST0299-190100-012-e10 ST0299 Homo 
Hs.1695 matrix metalloproteinase 12 (macrophage 
Hs.146151 ESTs 
Hs.161160 ESTs 
Hs.8687 ESTs 

Hs.1 25316 ESTs, Weakly similar to S33990 finger pr 
Hs.1 14889 ESTs 

Hs.288582 ESTs, WeaWy similar to ubiquitous TPR m 

Hs.2936 matrix metalloproteinase 13 (coflagenase 

Hs.336901 ribosomal protein S24 

Hs.133554 ESTs, Weakly similar to Z195JHUMAN ZINC 

Hs^1028 ESTs 

Hs.272151 ESTs 

Hs.4261 2 ESTs, Weakly similar to ALU1_HUMAN ALU S 
Hs.292036 ESTs, Weakly similar to B34087 hypotheti 
Hs.15536 hypothetical protein DKFZp761J139 
Hs.75431 fibrinogen, gamma polypeptide 
Hs.22182 zinc finger protein 23 (KOX 16) 
Hs.238809 ESTs 

Hs.31 0235 ESTs, WeaWy similar to I788B5 serme/th 
Hs.65551 Homo sapiens, Similar to DNA segment Ch 
Hs.1 22967 kelch (DrosophilaHike 2 (Mayven) 
Hs.186547 WAA1374 protein 
Hs.29263 hypothetical protein FU11896 
Hs.161304 ESTs 

Hs.29202 G proteirhcoupled receptor 34 

Hs.155591 forkheadboxFI 

Hs.190495 ESTs 

Hs.268840 ESTs 

Hs.274127 aST 11240 protein 

Hs.268526 Homo sapiens chromosome 21 q2Z1 anonymou 

Hs.82238 POP4(r^ocessingofrxeajrsor,S.cerev 

Hs.5534 Homo sapiens cONA RJ 12961 fis, clone NT 

Hs.82124 Iammin.beta1 

Hs.97600 ESTs 

Hs.80261 enhancer of filamentafion 1 (cas-fike do 
HS.23405B ESTs 
Hs 130093 ESTs 

gb^M0-BT034(W)91299O02-a11 BT0340 Homo 
Hs.96427 WAA1013 protein 
Hs.1591 53 ESTsj Moderately similar to S65657 alpha 
Hs.96867 Homo sapiens cDMA: RJ231 55 fis, clone L 
Hs.120189 ESTs 
Hs.141566 ESTs 
Hs.197645 ESTs 

gb:RC2-ST016W)71299-013-f06 ST0168 Homo 
Hs.98502 hypothetical protein FU14303 

gb:Human nonspecific crossreacting arrfig 
Hs.165893 ESTs 

Hs.1 32821 flavin containing monooxygenase 2 
Hs.61438 ESTs 

Hs.1 24776 Homo sapiens mRNA; cDNA DKFZp564N1 1 1 6 (f 
Hs.192435 ESTs 
Hs.220491 ESTs 
Hs.152428 ESTs 
Hs.125247 ESTs 

Hs.55043 Homo sapiens cDNA FU13277 fis, done OV 
Hs.269478 ESTs, WeaWy similar to PC4259 ferritin 



13 
13 
2.3 

2.3 

13 

2.3 

2.3 

13 

13 

2.3 

2.3 

13 

13 

13 

13 

13 

13 

13 

13 

13 

13 

13 

13 

13 

13 

'13 

13 

13 

13 

13 

13 

13 

13 

13 

13 

13 

13 

13 

13 
13 

.13 
13 
13 
13 
13 
13 
13 
13 
13 
13 

« 13 
13 
13 
13 
13 
13 
13 
13 
13 
13 
13 
13 
13 
13 
13 
13 
13 
13 
13 
13 
13 
13 
13 
13 
13 
13 
13 
13 
13 
13 
13 
13 
13 



352 



WO 03/042661 



PCT/US02/36810 



448225 A1476429 
408955 BE315170 
415509 N57713 
419699 AA248998 
5 428976 AL037824 
458925 R15891 
440348 AW015802 
435340 R42246 
444190 AI878918 
10 438462 AI624122 
411124 AW196937 
442138 AA445973 
412505 AA974491 
418236 AW994005 
15 423582 BE000831 
453901 BE065902 
418565 AK001529 
433404 T32982 
409517 X90780 
20 439871 R88518 
445641 AI2459B7 
449276 AW241510 
436547 AJ297351 
437770 AA767881 
25 409064 AA062954 
442607 AA507576 
449869 W57990 
422108 AA297914 
418251 AA832123 
30 432005 AA524190 
413638 H71252 
415980 R52414 
449232 AW192780 
430882 BE174240 
35 454389 AW752571 
438089 W05391 
400238 
404488 

407809 AW082279 
40 412303 AW936336 
420478 AA521259 
422711 D60641 
424073 U03493 
426567 AA381579 
45 435708 AI362949 
441417 AI733297 
445117 A1208754 
447197 R36075 
434228 Z42047 
445527 W39694 
445280 AW055063 
420653 A1224532 
419926 AW900992 
447541 AK000288 
424408 AI754813 
411893 R82845 
428192 AA424051 
435634 T82384 
437637 AJ003029 
438018 AK001160 
446164 AW273539 
450232 BE300815 
439699 AF086534 
402745 

434008 AA740878 
439492 AF086310 
436853 BE328074 
417648 R06552 
427690 AI253134 
414217 A1309298 
450229 R18717 
400756 

408447 AKD020B9 
403388 

433643 AI821787 
442078 AW268583 
455685 BE066976 
432242 AW022715 
439920 H05430 
432436 AW300248 
429493 AL134708 
425555 AA359291 



Hs.19238 
Hs.8087 
Hs.260899 
Hs.173044 
Hs.194695 
Hs^81587 
Hs.47023 
Hs.21606 
Hs.10526 
Hs.89578 
Hs.53929 
Hs.13303 
Hs.21734 
Hs.337534 
Hs.23837 

Hs.86149 
Hs.102720 
Hs.120036 
Hs.46736 
Hs.149442 
Hs.252713 
Hs.30824 
Hs.122897 
Hs,141883 
HS.2B8361 
Hs.60059 
Hs.1 11749 
Hs.177723 
Hs.120777 



Hs.196080 
Hs.79024 



ESTs 

NAG-5 protein 

ESTs, Moderately similar to ZN91_HUMAN Z 
ESTs. Weakly similar to 138022 hypothetl 
rashomotog gene family, member I 
Human (done CTG-A4) mRNA sequence 
ESTs 
ESTs 

cysteine and gjycine-rich protein 2 
general transcription factor I1H, polype 
ESTs, WeaWy simaar to ALUB J1UMAN !«l 
Homo sapiens cDNA: FU21784 (is, clone H 
ESTs 

ESTS ^ 

Homo sapiens cDNA FU11812 fis, done HE 
gb:RC2-BT0318-15020(U)1t-bO9 BT0318 Homo 
phosphoinositol 3f hosphate-binding prot 
ESTs 

troponin 1, cardiac 
hypothetical protein FU23476 
ESTs 
ESTs 

leucine zipper transcription factor-lite 
ESTs 

ESTs , u 

Homo sapiens cDNA: FU22696 fis. done H 
Homo sapiens cDNA FU11478 fa. clone HE 
postmeiotic segregation increased (S. ce 
ESTs 

ESTs. WeaWy similar to ELL2_HUMAN RNA P 
gb:ys12h1ls1 Soares fetal liver spleen 
gb:yg80b05.r1 Soares infant brain 1NIB H 
ESTs 

heterogeneous nuclear ribonudeoprotein 
gb:1L3^CT0213-1701 00-055-F02 CT0213 Homo 
nudear receptor subfamily 1. group I m 
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450101 AV649989 Hs.24385 



Hs.83623 



Hs 244106 ESTs 

gb:QV4-DT0021-281299-07Ogt1 DT0021 Homo 

tS.21739 6 Homo sapiens mRNA; cDNA OW = Zp586l1518 (f 
Hs.138959 gap junction protein, alpha 7. 45kO (con 
Hs.182962 ESTs 
Hs.75169 ESTs 
Hs.144474 ESTs 

Hs.147369 ^ b:y ® 88W)1 ^ 1 g^gg ^3^13 Nb2HP Homo 

Hs 283978 Homo sapiens PR02751 mRNA, complete cds 

Hs.832B6 ESTs. WeaWy similar to S14747 spMngomy 

Hs.306088 v-crk avian sarcoma virus CT10 oncogene 

HS.B8550 ESTs 

Hs.93796 DKFZP586D2223 protein 

Hs,1 8800 hypothetical protein FU20281 

Hs.1 46428 collagen, type V, alpha 1 

Hs.273789 ESTs 

Hs.304742 ESTs «~ <AkU 
gb7d4f05j1 Stratagene lung (937210) H 
Hs.65792 syntrophin.gamma2 
Hs.5999 hypothetical protein FU10298 
HS288750 hypothetical protein FU23577 
Hs.201 326 ESTs 

Hs.187561 ESTs, Moderately similar to ALU1 _HUMAN A 

Hs.1 12982 ESTs 

Hs.103159 ESTs 

Hs.148661 ESTs 

gb:yt09e1lr1 Soares fetal Bver spleen 

Hs.283410 ESTs 

Hs379898 Homo sapiens cDNA: FU231 65 lis. done L 

Hs.8929 hypothetical protein FU1 1 1 362 

Hs.45080 Homo sapiens cDMA FU11227 fis. done PL 

Hs.179586 ESTs 

Hs 262629 ESTs 

gb:PM0^T0m21129W)03^12BT0340Hornb 

Hs.1 62160 ESTs. WeaWy similar to ALU4_HUMAN ALU S 

Hs.288433 neurotrimin 

Hs.181693 ESTs 

Hs 145998 ESTs 

Hs 130767 Homo sapiens cDNA: FU23553 fis, done L 
Human hbc647 mRNA sequence 
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442757 AI73S528 
430212 AA459153 
437146 AA730977 
432101 AI91B950 
459644 

453887 BE564037 
431170 AW971246 
428062 AA4206B3 
443682 AI3830S1 
400441 M15530 
453874 AW591783 
425810 AI923S27 
433037 NM.014158 
407162 N63855 
441826 AW503603 
446901 AI347274 
454766 AW866497 
414221 AW450979 
459608 AL1 19471 
400639 
406149 

424027 AW337575 
427531 AA405097 
448353 BE407125 
417669 T99B98 
449650 AF055575 
452335 AW188944 
419216 AU076718 
447748 AI422023 
403534 

410594 AW770778 
438550 AW976002 
439626 N22415 
444540 AI693927 
450024 AA005129 . 
450221 AA328102 
439443 AF086261 
418824 AW751661 
451273 NMJM4811 
430607 AW973521 
432702 AW973953 
414195 BE263293 
425570 AA359558 
414935 C15671 
453153 N53893 
430832 AI073913 
439867 AA847510 
419780 AA713522 
433420 AI674Q93 
434690 AI867679 
436572 AA723274 
447044 AF030107 
431688 AA513906 
403133 

414885 AA157531 
432111 AW972777 
410073 AW408163 
448869 AI792798 
429525 N92540 
446565 D13757 
422386 AF105374 
406687 M31126 
403378 

431369 BE184455 
438580 AA811262 
409191 AWB18390 
412282 BE16Q1B8 
411966 AA099113 
443915 Z40763 
427785 X81053 
446094 AKD01760 
436486 AA742221 
411139 AW819461 
409070 AA063003 
432713 AL11B523 
419384 AA490856 
418858 AW961605 
408444 AW661839 
432128 AA127221 
418027 AB037807 
446060 Z42061 
435196 AK001084 
411987 AA375975 



Hs^8345 ESTs 

gb:nc67f04.s1 Na_CGAP_Pr1 Homo sapiens 
gb:nw55f05.s1 NCI_CGAP_Ew1 Homo sapiens 

Hs.1 23542 EphA3 

Hs.35237 hypofheltca) protein 
Hs^91022 ESTs 

Hs.98321 hypolheacal prolan FU14103 

Hs.47248 ESTs, Highly similar to similar to Cdc14 

Hs.99879 B-ceTi growth factor 1 (12kD) 

Hs.36131 coSagen, type XIV, alpha 1 (undulin) 

Hs.31903 ESTs 

Hs.279938 HSPC067 prolan 

Hs.142634 zinc finger protein 

Hs.129915 phosphotriesterase related 

gb±O5d02j(1 NCI CGAP_Co16 Homo sapiens 
gb:QV4-SN0024-170400-176-e07 SN0024 Homo 
gb:UVH-Bl3-ala-a-12^UI^1 NCLCGAP.Su 
gb:DKFZp761M141..r1 761 (synonym: hamy2) 



Hs.201591 ESTs 

Hs.97957 ESTs 

Hs.231510 ESTs 

gb:ye68g01.r1 Scares fetal liver spleen 

HsJ23838 calcium channel, voltage-dependent L ty 

HS.61Z72 ESTs 

Hs.164021 small inducible cytokine subfamily B (Cy 

Hs.161338 ESTs 

' Hs.281238 ESTs 
Hs.258402 ESTs 
Hs.189080 ESTs 
Hs.265165 ESTs 

gbzh90h08.M Soaresjetal Jiver.spleen. 
Hs.24641 cytoskeleton associaled protein 2 
Hs.127892 ESTs 

Hs.53542 choreoacanthocytosis gene; K1AA0986 prot 
Hs.26163 KIAA0649 gene product 
Hs.247324 mitochondrial rfoosomal protein S14 
Hs.293744 ESTs 

Hs.89505 chofinergic receptor, nicotinic, alpha p 

gb:EST68590 Fetal lung II Homo sapiens c 
gb:C15671 Oontech human aorta polyA+ mR 

Hs.24360 ESTs 

Hs.100686 ESTs, Weakly similar to JE0350 Anterior 
Hs.161292 ESTs 
Hs.87752 ESTs 

Hs.293961 ESTs, Moderately similar to putative DNA 
Hs.148410 ESTs 
Hs.279596 ESTs 

Hs.17165 regulator of Oprotein signalling 13 

gb^67c0ls1 Na_CGAP_LJp2 Homo sapiens 

Hs.269276 ESTs. Moderately similar to S65657 alpha 

gb:EST384871 MAGE resequences, MAGL Homo 

Hs. 58488 catenin (cadherin-assodated prolan), a 

Hs.12496 ESTs, Weakly similar to ALU4.HUMAN ALU S 

Hs.205353 ectonucleoside triphosphate diphosphohyd 

Hs.31 1 phosphoribosyt pyrophosphate arnktotransf 

Hs.1 1 5830 heparan sulfate (glucosamine) 3-O-sutfo* 

Hs.272620 pregnancy specific beta-1 -glycoprotein 9 

Hs.251754 secretory leukocyte protease inhibitor ( 

Hs.299202 ESTs 

Hs.175613 homotog of Xenopus Oaspin 

gb:QV14fT04134)10200-059-g05 HT0413 Homo 

Hs.1 18609 ESTs 

Hs.135292 ESTs 

Hs.180828 collagen, type IV, alpha 4 

Hs.13801 WAA1685 protein 

Hs.120633 ESTs 

gb:RC5-ST0293461299-031-C03 ST0293 Homo 

Hs.224560 ESTs 

Hs.29494 PR0191 2 protein 

Hs.39429 ESTs 

Hs.21 145 hypothefical protein RGO83M05.2 

Hs.253204 ESTs 

Hs.117037 ESTs 

Hs.83293 hypothetical protein 

Hs.27004 ESTs 

Hs.333498 Homo sapiens cDNA RJ 10222 fe, done HE 

Hs.183380 ESTs, Moderately similar to ALU8JHUMAN A 
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443401 A1394067 
424665 AW368576 
416143 A19556S0 
426261 AW242243 
414564 AA164803 
427897 NM.017413 
419160 AA911342 
420111 AA255652 
442879 AF032922 
430486 BE052109 
453823 AL137967 
432074 AA525248 
431848 AI378857 
447072 D61594 
409723 AW88S757 
425627 AF019612 
435090 BE217923 
449369 M001256 
425514 AF112345 
455821 BE143341 
427224 AL135554 
432284 AA532807 
403467 

436032 AA150797 
404356 



434205 AF119861 
405257 
402103 

456649 R74441 
432985 T92363 
417649 AW239285 
431277 AA501806 
454056 A1368B36 
401694 

423531 AW752782 
431364 AW971382 
445908 R13580 
448390 AL035414 
449939 T86420 
455678 BE066007 
404555 

418186 BE541042 
419981 AA897581 
449581 A19B9517 
419229 A1827237 
403691 

423728 AW891294 
443479 AF027219 
425329 A1961644 
453345 AA302862 
424335 AW021508 
451072 AA013451 
417845 AL117461 
411571 AA122393 
438035 AA938198 
432374 W6B815 
400241 

408908 BE296227 
409564 AA045857 
411151 AW866497 
446009 AI989885 
456855 AF035528 
416441 BE407197 
414891 R27124 
430172 AA468591 
422109 S73265 
422985 AU076411 
448552 AW973653 
422373 AK001843 
450726 AW204600 
438379 N23018 
412608 AA247995 
451270 AW341392 
412140 AA219691 
415992 C05837 
415533 T74009 
437132 AL049353 
415304 T66079 
450152 AI138635 
421147 AW592167 
421413 A1826128 
451750 AA2B0851 
417924 AU077231 



Hs.160159 ESTs 
Hs.139851 caveoTtfi2 

Hs.79033 glularninyl-peptiae cyclotransferase (ghi 
Hs.168670 peroxisomal famesyiated prolan 
Hs.71 994 ESTs, Weakly similar to 138022 hypolheD 
Hs.303084 apeFm; peptide Ggand for APJ receptor 
Hs.35524 WAA1 559 protein 

gbzs21h11.r1 NCI_CGAP_GCB1 Homo sapiens 
Hs.8813 syntaan binding protein 3 
Hs.241551 chloride channel, calcium activated, tarn 

gb:DKFZp76102315_r1 761 (synonym: hamy2) 
Hs.149723 ESTs 

Hs.126758 ESTs, Highly similar to AF175283 1 zinc 
Hs.1 7279 tyrosylprotein suifotransferase 1 
Hs.257862 ESTs 

Hs.297007 membrane-bound transcription factor prot 
Hs.149595 ESTs 
Hs.27260 ESTs 
Hs.158237 integral, alpha 10 

gb:MRT>HT0162-19109W)02-d04 HT0162 Homo 
Hs.101937 sine oculis homeobox (Drosophria) homolo 
Hs.105822 ESTs 

Hs.109276 tatexin protein 

Hs.283032 hypothetical protein PRO2015 

Hs.1 17176 poly(A)-blndtng protein, nuclear 1 

Hs.178703 ESTs 

Hs.82359 tumor necrosis factor receptor superfami 

Hs^49965 ESTs 

Hs.24808 ESTs, Weakly similar to 138022 hypotheli 

. Hs.129750 hypothetical protein FU10546 

Hs.294016 ESTs. Moderately similar to B34087 hypot 
Hs.13436 Homo sapiens done 24425 mRNA sequence 
Hs.21 068 hypothetical protein 
Hs.2721 39 ESTs 

gb:RC3-BT0319-120200-014-d09 BT0319 Homo 

Hs.23240 Homo sapiens cDNA: FU21848 lis. clone H 

Hs.128773 ESTs 

Hs.181605 ESTs 

HsJ282884 ESTs 



Hs.1 321 36 solute carrier family 4, sodium bicabon 

Hs.9443 zinc finger protein 202 

Hs.145444 Homo sapiens cDKA FU11494 lis, clone HE 

Hs.90063 raurocatein delta 

Hs.28170 ESTs 

Hs.1 17929 ESTs _ rftrr4flJM „ 

Hs.82719 Homo sapiens mRNA; cDNA DKFZp586F1822 (f 

Hs.7081 1 hypothetical protein FU2051 6 

Hs.146123 poly(A) polymerase gamma 

Hs.301885 rtomosapienscONAFU11346fis,donePL 

Hs.250822 serine/threonine kinase 15 
Hs.54943 fracture callus 1 (rat) homotog 

gbK3V4-SN0024-170400-176^07 SN0024 Homo 

Hs.231926 ESTs , . _ 

Hs.1 53863 MAD (mothers against decapentaplegic, Dr 

gb:601301552F1 N!H_MGC_21 Homo sapiens c 

Hs.268754 Homo sapiens cONA FU1 1949 fis, done HE 

Hs.161889 ESTs 

Hs.1473 gastrirweteasing peptide 

Hs.1 602 dihydropyrimidine dehydrogenase 

Hs.201 04 hypothetical protein FU00052 

Hs.115700 Homo sapiens cDNA: FU23515 fis, clone L 

Hs.250505 relinoic acid receptor, alpha 

Hs.171391 C-terminal binding protein 2 

Hs.44898 Homo sapiens done TCCCTA00151 mRNA sequ 

Hs.235795 ESTs ' 

Hs.73625 RAB6 interacting. Jdnesin-Tike (rabkines 

Hs.145807 hypothetical protein FU13593 

Hs.268738 ESTs, Weakly similar to ALU7_HUMAN ALU S 

Hs.297268 ESTs 

Hs.1 2799 ESTs 

Hs.22968 Homo sapiens done 1MAG&451939, mRNA se 
Hs.293299 ESTs 

Hs.57637 ESTs, Weakly similar to A49364 59 prota 
Hs.226930 ESTs 

Hs.82932 cycfin D1 (PRAD1: parathyroid adenomatos 



2.2 

2.2 

12 

2.2 

2.2 

12 

12 

12 

2.2 

12 

12 

12 

12 

12 

12 

12 

12 

12 

12 

12 

12 

12 

12 

12 

12 

12 

12 

12 

12 

12 

12 

12 

12 

12 

12 

12 

12 

22 

12 

12 

12 

12 

12 

2.2 

12 

12 

12 

12 

12 

12 

21 

12 

12 

12 

21 

12 

12 

12 

12 

12 

12 

2.1 

2.1 

2.1 

11 

11 

11 

11 

11 

11 

11 

11 

11 

11 

11 

11 

11 

11 

11 

11 

11 

11 

11 



355 



WO 03/042661 



PCT/US02/36810 



5 

10 

15 

20 

25 

.30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



406945 
452449 
430)09 
418637 
420495 
449203 
437751 
428412 
425707 
441967 
403317 
406018 
410566 
416747 
431229 
435148 
436349 
446895 
448582 
442762 
442738 
451674 
448076 
443484 



446100 
407624 
435079 
428923 
422496 
413385 
408418 
446733 
427434 
428822 
459325 
416996 
425638 
408000 



424687 
437378 
454100 
452786 
437311 
400631 
440028 
426490 
424103 
407995 
449911 
449509 
452762 
422839 
435040 
401200 
416248 
442262 
449754 
453908 
446965 
412798 
416085 
418378 
455995 
422411 
410888 
446893 
442992 
407021 
436938 
433194 
454790 
431130 
434739 
406468 
457023 
416226 
422306 
432810 
412894 
430602 
436981 



K01383 

AW068658 

H57130 

T85737 

AB38247 

A1634578 

AA767373 

AM28240 

AF115402 

AA972742 

U02687 

AA373210 
AW876523 
AA496479 
AI918049 
AI445255 
AA166655 
A1538880 
AF035119 
AW002370 
AW963137 
AJ133123 
AI091458 
NM_001942 
AW967109 
AW157431 
AA664192 
BE047698 
AA311301 
M34455 
AW963897 
AA853360 
BE538374 
W28418 
AW088369 
W91B92 
NM_0 12337 
L11690 
W73921 
J05070 
AI198823 
AI693231 
R61362 
AA370041 
AF173937 
AW473675 
NM_001621 
NWL001918 
AI094748 
AI262106 
AA001615 
AW501435 
A1674784 
AI932350 



Hs.173451 mstaHolhioneinlA(funcBonal) 

Hs.20943 ESTs 

Hs.1 20925 ESTs 

Hs.193536 ESTs 

Hs.98314 Homo sapiens mRNA; cDNA DKFZp586L0120 (f 

Hs.282121 ESTs 

Hs.35669 ESTs. Moderately similar to ALU INHUMAN A 

Hs.126083 ESTs 

Hs.1 1713 E74-Gke factor 5 (eis domain transcript 

Hs.209786 ESTs 

Hs.385 fms-reJaied tyrosine kinase 3 



H99169 

BE170651 

H00820 

AW613920 

BE242B73 

AW998657 

H18072 

AW982081 

BE179408 

AW749443 

AW851207 

A1610818 

A1914699 

U52077 

AW1 39680 

AB040883 

AW820852 

NMJM6103 

AA804487 

AA001732 

N55342 

BE044325 

AA863400 

R09778 

D13752 

AA740891 



Hs.43047 Homo sapiens cDNA FIJI 3585 fis, done PL 

Hs.1 5929 hypothetical protein FU12910 

Hs.259929 ESTs 

Hs.124961 ESTs 

Hs.115315 ESTs 

Hs.282803 ESTs 

Hs.94812 ESTs 

Hs.8700 deleted in fiver cancer 1 

Hs.131055 ESTs, Weakly similar to NPM_HUMAN NUCLEO 

Hs.194233 ESTs, Moderately similar to ALU1_HUMAN A • 

Hs.20196 adenylate cyclase 9 

Hs.134559 ESTs 

Hs.2633 desmogtein 1 

Hs.1 3804 hypothetical protein (JJ462023.2 

HS.24B941 ESTs 

gb:ac05b0ls1 Stratagene tung (937210) H 
Hs.188785 ESTs » 
Hs.278827 ESTs 

Hs.840 . tndoleamine-pyrrole 2,3 dioxygenase 

Hs.44743 K1AA1435 protein 

Hs.26040 ESTs, Weakly similar to fatty acid omega 

Hs.301732 hypothetical protein MGC5306 

Hs.3071 5 potassium voltage-gated channel. Isk-ret 

Hs.282184 ESTs 

Ks.59609 ESTs 

Hs.1 58450 nasopharyngeal epithelium specific prote 
Hs.620 bullous pemphigoid antigen 1 (230/240kD) 
Hs.50743 ESTs 

Hs.151738 matrix melalloproteinase 9 {gelafJnase B 
Hs.160473 ESTs 

Hs.1 26043 chromosome 21 open reading frame 51 
Hs.106542 ESTs,WeakrysirrrilartoT09052hypotheU 
Hs.9456 SWl/SNF related, matrix associated, scfi 
Hs.109494 secreted protein of unknown function 
Hs.125843 ESTs. Weakly similar to T17227 hypotheti 
Hs.1 70087 aryl hydrocarbon receptor 
Hs.139410 dihydrofipcjamidB branched chain transacy 
Hs.100134 hypothetical protein FU12787 
Hs.12653 ESTs 
Hs^4561 ESTs 

Hs.278582 v-akt murine thymoma viral oncogene homo 
Hs.298908 ESTs 
Hs.152825 ESTs 

Hs.23450 mitochondrial ribosomal protein S2S 

Hs.8700 deleted in Over cancer 1 

Hs .30977 ESTs, Weakly similar to B34087 hypotheti 

Hs.282178 ESTs 

Hs.1 5677 WD repeat domain 15 

Hs.1 19120 E3 ubiquitin Bgase SMURF1 

Hs.92576 ESTs 

gbf ST374154 MAGE resequences. MAGG Homo 

gbJLMfT0618^60500-125^07 HT0618 Homo 
H«l22511 ESTs 

gtnRC1-CT0302-12020(W)1 W04 CT0302 Homo 
Hs.7110 ESTs 
Hs.13297 ESTs 

gb:Human marinerl transpcsase gene, comp 
Hs.161393 ESTs 
Hs.83243 WAA1450 protein 

gb:RC2-ST0301-120200-01H12 ST0301 Homo 
Hs.2719 epididymis-specllic whey-acidic protein 
Hs.144130 ESTs 



Hs.1 73233 hypothetical protein FU 10970 

Hs.34372 ESTs 

Hs.227280 U6 snRNA-associated Sm-iike protein 

Hs.23054 ESTs 

HS.1B6510 ESTs 

Hs.184927 cytcdiraneP450,subfamiryXlB (steroid 

Hs.293316 ESTs 
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452501 AB037791 
449838 AB020653 
4471 60 AA330310 
42215S N34524 
440137 AA866199 
423998 H2913B 
436471 AA719813 
414680 AA743331 
426782 R14514 
430027 AB023197 
411562 AL050201 
413252 BE074910 
427115 AW972853 
444610 A1174783 
400451 

435255 W87434 
450159 A1702416 
418375 NM.003081 
442835 AI021989 
400196 

415734 NM_014747 
415189 L34657 
438940 AF075045 
425349 AA425234 
44B515 H68441 
410557 AA085803 
442562 BE379584 
413488 BE144017 
419088 AI538323 
447373 AI381922 
457465 AW301344 
413918 AW015698 
402820 

424B72 AA347923 
428552 AW274560 
435464 BE548300 
449008 AW578003 
420838 AW1 18210 
428231 U17989 
434933 R91095 
444870 AI200621 
425354 U62027 
429183 AB014604 
439155 H81076 
442787 W93048 
429864 AA460039 
438563 AA810665 
437140 AA312799 
421991 NM_014918 
446534 AI307356 
407881 AW072003 
444838 AV651680 
402318 

410878 AW809201 
414494 AA768491 
421306 AAB06207 
427027 A1924294 
429088 D61542 
429859 NM.007050 
42B060 AA420616 
419953 BE267154 
443718 A1083580 
444187 AW138466 
428048 AA705745 
420195 N44348 
417404 NM_007350 
442833 AA328153 
430335 D80007 
414618 A1204600 
434029 AA621763 
410945 AWB11552 
421247 BE391727 
433374 AJ821409 
445644 R77766 
450271 AI693900 
448084 M467800 
407864 AF069291 
430998 AF128847 
435542 AA687376 
443544 A1076315 
421103 AI625835 
405759 

445242 N66336 



Hs.2971 6 hypothetical protein FU10980 
Hs.24024 KIAA0B46 protein 
Hs.24181 ESTs 

gb:yy56d10.s1 Soares_rnuliiple_sderosi5_ 

Hs.171397 ESTs 

Hs.157113 coenzyme a 7 (ralyeasqhomolog 

Hs.1 17662 ESTs 

Hs.272572 hemoglobin, alpha 2 

Hs.191254 ESTs 

Hs.227743 KIAA0980 protein 

Hs 70769 hypotheficai protein DKFZp586E1 923 

gb:RC5-BT0580-170300-021-F12 BT0580 Homo 

Hs.112237 ESTs 

gb:HA2501 Human fetal fiver cDNA library 



Hs.106015 ESTs, Moderately sirnfc* to ALU1_HUMAN A 

Hs.20O77t ESTs, Moderately similar to A Chain A, T 

Hs.84389 synaptosomai-associated protein, 25kD 

Hs.131903 ESTs 

Hs.78748 WAA0237 gene product 

Hs.7B146 platelet/endotheUal cell adhesion rnolec 

Hs.271609 ESTs ^ 

Hs798B6 rtoose 5-phosphate isomerase A (rtbose 5 

Hs.13528 hypothetical protein FU14054 

Hs.192997 ESTs. Moderately similar to 178885 serin 

Hs.34789 (tonchyWiphcsphooligosaccharide-protel 

gb:MRO-HT0165-191199-004-d09 HT0165 Homo 

Hs.52620 integral, beta 8 

Hs.158781 ESTs 
Hs.1 22908 DNA repfication factor 
Hs.71245 ESTs 

gb:EST54302 Fetal heart II Homo sapiens 
Hs.129520 ESTs 

Hs.192999 ESTs, Moderately similar to WAA0961 pro 

Hs.22826 tropomoduRn 3 (ubiquitous) 

Hs.5244 ESTs 

Hs.183105 nuctearautoantigen 

Hs.4276 KIAA1701 protein 

Hs.148504 ESTs 

Hs.1 55935 complement component 3a receptor 1 
Hs.1 97955 KIAA0704 protein 
Hs.269001 ESTs 

Hs.250723 hypothetical protein MGC2747 

Hs^86 ribosomsl protein L4 

Hs.134746 ESTs, WeaWy similar to A46010 X-Gnked 

Hs.283689 activator of CREM in testis 

Hs.1 10488 K1AA0990 protein 

Hs.175225 ESTs 

Hs.40968 heparan sulfate {glucosamine) 3-O-sulfot 
Hs.208558 ESTs 

Hs.314248 ESTs, Weakly similar to AW4.HUMAN ALU S 
Hs.6783 hypolheocal protein FU22724 
Hs.125889 ESTs 

Hs.173259 uncharacterized bone marrow protein BM03 

Hs.227716 K1AA0934 protein 

Hs.225952 protein tyrosine phosphatase, receptor t 

Hs.249483 ESTs 

Hs.125752 ESTs 

Hs.221373 ESTs 

Hs.151274 ESTs 

gbzf41b1U1 SoaresJetal_heart_NbHH19W 
Hs.26243 Homo sapiens cDNA FU1 1 177 fis, done PL 
Hs.82101 pleckstrin homology-Cke domain, family 
Hs^88201 ESTs, Weakly similar to A Chain A, Cryst 
Hs.239499 KIAA01B5 protein 
Hs.96978 hypothetical protein MGC10764 
Hs.170434 Homo sapiens cDNA FU14242 fis, done OV 

gb:QV2-ST0145471299-017-h1 0 ST01 45 Homo 
Hs.102910 general transcription factor IIH, polype 
Hs.332789 EST 

Hs.271593 ESTs, Moderately similar to A47582 B-cel 
Hs.200920 ESTs 

Hs.271000 ESTs, Weakly similar to 138022 hypotneti 
Hs.40539 chromosome 8 open reading frame 1 
Hs.204038 Indolethytamine N-methyltransferase 
Hs.269533 ESTs 
Hs.1 6359 ESTs 

Hs.27104 Homo sapiens mRNA; cDMA DKFZp667D226 {fr 



Hs.7360 ESTs 
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457938 


A1373S38 


Hs. 133900 


433017 


Y15057 


Hs^79914 


436729 


BE621807 


Hs.3337 


432839 


AA579465 


Hs.452D7 


439224 


AW471088 


Hs. 145950 


410976 


R36207 


Hs^5092 


454574 


AW809109 




411020 


NM_0O6770 


Hs.67726 


452279 


AA286S44 


Hs.61260 


445891 


AL035877 


Hs282878 


434294 


AJ271379 


Hs.76194 


449057 


AB037784 


Hs .22941 


432769 


AA620814 


Hs 144959 


441224 


AU076964 


Hs.7753 


407891 


M485620 


Hs.41135 


429017 


AA463605 


Hs_66295 


406817 


AO36028 




430566 


AA481282 


He 1Q014Q 


449208 


AW7S38T5 




451397 


AA017432 


Lie fi/COQ 


452042 


H38857 


Hs 743QM 


444779 


AJ1 92105 


Re 14717A 


433672 


BE281165 


Hs ?RRfi*tfl 

no.*.utMJGQ 


415954 


AA1718S0 

rV\ ill U%>v 




420273 


AJ652854 




411354 


AW992424 


Hs 288141 


4223B9 


AF240G35 


Hs 115847 
no. i i Jus/ 


446994 


AV650435 


Hs 16755 


417793 


AW405434 




422654 


AA314316 


He 183795 

no. IOJI £s) 


425999 


AW513051 


Hs 332981 


405634 






451562 


H04150 


Hs 107708 

no. luii w 


431958 


X63629 


Hs.2877 


422095 


A1868872 


Hs 287804 


442010 


AIQ32GSQ 


Hs 1377n 


442991 


BE281238 


Hs.8886 


425312 


AA354940 


He 14W58 


415191 


AA190381 


He 170810 
no. \zuq iu 


416406 


D86961 


Hs 79299 


425316 


AA354977 


Hs 1Q1585 

no. i *7 i s>uj 


413753 


U17760 


Hs 75*517 


452241 


AL050204 


Hs.28540 


433571 


AA7fi*i758 


no. I JD 1 3 1 


417094 




He m mo 
ns.o 1 10£ 


409190 


AU07653S 


no.uUyoH 


413783 


AA314337 


He 


423867 


AA331886 




429418 


A138102B 


Hs 1 1 878Q 

no. 1 ID/ 03 


445829 


A1452457 


Hs 145578 
no. I^JJiD 


452366 




Hs 7Q77R 


425704 


U79293 


nS. 


446593 


W79572 


He 17777 
n5. 1 Jif f 


400462 






422003 


AA361780 


He 708*398 


444585 




He 8TO4 


444898 


A]7fl1548 


Re 


403525 






443031 


AW1 34696 


Hs.49418 


430818 


AI311928 




423690 


AA329648 


Hs 9 TP 04 


440941 


BE268362 


Hs.7535 


409627 


AW997628 


Hs 313837 


433258 


A18Q6G78 


Hs 707300 


412863 


AA121673 

nn l£ 1 Uf w 


Hs 50757 


436476 


AA326108 


He 3389 Q 


430259 


BE550182 


Hs 177876 

no. I£f D£U 


417280 


AW173116 


Hs 2G7706 


423528 


AB011137 


Hs 300038 


424800 


AL035588 


Hs 153703 

no. looicuo 


446019 


AI362520 


Hs.279789 


435472 


AW972330 


Hs.283022 


424882 


A1379461 


Hs.153636 


430473 


AW130690 


Hs.59962 


431363 


M66528 


Hs.266902 


438118 


AW753311 


Hs.259415 


400859 






405829 






415258 


AW752247 


Hs 293853 


420314 


H81671 


Hs.320921 


437733 


AI792574 


Hs.122876 


452019 


A1157503 


Hs.27552 


45311B 


AW195849 


Hs.252757 



ESTs 

zinc finger protein 232 

transmembrane 4 superfamfly member 1 

hypothetical protein K1AA1335 

ESTs, Highly similar to T08692 hypotheti 

hypothetical protein MGC10744 

gb^tR4-ST01 17-070100027-304 ST0117 Homo 

macrophage receptor with collagenous str 

hypothetical protein FU13164 

ESTs 

ribosomal protein S5 
KIAA1363 protein 
ESTs 
catumenin 
endomiJdrv2 

midthPDZ^main-contaning protein 
gbwo47a09jc1 NCJ_CGAP_Gas4 Homo sapiens 
ESTs 
ESTs 

ESTs, WeaHy simflar to 7_202_HUMAN 7JNC 
Homo sapiens cDNA FU 20738 fis, clone HE 
ESTs 

US-associated serine-arginine protein 1 

ESTs 

ESTs 

hypothetical protein MGC3156 
pratocadherin 12 
MBtP protein 

small nuclear nbonucleoprotein poiypept 
ESTs 

ESTs, Weakly similar to 138022 hypotheti 
ESTs 

cadherin 3, type 1, P-cadherin (placenta 
hypothetical protein FU22704 
ESTs 

hypothetical protein FU 20424 

ESTs 

ESTs 

lipoma HMGIC fusion partner-like 2 
ESTs, Moderately similar to T14342 NSD1 
larnmin, beta 3 (nicein (125kD), kafinin 
Homo sapiens mRNA; cDNA OKFZp586F1223 (f 
ESTs, Weakly similar to unnamed protein 
histamine N-meihyl transferase 
sarcoma amplified sequence 
ribosomal protein S7 

gb:EST35757 Embryo, 8 week I Homo sapten 

ESTs 

ESTs 

hypothetical protein FU20457 
Human clone 23948 mRNA sequence 
hypothefca! protein FU22054 

ESTs 
ESTs 
ESTs 

ESTs 

gb:qo89n04jc1 NCl_CGAP_Kid5 Homo sapiens 
ESTs, Weakly simflar to PN0099 son3 prot 
COBW-Rke protein 
ESTs 

ESTs, WeaHy simBar to ALUB_HUMAN UU 

zinc finger protein 281 

bHLH protein DEC2 

RalGEF-fike protein 3, mouse homolog 

ESTs 

K1AA0565 gene product 

MyoO family inhibitor 

histone deacetylase 3 

triggering receptor expressed on myeloid 

far upstream element (FUSE) binding prot 

ESTs 

neurotrophin 5 (neurotrophin 45) 
ESTs 



Homo sapiens mRNA; cDNA DKFZp586N2424 (f 
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430705 NNL003540 
420568 F09247 
452759 AW590773 
4QB496 A1683802 
5 420674 NML000O55 
410358 AW975168 
450086 AWdl6343 
410853 H04588 
438607 AW080237 
10 422232 D43945 

432801 NMJH6260 
402490 

446551 AI308176 
438315 R56795 
15 445261 T79759 
401986 

420335 AA25B771 
424698 AA164366 
435413 A1257476 
20 458175 AW296024 
458433 AL135352 
417494 A1369494 
416045 H15990 
424181 AL039482 
25 445873 AA250970 
411578 AW238524 
453116 AI276680 
425692 090041 
435608 AW183971 
30 402102 

458308 AI828155 
438177 BE32701S 
415205 H71616 
427244 AA402400 
35 441384 AA447B49 
438979 AW976218 
400285 
405966 

407407 AF050198 
40 427739 AW196755 
433584 AW295399 
448956 AK001674 
439474 A182406O 
421755 AW169454 

45 454566 AW807605 
418835 AI655499 
453108 A1311457 
447101 N72185 
408873 AL045017 

50 426226 AA769045 
401157 

407721 Y12735 
425546 AW157044 
408964 AF201468 
55 419839 U24577 
402855 

443644 A1080491 
445672 A1907438 
432343 NNL002960 
60 411941 AW876909 
430664 AW969B34 
402812 

457434 AW62B192 
448133 M723157 

65 402048 

423347 A1660412 
423957 AW978309 
433347 AF023130 
437373 H67505 

70 439217 AF086041 
446609 BE395090 



Hs.24781 6 H4 histone family^ member C 

Hs.247735 protocadherin alpha 10 

Hs.258996 ESTs 

Hs.136182 ESTs 

Hs.1327 butyryttioiinesterase 

Hs.1 3337 ESTs, Weakly similar to unnamed protein 

Hs^33301 ESTs 

Hs.30469 ESTs 

Hs.252884 ESTs 

Hs.113274 transcription factor EC 
Hs.278953 zinc finger DNA binding protein Helios 

Hs.65636 ESTs 
Hs.82419 ESTs 

Hs.282939 ESTs. Weakly similar to 138022 hypotheu 



Hs.43616 Homo sapiens mRNA for FUQ0029 protein. 

Hs.151973 hypothetical protein FU23511 

Hs46669 ESTs 

Hs.150434 ESTs 

Hs.255883 ESTs. Weakly similar to 138022 hypotheti 

Hs.222137 ESTs 

Hs.31403 ESTs 

Hs.142517 Homo sapiens mRNA; cDNA DKFZp434P0810 (f 
Hs.251 946 poly(A)-binding protein, cytoplasmic 1-1 

gb:xpZ7c05.x1 NCLCGAP_HN10 Homo sapiens 
Hs.146086 ESTs 

Hs.155956 N-acetyitransf erase 1 (arytamme N-acety 
Hs.250896 ESTs 

Hs.211055 ESTs 

Hs.281391 ESTs 

Hs.135233 ESTs 

Hs.178045 ESTs 

Hs.288650 Homo sapiens cDNA: FU22182 fis, ctone H 

Hs.32565 ESTs 



gb:Homo sapiens putative mitochondrial s 
Hs.98105 NYD-SP14 protein 

gb:Ul-rVBI2-arr/-h-03-0-Ul.s1 NCLCGAP_Su 
Hs.22630 cofactor required for Sp1 transcriptiona 
HsJ11501 ESTs 

Hs 207422 ESTs, Weakry similar to S71949 metanopr 

gb:MR4-ST0098-12010(W01-b06 ST0098 Homo 
Hs.161712 ESTs 
Hs.99472 ESTs 
Hs.44189 ESTs 

Hs 1 82278 calmodulin 2 (phosphorytase kinase, dell 

g b:oa80h07.s1 NCI_CGAP_GCB1 Homo sapiens 

Hs.38018 dual-specificity ryrosine-OQ-phosphoryl 

Hs.158512 cyclin-dependent Jdnase-tike 2 (CDC2-rel 

Hs 49349 beta-site APP-cleaving enzyme 

Hs.93304 phospholipase A2, group VII (plate!et-ac 

Hs.93270 ESTs, Moderately similar to S65657 alpha 

Hs.282862 ESTs 

Hs.2961 S100 calcium-binding protein A3 

Hs.25201 ESTs, Weakly similar to FAT DROME CADHER 

Hs,303303 ESTs 

Hs.18851 hypothetical protein FU10875 

Hs .73769 folate receptor 1 (adult) 

Hs.234557 ESTs , ni 

Hs.136235 Homo sapiens cDNA FU13542 fis, clone PL 
gb:Homo sapiens Ras-GRF2 mRNA, partial c 
Hs.191979 KIAA1733 protein 
Hs42975 ESTs 

Hs.1 5535 Homo sapiens ctone 24582 mRNA sequence 
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Pkey: Unique Eos probeset identifier number 
80 CAT number Gene duster number 

Accession: Genbank accession numbers 

Pkey CAT number Accession 
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408690 


107490 1 


409029 


1095422J 


409073 


109851.1 


409519 


113722.1 


409695 


114876 1 


410008 


1 16812.1 


410615 


1212203.1 


410672 


1214882.1 


410784 


1221005.1 


410785 


1221055.1 


410888 


1225955 1 


410901 


1226077.1 


410934 


1227240 1 


410945 


1227561 1 


410999 


1228809 1 


411004 


1228975.1 


411018 


1229132J 


411139 


1233781 1 


411151 


1234022J 


411479 


1247077.1 


411514 


1248538.1 


411578 


125013 1 


411745 


1256160 1 


411880 


1263110 1 


411905 


1265181.1 


412167 


1280605.1 


412209 


1283610 1 


412248 


1285000 1 


412282 


1287679 1 


412303 


1288130 1 


412566 


1306469 1 


412877 


1333953.1 


412879 


1334272J 


413087 


1348720.1 


413136 


1350379J 


413252 


1355877J 


413382 


1365954 1 


413488 


1373234.1 


413499 


1373910.1 


413618 


1380384J 


413638 


1381238.1 


413642 


1381 386 J 


413875 


1396766 J 


414109 * 


1417307J 


414221 


142696.1 


414605 


1465790.-1 


414935 


15091 57 J 


415236 


1531 080 J 


415635 


1540853.1 


415747 


155189.1 


415980 


1564218 1 


416288 


15S5983 _ 1 


416337 


1589299 1 


416441 


159480 T 


416548 


16001 B1 1 


416624 


1604694 1 


416871 


1626761.1 


416913 


163001 T 


416972 


163668.1 


417561 


168747.2 


' 417648 


1691070.1 


417669 


1692157.1 


417859 


1703724.1 


418378 


174655 1 


418636 


177402~1 


419546 


185766.1 


419637 


186639.1 


419807 


188252J 


420111 


190755 1 


420821 


1951 13J. 


420637 


195241.1 


421065 


• 198936 1 


422063 


210852.1 


422156 


212379.1 


422342 


215498.1 


422429 


216469 1 


422977 


223410.1 


. 423121 


225175.1 



AW884542AA056567AW882724 . 
BE087807AW301579 
AA083458AA063018AJ444822 
AA07536BAA075369 

AA296961 AA296889 AA076945AA077528AA077497 
AA079552 BE142525 BE142527 
AW772721 AW873372 HB9212 
AW794600AW794730 
AW803201 BE079700 BE062940 

AW803341 AW803265 AW8034O3 AW803466 AWB03402 AW80341 3 AW803268 AW803396 AW803334 AW803355 
AW861207AW809508 

AW810001 AW810O92 AW810170 AW809B84 AW809S64 AW810353 AW810428 AW810209 AW810429 AW810154 AW810168 AW809788 

AW810006 AW809572 AW809694 AW81 0552 AW810345 AW81 0432 AW8O9960 

AW81 1 1 14 AW81 1095 AW81 1087 AW81 1 124 AW81 1054 AW81 1094 AW81 1 1 57 

AW81 1552 AW811470 AW81 1523 AW811482 AW81 1514 AW81 1456 AW81 1525 

AW813004AW812962AW812961 

AW81 3242 BE146089 AW813195 AW813173 AW813206 BE145953 BE146212 AW813196 AW854582 AW813241 BE061582 
AW813428 AW813444 AW813367 AW81 3368 AW81 3429 AW813424 
AW819461 AW819478AW819479 AW819559AW819505 
AW866497 AW819775 AW819868 AW866602 AW866561 

AW848047 AW848202AW848631 AW848142AW84B702 AW848121 AW848632AW848140 AW848571 AW848009 AWB48067 AW848059 

AW848905AW84B214 

AW850178 AW850233 AW850445 AW850446 

AW238524 AA094059 R59022 

AW857826AW859896 

AW872477BE088101T05990 

BE265067 BE264978 AW875420 

AW897230 AW897252 AW897244 AW897231 AW897263 

AW901456AW901450AW901441 

BE176480 AW903298 AW903313 

BE160188 AW935785 BE160401 BE160319 BE160313 BE160395 

AW936336AW936339 

AW962574BE073261 

BE011168 BE005371 BE011172 BE011313 BE011166 
BE092219 BE092361 BE006789 
BE064655 BE 153953 

BE066941 BE066911 BE066979 BE066929 BE066925 

BE074910 BE074913 BE074911 BE074903 BE074892 BE074935 

BE090689 BE090685 BE090697 BE090680 BE090691 BE090696 BE090698 BE090686 

BE144017 BE1 85527 BE144023 

BE144884 H97942 

BE15407BBE1 54006 BE153891 BE153523BE153983 
H71252 BE15466BBE154642 

BE154837 BE154879 BE154850 BE154877 BE1 54835 BE1 54849 BE154902 BE154905 BE154867 BE154901 BE154904 BE154899 
BE176776 H85072 
BE250744 BE294770 

AW450979 AA136653 AA136656 AW4193B1 AA984358 AA492073 BE1 68945 AA809054 AW23803B BE01 1212BE011359BE011367 BE011368 

BE01 1352 BE011215 BE011365 BE011363 

BE390440 

C15671 C15333 C15833 D81433 C14657 C14811 

R41400 H06659 238637 F02023T16516 

F13168R21289T77628 

AA381209 AA381245 AA167683 

R52414R616B1H12009T74429 

H51299 H44619 H46391 R86024 H51892T72744 

H48713 H83057 H48694 H65247 

BE407197 AA182474 AM 80369 BE275628 BE276131 

H62953N76608 N72413 

H69044 T47567 H75691 T50292 

H98716 N90792N24283 

AW934714 BE161007 BE162500 AW749902 AW749864 BE162498 BE161005 AA190449 AW513465 BE161006 BE162499 

BE019670AA191284AA191255 

AW974345 BE145400 T97088 AA639076 

R06552T989B5R08656 

T99898 T92080 T91447 R07806 R07779 

T26453 Z44226 R20425 

AW962081 AA218925 AA354237 

AW749855 AA225995 AW750208 AW750206 

AA244199AA244272H57440 

W27493 AA248063 AA249685 AA429679 

R77402 AA262452 AA25098B R06794 

AA255652 AA280911 AW967920 AA2626B4 

AA27B808 BE082076 BE081812 BE081581 

AW9761 53 AA278945 AA747691 

AA329711 AA287438AA283148 

BE156476BE156473BE156474 BE 1 56475 AA302839 

N34524 AA305071 AW954803 AA502335 AI433430 A1203597 AW026670 AW265323 AWB50787 AA317554 AW993643 AW835572 AW38551 2 
Al 334956 W32951 H62656 H53902 R88904 AW835732 
AA309272AA309312AW961837 
AA310527 AW962295 244865 H06641 

AA631498 AI017191 AA491211 AA761823 AA714555 AA768099 AA808286 AI934069 AA570223 AA574389 AA582438 AI745346 AW964510 
AA319642 AW853758 H56414 
AW864848 AA322213 AA322209 AW961624 
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423377 
423532 
423735 
423841 
423867 
424872 
425201 
425497 
425570 
426226 
426497 
426603 
427551 
428046 
428679 
430212 
430818 
430844 
430933 
431071 
431169 
431322 
431595 
431688 
432111 
432189 
432222 
432779 
432803 



433347 
433492 
433584 
433644 
433687 
434138 
434374 
434613 
434638 
434950 
434995 
435079 
435463 
435634 



437146 

438005 
438458 
438909 



65 



70 



75 



80 



440320 
440674 
443613 
443657 
444314 
444610 
444910 
446096 
446901 
447197 
448404 
449540 
450024 
450458 
450522 
451024 
451487 
452453 
452542 
453823 
453901 
454190 
454193 



22769,1 
229352.1 
231498.1 
232507.1 
232732J 
244505.1 
247933.1 
252499.1 
253248.1 
262918.1 
268121.1 
269B25.1 
280163.1 
286394.1 
294049.1 
314437J 
- 324239.1 
324570.1 
325757.1 
327550.1 
328799.1 
331543.1 
335512J 
336609.1 
341618.1 
342819.1 
343347.1 
354024.1 
354267.1 
355475.1 
3638B.1 
367934.1 
370400.1 
371919.1 
373061.1 
380572J 
384889.1 
3B9550.1 
38990.1 
396061.1 
397210.1 
399783.1 
405582.1 
409239.1 
421802.1 
43371.1 

447553.1 
457837.1 
46684.1 
467651.1 
491930.1 
49997.1 
575391.1 
576685.1 
600667.1 
612257.1 
624951.1 
661959.1 
697809.1 
711623.1 
761515.1 
80945.2 
82296.1 
83586.1 
837264.1 
85565.1 
87131.1 
918300.1 
921410.1 
9B2526.1 
986414.1 
1049996. 
1050256. 



AL049377 AL079930 AL047223 AW885968 AA3S5235 
BE090503 BE090490 BE090483 BE090501 BE090500 E 
AA330259AA661806 AA502431 AW974633 AA649496 
AW753967 AA370795 AA331630 AW962550 
AA331886 AW962659 AW962655 T89841 
AA347923 AA347928 AW961769 
AA352111 AW962247 AA429695 
AA524596 AA358494 AA513507 
AA359558AA359819AW963122 
AA769045 AA372590 AW963633 
AA379913AA379981 AW963523 
AA382291 AA994657 
T96203AA405343T96121 
AA705745 AA420850 AA420433 
AA431765AA432015 
M469153 AI7185Q3 AA469225 

AI31 1928 AA936030 T51931 AA609816 AA487195 AA664207 
AA491 379 H86020 AW969148 

AW971240 AA493843 AA493723 ft 

AW970622 AA503009 AA502998 AA502989 AA502805 T921 88 

AA508196BE142920 AI2B0311 A1205616D61709 

AA51 3906 AA847734 A1357044 

AW972777 AA526795 AA526305 

AA527941 AI810608 AI620190 AA635266 

A1204995 AW827539 AW969908 AW440776 AA528756 

AW979241 AA565006 AA847102 

AA565398AW894072 H97930 

AW974094 AA569074 AA602574 

AF023130 AF181250 AA984703 AA694303 AA351792 

AVraB93 AW207772 AWSW641MM70290 BE34B854 AW170383 AA600958 AA778832 

AW342028 AA641080 AA603282 

AA743991 AA604852 AW272737 

AA625804 AW418787 AW074833 AI675642 AI393368 

M631439 AI086355 A1082577 

AI821826 AA640657 AA658836 AA650055 AIB21079 

H50758AF147434 H50666 

AW974892 AA654375 

AW974995A1B21880A)821932AI791196M659617AI821137AA658925 

AA664192H60250T71388 
AA682507AW851124 
T82384 R05307AAE93714 

SSaSz^aws^ 
ai239729 a1251752 aa485791 be568425 aw962958 
be151746 be336853 d63271 t94955 aa774994 

AW975186AA807807 D29548 
AF085B39 R69137 AW188788 R69254 
AAB28995 AA834879 A1926361 
AA879294 N67538AI474541 
8E561546 Z25124 A1307139 Z28800 
A1079356W23287 
R14973 R14967A1081006 
A1140497 AW749625 AW749626 AW749644 
AI174783 R83569R12271 
A1201849 BE089007 AW946544 
A1276454 A1633717 A12751 16 
AI347274AW844024 
R36075AI366546R36167 
BE089973AI498612AW805032 
AA001713H63836 
AA0O5129 AA6790B4 AA694399 
AA009925BE149301 



454352 
454359 
454389 
454403 



1129667.1 
1130674.1 
115682.1 
1170435J 



AA442176AA259181 

AA018072 N46370 R84847 

A1902519A1902518AI902516 

AW81 2256 AW812257 A1906423 A1906422 

AL137957BE064160BE064186 

BE065902 AW749032 AW003637 
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454455 
454556 



454574 
454600 

454678 
454693 
454714 
454766 
454784 
454790 
454836 
454962 
455047 
455092 
455100 
455107 
455114 
455170 
455201 
455226 
455252 
455286 
455310 
455431 
455488 
455511 
455512 



455571 
455631 
455678 
455685 
455807 
455821 
455866 
455992 
455995 
456034 

458804 
458861 
459160 
459201 
459267 



1206965.1 
1224432,1 



1225636 1 
1226077.1 

1228915.1 
1229132.1 
1230493.1 
1234022.1 
1234630.1 
1234752J 
1236509.1 
1246750.1 
1250536.1 
1252971.1 
1253334.1 
1253874.1 
1254106.1 
1256905.1 
1259748.1 
1262534.1 
1266222.1 
1273576.1 
1278158.1 
1289854.1 
129372.-1 
1321229.1 
1321443.1 



1331885.1 
1347545.1 
1349716.1 
1350393.1 
1370914.1 
1372714.1 
1377119.1 
1398552.1 
1398903J 
142696.1 

75803.1 
798085.1 
920051.1 
925883.1 

i 1 



AW752710 BE180336 BE180186 

AW807605 AW807690 AW807B39 AW807752 AW807673 AW807667 AW807955 AW807760 AW80761 5 AW807898 AW807849 AWB07821 
AW807832 AW807842 AW807827 AW807822 AW807829 AW807830 AW807825 AW807603 AW807612 AW807908 AW807595 AW807617 
AW807678 AW807687 AW807918 AW807921 AW807596 AW807602 AW807688 AW807509 AW807684 AW807770 AW807593 AW807754 
AW807679 AW807957 AW807683 AW807763 AW807902 AW807840 AW807B1 9 AW807836 AW807769 AW807585 AW807847 AW807674 
AW807685 AW807670 AW80791 7 AW807677 AW807680 AW807900 AW807669 AW807952 AW807907 AW807846 AW807756 

AW807835 AW807608 AW807753 AW807601 AW807956 

AW809109 AW809112AW809122AW809126 AW80912BAW809133 AW809131 AW809113 AW809111 AW809132 

AW810001 AW810092 AW810170 AW809B84 AW809664 AW810353 AW810428 AW810209 AW810429 AW810154 AW81016B AW809786 

AW810006 AW809672 AW809694 AW810552 AW810345 AW810432 AW809960 

AW813089 W281Q2 

AW813428 AW813444 AW813367 AW813368 AW813429 AW813424 

AW815098 BE154843 BE154831 

AW866497 AW819775 AW819868 AW866602 AW866561 

AW820626AW820621 AW820608 

AW820852 AW820773 AW821088 

AW83371 1 AW833620 AW833699 

AW847645 AW847791 AW854083 AW853945 

AW852530 AW852527 AW852526 

BE152428 AW855572 AW855607 

BE160198 AW935898 T11520 AW935930 AW856073 AW861034 
BE1541 13 AW8567S7 AW856847 AW861128 AW856817 
AW857121 AW857123 AW861238 



AW947884 AW947918 AW947888 AW947883 AW947897 AW94791 0 AW947905 AW864751 AW947878 
AW902103 AW869012 AWB69139 
AW876627 AW876630 AWB76631 AW876625 
BE144384 AW887474 AWB87403 BE144386 
AW893961 AW893998 AW894034 AW894019 
AW938484BE001245BE001190 
AA102322 

BE1 44762 AW979091 

AW983608 AW983628 AW98361 0 AW98368B AW983601 AW9B3645 AW983607 AW983640 AW983625 AW983612 AW983642 AW983687 
AW983602 AW983624 AW983634 AW983637 AW983632 AW983617 AW983635 AW983630 AW983636 AW983639 AW983616 AW983689 
AW983641 AW983521 AW983603 AW983609 AW983623 AW983644 AW9B3618 AW983615 AW98361 1 AW983604 AW983686 AW983622 
AW983619 AW983533 AW983589 AW983605 AW983626 AW983643 AW983631 AW983627 AW983613 AW983614 AW983685 AW983593 
AW9835S0 AW983594 AW983520 AW983638 AW983S92 AW98358B 
BE003714 BE003721 BE003720 BE003716 

BE063031 BE063002 BE063008 BE063024 BE063040 BE053006 BE063072 
BE066007 BE066017 BE066074 
BE066976 BE066928 BE066927 

BE141140 BE141139 BE141105 BE141143 BE141127 BE141202 BE141108 
BE143341 BE143344 BE143378 BE143358 

BE149024 BE149056 BE152826 BE149025 BE149057 BE152819 BE14903O BE149062 BE149023 BE149055 
BE179015 BE178965 BE179010 BE179002 BE178961 BE179005 BE178964 BE179012 BE17S011 BE1 78963 BE17B997 
BE179408 BE17979B BE179980 

AW450979 AA136653 AA136556 AW419381 AA984358 AA492073 BE1 68945 AA609054 AW238038 BE01 1212 BE01 1359 BE011367 BE011368 

BE011362 BE011215 BE011365 BE011363 

AL157625N72696BE622492 

AI630223AI630470 

AI904723 AI904725 A1904729 AI904722 A1904758 AI904736 

AW391177W45021 * 
AJ003631 AJ003650AJ003651 



TABLE 29C 

Pkey: Unique number corresponding to an Eos probeset ^ ^ Biu _ 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. 'Dunham I. et al" refers to the publication enbtled The DNA sequence of 

human chromosome 22/ Dunham I et al., Nature (1999) 402:48*495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposition: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposition 


400451 


8113550 


Minus 


8218^2320 


400462 


9929659 


Minus 


197610-197785 


400608 


9887666 


Minus 


96756-97558 


400639 


9887597 


Plus 


23150-23580 


400541 


8117693 


Plus 


4786-4992 


400756 


8119084 


Minus 


38734-38857 


400859 


9757499 


Minus 


91 888-9201 8,98131-98294.99474-99570 


400880 


9931121 


Plus 


29235-29336,3636336580 


400889 


9958234 


Minus 


169782-170036 


400983 


8081198 


Plus 


107903-108832 


401045 


8117619 


Plus 


90044-90184,91111-91345 


401049 


7232177 


Plus 


149157-150692 


401078 


3687273 


Plus 


105052-105171 


401094 


9965511 


Plus 


137130-137302,139283-139506 


401103 


B568122 


Minus 


98330-98449 


401157 


9438289 


Minus 


114133-114247,114567-114645 


401189 


9690246 


Minus 


90815-90929 
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401200 9743387 **nus 1115*1 11 806.1 1479,11 4916.11541 M «11»1«*11^1«~«.tt»«« 

401213 9858408 Plus 98243-98380,98489-98619 

401254 9796309 Plus 152209-152383 

401323 9212516 Ptus 213509-214450 

5 401335 9884881 Rus 15736-16352 

401497 7381770 Plus 92607-92813 

401517 7677912 Phis 29278-29770 

401526 7770551 Rus 91570-93177 

401575 7229804 Minus 76253-76364 

10 401694 3540172 Minus 64056*4168 

401793 7263888 Minus 102945-103083 

401862 7770606 Minus 55839-55993.59145-59293 

401878 8099802 Minus 162268-162474,163089-163195 

401986 4406829 Minus 31137-31293 

15 402046 8072415 Rus 166394-166556.168167-168395 

402048 8072512 Pius 4393544078 

402102 8117771 Minus 174566-174740 

402103 7249203 Plus 14453-15414 
402230 9966312 Minus 29782-29932 

20 402318 7582559 Minus 12843-13403 

402490 9797648 Rus 149982-150929 

402745 9212200 Minus 76516-76690 

402800 6010175 Rus 4392144049,46181-46273 

S 6010110 Plus 25026-25091.25844-25920 

25 402820 6456853 Minus 82274-82443 

402855 9662953 Minus 59763-59909 

403133 7331427 Rus 38314-38634 

403271 7230852 Rus 134283-134485 

403277 8072597 Minus 27494-27642 

30 ' 403310 8139936 Minus 183883-184026 

403329 8516120 Plus 96450-96598 

403355 8569930 Rus 92839-93036 

mmR 9438244 Minus 44264-44443 

S 9438331 Pha 112733-113001.114599-114735' - 

35 403467 9929556 Minus 73431-73602 

403515 7656757 Minus 173358-179553 

403525 7960440 Rus 152431-153243 

403534 8076917 Minus 46652-47332 

403568 8101145 Minus 85509*5658 

40 403574 8101156 Rus ?S£6176 MIWM 1A ™ 

403637 8671936 Minus 142647-142771.145531-145762 

403677 7331517 Minus 55008-55083,62860*3051 

403691 7387384 Minus 88280-88463 

403760 7712202 Minus 4591046260,4756347824 

45 403776 7770611 Minus 1414-1513,1624-1756 

403895 73B1715 Minus 35024002,40704308 

403937 7711761 Minus 12609-12773 

404043 9558573 Rus 29042-29135,4659746699 

404097 7770701 Rus 55512-55781 

50 404200 6010176 Minus 7066-7210 

404249 8655533 Rus 64270*4633 

404274 9885189 Rus 104127-104318 

404285 2326514 Rus 32282-32416 

404288 2769644 Rus 3512-3691 

55 404356 7630858 Minus 126433-126623 

404443 7579073 Minus 87198*7441 

404476 8080699 Rus 101B41-102043 

404488 8113286 Minus 64835-64994 

404513 8151941 Minus 112837-113339 

60 404548 8570305 Minus 83896W52 

404555 7243881 Minus 63963-64157 

404561 9795980 Minus • 69039-70100 

404588 6456726 Minus 4005940210 

404593 9944086 Minus 74922-75788 

65 404599 8705107 Rus 11 J 4 ?^ 33 

404860 8979555 Rus 65852*6081 

404916 7341826 Plus 91057-91188 

404957 7407927 Rus 147512-148011 

405041 7547195 Rus 121230-121714 

70 405059 7656683 Rus 349*22 

405090 8072525 Minus 38552-39202 

405257 7329310 Plus 73121-73273 

405336 6094635 Rus 33267-33563 

405472 8439781 Rus 106297-1 05447,1 08462-1 0B596 

75 as s a: sssssai^i— 

S S Z ^^.18302-184,2.^-18927.2^22389 

405654 4895155 Minus 53624-53759 

80 405692 4314424 Rus 61379-62562 

405759 3288022 Minus 18283-18399 

405829 7109593 Minus 15628-16127 

405848 7651809 Minus 28135-28244 

363 



WO 03/042661 



PCT7US02/36810 



405966 


8247788 


Minus 


51762-51978 


405970 


8247789 


Minus 


45795-46295 


406018 


6758904 


Minus 


37795-38168 


406091 


9123919 


Minus 


197370-197935 


406092 


9123919 


Pius 


251370-251797,252168-252882 


406149 


7144791 


Mnus 


44464-45164 


406195 


7289992 


Minus 


36293-36827 


406333 


9213235 


Plus 


64689-64798 


406468 


9795553 


Plus 


4373-4616,8870-9046,1 1 366-1 1 509,1 1625-1 1880 


406505 


7711374 


Minus 


6843-8077 


406554 


7711566 


Plus 


106956-107121 


406603 


8272659 


Minus 


39506-39694 



TABLE 3QA: ABOUT 1840 GENES UP-REGULATED IN IDIOPATHIC PULMONARY FIBROSIS (IPF) COMPARED TO HYPERSENSITIVITY PNEUMONITIS (HP) 

Table 30A fists about 1840 genes thai are up regulated in idiopathic pulmonary fibrosis (IPF) samples as compared with hypersensitivity pneumonitis (HP) samples. These were 
selected from about 59680 probesets on an Aftymetrix/Eos Hu03 Gene Chip array such that the ratio of "average" idiopafirc pulmonary fibrosis sample expression level to "average" 
hypersensitivity pneumonitis sample expression was greater than or equal to about 2.0. The "average" idiopathic pulmonary fibrosis level was set to the 90* percentile amongst 
idiopathic putmonary fibrosis samples. Trie 'average" hypersensitivity pneumonitis level was set to the 90* percentile amongst hypersensitivity pneumonitis samples. 

Pkey: Unique Eos probeset Identifier number 

ExAccrc Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of IPF (idiopathic pulmonary fibrosis) to HP (Irypersensrfivtry pneumonitis) 



Pkey 


ExAccn 


Unigene ID 


Unigene Tiue 


R1 


450478 


AW451709 


Hs.271200 


ESTs 


20.2 


432365 


AK001106 


Hs.274419 


hypothetical protein FU10244 


11.9 


405654 








11.8 


440209 


H05049 


Hs.22269 


neurexin3 


10.8 


407811 


AW190902 


Hs.40098 


cysteine knot superfamily 1, BMP antagon 


10.4 


439606 


W79123 


Hs.58561 


G protehvooupled receptor 87 


10.3 


425259 


AL049280 


Hs.1 55397 


Homo sapiens mRNA; cONA DKFZp564K143 (fr 


10.2 


426230 


AA367019 


Hs.241395 


protease, serine, 1 (trypsin 1) 


9.5 


416653 


AA768553 


Hs.74170 


fretaMonetn 1E (functional) 


9.3 


420481 


U50525 


Hs.98201 


Human BRCA2 region, mRNA sequence CG029 


9.2 


403574 








9.1 


415817 


U88967 


Hs.78867 


protein tyrosine phosphatase, receptor-t 


8.8 


419519 


AI198719 


Hs.176376 


ESTs 


8.2 


435256 


AF193766 


Hs.13872 


cytotdne-ltke protein C17 


8.1 


423017 


AW178761 


Hs^27948 


serine (or cysteine) proteinase inhibito 


8.1 


429629 


BE501732 


Hs.30622 


Homo sapiens cONA FU13010 fis, clone NT 


8.0 


405443 








7.8 


428766 


AA477989 


Hs.98800 


ESTs 


7.7 


441802 


AA968636 


Hs.127877 


ESTs 


7.6 


453649 


Y07494 


Hs^4114 


ATPase, Na^+traiisporung, alpha 2 (+) 


7.5 


447410 


AI470235 


Hs.172698 


EST 


12 


442353 


BE379594 


Hs.49136 


ESTs, Moderately similar to ALU7.HUMAN A 


7.2 


405494 








6,9 


442377 


AA993807 


Hs.167367 


ESTs 


6.9 


409928 


AL137163 


Hs.57549 


hypothetical protein (1J473B4 


6.8 


420407 


AA814732 


Hs.145010 


fipopotysarxan^e-specific response 5-0 


6.B 


415236 


R41400 




gb:yf94b12.s1 Scares infant brain 1NIB H 


6.8 


451562 


H04150 


Hs.107708 


ESTs 


6.B 


403310 








6.7 


445189 


AI936450 


Hs.1474fi2 


ESTs 


6.7 


409632 


W74001 


Hs.55279 


serine (or cysteine) proteinase inhibito 


6.7 


439780 


AL109588 




gb:Homo sapiens mRNA full length insert 


6.6 


402)76 








6.6 


415025 


AW207091 


Hs.72307 


ESTs 


6.5 


406690 


M29540 


Hs.220529 


carcmoembryomc antigen-related ceD ad 


6.5 


438557 


AW364104 


Hs.143509 


hypothetical protein FU21924 


6.5 


428042 


AA419529 


Hs.76391 


myxovirus (influenza) resistance 1, homo 


6.4 


418007 


M13509 


Hs.83169 


matrix metailoproteinase 1 (interstitial 


6.4 


409545 


BE296182 


Hs.19002 


hypothetical protein MGC4675 


6.4 


446619 


AU076643 


Hs.313 


secreted phosphoprotein 1 (osteopontJn, 


6.4 


4119% 


AA099113 


Hs.11B609 


ESTs 


6.4 


440274 


R24595 


Hs.7122 


scrapie responsive protein 1 


6.3 


442879 


AF032922 


Hs.8813 


syntaxin binding protein 3 


6.3 


419236 


AA330447 


Hs.135159 


Homo sapiens cDNA FU11481 fis. clone HE 


6.3 


420185 


AL044056 


Hs.158047 


ESTs 


6.3 


415672 


N53097 


Hs.193579 


ESTs 


6.2 


455488 


AA102322 




gbzl90r03 j1 Stratagene colon (937204) 


6.2 


420026 


AI831190 


Hs.166676 


ESTs 


6.1 


446868 


AV660737 


Hs.135100 


ESTs 


6.1 


431622 


AW979271 


Hs.293184 


ESTs 


6.1 


407266 


AJ235664 




gb:Homo sapiens mRNA for immunoglobulin 


6.1 


421300 


AW297398 


Hs.96617 


ESTs 


6.0 


416045 


H15990 


Hs.31403 


ESTs 


6.0 
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5 

10 

15 

20 

25 

30 

35 

40 

45 

50 

55 



60 
65 
70 
75 
80 



414175 AI308876 
424693 BE169810 
436397 AA715013 
440504 A1948956 
409718 D86640 
403625 

418986 AI123555 
416035 H42314 
400292 AA250737 
442849 R10099 
440B87 AI799488 
427535 R29543 
410934 AW811114 
431374 BE25B532 
444963 A1916973 
447530 AW192063 
444992 R37658 
416575 W02414 
431211 M86849 
451830 H18433 
446466 H3B026 
404043 

423454 AL1 10456 
455540 BE080231 
434683 AW298724 
445898 AF070623 
422306 BE044325 
428895 AA437124 
450018 AM21642 
419249 X14767 
455047 AW852530 
454039 AW079064 
403637 

414725 AA769791 
409073 AAD6345B 
403329 

434001 AW950905 

459664 

401497 

410797 AW857191 
411402 BE297855 
448344 AI581519 
435202 AJ971313 
439418 A1282149 
443584 AI807036 
434352 AF129505 
430838 N46664 
430882 BE174240 
440129 AA865818 
437636 AA764781 
455747 BE074910 
455464 AW983901 
418771 AA807881 
434820 A1821863 
440615 AI733055 
454482 BE147919 
400432 AX015809 
43650B AW604381 
423607 AA328329 
407415 AF073328 



Hs.103849 hypothetical protein DKF2p761D1 12 

Hs.47557 ESTs 

Hs. 163835 ESTs 

Hs 130017 ESTs, WeaWy similar to JN0908 H-^transp 

Hs.56045 src homology three (SH3) and cysteine ri 

Hs.81796 ESTs . ^cudc 

g b:yo09e0Zs1 Soares adult bram N2b5HB5 

Hs.72472 ESTs 

Hs.269805 ESTs 

Hs.135905 ESTs 

Hs 21 64 pro-platelet basic protein (includes pla 

s b:MR2-ST0131-111199416-a04ST0131 Homo 

Hs.251871 CTP synthase 

Hs.213603 ESTs 

Hs.248865 ESTs. Moderately sirrflar to JC5238 galac 

Hs.21375 ESTs 

Hs.38383 ESTs 

Hs.323733 gap junction protein, beta 2. 26kD {conn 

Hs.21542 WAA1035 protein 

Hs.308 arrestin 3. retinal {X-arrestin} 

Hs469 succinate dehydrogenase complex, subuoit 

gb:RC4-BT0629-120200-0mt1 BT0629 Homo 

Hs.202639 ESTs 

Hs.1 3423 Homo sapiens clone 24468 mRNA sequence 

Hs.227280 U6 snRMA-assodated Sm-like protein 

Hs.187247 ESTs 

Hs.24309 hypothetical protein FU11106 

Hs 89768 garnma-amincbutync acid (GABA) A recepto 

gb-PM1-CT0243^7l09WX)1-g06 CT0243 Homo 

Hs.245540 ESTs 



401878 

443162 T49951 

451325 AA021283 

440515 AJ131245 
406333 

409105 AW467539 

408000 L11690 

421482 AL135462 

442757 A1739528 
459717 

436637 AI783629 

412222 AA528283 

450101 AV649989 

410901 AW810001 

426217 AW131888 

441640 AI733345 

422977 AA631498 
425361 AA355933 
414955 C15506 
411965 BE467339 
403341 

411726 AW858612 
•443271 BE568568 



Hs.125300 ring finger protein 21, mterfBron-respo 

gb:zf71a07.s1 Soaresjjineal_gtand_N3HPG 

Hs.3697 serine {or cysteine) proteinase inhibito 



gb:RC2-CT0304-08010W)11-b12 CT0304 Homo 

NRAS-related gene 

ESTs 

K1AA0551 protein 

ESTs. Highly similar to FXD3_HUMAN FORKH 
hypothetical protein RJ14803 
small muscle protein, X-finked 
hypothetical protein FU12015 
heterogeneous nuclear ribonucleoprotein 
ESTs, Weakly similar to S71886 Ste20-Gk 
ESTs 

gb-RC5-BT0580-17030Q-021-F12 BT0580 Homo 
gb:RC1-HN0003-2203(KM)11-f10 HN0003 Homo 
ESTs 

gbjrs90f05.x5 NQ_CGAP_Pr3 Homo sapiens 
ESTs 

gb-RC3-HT0230-16020CM}16-a08 HT0230 Homo 
Sequence 8 from Patent WO9950285 
ESTs. Weakly similar to S00755 pteckstri 
ESTs 

gbrHomo sapiens tetracyfine transporter- 
DKFZP4346032 protein 
SEC24 (S. cerevtsiae) related gene farnil 
ESTs 

bullcus pemphigoid antigen 1 (230/240kD) 
bwersin 
ESTs 

ESTs 
ESTs 

Human hbc647 mRNA sequence 
gb:MR4^T0124-Z7030XW)05-b11 ST0124 Homo 
ESTs. WeaWy simaar to hypothetical pro 
ESTs 

gfcnp83h04.s1 NCLCGAPJhyl Homo sapiens 
hypothetical protein FU1 2401 
gb£15506 Ctontech human aorta polyA+ mR 
ESTs 

gb:OA3-CT0341-190400-152-h12CT0341 Homo 
ESTs 



Hs.177164 

Hs.170204 

Hs.56213 

Hs.267245 

Hs.86492 

Hs.169395 

Hs.79024 

Hs.174936 

Hs.291844 



Hs.25329 

Hs.130806 

Hs.287767 
Hs.121121 
Hs.6591 



Hs.9029 
Hs.59788 
Hs.7239 

Hs.255877 
Hs.620 
Hs.104715 
Hs.28345 

Hs.26766 
Hs.292737 
Hs.24385 

Hs.172792 
Hs.144104 

Hs.132221 

Hs.280115 



Hs.195704 
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417181 L10123 
426097 BE327369 
439199 R40373 
440728 AW086077 
434381' AAS31B34 
417428 N87579 
431291 N25521 
431242 AA987742 
426985 BE394849 
442360 AI374621 
452171 A1853302 
440801 AAS06356 
411738 AW859353 
431447 AA505138 
433485 AI493076 
401365 

408281 BE141183 
411657 AW855583 
423065 R96158 
428528 AI004034 
454036 AA374756 
417252 AA195014 
417135 AA422067 
403089 

420691 AA829433 
412147 AW895984 
425578 U65652 
430403 AF039390 
454438 AA224053 
435434 AA680387 
420828 AA280778 
435586 A1279137 
452393 H87398 
416170 H42454 
408591 AW250525 
428912 AW103117 
455511 BE144762. 
413849 BE173561 
401189 

425733 F13287 
447863 AU047611 
422654 AA314316 
435463 AA682507 
417919 AJ928203 
405784 

431853 AA521034 
409629 AW449589 
403281 

427173 BE255017 
433717 ARJ63536 
406777 T23625 
410481 R34107 
419511 AA429750 
452291 AF015592 
449762 N93Q57 
421108 AA877124 
439382 BE247684 
404957 

436332 AL049679 
446393 AW014174 
452728 AI915676 
456386 W28481 
406288 AW068311 
. 416972 BE019670 
427099 AB032953 
403344 

438993 AAB28995 
444922 AI921750 
401596 M172106 
418693 A1750878 
414299 M142989 
452744 AI267652 
458552 AW136139 
421065 AA329711 
439294 AW975328 
441201 AW118822 
434377 AW137148 
440472 AA886169 
418379 AA218940 
435878 R08330 
437263 AA747822 
444087 AV647899 
411745 AW867826 



Hs.1 071 surfactant protein A binding protein 
Hs.1 12238 ESTs 
Hs.26299 ESTs 

Hs.153272 Homo sapiens cDNA: FU22715 fe. clone H 

gbmp77h05.s1 NCJ_CGAP_Pr2 Homo sapiens 
gb:LL2030F Human fetal heart, Lambda ZAP 

Hs.25275 KiuppeUypezinc fmger protein 

HS.25127B KIAA1201 protein 

Hs.131905 ESTs, Moderately similar to Z1 95.HUMAN Z 

Hs.29055 ESTs 

Hs.211930 EST 

Hs.190535 ESTs 

9b:MR1-CT0353-150304)-102-a12 CT0353 Homo 

Hs^91341 ESTs 

Hs.201967 aldo-keto reductase farnfly 1 , member C2 

gb:MRf>HT0071-191 199-001-WM HT0071 Homo 
gb:CM4-CT0278-221099-027-fl)7 CT0278 Homo 

Hs.267130 Homo sapiens, done MGC5406, mRNA, comp 

Hs 98638 ESTs 

Hs.93560 Homo sapiens mRNA for WAA1771 protein, 
Hs.85971 ESTs 
Hs.50547 ESTs 

Hs.275343 ESTs 



Hs.158313 
Hs.241382 
Hs.172405 
Hs.187850 
Hs.186B78 
Hs.151498 
Hs.99858 
Hs220545 

Hs.98949 

Hs.15384 

Hs.159388 
Hs.288885 
Hs.163725 

Hs.85379 

Hs.70834 
Hs.279724 

Hs.97540 

Hs.1 50580 

Hs.321450 

Hs.75113 

Hs.23853 

Hs.54888 

Hs.1 72844 

Hs.103070 

Hs.82302 
Hs.301956 
Hs.239708 

Hs.311054 

Hs.173560 



Hs.144871 
Hs.1 10950 
Hs.87409 
Hs.71730 
Hs.30504 
Hs.245856 

Hs.6523 

Hs.128757 

Hs.306593 

Hs.169071 

Hs.137516 

Hs.20152 

Hs.282375 



gb:QV4-NN0039-O40500-197-e08 NN0039 Homo 
chromosome 17 open reading frame 1A 
tumor necrosis factor (Sgand) su perform" 
cell division cycle 27 
ESTs 
ESTs 
ESTs 

ribosomat protein L7a 
ESTs 

gb:2821626.5prime NIHJ/GC.7 Homo sapiens 
ESTs, Weakly similar to MEA6 [H.sapiensl 
gb:CM0-HTO1 804M1 09W365404 HT0180 Homo 
AP1 gamma submit binding protein 1 

Homo sapiens clone 23578 mRNA sequence 
Homo sapiens cDNA FU14246 Rs, done OV 
ESTs 

gbzj18f08.s1 SoaresJetal_liver_spleen_ 
ESTs 



ESTs 
ESTs 

ESTs 

gb:AF063536 Homo sapiens library {Yu Y) 
putative translation initiation factor 
pregnancy specific beta- 1 -glycoprotein 2 
general transcription factor IIIA 
COC7 (ceil division cycle 7, S. cerevisi 
ESTs 
ESTs 
ESTs 

Homo sapiens cDNA FU14814 lis, done NT 

zmc finger protein 

ESTs 

gb:47e1 Human retina cDNA randomly prime 
Homo sapiens mRNA full length insert cON 
gb:bb28c01jc1 NIH_MGC_5 Homo sapiens cDN 
odd Oz/ten-m homotog 2 {Drosophfla, mous 

gb:od77b08.s1 NCI_CGAPJ}v2 Homo sapiens 
Homo sapiens cONA FL) 13752 fis, clone PI 
Rag C protein 
thrombosponoin 1 
ESTs 

Homo sapiens mRNA; cDNA DKFZp434E082 (fir 
ESTs 

gb:EST33382 Embryo. 12 week tl Homo sapi 
chromosome 1 open reading frame 12 
ESTs 

Homo sapiens cDNA FU 1 1 382 fis, done HE 
ESTs 

fidgeMke 1 
ESTs 

gb:nx97a04.s1 NCI_CGAP_GCB1 Homo sapiens 
ESTs 

gb:MRO$N0039-300300XK)1-c02 SN0039 Homo 
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40 404443 

407340 AA810168 Hs.284289 viffiigo-assodated protein VIT-1 



50 4077S2 AW235638 Hs.29475 ESTs 

420727 H75701 Hs.998B6 complement component 4-bmding protein, 



438660 U95740 Hs.6349 Homo sapiens, done IMAGE;3010566, mRNA, 4.0 

SSI AW852925 gbPM0^T0248-13109M01-f 10 CT024B Homo JO 

415655 W05433 Hs.49890 ESTs 4Q 

5 404822 m 4.0 

441107 AA917075 Hs.190520 ESTs 40 

412768 AW996044 Hs.26239 Human DNA sequence from clone RP11438B2 4.0 

428102 AA968441 Hs.126866 ESTs 4Q 

10 436511 AA721252 Hs.291502 ESTs , , , 4 n 

441247 AW118681 Hs.128051 Homo sapiens thymic stromal lympnopoieti « 

453098 Z2S935 Hs.86379 ESTs 3 ' 9 

410811 AW805687 Hs.300648 ESTs 3g 

425048 H05468 Hs.164502 ESTs -q 

15 431071 AM91379 gb:aa65f05.r1 Na_CGAP_GCB1 Homo sapiens 3.9 

436298 AW293496 Hs.180138 ESTs -?q 

440356 AI933184 Hs.127922 ESTs, Moderatety similar to S65657 alpha 3.9 

X SI HS - 61539 gSUwiJ1»^F«9 te U 

20 409070 AA063003 Hs.224560 ESTs 3g 

409044 AI1295B6 Hs.33033 hypothefcal protein RJ14623 *» 

419091 T85332 Hs.178294 ESTs 3 .g 

422591 U07648 Hs.1 18630 MAX4nterading protein 1 « 

4031 88 3 9 

25 418857 D10216 Hs.89394 PCXI domain, dass 1. transcription facto • 

413585 AI133452 Hs.75431 fibrinogen, gamma polypeptide £ 

436149 AI754308 Hs.159452 ESTs * 

443682 A1383061 Hs.47248 ESTs, Highly similar to similar to Cdc14 " 

437916 BE566249 Hs.20999 hypothetical protein FU23142 

30 439818 AL360137 Hs.19934 Homo sapiens mRNA ^I'engtt ireertcDN « 

438361 AA805666 Hs.146217 Homo sapiens cDNA: FU23077 fis, done L 3.9 

X S» HS21 ° 589 ^^0013-28030(^1-312^3 Homo 3.9 

433197 AB040889 Hs.281022 KIM1456 protein J 

35 429881 T80112 Hs.192245 ESTs *, 

415598 AI433165 Hs.9856 ESTs * 

431220 N52937 Hs.102679 ESTs . 3 ' 9 

433132 AB026264 rK284245 hypothetical protein IMPACT * 

424029 AB014594 Hs.137579 KIAA0694geneprcdud *J 



' 3.9 

410318 AA084050 Hs.269259 ESTs. Weakly similar to S23650 rehwru « 
41MN AvSSSe g>:RC0.^0012-29^^0MT0012Homo 3.9 

3.8 



427167 A1239607 Hs.99196 hypothefcal protein MGC11324 

45 438090 AA777534 Hs.191992 ESTs 38 

407938 AA905097 Hs.85050 phosphdamban 

440454 A1733037 Hs.129990 ESTs 

417706 T90797 Hs.268623 ESTs 

42B692 A1372622 Hs.110103 RNA polymerase I transcription factor RR 



3.8 
3.8 
3.8 
3.8 

ri5.330DO UWlllllWiianwv...,™..-... ■ or - p 

417508 BE163512 Hs.180B77 H3 histone, family 3B (H3.3B) « 

4 3525 BE145899 g b:MRD4Tr020S-221299-204-b10HT0208Homo 3.8 

425798 AA364002 gb:EST74529 Pineal gland II Homo sapiens « 

55 459429 AA27B779 Hs.335696 EST 38 

430205 AB025904 Hs.23516B carbonic anhydrase XIV * 

437458 AL390131 Hs.128751 Homo sapiens cDNA FU12235 fis, clone MA 3.8 

fiS S 5 S3S Stw^^TO-fP-- « 

60 429846 AB023021 Hs,225945 fucosyltransferase9{alpha(1.3)fucosy *° 

444414 AW293214 Hs.8752 transmembrane protein 4 * ? 

402515 ^ 3.7 

410585 AW770523 Hs.337501 ESTs 37 

425168 R96366 9 b:yq37d04.s1 Soares fetal liver spleen 3.7 

65 449729 R72032 Hs.29235 ESTs im . , 37 

459359 N99545 gb2a40a05.fi Soares fetal liver spleen 3.7 

456443 AW967500 Hs.133543 ESTs 37 

439001 AF07506B gb'.Homo sapiens full length insert cDNA *' 

443657 R14973 gb:yf42f10.s1 Soares fetal Rver spleen " 

70 404193 m 37 

416379 N38B57 Hs.203933 ESTs 3? 
422511 AU076442 Hs.117938 collagen, type XVtl. alpha 1 

426603 AA382291 gb:EST95683 Testis 1 Homo sap«ns cDNA 5 3.7 
412589 R28660 Hs.24305 ESTs 
75 421037 A1684808 Hs.197653 ESTs 

427088 AA3980B5 Hs.142390 ESTs „ 
429927 NWL001115 Hs.2522 adenylate cyclase 8 (brain) 

453375 AI990114 Hs.240091 ESTs „ 
435451 AF195420 Hs.303006 ESTs, Weakly similar to gamma-heregulin 

80 451882 AI821324 Hs.100445 ESTs nKF7nW*1B24lf 37 
419983 W55956 Hs.94030 Homo sapiens mRNA; cDNA DKFZp586E1624 (f 
405001 U58196 Hs.296281 InterleuWn enhancer binding factor 1 

422182 AL043892 Hs.180582 Homo sapiens cDNA: FU21836 fis, done H 3.7 
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451917 
432781 
443773 
406964 
430682 
449804 
411505 
430503 
443305 
415076 
452280 
432189 



441416 

448776 

413998 

440385 

431673 

401887 

404793 

422054 

432030 

449645 

404476 

449336 

401200 

403937 

437918 

443394 

439107 

417229 

425403 

436269 

453823 

416394 

432779 

439326 

423035 

435766 

448067 

441605 

414400 

418405 

437642 

450350 

451704 

459037 

419247 

423121 

426724 

434273 

438042 

410500 

416154 

418432 

454447 

458067 

444338 

427687 

415929 

416009 

421515 

403515 

435793 

439953 

457620 

442006 

453931 

453128 

413468 

454600 

451065 

444493 

426447 

410908 

440364 

406190 

430762 

451182 

432437 

442137 

405970 

407676 



AW391351 

NM.014133 

AV546452 

M21305 

AW971949 

AI535663 

AF155659 

AA533574 

AJ050693 

NWL000857 

AI911410 

AA527941 

S82472 

AB90139 

BE302464 

AW1038O7 

AA884283 

AW971302 



AA322506 
AI908400 
AI961092 



Hs.50820 

Hs.278940 

Hs.30941 

Hs.291252 

Hs.39379 

Hs.70565 

Hs.152274 

Hs.133318 

Hs.77890 

Hs.167224 



Hs.148609 

Hs.30057 

Hs.243933 

Hs.192136 

Rs-293233 



Homo sapiens unknown mRNA 
PRO0618 protein 

calcium channel, vdlage-dependeni, beta 
gbiHuman alpha satellite and satellite 3 
ESTs, Weakly simflar to ZN91_HUMAN ZINC 
ESTs 

molybdenum cofactor synthesis 2 

ESTs 

ESTs 

guanylate cyclase 1, soluble, beta 3 
ESTs 

gb:nh30c04^1 NCl_CGAP_Pr3 Homo sapiens 
gbibeta -pobDNA polymerase beta {exon a 
ESTs 

MRS2 (S. cerevisiaeHike, magnesium horn 

ESTs 

ESTs 

ESTs 



gb:EST25146 Cerebellum II Homo sapiens c 
Hs.143789 ESTs 
Hs.196155 ESTs 



AU19995 Hs.15260 ESTs, Highly similar to AC007228 2 BC372 



AI761449 Hs.121629 ESTs 

AI055865 Hs.133485 ESTs 

AL045134 Hs.13944 adrenergic, beta, receptor kinase 2 

AA975096 Hs.19522 hypothetical protein PR02849 

AL023753 Hs. 156405 Human DNA sequence from clone 1198H6 on 

AA707472 Hs.190760 ESTs 

AL1 37967 gb:DKFZp761 D231 5_r1 761 (synonym: hamy2) 

H541 1 1 gbryr57ff)3.r1 Scares fetal Over spleen 

AW979241 gb:EST391351 MAGE resequences, MAGP Homo 

W07140 Hs.54721 ESTs 

AW449679 Hs.156739 H.sapiens XG mRNA (done PEP11) 

R11673 Hs.186498 ESTs 

R68568 Hs.183373 src homobgy 3 domain-containing protein 

AA984647 Hs.128B01 ESTs 

X06948 Hs.897 Fc fragment of IgE, high affinity I, rec 

AI868282 Hs.11698 ESTs. Hghly similar to K1AA1370 protein 

AL079309 gb:Homo sapiens mRNA full length insert 

T97817 Hs.174880 ESTs 

AI755209 Hs.205616 ESTs, Weakly similar to ALU1_HUMAN ALU S 

AW439497 Hs.290655 EST 

S65791 Hs.89764 fragile X mental retardation 1 

AW864848 gbJ 3 M2^N0018-29030Omc09 SN0018 Homo 

AA383623 Hs.293616 ESTs 

AA913143 Hs.26303 ESTs 

AW296971 Hs.255593 ESTs 

R09442 gb:yf26c09j1 Scares fetal fiver spleen 

Z46122 gb:HSC0VB031 normalized infant brain cDN 

M14156 Hs.851 12 insulin-like growth factor 1 (somatomed) 

BE163567 gb:QV3-HT0460-230200-101-b08 HT0460 Homo 

AA393603 Hs.36752 protein kinase anchoring protein GKAP42 

A1937026 Hs.146642 ESTs 

AW003867 Hs.1570 histamine receptor H1 

AA724373 Hs.49344 hypothetical protein FU 11 006 

Z43062 gb:HSC12E041 normafized Infant brain cDN 

Y1 1339 Hs.105352 GalNAc arpha-2, 6-siaJyltransferase 1. 1 

AB037734 Hs.4993 KIAA1 31 3 protein 

AA918129 Hs.124638 ESTs 

AA602711 Hs.336753 EST 

AW9751B3 Hs.292663 ESTs, Weakly similar to S72482 hypotheti 

AL121278 Hs.25144 ESTs 

AW026516 Hs.31791 acylphosphatase 2, muscle type 

BE504766 gbJrz40g01 jc1 Na_CGAP_GC6 Homo sapiens 

AW810001 gt:^4-ST0124-27030r>005-b11 ST0124 Homo 

AW295132 Hs.222231 ESTs, Weakly similar to granule cell mar 

R59410 Hs.282094 ESTs, Moderately simflar to 138022 hypol 

AV655843 Hs.169919 electrort-transfer-flavoprotein, alpha po 

AA121686 Hs.10592 ESTs 

AA910460 Hs.128626 ESTs 

AI343652 Hs.105657 ESTs 

D52562 Hs.296317 K1AA1 789 protein 

W07088 Hs.293685 ESTs 

AA977235 Hs.128830 ESTs. Weakly simBar to Z192JWMAN ZJNC 

AW064111 Hs.279823 ESTs 
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413141 BE166323 
431418 X68242 
431954 AK001974 
459371 R20991 
428062 AA420683 
423841 AW7539S7 
420430 AI703192 
443921 AI091310 
444453 AW379394 
443475 AKJ65470 
414135 AA812434 
453263 R91778 
410888 AW861207 
456303 AA224872 
431474 AL133990 
439702 AW085525 
458797 AW001835 
430140 AW296771 
423871 AA331906 
459278 AW294659 
446672 T05514 
431548 A1834273 
416182 NM.004354 
422899 D16471 
417663 R074B3 
405455 

426235 AI631964 
439567 A1056618 
444848 AW451176 
451426 AW205003 
408172 W02488 
401626 
405780 

417991 AA731452 
443212 AW269515 
403356 

404518 A1B15601 
413581 BE150618 
426701 A1968103 
445510 AA946676 
418663 AK001100 
447617 A1400762 
448160 AM72167 
410140 AL134435 
443283 BE568610 
454777 AW820027 
410767 AJ001873 
433183 AF231338 
436168 AK000883 
438456 AA913381 
411186 AW821257 
411880 AW872477 
433567 AF073299 
433805 AA706910 
409434 AF278761 
440184 AB0O2297 
456555 AW592167 
419189 T95862 
428648 AF052728 
407995 AI094748 
413200 AA127395 
416421 AA134006 
416737 AF154335 
428356 ALD46991 
429216 A1369472 
432488 AA551010 
433386 AW360833 
400889 



gb:QV4-HT0492-27010WJ86^12 HT0492 Homo 
H!L252722 Hin-1 

Hs.272242 hypothetical protein FU 111 12 

gb7gO6hOI.il Soares infant brain 1NIB H 
Hs.98321 hypothetical protein FU14103 

gb:RC2-CT0304-08010(M)11-h12 CT0304 Homo 
gb™d92hQ4jc1 NO_CGAP_Ui24 Homo sapiens 
Hs.1 34848 ESTs 
Hs.145126 ESTs 
Hs.1 34482 ESTs 

Hs.1 19023 SMC2 (structural maintenance of chromoso 
Hs.99369 ESTs 

gb:RC1-CT0302-12020(M>13404 CT0302 Homo 

Hs.1 15088 ESTs 
Hs.190642 ESTs 
Hs.134182 ESTs 

Hs.13323 hypothetical protein FU22059 
Hs.221999 ESTs 

gb:EST35805 Embryo, 8 week I Homo sapien 
Hs.34054 Homo sapiens cDNA FU22488 fis, clone H 

gb:EST03403 Fetal brain, Stratagene (cat 
Hs.9711 novel protein 
Hs.79069 cyctin G2 

Hs.121571 Human mRNA, Xq terminal portion 
Hs.180461 ESTs 

Hs.34447 ESTs 

Hs.134314 ESTs 

Hs.195954 ESTs 

Hs.208063 ESTs 

Hs.46039 phosphogtycerate mutase 2 (muscle) 



416294 

446190 AI27S299 

417801 M417383 

418122 R42778 

418375 NM 003081 

443367 AW071349 

446645 A1336596 

434294 AJ271379 

452372 AI885742 

414241 M425085 

436982 AB018305 

430548 AW450575 

427119 AW880562 

437073 AI885608 

437845 AA769578 



Hs.190008 ESTs 

Hs.102500 hypothetjcal protein FU20481 

Hs.79197 CD83 antigen (activated B lymphocytes, i 

gb:RC3-HT0272-11010(W)13^06HT0272Homo . 
Hs.209461 Homo sapiens cDNA FU 12836 lis, done KT 
Hs.282824 ESTs 
Hs.41690 desmocoinn3 
Hs.176675 ESTs 
Hs.302739 ESTs 
Hs.22269 neurexin3 

gb:601342622F1 N!H_MGC_53 Homo sapiens c 
gb:QV0-ST0294-24O30&-173^04 ST0294 Homo 
Hs.661 85 Homo Sapiens mRNA, partial cDNA sequence 
Hs.222024 transcription factor BMAL2 
Hs.301645 Homo sapiens cDNA HJ 10021 fis, clone HE 
Hs.190513 ESTs 

gb:PW^T0307.231299^0U11 ST0307Homo 
gb:hm30f03jc1 NQ_CGAP_Thy4 Homo sapiens 
Hs.1 03132 solute carrier famiy 9 (sodium/hydrogen 
Hs.1 12742 ESTs 

Hs.1 31581 Homo sapiens testis transcript Y 7 (TTY7 

Hs.7022 dedicator of cyto-kinesis 3 

Hs.293299 ESTs 

Hs.112318 6.2kdprotein 

Hs.1 88021 potassium voltage-gated channel, subfami 

Hs.100134 hypothetical protein FU12787 

Hs.222414 ESTs 

Hs.79308 eukaryofjc translation initiation factor 
Hs.79691 UM domain protein 
Hs.1 0338 ESTs 
Hs.65407 ESTs 

Hs.216640 ESTs 

gb:PM1-CT0243-201099-004-dOB CT0243 Homo 

Hs.79170 WAA0227 protein 

Hs.255564 ESTs 

Hs.82582 integrin. betake 1 (with EGF-like rep 

Hs.22217 Homosapiens donelMAGE:32106. mRNAseq 

Hs.84389 synaptosomal-assotiated protein. 25kD 

Hs.215937 ESTs 

Hs.156294 ESTs 

Hs.76194 ribosomal protein S5 

Hs.228474 ESTs 

Hs.4007 SarcolemmaVassodated protein 

Hs.5378 spondin 1 , fjspondin) extracellular mat 

Hs.1 63203 ESTs, WeaWy similar to B34087 hypothetj 

Hs.1 14574 ESTs 

Hs.94122 ESTs 

Hs.90488 ESTs 
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454962 


AW847645 




gb:lL3-CT0213-280100-056-A04 CT0213 Homo 


3.2 


414394 


AJ904738 


Hs.76053 


DEAD/H (Asp-Gfu-Ala-Asp/His) box pdypep 


12 


417175 


R44558 


Hs.94002 


ESTs 


3.2 


456535 


AW135986 


Hs.257859 


ESTs 


3.2 


401132 








3.2 


407764 


BE008347 




gb:CMO-BN0154-080400-325-h04 BN0154 Homo 


3.2 


428004 


AA449553 


Hs.151393 


gtutarnate-cysteine Ftgase, catalytic sub 


3.2 


450947 


A1745400 


Hs.204662 


ESTs 


3.2 


456605 


A1827786 


Hs.259044 


ESTs 


3.2 


452879 


AW905328 


Hs. 180842 


ribosomai protein L13 


3.2 


454754 


AW819191 




gb:CM1-ST0283-071299-061-d08 ST0283 Homo 


3.2 


429479 


AA4534B8 


Hs.99333 


ESTs 


3.2 


448090 


AI608821 


Hs.270289 


ESTs 


3.2 


401324 








12 


404731 








3.2 


419936 


AI79278B 




gb:o!91d05.y5 NCLCGAPJGdS Homo sapiens 


3.2 


455571. 


BE003714 




gb:GV3-BN0096-200400-161-a01 BN0096 Homo 


3.2 


433990 


AA889328 


Hs.1 12950 


ESTs 


3.2 


415239 


R42608 


Hs.139270 


ESTs 


3.2 


418878 


W20090 


Hs.6616 


ESTs 


3.2 


438079 


R09664 


Hs.191223 


ESTs 


3.2 


422183 


AA431698 


Hs.1 12794 


Human 0NA sequence from done 1068E13 on 


3.2 


457460 


A1143312 


Hs.129206 


casein kinase 1, gamma 3 


3.2 


454145 


AA046872 


Hs.62798 


ESTs 


3.2 


446577 


AB040933 


Hs.1 5420 


K1AA1500 protein 


3.2 


430664 


AW969834 


Hs.303303 


ESTs 


3.2 


404588 








3.2 


407834 


AW084991 


Hs.26100 


ESTs 


3.2 


413087 


BE064655 




gb:RC1-BT031 3-301 299-012-C09 BT0313 Homo 


3.2 


440790 


AW593050 


Hs.128580 


ESTs 


3.2 


452081 


AW958859 


Hs.7514 


Homo sapiens cDNA FU12141 fis, done MA 


3.2 


421916 


R34441 


Hs.1 01007 


Homo sapiens cDNA: FU23546 fis, clone L 


3.2 


419261 


X07876 


Hs.89791 


wingless-type MMTV integration site fami 


3.2 


419340 


AA236590 


Hs.87530 


ESTs 


3.2 


444771 


AB023201 


Hs.11912 


WAA0984 protein 


3.2 


445233 


AV653034 


Hs.297559 


ESTs 


3.2 


457030 


AI301740 


Hs.173381 


dmydropyrimidinase-tike 2 


3.2 


40B334 


AW514652 


Hs.321637 


ESTs 


3.2 


410085 


AA4284B2 


Hs.58589 


giycogenin 2 


3.2 


411018 


AW813428 




gb:MR3-STO192-01020O-210-cO5 ST0192 Homo 


3.2 


403623 






3.2 


432223 


AA333283 


Hs.1 21001 


Homo sapiens, clone IMAGE:3460280, mRNA 


3.2 


444050 


AW1 38295 


Hs.1 35024 


ESTs 


3.2 


421036 


AAB10560 


Hs.303577 


ESTs 


3.2 


401459 








3.1 


404404 








3.1 


450438 


AB96071 


Hs.253800 


ESTs 


3.1 


414523 


AU076633 


Hs.76353 


serine (or cysteine) proteinase inhibito 


3.1 


419169 


AW851980 


Hs.262346 


ESTs, WeaWy simitar to S72482 hypotheti 


3.1 


441274 


AW593781 . 


Hs.131357 


ESTs 


3.1 


450785 


AA852713 


Hs.25459 


Homo sapiens, atpha-1 (VI) collagen 


3.1 


452401 


NMJW7115 


Hs.29352 


tumor necrosis factor, alpha-induced pro 


3.1 


400816 






3.1 


410307 


AF022913 


Hs.62187 


phosphafidytinositol gtycan, dass K 


3.1 


431906 


AW328038 


Hs.37486 


ESTs 


3.1 


440046 


AW402306 


Hs.6877 


hypothetical protein FL) 10483 


11 


450271 


AI693900 


Hs.200920 


ESTs 


3.1 


415811 


AA450191 


Hs.172963 


hypothetical protein FU14624 


3.1 


415273 


Z39840 


Hs.22229 


ESTs 


3.1 


450519 


AA010066 


Hs.224849 


Homo sapiens cDNA FL) 12583 fis, done NT 


3.1 


451421 


W16522 


Hs.237689 


Homo sapiens cONA FU 13539 fis, done PL 


3.1 


446364 


AB0OS624 


Hs.14912 


K1AA0286 protein 


3.1 


436633 


A1271945 


Hs.1 34984 


ESTs 


3.1 


418079 


R4005B 


Hs.6911 


ESTs 


3.1 


448465 


AI522109 


Hs.171066 


ESTs 


3.1 


448835 


BE277929 


Hs.1 1081 


UBX daman-containing 2 


11 


415046 


R40018 


Hs.56400 


ESTs 


11 


448134 


AI470790 


Hs.34494 


ESTs 


11 


456027 


BE327387 


Hs.13913 


K1AA1577 protein 


11 


458023 


AW978161 


Hs.268555 


5-3 exoribonudease 2 


11 


417079 


U65590 


Hs.81134 


interieukin 1 receptor antagonist 


11 


421308 


AA687322 


Hs.192843 


leucine zipper protein FKSG14 


11 


414884 


R54418 


Hs.183745 


hypothefka! protein FU13456 


3.1 


449138 


AW294215 


Hs.195631 


ESTs 


3.1 


455756 


BEQ79307 




gb:RC1-BT0623-120200-01 1-g09 BT0623 Homo 


3.1 


428170 


H05530 


Hs.1 2565 


ESTs 


3.1 


429878 


AA460188 


Hs.127263 


ESTs 


11 


455000 


AW850283 


Hs.324429 


Homo sapiens cONA FU 1401 5 fis. done HE 


3.1 


438369 


T77B86 


Hs.83428 


nudear factor of kappa tight pdypeptld 


11 


415840 


R15955 


Hs.21758 


ESTs 


3.1 


444955 


AW002844 


Hs.148641 


ESTs 


3.1 


436020 


AA778177 


Hs.121724 


ESTs 


11 


453051 


AW196690 


Hs.224269 


ESTs 


3.1 
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425178 
402145 
410685 
449238 
456737 
438214 
436250 
411622 
418454 
449357 
418950 
431508 
405090 
445409 
452778 
455577 
408235 
436194 
452073 
427050 
427244 
448405 
433767 
421376 
441519 
404367 
453502 
421948 
438165 
400608 
404042 
405229 
411411 
415452 
430371 
447046 
455851 
429014 
405605 
400227 
43S037 
439693 
427533 
418355 
433536 
448446 
449623 
445568 
440448 
428201 
444148 
447972 
432584 
440925 
428398 
415913 
418145 
413252 
400335 
426132 
436938 
437980 
455955 
414899 
403786 
430187 
451700 
455856 
445900 
457041 
415716 
422336 
451664 
407244 
455249 
428862 
406076 
405302 
400325 
408408 
423119 
424152 
431980 



H16097 Hs.161027 ESTs 

AA497117 Hs.129600 ESTs, Moderately similar to ALU INHUMAN A 

AA428229 Hs.331 561 muscle-spedfic RINGfinger protein 3 

BE247203 Hs.124831 CO€7 protein 

H06076 Hs.26320 TRABID protein 

AY004867 Hs.85844 neuroirophic tyrosine kinase, receptor, 

A1807894 Hs.47274 Homo sapiens mRNA; cDNA OKF2p564B176 (fr 

AA315308 Hs.195870 hypothetical protein FU14991 

AI076363 Hs.288806 Homo sapiens cDNA FU11778 fis, clone HE 

T78517 Hs.13941 ESTs 

NMJI12481 Hs.182979 ribosomal protein L1 2 

AI949081 Hs.147862 ESTs 

R71338 Hs.5921 Homo sapiens cDKA: FU21592 fis, done C 

BEQ06341 gb:RC2-BN01Z7-2403(XW)11-b05 BN0127 Homo 

AA053381 Hs.75969 proline-rich protein with nuclear target 

AK001074 Hs.333435 Homo sapiens cDNARJ 1021 2 fis, done HE 

AA625150 Hs.82098 ESTs 

AA397789 Hs.161803 ESTs 

AA402400 Hs.178045 ESTs 

AW207634 Hs.170849 ESTs 

AA609245 gb:af13a1 1 .si Soares Jesfis_NHT Homo sap 

AA287948 Hs.134110 ESTs 

AA972740 Hs.127092 ESTs 

AL039786 Hs.21273 transcription factor NYD-spIO 

L42583 Hs.334309 keratin 6A 

AA779344 Hs.138136 ESTs, Wealdy similar to 151 0254AL1 repe 



AA345241 Hs.55950 ESTs, WeaWy similar to KIAA1 330 protein 

F09134 Hs.12839 ESTs 

D87466 Hs.240112 KIAA0276 protein 

AA326187 Hs.17170 G protein-coupled receptor 4 

BE146879 gb:QV4-HT0222-261 099-01 4*1 1 HT0222 Homo 

A1800518 Hs.118158 ESTs 



AF075084 

AI741816 

R36022 

L42563 

AI732163 

A1521251 

C00719 

H00918 

AA885428 

AA42415B 

AW003204 

AL137275 

AA928829 

AW511090 

A1249368 

H70302 

AF121260 

BE074910 

Y13187 

AA370501 

AW139680 

R50393 

BE162394 

AW975433 

AI799909 

A1470262 

BE149024 

AF070526 

AA399018 

N59294 

A1761322 

AA889081 

M10014 

AW876538 

NM 000346 

AL390179 

M85292 

AF070571 

AA322201 

AL133591 

AA523696 



gbiHomo sapiens fun length insert cDMA 
Hs.125897 ESTs 

Hs.179566 hypothetical protein FU22624 

Hs.1 165 ATPase, H+/K+ transporting, nongastnc, 

Hs.188909 ESTs, Weakly similar to alternatively sp 

Hs.171030 ESTs 

Hs.120440 EST 

Hs.268744 WM1 796 protein 

Hs.125646 ESTs 

Hs.206461 ESTs 

Hs.151167 ESTs 

Hs.20137 hypothetical protein OKFZp434P0116 
Hs.47099 hypotheticai protein FU2121 2 
Hs.130419 ESTs 
Hs.98558 ESTs 

gb:yr95f07.r1 Soares fetal liver spleen 
Hs.83577 cysteine and glycine-rich protein 3 (car 

gb:RC5aT0580-17030(W)21-F12 BT0580 Homo 
Hs.248067 Homo sapiens dmd gene, intron 1 1 

gb:EST82261 Prostate gland I Homo sapien 
Hs.161393 ESTs 
Hs.278436 KIAA1474 protein 

gb:PM2-HT0451-17010(W04-a0BHT0451 Homo 
Hs.36288 ESTs 

Hs.158989 ESTs 
Hs.29553 ESTs 

gb:CMO-HT0249-291099^84-c04 HT0249 Homo 
Hs.1 3429 Homo sapiens ctone 24787 mRNA sequence 
Hs.250835 ESTs 

Hs.179662 nucleosome assembly protein 1-fike 1 
Hs.1 15285 dihydrdipoamide S-acetyttransferase (E2 
Hs.1 53952 5 nucleotidase (CD73) 
Hs.75431 fibrinogen, gamma polypeptide 

gb:RCm0028-19010(H)12-b05 PT0028 Homo 
Hs.2316 SRY (sex determining region Y)-box 9 (ca 
Hs.137011 Homo sapiens mRNA; cDNA DKFZp547P134 (fr 

Hs.247924 Homo sapiens endogenous Hi\M related se 
Hs.44690 Homo sapiens clone 24739 mRNA sequence 
Hs.131976 ESTs 

Hs.141480 Homo sapiens mRNA; cDNA DKFZp434N079 (fr 
Hs.324507 hypothetical protein FU20986 
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425793 


AA363946 


Hs.20969 


ESTs 


2.9 


401462 








2.9 


458817 


AI522129 


Hs.173119 


ESTs 


19 


422163 


AF027208 


Hs.1 12350 


prontiran (mouse)-Cke 1 


2.9 


419875 


AA853410 


Hs.93557 


pro enkephalin 


2.9 


423047 


NM_005323 


Hs.123064 


H1 histone family, member T {tes5s-spec 


2.9 


425349 


AA425234 


Hs.79886 


ribose 5-phcsphate bomerase A {ribose 5 


2.9 


401358 








2.9 


418531 


R96760 


Hs.183758 


ESTs 


2.9 


447290 


AI476732 


Hs.263912 


ESTs 


19 


441143 


Al 027604 


Hs.1 59550 


ESTs 


2.9 


431292 


AA370141 


Hs.2281 


chromogranin B (secretogranin 1) 


2.9 


405783 






2.9 


444459 


A1680624 


Hs.148676 


ESTs 


19 


402112 


R58624 


Hs.2186 


eukaryofc translation elongation factor 


19 


425745 


U44060 


Hs.14427 


Homo sapiens cDNA: FU21800 fis, done H 


2.9 


444827 


R09764 


Hs.20416 


ESTs 


19 


451195 


U10492 


Hs.438 


mesenchyme homeo box 1 


2.9 


411417 


AW845481 




gbrMR1-CT0056-201 199-008-b04 CT0056 Homo 


2.9 


418343 


AA216372 


Hs.1 59501 


ESTs 


19 


431595 


AA508196 




gbmh50f07.s1 NQ_CGAP_Pr8 Homo sapiens 


19 


436187 


AK00099B 


Hs.297221 


Homo sapiens cDNAFU10136fis, done HE 


19 • 


455699 


BE066121 




gb:CM1-BT0368-0S1299460-a02 BT0368 Homo 


19 


459440 


BEO48054 




gbiz46c03.y1 NCLCGAP_Bm52 Homosapien. 


19 


428832 


AA578229 


Hs.324239 


ESTs, Moderately similar to ZN91_HUMAN Z 


19 


423492 


AFD20761 


Hs.129683 


ubiquitin-conjugating enzyme E2D 1 (homo 


19 


424235 


NMJJ03181 


Hs.1 43507 


T brachyury (mouse) homdog 


19 


437913 


AI140825 


Hs.121623 


ESTs 


19 


443185 


NM_006134 


HsJ284142 


chromosome 21 open reading frame 4 


19 


443458 


R05385 


Hs.1 43509 


hypoihefcal protein FU21924 


19 


426803 


AA362568 


Hs.179747 


ecotropic viral integration site 5 


19 


437183 


AI928184 


Hs.1 22011 


ESTs 


19 


420879 


N31165 


Hs.238837 


ESTs, Weakly similar to S43603 RNA bindi 


29 


442726 


AW136065 


Hs.19145 


ESTs 


19 


456189 


H91010 


Hs.44940 


ESTs 


19 


441115 


R69910 


Hs.29041 


Homo sapiens cDNA FU14177 6s, done NT 


19 


435563 


AF210317 


Hs.95497 


solute carrier family 2 (facilitated ghi 


19 


415628 


F13080 




gb:HSC3ID041 normalized infant brain cDN 


19 


423637 


AL137279 


Hs.130187 


Homo sapiens mRNA; cDNA DKF2p43401214 (f 


19 


443246 


T75157 


Hs.337603 


ESTs, Weakly similar to T08680 hypotheti 


19 


450877 


AI799608 


Hs.29178 


ESTs 


19 


439053 


AF085922 


Hs.1 13968 


ESTs 


19 


401526 








19 


408751 


N91553 


Hs.258343 


ESTs 


19 


417320 


AA195667 


Hs.86022 


ESTs 


19 


442927 


AI024347 


Hs.131519 


ESTs 


19 


444125 


AI124882 


Hs.1 16121 


ESTs 


19 


452148 


AF007143 


Hs.28205 


Homo sapiens done 23738 mRNA sequence 


29 


453901 


BE065902 




gb:RC2-BT0318-15020tM)11-b09 BT0318 Homo 


19 


452589 


BE159915 


Hs.61406 


ESTs, Weakly similar to 2004399A chromos 


18 


403011 








18 


436154 


AA764950 


Hs.1 19898 


ESTs 


18 


408221 


AA912183 


Hs.47447 


ESTs 


18 


430345 


AK000282 


Hs.239681 


hypothetical protein FU 20275 


18 


415399 


T26994 


Hs.177198 


ESTs 


18 


441817 


AW969705 


Hs.293332 


ESTs 


18 


443556 


AA255769 


Hs.94949 


methyimaioriyl-CoA epimerase 


18 


455092 


BE152428 




gb:CM0-rfT0323-151299-126-bO4 HT0323 Homo 


18 


439703 


AF086538 


Hs.1 96245 


ESTs 


18 


411024 


BE062590 




gb:QV1-8T0260-281099423-f05 BT0260 Homo 


18 


414545 


BE379492 




gb;601236215F1 NIH_MGC 44 Homo sapiens c 


18 


434715 


BE005346 


Hs.116410 


ESTs 


18 


407594 


AW057584 


Hs.1 60681 


ESTs 


18 


439235 


N45513 


Hs.46608 


ESTs 


18 


453736 


AL1 18674 


Hs.34871 


zinc finger homeobox 1B 


18 


404967 






18 


4377B3 


AI683150 


Hs^01550 


ESTs, Weakly similar to ALU 1 .HUMAN ALU S 


18 


412887 


BE007420 




gkP^BN0142-20030(MX)1-cO4 BN0142 Homo 


18 


426942 


AA393551 


Hs.97450 


ESTs 


18 


403513 








18 


419077 




HS. 164526 


ESTs 


18 


421823 


N40850 


Hs.28625 


ESTs . 


18 


425664 


AJ006276 


Hs.159003 


transient receptor potential channel 6 


18 


451007 


H38108 


Hs.32759 


ESTs 


18 


407803 


AW081681 


Hs.269064 


ESTs, Weakly simHar to T42589 hypothefi 


18 


409642 


AW450809 


Hs.257347 


ESTs 


28 


439492 


AF086310 


Hs.103159 


ESTs 


28 


420814 


AA721156 


Hs.190440 


ESTs 


IB 


449508 


AK001566 


Hs.23618 


hypothetical protein FU 10704 


18 


428350 


AW873520 


Hs.112017 


GE36 gene 


18 


405456 






18 


442459 


A1264628 


Hs.125428 


ESTs 


18 


415763 


Z42285 


Hs.5181 


profiferation-asscdated 2G4, 38kO 


28 
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428532 

43S720 

449539 

415533 

408749 

404652 

423130 

424960 

402131 

419530 

456118 

444217 

449579 

412323 

418912 

433513 

448912 

451496 

420273 

451949 

420756 

423532 

425012 

441609 

448870 

451206 

457314 

416192 



455310 
459450 
424188 
423575 
427443 
452092 
413091 
421003 
429593 
445611 
412494 
408243 
407308 
423728 
404587 
410483 
416431 
416805 
417177 
427134 
428137 
430844 
441218 
440911 
411131 
438602 
441191 
403776 
420159 
427839 
429905 
449396 
450777 
458043 
405523 
434849 
452755 
438055 
420908 
405738 
417806 
430698 
441969 
446092 



413617 
444931 
412236 
453264 
438370 
406092 
454874 
455880 
459275 



Hs.184786 TBP-interacting protein lJ40Ul . 

gb:EST38801 1 MAGE resequences, MAGN Homo 
Hs.58446 ESTs 

Hs.268738 ESTs. Weakly similar to ALU7.HUMAN ALU S 
Hs.250659 ESTs 

Hs.21213 ESTs 
Hs.1 53952 5 nudeoGdase (CD73) 

Hs.90821 ryanodine receptor 2 (cardiac) 
Hs.78277 DKFZP434F2021 protein 
Hs.282395 ESTs 

Hs.1 34014 ESTs, Weakly similar to T46425 hypoiheti 

gb:PM1-OT0041-28129W01-f01 DT0041 Homo 
Hs.89472 angiotensin receptor 1 
Hs.171437 ESTs 
Hs.22559 K1AA01 97 protein 

gb:Ut-HF-BNa-ataw)-11-(RII/1 NIH_MGC_50 
Hs.197257 ESTs 

Hs.463 potassium irwardry-recfifying channel, s 
Hs.189900 ESTs 

gb:RCS-BT07l7-1 10400-01 1-F11 BT0717 Homo 
Hs.92414 Homo sapiens cDNA FU 22030 fis, done H 
Hs.133460 ESTs 

Hs.175358 ESTs, Weakly sirrfiarto A47582 B-ceU gr 
Hs.271780 ESTs, Weakly similar to 138022 hypotheti 
Hs.193669 hypothetical protein 0KFZp586J1 119 
Hs.998 peroxisome piditerafive activated recep 
Hs.89436 cadherin 17, U cadherin (fiver-inteslin 

gb:RC4-NN0027-06040O-O1 U\ 1 NN0027 Homo 
Hs.98463 EST 
Hs.1 42634 zinc finger protein 
Hs.163443 Homo sapiens cDNA RJ1 1576 fis, done HE 
Hs.97872 ESTs 

Hs.27842 hypothetical protein FU11210 

gb:RC1-8T0313-11050(H)17-e02 BT0313 Homo 
Hs.95667 F-box protein 30 
Hs.209927 Homo sapiens cDNA FU20325 fis, done HE 
Hs.145583 ESTs 

Hs.792 ADP-ribosytafion factor domain protein 1 
Hs.624 inlerleukin 8 

Hs.331325 ESTs, Weakly simaar to I38022 hypotheti 
Hs.1 321 36 solute carrier family 4, sodium bicarbon 
Hs.104134 homeo box (H6 family) 1 

gb^V3-HT0460-230200-10U08 HT0460 Homo 

Hs.172004 tifin 

HsJ99B1 Human clone 23560 mRNA sequence 
Hs.81452 fatiy^ac&Coenzyme A Rgase, long-chain 
Hs.173561 EST 
Hs.170999 ESTs 

gb:ye38d07.r1 Stratagene lung (937210) H 
Hs.202345 ESTs 
Hs.143562 ESTs 

gb:CM1-ST02B3<J71299461-c07 ST0283 Homo 
Hs.1 23374 ESTs, Weakly similar to mariner trans pes 
Hs.148816 ESTs 

AI572490 Hs.99785 Homo sapiens cDNA: FU21245 fis. done C 

AA608823 Hs.98244 ESTs 

AL080128 Hs.225998 OKFZP434C1 53 protein 

BE169100 Hs.195029 ESTs 

AA255646 Hs.60478 ESTs, Moderately simitar to S47073 finge 

AW979009 Hs.326108 ESTs 

AW292765 Hs.8053 ESTs 

AW138937 Hs.213436 ESTs, Weakly similar to A34087 hypotheti 

AA776655 Hs.270942 ESTs 

AL049974 Hs.100261 Homo sapiens mRNA; cDNA DKF2p564B222 (fr 

AI867277 Hs.183733 ESTs 

AA492Q71 gb:ne97b£)4.s1 NCLCGAP_Kid1 Homo sapiens 

AI733386 Hs.129194 ESTs, Weakly simlar to ALU1_HUMAN ALU S 

N33522 Hs.145894 ESTs 

BE467912 Hs.1 54294 discs, large (Drosophila) homolog 1 

BE155373 Hs.279518 amyloid beta (A4) precursor-Bke protein 

AV652066 Hs.751 13 general transcription factor UlA 

AW902583 gb:QV3-NN1024-260400-171-f10 NN1024 Homo 

AA034137 Hs.271955 ESTs 

AA843242 Hs.48523 ESTs 

AW836407 Hs.270143 extracellular glycoprotein EMIUN-2 prec 

BE153208 gb:PM0-r^335^5040M07-F10HT0335Homo 

AI808913 Hs.339352 Homo sapiens brother of CDO (BOQ mRNA, 



AF157326 
AW975902 
W80363 
T74009 
H65489 

AW897586 
BE245380 

X98330 
AA380267 
AV648751 
AW207260 
AW937143 
NM_000685 
AI566356 
D83781 
AW503407 
A1652864 
U03884 
AA411800 
BE090503 
T77666 
AA946764 
BE1817B3 
H86228 
AA479597 
NMJ05036 
AU075801 
AW893961 
AA426429 
AW954552 
C18863 
AA402713 
BE245374 
BE065063 
T72080 
AK000332 
AW418497 
AL133900 
YO0787 
H67394 
AW891294 
M99587 
BE163567 
AW384459 
F13271 
NMJXM458 
AA398409 
AA421792 
T94960 
BE327561 
AA909536 
AW819212 
AI167149 
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28 

28 

28 

28 

28 

28 

28 

28 

28 

28 

28 

28 

28 

28 

28 

28 

28 

28 

28 

28 

28 

28 

28 
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27 

27 

27 

27 

27 

27 
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27 
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411987 AA375975 Hs.1833B0 ESTs, Moderately similar to ALU8_HUMAN A 27 

441884 AW172630 Hs.144884 ESTs 27 

415211 R14625 gb7g45c03/1 Soares infant brain 1 NIB H 27 

433128 AB021923 Hs.23357 EST-YD1 protein 2.7 

5 452259 AA317439 Hs.28707 signal sequence receptor, gamma (translo 2.7 

453696 A1989482 Hs.146286 kinesin fan% member 13A 2.7 

456208 AW299698 Hs.334625 Horno sapiens cDNARJI 4890 fis, done PL 2.7 

425876 AW005887 Hs.234058 ESTs 2.7 

450458 AA009926 gbziQ7e05.r1 Scares fetat.Bver.spteen. 2.7 

10 406603 27 

410181 AI468210 Hs.261285 pleiotropic regidator 1 (PRL1, Arabidops 2.7 

410871 D78367 Hs.66739 kerafin 12 (Meesmann corneal dystrophy) 2.7 

412706 R97106 Hs.167546 ESTs 27 

422897 AA679784 Hs.4290 ESTs 27 

15 436329 AI798750 Hs. 163960 Homo sapiens heat shock transcription fa 27 

435679 AI127483 Hs.120451 ESTs, Weakly similar to unnamed protein 27 

455992 BE179015 gb:RC3-HT06 12-080500-013*10 HT0512 Homo 2.7 

452594 AU076405 Hs.29981 solute carrier family 26 (sulfate transp 27 

419296 AA236115 Hs.120785 ESTs 2.7 

20 454747 AW818535 gb:RC1^0mi40mm6405ST0278 rtao Z7 

455791 BE090689 gb:RC1^T0720-28W00^11408BT0720Homo 27 

411409 AW844803 gb:RC3-CN 0056-1 70300-015408 CN0056 Homo 2.7 

426662 AA879474 Hs. 122710 ESTs 2.7 

400268 2.7 

25 438782 AA828380 Hs. 126733 ESTs Z7 

443764 F23283 gb:HSPO22980 HM3 Homo sapiens cDNA done Z7 

412486 AF210650 Hs. 150858 NAG19 protein Z7 

411514 AW850178 gb;IL3-CT0219-27109W)22-H12 CT0219 Homo Z7 

457900 AW976692 Hs.291665 ESTs 2.7 

30 417376 AA253314 Hs.154103 UM protein (simitar to rat protein kina Z7 

426682 AV660038 Hs.2056 UDP grycosytlransferase 1 family, polype Z7 

435608 AW183971 Hs250896 ESTs 2.7 

413627 BE182082 Hs.246973 ESTs Z7 

„ 432415 T16971 Hs289014 ESTs. WeaMy similar to A43932rnucin 2 p Z7 

35 445560 AI702668 Hs.201955 ESTs 2.7 

441396 AW293677 Hs.1B6890 ESTs 2.6 

452046 AB018345 Hs.27657 K1AA0802 protein 26 

454936 AW846082 gb:MR3CT01764)81099-002-d01 CT0176Homo 26 

454434 AA083558 Hs.261286 ESTs 2.6 

40 436888 AI942357 Hs.187B70 ESTs 26 

431613 AA018515 Hs.264482 Homo sapiens mRNA; cDNA DKFZp761A0411 (f 26 

408812 BE397160 Hs.254763 ESTs, Weakly similar to A42442 integral 2.6 

416690 H84078 Hs.108551 ESTs 2.6 

436471 AA719813 Hs.117662 ESTs 26 

45 425659 AK000590 Hs. 158836 hypothetical protein FU20583 26 

426237 AK001104 Hs.168241 hypomeGcal protein FU 10242 26 

458257 U4B351 Hs201219 ESTs, Weakly similar to S18946 ultra hig 26 

455544 AW993880 gb:RC3^N0034-2404(KM)17-d09 BNC034 Homo 26 

407494 U10072 gb:Human forkhead family (AFX1) mRNA, pa 26 

50 452821 AW471181 Hs.160874 ESTs 26 

434222 AF119886 Hs283941 Homo sapiens PR02591 mRNA, complete cds 26 

429864 AA460039 Hs.286 ribosomal protein L4 26 

456273 AF154846 Hs.1148 zinc finger protein 26 
402603 26 
55 411162 AW819944 gb:OV0-ST0294-240300-1 72-e03 ST0294 Homo 26 

420621 AA278808 gb2s79c09.r1 NC1_CGAP_GC81 Homo sapiens 26 

435113 AA665469 Hs.117136 ESTs 26 

438188 AA779975 Hs.128859 ESTs 26 

438295 AI394151 Hs.37932 ESTs 26 

60 450181 H05254 Hs.201198 ESTs 26 

433764 AW753676 Hs.39982 ESTs 26 

433229 AB040925 Hs.91625 K1M1492 protein 26 

443718 A1083580 Hs.221373 ESTs 26 

418246 AI472179 Hs.121276 ESTs, Weakly similar to R5HU7A ribosomal 26 

65 453930 AA419466 Hs.36727 hypothetical protein FU10303 26 

400365 Y10259 Hs.274501 H.sapiens ACTH receptor mRNA 3'UTR 26 

419318 AW969742 Hs291005 ESTs 26 

428527 AI902398 Hs.34492 Cyt19 protein 26 
404414 26 

70 445444 AI743737 Hs.24370 ESTs 26 

411354 AW992424 Hs.288141 hypothetical protein MGC3156 26 

417918 AA209205 Hs.163754 hypothetical protein FL) 12606 26 

418310 AA814100 Hs.85693 ESTs 26 

454481 AW794878 Hs.314230 ESTs, Highly similar to clock [rlsapiens 26 

75 /41216 BE299B30 Hs.192908 ESTs 2.6 

438257 AW474419 Hs224794 ESTs 26 

442264 AI278777 Hs263455 ESTs, Weakly similar to ALU1_HUMAN ALU S 26 

419505 AA243660 Hs.143061 ESTs 26 

417596 R07343 Hs226823 ESTs, Moderately similar to (54374 gene 26 

80 443555 N71710 Hs.21398 ESTs,^^eratelysinlna^toAChain^H 26 

444517 AI939339 Hs.146883 ESTs 26 
454857 AW835924 gb:PMUT0018-250200^-eWLT0018Horno 26 

455870 AW452631 Hs.313803 ESTs, Highly similar to AF1 57833 1 noncl 26 
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457630 AI580803 
424210 T71397 
447748 AI422023 
411970 AA099142 
441233 AA372985 
400706 

436033 H75391 
440836 AW370882 
431086 A1829692 
455110 BE154505 
455678 BE066007 
413088 BE064962 
436196 AK001084 
437395 BE140396 
432374 W68815 
442690 AI014727 
441700 AA233556 
410286 AI739159 
403271 

429761 A1276780 
437085 AA743935 
450822 AW771860 
457506 AF131757 
416585 X54162 
430357 AW976789 
417249 N58198 
423554 M90516 
440400 AA994364 
440460 H92571 
446302 A1285848 
424012 AW368377 
428944 AA7801B1 
419647 AA348947 
455500 AW963582 
419435 AI200540 
452450 AW854891 
434699 AA643587 
436421 A167B031 
447505 ALD49266 
419758 U31973 
426698 AA394104 
446861 AI696519 
423025 AA831267 
447624 A1640326 
411736 AWB59089 
416334 H53139 
446816 A134266B 
454836 AW833711 
442278 A1733477 
453393 AW956392 
420854 AW296927 
408729 M195764 
455675 BE065984 
411660 AW855718 
455252 AW876627 
409156 N76186 
423175 W27595 
430291 AV660345 
401785 
402369 

439079 AF085937 
412566 AW962574 
411463 AW847645 
413758 BE162391 
404988 

409446 A1561173 
412613 AA653507 
417909 R35614 
454743 AW818456 
406364 
404108 

411934 AW876538 
415747 AA381209 
443526 AW792804 
415319 AA659823 
454864 AW835775 
458771 AW295151 
414349 BE51296B 
426589 AW954460 
429515 ALD31228 
443614 AV655386 
411772 BE170301 
434784 AA649051 



Hs.112627 ESTs 

Hs.222707 KIAA1718 protein 

Hs.161338 ESTs 

Hs.13804 hypothetical protein 1)462023.2 

Hs.135568 ESTs 

Hs.255748 ESTs 
Hs.222080 ESTs 
Hs.211561 ESTs 

gb:PW>+IT0343-281299-003*06 HT0343 Homo 
gb-RC3-BT0319-12020(W)14<J09 BT0319 Homo 
gb:Rd-BT0313-130400-01&*Q2 BT0313 Homo 
Hs.333498 Homo sapiens cDNA FU10222 fis. done HE 
Hs.21 621 hypothetical protein DKFZp762O076 
Hs.301885 Homo sapiens cDNA FU11346 fis. done PL 
Hs.160047 ESTs, Weakly similar to B28096 Gne-1 pr 
Hs.1 26908 hypothetical protein FU 12994 
Hs.61898 DKFZP586N21 24 protein 

Hs.135173 ESTs 

Hs.202329 ESTs 

Hs.205130 ESTs 

Hs.274533 Homo sapiens done 24926 mRNA sequence 

Hs.79386 lefomodin 1 (smooth muscle) 

Hs.165607 ESTs 

Hs.182898 ESTs 

Hs.1674 glutamine-fructose-6-phosphatfi transamm 

Hs.125594 ESTs, Weakly similar to T25472 hypotheti 

Hs.234478 Homo sapiens cDNA: FU22548 fis, done H 

Hs.149757 ESTs 

Hs.1 37569 tumor protein 63 kDa with strong homolog 

Hs.41 182 Homo sapiens DC47 mRNA, complete cds 

Hs.91816 hypothetical protein 

gb:EST375655 MAGE resequences, MAGH Homo 

Hs 14877 ESTs, Weakly similar to (deffine not ava 

Hs.194720 ATP-binding cassette, sub-family G (WHIT 

Hs.149425 Homo sapiens cDNA FU1 1 980 fis, done HE 

Hs 122813 ESTs, Weakly similar to ZN22_HUMAN ZINC 

Hs.18724 Homo sapiens mRNA; cDNA DKFZp564F093 (fr 

Hs.93173 phosphodiesterase 6C cGMP-spectfic. ccn 
Hs.97489 ESTs 

Hs 14427 Homo sapiens cDNA: FU21800 fis, done H 
Hs.1 2244 hypothetical protein FU20097 

Hs.62713 ESTs 

gb:MR1-CT0350-15020(W)02-d02 CT0350 Homo 

Hs.36271 ESTs 

Hs.279765 ESTs ™„ nl , 

gb:QV4-TT0008-25119W)43*11 TT000B Homo 

Hs.166313 ESTs 
Hs.1 10376 ESTs 

gb:Ul-H-eW0-ai«>O7-O-ULs1 NCLCGAP_Su 

Hs.72639 ESTs 

gb:RC3*T0319-1 20200-01 4-a05 BT0319 Homo 
gb-RC1-CT0279-07010W)21-a06 CT0279 Homo 
gb:RC3-PT0028-12020(M)13^11 PT0028Homo 
Hs.173518 r^phasephosphoprotein homolog 
Hs.1 8653 hypothetical protein FU14627 
Hs.238126 CGM9 protein 



Hs.38348 ESTs liAOr%u 

gb:EST374647 MAGE resequences, MAGG Homo 
gb:IL3-CT0213-28010M56-A04 CT0213 Homo 
gb:PM2-HT0451-090100-002-f04 HT0451 Homo 

Hs.67688 ESTs 

Hs .285711 hypothetical protein FU 13089 

gb:yg66e08.r1 Scares infant brain 1NIB H 
Hs.79347 WAA021 1 gene produrt 

gb:RC3-PT0028-190100-012-b06 PT0028 Homo 
gb:EST94257 Activated T-cells I Homo sap 

Hs.134002 ESTs , oi 

Hs.34955 HomosapienscDNAFU13485fiS,donePL 

gb:QV4-LT0016-240200-110-d04 LT0016 Homo 

Hs.1 6361 2 ESTs 

gb:601172296F1 NIR.MGCJ5 Homo sapiens c 
gb:EST366530 MAGE resequences, MAGC Homo 

Hs.204370 DNA segment on chromosome 6 (unique, pse 

Hs7645 fibrinogen, B beta polypeptide 

gb:QV4-HT053f>040500-1 93-f05 HT0536 Homo 

Hs.1 64007 ESTs 

375 
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429322 085984 Hs.1 99243 WAAD231 prolan 2.5 

445252 A1283125 Hs.150009 ESTs 2.5 

453361 AA035197 Hs.107375 ESTs 2.5 

455275 AW977806 gb:EST389810 MAGE resequences, MAGO Homo 2.5 

5 449410 AA001356 Hs.18159 ESTs 2.5 

451403 AA885569 Hs.40919 Homo sapiens cDNAFU! 451 1 fe, clone NT 2.5 

458861 AI530223 gb:ad06g08j1 ProfiferaEng Eryftroid Ce 2.5 

416944 N22809 gb:yw41e07.s1 Weizmann Olfacloiy Epithel 2.5 

423010 W25436 Hs.90725 ESTs, Moderately similar to I38022 hypot 2.5 

10 412505 AA974491 Hs.21734 ESTs 2.5 

446399 AI298405 Hs.150080 ESTs 2.5 

412139 BE044976 gbiin25b1Qjc1 N(3_CGAP.Thy7 Homo sapiens 2.5 

403691 2.5 

424025 AI701852 HsJ301296 Homo sapiens cDNA: FU 23131 fis, done L ZS 

15 420352 BE258835 gb^O1 1 17374F1 NIH.MGCJ 6 Homo sapiens c 2.5 

422342 AA309272 gb:EST1 80209 Liver, hepatocellular card 2.5 

447343 AA256641 Hs.236894 ESTs, Highly simitar to S02392 aipha-2-m 2.5 

457770 BE065030 Hs.124179 ESTs 2.5 

427731 AA411750 Hs.20943 ESTs 2.5 

20 426920 AA393351 Hs.132121 ESTs 2.5 

427794 AA709186 Hs.282963 ESTs 2.5 

429903 AL134197 Hs.93597 cycCrKJependent kinase 5, regulatory su 2.5 

454190 AW177821 gb:ll3+fT0059-180899-007-C05 HT0059 Homo ZS 

. 414550 BE379808 gb;601159567T1 NIH_MGC_53 Homo sapiens c 2JS 

25 436391 AJ227892 Hs.146274 ESTs 2.5 

401989 2.5 

423346 A1267677 Hs.127416 synaptojanin 1 2.5 

444905 AW135853 Hs.209228 ESTs 2.5 

424539 U02911 Hs.150402 activin A receptor, type I 2.5 

30 400861 2.5 

458426 A1084514 Hs.249587 ESTs 2.5 

429520 AA160142 Hs.205058 hypothetical protein FLJ20075 2.5 

403568 2.5 

430592 X80240 gb:H.sapiens endogenous retrovirus HERV- ZS 

35 451078 A1927694 Hs.204470 ESTs 2.5 

424560 AA158727 Hs.150555 protein preoxied by done 23733 Z5 

427B88 AA417088 Hs.13759B ESTs 2.5 

425541 AA359119 gb:EST68172 Fetal lung II Homo sapiens c 2.5 . 

422840 U44059 Hs.121481 thyrotrophic embryonic factor ZS 
40 404708 2.5 
405008 2.5 

453772 BE281431 Hs.16323 Homo sapiens, Similar to G antigen 8, d 2.5 

411036 AA857218 Hs .297007 membrane-bound transcription factor prat 2.5 

444575 AI264847 Hs.22545 Homo sapiens cOMA FU1 2935 fts, done NT 2.5 
45 449311 AI657014 gb«a12jc1 NC1_CGAP_GC6 Homo sapiens 2.5 

454277 AW295069 Hs.31743 ESTs,Wea!dysiniTarto2157_HUMANZINC ZS 
454566 AW807605 gb:MR4^T0098-120100^-b06ST0098Homo 2.5 

454597 AW809648 gb:MR4-ST0124-26109W)1Sd01 ST0124 Homo Z5 

416208 AW291168 Hs.41295 ESTs, WeaWy similar to MUC2JWMAN MUCIN 2.4 

50 407B51 NMJN4496 Hs.40434 ribosomal protein SB kinase, 90JcD. pdyp 2.4 

446554 M151730 Hs.301789 nudix {nucleoside diphosphate finked moi 2.4 

452850 H23230 Hs.22481 ESTs, Moderately similar to A46010 X-lin 2.4 
40646B 2.4 
407300 AA102616 gb:zn43e07.s1 StratageneHeUcens393 2.4 

55 408617 R61736 Hs.124128 ESTs 2.4 

409627 AW997628 Hs.313637 ESTs 2.4 
416665 H72974 gb:yu28a10.s1 Soares tela! Over spleen 2.4 

417404 NM 007350 Hs.82101 pieckstrin homology-like domain. tamOy 2.4 

418994 AA296520 Hs.89546 seiecfin E (endothelial adhesion molecul 2.4 

60 428709 BE268717 Hs.104916 hypothetical protein FU21 940 2.4 

429654 AI435046 Hs.164318 ESTs 2.4 

432253 AW090822 Hs.274174 transcfiptrondongafcntador{SIII)e 2.4 

439785 AV652707 Hs.33756 Homo sapiens mRNA full length insert cON ZA 
445432 AV653771 gb«AV653771 GIC Homo sapiens cDNA clone ZA 

65 453052 R63050 Hs.223813 ESTs 2.4 

. 454137 AW500340 Hs.313876 ESTs, Weakly similar to 138022 hypothefi ZA 
459608 AL1 19471 gb:DKFZp761M141_r1 761 (synonyrru hamy2) ZA 

452843 AT796769 HS.20B320 ESTs 2.4 

„ 433222 AW514472 Hs.238415 ESTs,rAxlerai^sirrdlartoALU8„HUMANA ZA 

70 449695 AA164569 Hs.34550 ESTs ZA 

431532 AI537817 Hs.270311 ESTs, Weakly similar to ALU1_HUMAN ALU S ZA 

425967 NMJJ07159 Hs.4007 Sanxlerruna^ociated protein 2.4 
400641 2.4 

__ 430982 R17432 Hs.22217 Homo sapiens clone IMAGE321 06. mRNAseq ZA 

75 432808 NM_015985 Hs.278973 angiopoiefin-3 2.4 
410845 AW807182 gb:^4-STO2-180200^1-rj04ST0M2Homo 2.4 

411561 H81164 Hs.285017 hypothetical protein FU21 799 ZA 

421083 AA283628 Hs.298016 ESTs, WeaWy similar to I36022 hypdheG 2.4 

423513 AF035960 Hs.129719 transglutaminase 5 2.4 

00 434627 AJ221B94 Hs.39311 ESTs 2.4 

435663 AI023707 Hs.134273 ESTs ZA 
455879 BE153275 gb:P^T0335-1 80400-008^1 1 HT0335 Homo ZA 

451797 AW663858 Hs.333513 smaHmdudble cytokine subfamily E.me 2.4 
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409041 


AB033025 


Hs.50081 


423244 


AL039379 


Hs.209502 


453874 


AW591783 


Hs.36131 


448889 


BE140902 




439481 


AF086294 


Hs.125844 


412074 


S74683 


Hs.73139 


403053 


R58624 


Hs.2186 


409298 


AA070211 




411322 


AW887330 


Hs.172405 


447640 


A1417187 




447849 


A1538147 


Hs.164277 


458763 


A1693417 


Hs.293309 


404638 






413986 


Z43567 




407721 


Y12735 


Hs.38018 


422321 


AA906427 


Hs.161035 


408238 


W95901 




436747 


AW977192 


Hs.291343 


437048 


AA743240 


Hs.91582 


413143 


BE067232 




404561 




444009 


A1380792 


Hs.135104 


400250 







KIAA1 199 protein 

ESTs, Weakly simflar to ubiquitous TPR m 
collagen, type XTV, alpha 1 (undulin) 
^■L1-KTOm240699^01-C11 HT0028Komo 
ESTs 



417002 T79613 
439446 A1927629 
441227 AW295407 
445038 Al 635444 
455107 BE154113 
458624 AI362790 
459344 AW499533 
452605 AW968557 
457652 AF1 16656 
450068 AW207212 
444750 AW242684 
414591 AI888490 
407264 L34727 
443169 A1038687 
426536 A1949749 
449752 AJ668626 
459592 AL037421 
429504 X99133 
429063 AW363845 
430484 D82880 
423673 BE0O3054 
447375 A1376660 
444230 

439911 AAB54024 
421296 NMJW2666 
449385 A1650471 
430044 AA464510 
427131 M44B460 
409103 AF251237 
421354 AA766485 
423740 Y07701 
440048 AA897461 
441358 AW173212 
453857 AL080235 
414290 A1568601 
427342 AL1 10150 
459459 AA460445 
434638 H50758 
442717 R88362 
419637 W27493 
431169 AW971240 
449432 AW451361 
458734 AI554946 
449529 A1990559 
426088 AF038007 
420195 N44348 
418105 AW937488 
430957 AI937072 
418188 AW139413 
424103 NMJJ01918 
454324 AW608930 
437369 AA765230 
453211 W84829 
451099 R52795 
400462 

413697 AA131315 
421755 AW169454 
424195 U50536 
434163 AW974720 



eukaryotic translation etongation factor 
gb:zm68c04.s1 Stratagene neuroepilhelium 
cell division cyde 27 

gb:lg75g11jc1 Soares_NhHMPu_S1 Homosapi 

ESTs 

ESTs 

gb:HSC1FC021 normalized Infant brain cDN 
dual-specificity tyrosine-(YH*osphory1 
hypolheOcal protein MGC11296 
gbze43d1 1.r1 Soares retina N2b4HR Homo 
ESTs 
ESTs 

gb:PM3-BT0347-170200-001-b05 BT0347 Homo 



Hs.14613 ESTs 

Hs.57873 ESTs 

Hs.128893 ESTs 

Hs.143917 dJ467N11.1 proteb 

gb:PM1-HT034M 51299^03-a08 HT0340 Homo 

Hs.278639 KIAA16B4 protein; likely homolog of mous 

Hs.257976 ESTs 

H 5.9001 2 hypothetical protein FU23441 

Hs.273809 Homo sapiens PR01 167 mRNA, complete cds 

Hsi80925 ESTs 

Hs.243623 ESTs 

Hs 55902 ESTs, Weakly similar to ALU8_HUMAN ALU S 

gbtHomo sapiens T-cefl receptor beta (TC 

Hs.1 33338 ESTs 

Hs 44441 ESTs 

Hs.61773 Homo sapiens cDNA FU1 16486s, done HE 

Hs.208746 ESTs, Moderately similar to pot ORF I [ 

Hs.204238 Bpocalin 2 (oncogene 24p3) 

Hs.1 221 42 ESTs, Weakly similar to A46010 X-finked 

Hs14154B RAS p21 protein activator 2 

Hs.1695 matrix metalloproteinase 12 (macrophage 

Hsl57822 ESTs 

Hs.146067 ESTs 

Hs.189110 ESTs 

Hs.103253 periHpin 

Hs.270370 ESTs 

Hs.152812 ESTs 

Hs.112017 GE36gene 

Hs.1 12208 XAGE-1 protein 

Hs.269664 ESTs 

Hs.293007 aminopeptidase puromycm sensitive 

Hs^28737 ESTs, Weakly simflar to envelope protein 

Hs.129041 ESTs 

Hs.35861 DKFZP586E1621 protein 

176580 Homo sapiens mRNA; cDNA DKFZp586D0724 (f 
gb:zx66M1.r1 SoaresjDta!Jetus_Nb2HF8_ 
gb7p86e06j-1 Scares fetal Over spleen 

Hs 1 80591 ESTs, Weakly similar to T23976 hypotheti 

gb:31h10 Human retina cDNA randomly prim 
gb£ST383329 MAGE resequences, MAGL Homo 

Hs.196529 ESTs 

Hs.1 58794 ESTs 

Hs.232033 ESTs 

Hs.166196 ATPase, Class I, type 8B, member 1 
Hs.26243 Homo sapiens cDNA FU11177 us, clone PL 
Hs 178000 ESTs, Weakly similar to FVt MOUSE FRIEND 
Hs.55043 Homo sapiens cDNA FU 13277 fis, clone OV 
Hs.151880 ESTs 

Hs. 139410 rJhydroHrxjamide branched chain transacy 
Hs.52184 hypothetical protein FU2061 6 
Hs.1 21742 ESTs 

g b2h53f04x1 Soares_fetalJver_spleen_ 
Hs.25954 interteukin 13 receptor, alpha 2 



Hs.47144 DKFZP586N0819 protein 
Hs.207422 ESTs, Weakly similar to S71949 metailopr 
Hs.142907 Human BRCA2 region. mRNA sequence CG01 1 
Hs.25206 group XII secreted phosphorrpase A2 
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435985 AA703154 Hs.191934 ESTs 2.4 

449916 T50525 Hs.299221 pyruvate dehydrogenase kinase, Isoenzyme 2.4 

458661 A1299789 Hs.166999 ESTs, Moderately similar to 138344 60n 2.4 

459023 AW968226 Hs.60798 ESTs 2.4 

5 406005 2.4 

456561 AI868634 Hs.246358 ESTs, Weakly similar to T32250 hypothefi 2.4 

452161 R43077 Hs^21747 ESTs 2.4 

436590 AI393115 Hs.127655 ESTs 2.4 

430151 AW968203 gb:EST380398 MAGE resequences, MAGJ Homo 24 

10 445635 AI769774 Hs209831 ESTs. Weakly similar to ALU 1_ HUMAN ALU S 24 

433479 AW511459 Hs.249972 ESTs 2.4 

441676 BE564205 Hs.49889 ESTs 2.4 

407965 W21483 Hs.41707 heat shock 27kD protein 3 2.4 

4506B2 Z42993 Hs25320 Homo sapiens done 251 42 mRNA sequence 24 

15 452958 AA883929 Hs.40527 ESTs 2.4 

454032 W31790 Hs.194293 ESTs, Weakly similar to 154374 gene NF2 24 

405347 2.4 

440577 AA889945 Hs.326381 EST 2.4 

455780 BE088828 gb^^T0693-230300-12^g09BT0693Homo 2.4 

20 457024 AA397546 Hs.1 19151 ESTs 2.4 

404249 2.4 

437511 A1807500 Hs.125247 ESTs ZA 

421338 AA287443 gtjzs52c1D.f1 NCI_CGAP_GCB1 Homo sapiens 24 

425146 AW954627 gb:EST366697 MAGE resequences, MAGC Homo ZA 

25 428277 AA425220 Hs.179203 ESTs ZA 

444870 AI200621 Hs.148504 ESTs 2.4 

402090 ZA 

458507 AI185703 Hjs206957 ESTs 2.4 

443054 AI745185 Hs.B939 yes-associated protein 65 kOa ZA 

30 446534 AI307356 Hs.175225 ESTs ZA 

453111 AB014598 Hs.31720 hephaestin ZA 

405230 2.4 

405935 2.4 

413542 BE154837 gb:PM1-HT0345-121199-001-c08 KT0345 Homo 2.4 

35 420724 AA279694 Hs.191540 ESTs 2.4 

436998 AA745625 Hs.291414 ESTs, Weakly similar to ALU8.HUMAN ALU S 2.4 

445748 U80766 Hs.13252 Human EST clone 22453 mariner transposon ZA 

434283 AW235341 Hs.58715 thiamine pyrophosphokinase 2.3 
, _ 407404 AF040257 gb:Homo sapiens TNF receptor homolog mRN 2.3 

40 440621 AW296024 Hs.150434 ESTs 23 

423417 AP000355 Hs.128342 potassium large conductance cataurn-acti 23 

424131 AA335714 Hs.199665 ESTs. 23 

450737 AW007152 Hs203330 ESTs 23 

, _ 453687 T55674 Hs283108 hemoglobin, gamma G 23 

45 442704 AI015463 Hs.130987 ESTs 23 

457756 AA126136 HsJJ8125 interferordnduced protein 75, 52kO 23 
412732 AW993300 gb:RC2-BN0033-18020(W)15^06BN0033Homo 23 

418998 F13215 Hs.287849 ESTs, WeaMy similar to T22074 hypotheti 23 

419751 AW195581 Hs.93121 NAA0761 protein 23 

50 429485 AW197086 Hs.99338 ESTs 23 

433377 A1752713 Hs.43845 ESTs 23 

434896 AW022054 Hs.136591 ESTs 23 

441675 AI914329 Hs.5461 ESTs 23 

444711 AI18B739 Hs.148488 ESTs 23 

55 445621 AI733818 Hs.145549 ESTs 23 

449182 AW292381 Hs224150 ESTs 23 

430987 Y08564 ' Hs248190 UDP-^^^pha-C^aJactosarninerporyp 23 
404068 23 
414366 BE549143 gb:601076456F1 N1HJWGC_12 Homo sapiens c 23 

60 438315 R56795 Hs.82419 ESTs 23 

423161 AL049227 Hs.124776 Homo sapiens mRNA; cDNA DKFZp564N1 1 1 6 (f 23 

447998 AI768289 Hs.304389 ESTs 23 

410150 AW382942 Hs.6774 ESTs 23 

432792 AA448114 Hs.278950 protocadherin beta 1 . 23 

65 443353 AI792629 Hs.133293 ESTs 23 

440729 AA904739 Hs.128204 ESTs 23 

411045 AW854691 Hs.115325 RAB7, member RAS oncogene family-Tike 1 23 

459207 AW138410 Hs.45051 ESTs 23 

__ 459124 AW301478 Hs.184592 protein kinase, lysine defident 1 23 

70 458684 BE281115 Hs.98855 hypothetical protein FU 20909 23 

427962 AA946582 Hs.8700 deleted in Over cancer 1 23 
401899 23 

432116 AA902953 Hs.30853B ESTs 23 
404196 23 
75 410999 AW813004 gb:RC3-ST0 186-230300-01 Wi02STO 186 Homo 23 

413308 W28131 gb:42f7 Human retina cDNA randomly prime 23 

430264 AA470519 gbnc7H10.s1 NCI.CGAP.Prl Homo salens 23 

443482 AW1B8093 Hs.250385 ESTs 23 

c 453305 R39224 Hs267997 EHM2gene 23 

oO 451963 AI825440 Hs^24952 ESTs 23 

453043 AW136440 Hs224277 ESTs 23 

435559 AF209198 Hs.42635 zinc finger protein 277 23 

440727 AI073991 Hs.134268 ESTs, Weakly similar to 2109260A B cell 23 



378 



WO 03/042661 



PCT/US02/36810 



5 

10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



434120 


AI436050 


Hs.1 43937 


429768 


AA805719 


Hs.192154 


425292 


NNL005824 


Hs.1 55545 


455841 


BE145836 




411093 


BE067650 




430706 


NM_003540 


HS.247B16 


428268 


AA424957 


Hs.294132 


458B33 


AW236702 


Hs.171431 


452215 


AK002043 


Hs.28472 


444109 


A1124553 


Hs.48965 


428411 


AW291464 


Hs.10338 


433098 


AW190593 


Hs.151143 


424882 


AI379461 


Hs.1 53636 


453178 


AA496086 


Hs.61648 


404569 






413841 


M34276 


Hs.75576 


424068 


U50531 


Hs.138751 


433532 


AW975367 




442710 


AI015631 


Hs.23210 


444206 


AW301017 


Hs.146492 


451264 


AI768235 




454784 


AW820626 




429080 


AA446228 


Hs.99057 


404166 






416327 


R99822 


Hs36172 



400631 AF173937 
438504 AW665281 
435325 A1038388 
421253 A1188102 
427046 BE246180 
432711 AA563785 
439715 AA524504 
441398 AA932398 
448458 AW614367 
452542 AW812256 
417768 R24732 
427374 AM 50033 
446847 T51454 
423600 A1633559 
413006 W03857 
434698 BE044674 
407639 AW205369 
455121 BE156459 
448117 H49129 
443931 H23213 
450795 AW173371 
418632 AW1 18745 
419441 AW023731 
455067 1 AW854538 
418291 BE300369 
455964 BE166924 
445944 H06336 
424827 A1057094 
449272 AW137656 
445292 AV653264 
415131 D61119 
444715 AV650947 
439560 BE565647 
444140 AV648089 
423949 AI014546 
428434 AW363590 
445711 T79611 
424565 AW102723 
455201 AW9478B4 
429180 AA806237 
418849 AW474547 
425523 AB007948 
416509 N57713 
419337 AW291112 
419699 AA248998 
428976 AU037824 
436294 AA7O8310 
458925 R15891 
433939 AL1338B7 
450048 A16932B9 
451640 AA195601 
416677 T83470 
405920 
405747 

412105 H07971 
420457 AA4822B0 
407726 AA435679 
423720 AI044191 



ESTs 
ESTs 

37 kDa leurine-rich repeat (LRR) protein 
pfrMRD-HT0208-101299-2Q2-bQ8 HT0208 Homo 
gb:MR4-BTO358-O9030r>O03-eO1 BT0358Homo 
H4histone family, member C 
ESTs 

ESTs, Weakly similar to A46010 X-finked 

hypothetical protein FU1 11 81 

Homo sapiens cDMA FU21693 lis, ctone C 

ESTs 

ESTS 

far upstream element (FUSE) binding prot 
ESTs 

pJasminogen 

Human BRCA2 region, mRNA sequence CG030 
gb:EST3B7475 MAGE resequences, MAGN Homo 
ESTs 
ESTs 

g bwg82g08.x1 Soare$_NSF_F8_9W_OT_PA_P_S 
gb:RCO-ST0299-1901(KM)12<10 ST0299 Homo 
ESTs 



ESTs 

Hs.109494 secreted protein of unknown function 
Hs.224625 ESTs 
Hs.1 19309 ESTs 
Hs.31028 ESTs 
Hs.121385 ESTs 

Hs 1 52465 ESTs. Weakly similar to 138022 hypotheti 
Hs 42612 ESTs, Weakly similar to ALU1_HUMAN ALU S 
Hs.292036 ESTs, Weakly similar to B34087 hy polhefi 
Hs.171054 ESTs 

gb:RCO-ST0174-191099431-a07 ST0174 Homo 

Hs.175139 ESTs 
Hs.143686 ESTs 

Hs.82845 Homo sapiens cDNA" FU21930 fis, ctone H 
Hs.310359 ESTs 
Hs.34298 ESTs 

gb:hm46f02.x1 NCLCGAP.RDF1 Homo salens 

Hs.312830 ESTs 

gb:QVO-HT0368-040100-082-«}6 HT0368 Homo 

Hs.172982 ESTs 

Hs.22657 ESTs 

Hs.60435 ESTs 

Hs.9460 Homo sapiens mRNA; cDNA DKF2p547C244 (fr 

Hs.274368 MSTP032 protein 

gb:RC3-CT0255-2001 0W)24-b02 CT0255 Homo 

Hs.289038 hypothetical protein MGC4126 

gb:OM-HT0501-240300-51 9-f01 HTO501 Homo 

Hs 1 3480 Homo sapiens ctone 24875 mRNA sequence 

Hs.96867 Homo sapiens cDNA: FU23155 fis, ctone L 

Hs.197645 ESTs 

Hs 13982 HomosapienscDNAFU14666fis,cloneNT 
gb:HUM158C11B Clontech human fetal brain 

Hs.282464 ESTs 

Hs.74899 hypothetical protein FU12820 

Hs.282383 ESTs 

Hs.130912 ESTs 

Hs.65551 Homo sapiens, Similar to DNA segment, Ch 

Hs.193691 ESTs 

Hs.75295 guanylate cyclase 1 , solubte, alpha 3 

gb.-PM1-MT0010-20030WK)1^0B MT001C Homo 

Hs.58893 ESTs 

Hs.53565 Homo sapiens PIG-M mRNA for mannosyltran 

Hs.1 58244 KIAA0479 protein 

Hs.260B99 ESTs, Moderately simBar to ZN91JWMAN Z 

Hs.20997B ESTs 

Hs.1 73044 ESTs, Weakly similar to 138022 hypotheti 

Hs.1 94695 ras homotog gene famiy, member I 

gb:zg07b07.s1 Soares_pcneaLgland_N3HPG 

Hs.281587 Human (clone CTG-A4) mRNA sequence 

Hs.2541 22 hypothelical protein 

Hs.202273 ESTs 

Hs.26771 Human DNA sequence from clone 747H23 on 

Hs 334840 ESTs, Moderately similar to 178885 serin 



Hs.94319 VPS10 domain receptor protein 

Hs.191656 ESTs 

Hs.88594 ESTs 

Hs.23388 hypothetical protein OKFZp434F0318 
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409517 X90780 Hs. 120035 troponin I, cardiac 2.3 

435352 A1056599 Hs.120893 ESTs 2.3 

439871 R8B518 Hs.46736 hypothetical protein FU23476 2.3 

444098 AV647969 Hs.109694 WAA1 451 protein 2.3 

5 449276 AW241510 Hs.252713 ESTs 2.3 

417712 AA205569 Hs.194193 ESTs, ModerateJy similar to ALU1_HUMAN A 13 

449015 AL03895B Hs.228S8 protein tyrosine phosphatase, non-recept 2.3 

411377 AW841462 gb:RC6-CN0014-080300-012-B09CN0014Homo 13 . 

429276 AF056085 Hs.198612 G protein-coupled receptor 51 2.3 

10 411816 AW864609 ^:PM3-SN0017-24030(W)014i03SN0017Horno 2.3 

455280 AW886156 gb^CSOT0078-15030W)21-E08 OT0078Homo 13 

407809 AW082279 Hs.244106 ESTs 2.3 

420478 AA521259 Hs.193796 ESTs 2.3 

424073 U03493 Hs.138959 gap junction protein, alpha 7,45kD (con 2.3 

15 445117 AI208754 Hs.147369 ESTs 2.3 

459390 BE385725 gb:601276347F1 NIH_MGC_20 Homo sapiens c 12 

420230 AL034344 Hs.284186 forkhead box C1 2.2 

411517 AW850267 gb*3CT0219-161199^31-A09CT0219Homo 12 

403678 2.2 

20 457003 S78234 Hs.172405 cell division cycle 27 12 

404531 Z25884 Hs.121483 chloride channel 1 , skeletal muscle (Th 12 

423045 AW957472 Hs.183302 PCTAIRE protein kinase 2 12 

409427 AW389668 gb:RC2-ST01 68471 29941 3406 ST0 168 Homo 2.2 

434745 AW974445 Hs.185155 ESTs, Weakly similar to T12482 hypothefl 2.2 

25 400696 2.2 

407259 L02256 gb:Human Fab fragment binding syncytial 2.2 

411893 R82845 Hs.273789 ESTs 12 

428192 AA424051 Hs.304742 ESTs 12 

435634 T82384 gb:yc14f05.r1 Stratagene lung (937210) H 12 

30 438018 AK001160 Hs.5999 hypothetical protein FU 10298 12 

458303 AI264628 Hs.125428 ESTs 12 

405692 12 

403572 12 

415380 F07953 Hs. 16085 putafive G-protein coupled receptor 12 

35 433014 NMJJ14711 Hs.279912 KIAA0419 gene product 12 

417859 T26453 gb:AB214F6R Infant brain, LLNL array of 12 

456472 AK001714 Hs.95744 hypothetical protein similar to ankyrin 12 

444106 A1123922 Hs.138215 Homo sapiens cDNA FU1 1 400 fis, ctone HE 12 

428231 U17989 Hs.183105 nuclear autoantigen 12 

40 454086 AW885909 Hs.6975 PR01 073 protein 12 

425071 NM_013989 Hs.154424 deiodinase, fodothyronine, type II 12 

416348 H65887 Hs.272163 ESTs 12 

403780 12 

414262 AW975616 Hs.291469 ESTs 12 

45 419423 D26488 Hs.90315 WAA0007 protein 12 

442078 AW2685B3 Hs.262629 ESTs 2.2 

452975 M85521 Hs.244482 Homo sapiens, done IMAGE3611719, mRNA, 12 

419216 AU076718 Hs.164021 small inducible cytokine subfamily 9 (Cy 12 

416588 H66558 gb:yu16e04.r1 Scares fetal fiver spleen 12 

50 425368 AB014595 Hs.155976 culDn4B 12 

425686 M73531 Hs.1937 refinal degenerafion, slow (retinitis pi 12 

441638 AW293202 Hs.133451 ESTs 12 

446B45 AJ343645 Hs.156108 ESTs 12 

422563 BE299342 Hs.19348 hypothetical protein FU131 19 12 

55 436574 AW293527 Hs.126465 ESTs 12 

424584 H10692 Hs.13310 ESTs 12 

456347 U00803 Hs.89426 fyrwetaled kinase 12 

446901 A1347274 gblcOSdOlxl NCi_CGAP_Co16 Homo sapiens 12 

^_ 459364 W69284 gb2d46c03j1 Soares JetaLhearLNbHH19W 12 

60 430686 NNLO01942 Hs.2633 desmogleinl 12 

414831 M31158 Hs.77439 protein kinase, cAh/P-dependent, regulate 12 

425707 AF 11 5402 Hs.11713 E74-0ke factor 5 (ets domain transcript 12 

403525 12 

453343 AA905353 Hs,121622 ESTs 12 

65 421574 AJ000152 Hs.105924 defensin, beta 2 12 

449327 AJ638743 Hs.224672 ESTs 12 

454769 AW81984B gb:QW-ST0294-070300-1 51-b04 ST0294 Homo 12 

420493 AI635113 Hsl70366 ESTs, Weakly simHar to 178885 serine/lh 12 

401614 12 

70 404767 12 

403534 12 

410594 AW770778 Hs.281238 ESTs 12 

436193 AA706059 Hs.255286 ESTs 12 

439626 N22415 Hs. 189080 ESTs 12 

75 4564B1 AA258033 Hs.108110 DKFZP547E21 10 protein 12 

441453 AW176106 Hs^85459 ESTs 12 

424946 M64572 Hs. 153932 protein tyrosine phosphatase, non-recept 12 

437332 AA814943 gb:oc07d06.s1 NCLCGAPJ3CB1 Homo sapiens 12 

n _ 454419 AA082211 Hs.233936 myosin, fight polypeptide, regutatory.n 12 

80 416225 AA577730 Hs. 188684 ESTs, Weakly simflar to PC4259 ferritin 12 

450579 AW136774 Hs.48614 ESTs 12 

400664 12 

447613 AL041057 Hs.33363 DKF2P434N093 protein 12 
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402689 
430884 
432797 
405608 
426365 
405634 
423646 
434690 
436572 
447044 
448828 
457802 
444565 
433781 
450587 
434077 
448756 
43038B 
454471 
419107 
455114 
416548 
454117 
456056 
409998 
422352 
409191 
433919 
455771 
431632 
454716 
413752 
458037 
434239 
435133 
442772 
400697 
455685 
447039 
404593 
422728 
421976 
401673 
425001 
447816 
416143 
419118 
426261 
449808 
454749 
456933 
402942 
437064 
458623 
415257 



AK001334 Hs.1 5470 putative ring zinc finger protein NY-REN 
AF053748 Hs.2481 14 filial cell derived neurotrophic factor 
AA565264 Hs.136443 ESTs 
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442783 
444313 
453444 
422757 
430013 
437138 
406298 
409723 
414481 
433266 
435090 
457187 
445061 
442617 



454916 
428017 
451149 
418076 
403306 
441811 
434763 
447453 
420931 
415424 
408332 
421216 



AA376667 Hs.10283 RNA tending motif protein 8B 

H02364 gb:yj35d06.r1 Scares placenta Nb2HP Homo 

AI857679 Hs.148410 ESTs 

AA723274 Hs^79596 ESTs 

AF030107 Hs.17165 regulator of G-protein signalling 13 

A1580296 Hs.174782 ESTs, Weakly similar to K1AA1437 protein 

T78013 Hs.167279 FYVE-finger-containing Rab5 effector pro 

AW170015 Hs.6594 ESTs 

AA609379 Hs.1 92083 ESTs 

Al 828854 Hs.258538 striafin. catrnoduBn-binding protein 

AF1 1 6659 Hs.321 1 51 Homo sapiens PR014 12 mRNA, complete cds 

AI739241 Hs.171480 ESTs 

AA356923 Hs.240770 nuclear cap binding protein subunrt 2, 2 

AW902125 gb:QVO-NN1022-120500-22tMi12 NN1022 Homo 

AW085152 Hs.292987 ESTs 

AW857121 gb:RC1-CTOM2-04040(W)17-a12 CT0302 Homo 

H52953 gb:yr47f06j1 Soares fetal liver spleen 

BE410100 Hs.40368 adaptor-related protein complex 1, sigma 

AA463550 Hs.337532 ESTs, Weakly similar to A47582 B-cell gr 

M78345 Hs.98265 K1AA1877 protein 

AA766296 Hs.99200 ESTs 

AW818390 Hs.175613 honxtogofXenopusClaspin 

AA74631 1 gb:oa56d12j1 NCLCGAPJ2C81 Homo sapiens 

BE084820 Hs.186711 hypothetical protein RJ 20070 

AK000992 Hs.333144 Homo sapiens cDNA FU 10130 fis, clone HE 

AW850684 gb:IL^CT0219-16020r>063-O12 CT0219 Homo 

BE161807 gb:MR3-HT0446-300300-203^01 HT0446 Homo 

AF074982 Hs.226031 ESTs, Highly similar to KIAA0535 protein 

AF119910 Hs.283047 hypothetical protein PR02964 

AJ010482 Hs.31412 Homo sapiens cDNA FU1 1422 fis, clone HE 

AW503680 Hs.5957 Homo sapiens clone 2441 6 mRNA sequence 

BE066976 a>:PM0-BT034r>21 12994)03*12 BT034O Homo 

AV661798 Hs.282915 ESTs 

AW937826 Hs.103262 ESTs, Weakly similar to ZN91_HUMAN ZINC 

AL1 3B443 Hs.23450 mitochondrial ribosomal protein S25 

U551 84 Hs.1 54145 hypothetical protein FU11585 

NM 007233 Hs.274329 TP53 target gene 1 

A1955650 Hs.79033 glutaminyl-peptide cydotransferase (gtu 

AA234223 Hs.139204 ESTs 

AW242243 Hs.168670 peroxisomal farnesylaied protein 

AA694220 Hs.15403 ESTs, Moderately similar to ALU7_HUMAN A 

AW818649 gb:RC1-STO27B44O400-O18«sO2 ST0278 Homo 

AA363946 Hs.20969 ESTs 

A1023264 gb:ov64h08.s1 SoaresJesfcJIHT Homo sap 

A1305223 Hs.148056 ESTs 

F03016 Hs.27513 ESTs 

H15302 Hs.168950 Homo sapiens mRNA; cDNA DKFZp566A1046 (f 

A10175B6 Hs.131181 ESTs 

A1140494 Hs.197955 WAA0704 protein 

AL036531 gb:DKFZp564H162_r1 564{synonym: hfbr2) 

AI909935 Hs.65551 Homo sapiens, Similar to DNA segment, Ch 

AA463833 Hs.151275 ESTs, Weakly simBar to TRHY_HUMAN TRICH 

A1935622 Hs.271245 ESTs 

AW885757 Hs.257862 ESTs 

AW451956 Hs.8383 bromodomain adjacent to zinc finger doma 

A1863224 Hs.31476 Homo sapiens cDNA FU 13872 fis, clone TH 

BE217923 Hs.149595 ESTs 

AA443927 Hs.144360 EST 

A1253094 Hs.145227 ESTs 

AW340093 Hs.130538 ESTs 

H23542 Hs.181788 ESTs 

BE067246 gb:PM1-BT0348-1 51 299-001 -d04 BT0348 Homo 

AA4249B3 Hs.98312 ESTs 

AL047586 Hs.1 0283 RNA binding motif protein 8B 

R61388 Hs.6724 ESTs 

NM.006825 HsJ4358 transmembrane protein (63kO), endoplasmi 

AI073548 Hs.164597 ESTs 

M648518 gb:ns07a1 1.r1 NCI_CGAP_Ew1 Homo sapiens 

AW608645 Hs.18B00 hypothetical protein FU20281 

AF044197 Hs.100431 small inducible cytokine B subfamily {Cy 

Z44766 gb:HSC28G081 normalized infant brain cON 

H91230 Hs.234794 Homo sapiens mRNA; cDNA DKFZp564B083 (fr 

AV649282 Hs.102664 vesicle-associated membrane protein 4 
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429SQ9 AF002246 
448700 BE614182 
457741 BB044740 
437927 AI039789 
401694 

423531 AW752782 
424419 AK001583 
436640 AA724411 
438290 AA843719 
445908 R13580 
455735 BE161124 
458455 AV648310 
430580 AW138724 
447147 AA910353 
424063 NM 002019 
441874 AA970389 
448045 AJ297436 
433629 R13140 
415266 AA164199 
440633 AI140S86 
442789 AW904361 
417563 AA203701 
407788 BE514982 
401240 

40890B BE295227 
411151 AW866497 
414275 AW970254 
436992 AA741074 
439634 W79377 
411770 NMJH427B 
400040 

45B762 AW802754 
424736 AF230877 
419953 BE267154 
410648 AW792909 
423717 AA330036 
436683 AW991278 
445225 A1216555 
410991 AW812790 
412639 AW961284 
447777 AI424223 
451270 AW341392 
404526 AI912555 
452492 BE063096 
417154 AJ674701 
428152 AA422030 
442312 A1820617 
456513 AA279143 
430712 AW044647 
441445 A1221959 
420288 AW071225 
412329 AW937445 
447033 AJ357412 
436853 BE328074 
455189 AW864176 
430899 BE018217 
458356 AI024855 
457040 N77624 
424480 AA341442 
403317 U02687 
406018 

410566 AA373210 
413801 M62246 
415871 R55995 
416747 AW876523 
417725 R25257 
424856 AA347746 
439474 AI824060 
446895 AA166655 
448582 AI538880 
452783 AA028167 
442430 R89164 
428908 AW303529 
427335 AA448542 
428336 AA503115 
419290 A1128114 
416951 AA190926 
439950 AW937417 
458227 Z40670 
447179 AW015633 
454950 AW847460 
404453 

420844 AA595522 



Hs.2 10863 cell adhesion molecule with homology to 
Hs.123075 ESTs 

gb:hm55g10.x1 NQ_CGAP_RDF1 Homo sapiens 
Hs.25982 hypothefca! protein FU21031 

Hs. 129750 hypothetical protein FU 10546 

Hs.146589 hypothefical protein FU 10701 

Hs.156065 ESTs 

Hs.122341 ESTs 

Hs.13436 Homo sapiens clone 24425 mRNA sequence 

gbPM04fT0425-141299^01^06 HT0425 Homo 

Hs.213488 ESTs 

Hs.168974 ESTs, Highly simflar to ALU7_HUMAN ALU S 

Hs.292815 ESTs, Weakly simflar b T23482 hypolheti 

Hs.1 38671 fms-related tyrosine kinase 1 (vascular 

Hs.1 28055 ESTs 

Hs.20165 prostate stem cell anfigen 

Hs.1 3359 ESTs 

Hs.270152 ESTs 

Hs.263320 ESTs 

Hs.131191 ESTs, Weakly similar to ALU7_HUMAN ALU S 

gb2x52a10j1 Soares_fetalJiver._spteen_ 

Hs.38991 SIMaricrurr^miirgpr^ 

Hs.250822 serine/threonine kinase 1 5 

gb:QV4-SN0024-17040<M7&*07 SN0024 Homo 
Hs.889 Chanot-Leyden crystal protein 
Hs.120750 ESTs 

Hs.1 67 microtubule-associated protein 2 
Hs.71992 heat shock protein (hspl 1 0 family) 

gb:IL2-UM0076-030400461-H01 UM0076Homo 
Hs.152701 miaotubule-tnteracting protein that ass 
Hs.125752 ESTs 

gb:CMO-UMOOO1-OlO30O-258-cO5 UM0001 Homo 
Hs.152003 ESTs 
Hs.57787 ESTs 
Hs.202398 ESTs 

gb:RC^ST01B6-14129W)14^08 ST0186 Homo 
Hs 296235 ESTs 

gb1e95a05jt1 NCI CGAP_Pr28 Homo sapiens 
Hs.235795 ESTs 

Hs.1 571 95 peptide YY, 2 (semmarptasmin) 

gb.-CM4-BT02664)91 199^)39-302 BT0268 Homo 
Hs.21388 ESTs 

gb2v26h05j1 Soares_NhHMPu_S1 Homosapi 
Hs.129216 ESTs, Weakly stmHar to ALU1.HUMAN ALU S 
Hs.88561 ESTs 
Hs.196284 ESTs 
Hs.187937 ESTs 
Hs^45556 ESTs 

gb:QV3-DT004349020O-08Oc09 DT0043 Homo 
Hs.157601 ESTs 
Hs.148661 ESTs 

gb:PMO-SrW14-26040tW)02-b08 SN0014 Homo 
Hs.183528 hypothetical protein FU 14905 
Hs.131575 ESTs 

Hs.173717 phosphatidic acid phosphatase type 2B 
Hs.205299 ESTs 

Hs.385 fms-related tyrosine kinase 3 

Hs.43047 Homo sapiens cDNA FU 13585 fe, clone PL 

Hs.35406 ESTs, Highly similar to unnamed protein 

Hs.283309 ESTs, Moderately similar to ALU1_HUMAN A 

Hs.15929 hypothetical protein FU 12910 

Hs.21503 ESTs 

• Hs.9521 ESTs, Weakly similar to ZN43J-1 UMAN ZINC 

Hsl11501 ESTs 

Hs.282803 ESTs 

Hs.94812 ESTs 

Hs.61486 ESTs 

Hs.48320 double ring-finger protein, Dorfm 

Hs.144955 ESTs 

Hs.251677 G antigen 7B 

Hs. 1 83752 microsemino protein, beta- 

Hs.1 12885 spinal cord-derived growth factor-B 

Hs.190785 ESTs, Moderately simitar to S65657 alpha 

Hs.293561 ESTs 

Hs.181340 ESTs 

Hs.157299 ESTs 

gb:RC3-CT0208-27099 9-021-e04 CT0208 Homo 

gb:nh22c09.s1 NCI_CGAP_Pr1 Homo sapiens 
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426456 AA580748 
428822 W28418 
430879 BE149423 
444584 AI168422 
446296 AA985662 
453853 AL040600 
414083 AL121282 
401645 

436577 WB4774 
427469 AA403084 
409168 N94037 
410276 A1554545 
443372 AI792557 
422093 AF151852 
402333 

409374 R87083 
412011 NM_000406 
412798 AW99B657 
416085 H18072 
418378 AW962081 
437846 AA773865 
452374 AL037405 
450061 AI797034 
450180 AW449644 
405120 

407378 AA299264 
458890 AW865523 
435600 AL047034 
440964 A1733106 
417455 AW007066 
436461 AW511956 
436777 AA731199 
427521 AW973352 
413646 8E155042 
413231 D87461 
423969 A1830571 
411518 AWB50246 
443777 AV646510 
416148 H22453 
402528 

431215 AA496078 
436820 A1684535 
446209 A1375025 
453362 H1498B 
417430 AA984546 
401069 

454078 AA60151B 
410966 AW8120B8 
447124 AW976438 
449939 T86420 
411693 AW857271 
438005 BE151746 
443486 NMJ03428 
407884 BE075316 
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441092 
454643 
426646 
431605 
414452 
401991 
457176 
436464 



445049 
419116 
427894 
424296 
424323 
404582 
418631 
424872 
452539 
454658 
440310 
433297 
410900 
419386 
402451 
447842 
453B80 
425189 



T62745 
T99289 
BE006345 
AA382787 
AW972407 
AA454038 

AA436B37 
AI016176 
AA442327 
AV652718 
AF292402 
AL135709 
AI631874 
AA338791 



Hs.130658 ESTs 

Hs.3071 5 potassium voltage-gated channel, Isk-rel 

Hs.10554 hypothetical protein RJ12761 

Qb:oJc30e1U1 Soares_NSF_F8_9W.OT_PA_P_S 

Hs.63131 Homo sapiens cDMA FU13155 lis, done NT 

Hs.188083 ESTs 

Hs.257786 ESTs 

Hs.17643 ESTs 

Hs.269347 ESTs, Weakly similar to 2109260A B ceU 

Hs.312938 ESTs, Weakly similar to ALU 1 .HUMAN ALU S 

Hs.68301 ESTs 

Hs.1 33107 ESTs 

Hs.1 11449 CG-94 protein 

Hs.19081 ESTs 

Hs.73064 gonadolropm-releasmg hormone receptor 
Hs.119120 E3 ublquitin figase SMURF1 
Hs.92576 ESTs tl)k ^ u 

gb:EST374154 MAGE resequences, MAGG Homo 
Hs.244569 esophagus cancewelaled gene-2 
Hs.339639 ESTs 
Hs.201115 ESTs 
Hs.257182 ESTs 

Hs 57776 ESTs, Moderately similar to 138022 hypot 

gb:PM4-SN00204irj400-009-b05 SN0020 Homo 
Hs.119747 ESTs 

te.18949 B ESTs, WeaWy similar to CA2B_HUMAN COLLA 
Hs.293261 ESTs 
Hs.293130 ESTs 
Hs 290585 ESTs 

gb:PMO-HT034&.10129W)02-E04 HT0349 Homo 

Hs.75244 BCL24ke2 
Hs 331633 hypothetical protein DKFZp566N034 

gb:lL3^T0219-29109W)21-E07 CT0219 Homo 
Hs.41 185 Homo sapiens mRNA; cDNA DKFZp56401262 (f 
Hs.169187 ESTs 

Hs.1 21554 Human DNA sequence from clone RP11-218C1 
Hs.200811 ESTs 
Hs.153368 ESTs 
Hs.107375 ESTs 

gb:am88e08.s1 Stratagene scheo brain SI 

Hs 22209 secreted modular calcium-binding protein 

gb:RC4-ST0173-191099-032-a07 ST0173 Homo 
Hs.17428 RBPI-like protein 
Hs.272139 ESTs 

pfeCMO-CT0307-210100-15kg09 CT0307 Homo 
gb:PM1-HT03054612994X)3-a06 HT0305 Homo 
Hs.9450 zinc finger protein B4 (HPF2) 
Hs.9501 1 syntrophln, beta 1 (dystrophiiv*ssociate 

Hs.184411 albumin 
Hs 126556 EST 

gb:RC2-BN0127-240300-011-d05 BN0127 Homo 

Hs.122713 ESTs 

gb:EST384498 MAGE resequences, MAGL Homo 

Hs.29032 ESTs 



AA225921 

AA347923 

AW105321 

AW812330 

AA878939 

AV65B581 

AW810169 

AA236867 

AW1 60804 

AI803166 

H16622 



gb:zv57g07.sl Soares JesGsJlHT Homo sap 
Hs.269783 ESTs. WeaWy similar to ALU1.HUMAN ALU S 
Hs 104854 ESTs 

gb:AV65271 8 GLC Homo sapiens cDNA clone 
Hs.283093 neuromedin U receptor 2 
Hs.28921 zinc finger protein 
Hs.1 55140 casein kinase 2, alpha 1 polypeptide 
Hs.177788 ESTs 

Hs.115105 ESTs 

gb:EST54302 Fetal heart 11 Homo sapiens 
Hs.49367 ESTs 
Hs.1 1 1 23 DKFZP564G092 protein 
Hs.125406 ESTs 
Hs.282633 ESTs 

gb:MR4^T0124-O40500-007-h07 ST0124 Homo 

Hs.143868 ESTs, Weakly similar to 138022 hypothec 

Hs 247302 twisted gastrulation 
Hs 28462 ESTs. Weakly similar to 138022 hypothec 
gb:ym26c07.r1 Soares infant brain IN1B H 
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457225 


AW820035 


Hs.278679 


a disintegrin and meiaDoprotetnase doma 


*> < 

4.1 


400812 






2.1 


402318 








2.1 


410534 


AW905138 




gb:QV0-NN1071-280400-207-g07 NN1D71 Homo 


2.1 


410878 


AW809201 


Hs.31 4248 


ESTs, Weakly similar to ALU4_HUMAN ALU S 


4.1 


412029 


AW886238 




gb:RC5-OT0078-280300-022-F01 OT0078 Homo 


4.1 


414494 


AA768491 


Hs.6783 


hypothetical protein FU22724 


Z1 


427027 


A1924294 


Hs.1 73259 


uncharacterized bone marrow protein BM03 


4.1 


444498 


AI151413 


Hs.26330 


ESTs 


2.1 


435191 


R15912 


Hs.4817 


Homo sapiens done 24461 mRNA sequence 


Z1 


425324 


M89470 


Hs. 155644 


paired box gene 2 


zi 


430719 


AA488988 


H&293795 


ESTs 


4.1 


432577 


BE208545 


HsJ17590 


hypothetical protein FU14640 


Z1 


407593 


AW044083 


Hs.237008 


ESTs 


Z1 
2.1 


401098 
440299 


A1871778 


rK250112 


ESTs 


2.1 


414146 


BE549372 


Hs.317596 


Homo sapiens cDNA FU12927 fis, done NT 


Z1 


428627 


BE002993 


Hs.187660 


putative Rab5 GOP/GTP exchange factor ho 


2.1 


451806 


NMJJ03729 


Hs.27076 


RNA 3"-termina3 phosphate cyclase 


Z1 


431912 


A) 660552 


Hs.1 54903 


ESTs, Weakly similar to A561 54 Abl subst 


2.1 


439831 


AW1354B8 


Hs.25545 


ESTs 


2.1 


451829 


AW964081 


Hs.247377 


ESTs 


2.1 


404595 








2.1 


421498 


AA292084 


Hs.191575 


ESTs, Moderately similar to ALU2.HUMAN A 


2.1 


456083 


U46922 


Hs.77252 


fragile hisfidine triad gene 


2.1 


440527 


AV657117 


Hs.1 841 64 


ESTs, Moderately similar to S65657 alpha 


2.1 


406413 








2.1 


439483 


T69980 


Hsi8323 


Homo sapiens cDNA FU11613 fis, done HE 


21 


446242 


N66336 


Hs.7360 


ESTs 


2.1 


449625 


NMJJ14253 


Hs.23796 


odz (odd Oz/ten-m, DrosophBa) homotog 1 


2.1 


457938 


AJ373638 


Hs.1 33900 


ESTs 


2.1 


413101 


6E065215 




gb:RC1-BT031 4-31 0300-01 5-f01 BT0314Homo 


• 2.1 


408350 


AW1 83350 


Hs.250127 


ESTs 


2.1 


419812 


NMJJ0Q562 


Hs.93210 


complement component 8, alpha potypepfid 


2.1 


430881 


NM_000809 


Hs.248112 


gamma-aminobutyric add (GABA) A recepto 


2.1 


429682 


NM_006306 


Hs^ 11602 


SMC1 (structural maintenance of chromoso 


2.1 


409955 


U60665 


Hs.57692 


chromosome 6 open reading frame 10 


2.1 


435579 


AI332373 


Hs.1 56924 


ESTs 


Z1 


436088 


AA704687 


Hs.191294 


ESTs 


2.1 


430223 


NM_002514 


Hs^35935 


nephroblastoma overexpressed gene 


2.1 


416100 


H18700 


Hs.268799 


ESTs 


Z1 


403218 


AL 134878 


Hs.119500 


ribosomal protein, large P2 


Z1 


409747 


H60964 


Hs.331250 


ESTs 


ZI 


428764 


W21550 




gbzb52f1Zr1 SoaresJetalJung_NbHL19W 


2.1 


425075 


AA506324 


Hs.1852 


acid phosphatase, prostate 


2.1 


409432 


D49372 


Hs.54460 


small inducible cytokine subfamily A (Cy 


2.1 


428299 


AL038004 


Hs^9419 


ESTs 


Z1 


406817 


Al 935028 




gb.-wo47a09.x1 NCLCGAPJ3as4 Homo sapiens 


Z1 


411940 


AW876686 




gb:CM4-PT0031-180200-507-e05 PT0O31 Homo 


Z1 


412446 


AI768015 


Hs.92127 


ESTs 


Z1 


414012 


AW452334 


Hs.128148 


ESTs 


Z1 


421966 


AA904519 


Hs.1 30710 


ESTs 


Z1 


430566 


AA481282 


Hs.1 90149 


ESTs 


Z1 


456606 


AA292862 


Hs.275369 


ESTs 


Z1 


451604 


T65365 


Hs.1 72851 


arginase, type II 


zo 


440926 


AW196772 


Hs.1 31323 


ESTs 


zo 


420687 


AA279392 


Hs.88605 


Homo sapiens cDNA RJ13427 fis, done PL 


zo 


459082 


BE551721 


Hs.282149 


ESTs 


zo 


413241 


BE073771 


Hs.302414 


Homo sapiens done FLB8945 PR02411 mRNA, 


zo 


426917 


AA913814 


Hs.172854 


DKFZP586B0923 protein 


zo 


447552 


AI394125 


Hs.160413 


ESTs 


zo 


420905 


AA521307 


Hs.1 86651 


ESTs 


zo 


428052 


AA420477 


Hs.26993 


ESTs 


zo 


424308 


AW975531 


Hs.1 54443 


minichromosome maintenance deficient (S. 


zo 


432527 


AW975028 


Hs.1 02754 


ESTs 


zo 


430202 


TB5775 




gb:yd60g0Zr1 Scares fetal fiver spleen 


zo 


446610 


AV659433 


Hs.282984 


ESTs, Weakly similar to 138022 hypothec 


zo 


427961 


AW293165 


Hs.143134 


ESTs 


zo 


455290 


U75810 




gb:HSU75810 Human Homo sapiens cDNA don 


zo 


445564 


AB028957 


Hs.12896 


K1AA1034 protein 


zo 


412811 


H06382 


Hs-21400 


ESTs 


zo 


413783 


AA314337 


Hs.301547 


ribosomal protein S7 


zo 


423867 


AA331886 




gb:EST35757 Embryo. 8 week I Homo sapien 


zo 


429416 


A1381028 


Hs.118769 


ESTs 


zo 


431511 


NML0123B6 


Hs.258581 


Homo sapiens p95 paxiTm-kinase linker 


zo 


445829 


AI452457 


Hs.145526 


ESTs 


zo 


452366 


AK000464 


Hs.29276 


hypothetical protein FU 20457 


zo 


453123 


A1953718 


Hs.221849 


ESTs 


zo 


455401 


AW936369 




gb:QV4-DT0021-30129W)71-d07 DT0021 Homo 


zo 


406666 


V00495 


Hs.184411 


albumin 


zo 


445688 


AI248205 


Hs.153244 


ESTs 


zo 


446131 


NMJJD0929 


Hs.290 


phospholipase A2, group V 


zo 


440388 


AI693520 


Hs.223000 


ESTs 


zo 
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457128 
404416 

444187 

431552 

455814 

454759 

425497 

404420 

408112 

432702 

448587 

446854 

410559 

432596 

402341 

452919 

433632 

435079 

451927 

432839 

450895 

408459 

400842 

455797 

400859 

405829 

411863 

415258 

416093 

420314 
428002 
437733 
453118 
457039 
454578 
411565 
419985 
415173 
449011 
410365 
416057 
455688 
40B531 
434663 
428085 
425006 
446139 
400049 
428333 
429458 
425087 
457122 
400310 
451805 
401986 
415318 
417756 
418301 
424698 
429110 
433755 
434118 
435413 
443748 
445205 
458175 
446419 
441627 
457653 
455614 



AI932995 Hs.183475 Homo sapiens clone 25061 mRNA sequence 



AW138466 
AI815853 
GE141689 
AW819455 
AA379913 

AW451982 
AW973953 
AI539652 
BE268103 
AA766825 
AJ224741 

AW962167 
AA649921 
AA664192 
AL355687 
AA579465 
N66727 
H09701 

BE091833 



BE075244 
AW752247 



Hs.151274 
Hs.259873 



Hs.248613 

Hs.293744 

Hs.28338 

Hs.208914 

Hs.205675 

Hs.278461 



Hs.112553 

Hs.27261 
Hs.45207 
Hs.10957 
Hs.278366 



H81671 

AA418703 

AI792574 

AW195849 

H29990 

AW809178 

AW851728 

AI345455 

AW501735 

AI655376 

AI287518 

A1927382 

BE067238 

AW207553 

AA641972 

AA421081 

R38685 

H77395 

AW972668 

BE161832 

R52424 

AID26157 

X63966 

AJ968300 

T06544 

Z43056 

AW976201 

AA164366 

129301 

AW085934 

AF116715 

AI267476 

AW206447 

D83776 

AW296024 

AW576760 

AA947552 

AI820719 



420111 
437354 
412228 
419691 
439724 
413362 
453652 
434361 
442479 
413554 
459323 
449438 



ESTs 

axona! transport of synaptic vesicles 
gb:CM1-HT0092-220999-016-b09 HT0092 Homo 
gb:RC5-ST0293-021299-031-A04 ST0293 Homo 
gb:EST92S07 Skin tumor I Homo sapiens cD 

ESTs 
ESTs 

K1AA1546 protein 
hypothetical protein MGC10999 
ESTs 

n3 



gb:EST374240 MAGE resequences, MAGG Homo 
ESTs 

gfcac05b03.s1 Stratagene rung (937210) H 
Homo sapiens mRNA full length insert cON 
hypothetical protein K1AA1335 
ESTs 

ESTs, WeaWy similar to I38022 hypolheti 
gb:ltf-BT0731-26040(H)7e-F04 BT0731 Homo 



Hs.12420 
Hs.293853 
Hs.268698 
Hs.320921 

Hs.122876 
Hs.252757 
Hs.101937 



Hs.78915 
Hs.253015 
Hs.192693 



AI610700 

AA255652 

AA749215 

AW503785 

W03298 

AF086565 

BE088812 

AW009640 

AF129755 

AF069484 

AA319146 

AW062490 

AA927317 



ESTs 
ESTs 

ESTs. Moderately similar to ALUCHUMAN I 
ESTs, WeaWy similar to T22688 hypolheti 
gfczv98c03.s1 Soares_NhHMPu_S1 Homosapi 
ESTs 
ESTs 

sine oculis homeobox (Drosophila) hcmolo 
gb:WR4-ST0118-261099^)12<07 ST0118 Homo 
gb:MR2-CT0222-01 1 199-0Q7-d06 CT0222 Homo 
GA-b'mding protein transcription (actor, 
ESTs 
ESTs 

Homo sapiens mRNA; cONA DKF2p586D0923 (f 
Hs.29857 ESTs 

gb:PM1-BT0348-151299-001-a12 BT0348 Homo 

Hs.253539 ESTs 

Hs.130058 ESTs 

Hs.12388 ESTs 

Hs.332622 ESTs 

Hs.39749 ESTs 

Hs.293044 ESTs 

Hs.292689 ESTs 

Hs.12fi059 ESTs 

Hs.33728 ESTs, WeaWy simHar to ALU1_HUMAN ALU S 

Hs. 135631 Rsapiens synthetic gene for platetet-de 

Hs.208220 ESTs 

gb:EST04433 Fetal brain, Stratagene (cat 
gb:HSC12B021 normalized infant brain cDN 

Hs.5391 3 hypothefica! protein FU10252 

Hs.1 51 973 hypothefical protein FU2351 1 

Hs.2353 opioid receptor, mu 1 

Hs.120868 ESTs 

Hs.256256 Homo sapiens PR02829 mRNA, complete cds 
Hs.46669 . ESTs 

gb:UI-H-BI1-afg-g-02-O-U1.s1 NCI_CGAP_Su 
Hs.12413 K1AA0191 protein 
Hs.150434 ESTs 

Hs.160726 Homo sapiens cDNAFUl 1680 fis, done HE 
Hs.58086 ESTs 

Hs.1 54662 DnaJ (Hsp40) homotog, subfamily A, membe 
Hs.202274 ESTs 
Hs.103280 ESTs 

gfczs21h11.r1 NCLCGAP_GCB1 Homo sapiens 
Hs.291886 ESTs 

Hs.73792 complement component (3d/Epstein Barr vi 
Hs.193521 ESTs 
Hs.60351 EST 

gb:CM2-BT0693-23030CM29-d08 BT0693 Homo 
Hs.28368 ESTs. Moderately similar to S65657 alpha 
Hs.1 17772 ESTs 

gb-AF069484 Homo sapiens astrocytoma Sb 
Hs.75426 secretogranin II (chromogranin Q 

8 b:MRO-CT0065-100899-001-d01 CT0055Homo 
Hs.554 Sjogren syndrome antigen A2 (60kD. ribon 
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400285 








407407 


AF050198 




gb:Homo sapiens putative mitochonana s 


411459 


BE142707 




gteMRO-HT01 57-1 91 1 99-002-g 1 2 HT01 57 Homo 


4173B3 


WQ2642 


Hs.136102 


KIAA0853 protein 


447153 


AA805202 


Hs.315562 


ESTs 


447313 


U92981 


Hs.18081 


Homo sapiens done DT1P1B5 mRNA, CAG rep 


455696 


BE067B70 




gb:RCO-BT0362-021 299-031 -b05 BT0362 Homo 


456S10 


AK001652 


Hs,99423 


ATP-dependent RNA hefoase 


449815 


A1671000 


Hs.1 99739 


ESTs 


425398 


AL049589 


Hs.1 56369 


hypothetical protein similar to tenascin 


400238 








451678 


AA374181 


Hs.26799 


DKF2P564D0764 protein 


445073 


AW291389 


Hs.13056 


hypolhefcal protein FU13920 


455221 


AW867751 




gb:MR0-SM3O38-29O3()O-OO1-aO3 SN0038 Homo 


413174 


AA723564 


Hs.191343 


ESTs 


435810 


BE349853 


Hs.2785 


keratin 17 


418687 


R61650 


Hs.22581 


ESTs 


438563 


AA810665 


Hs.134746 


ESTs, Weakly similar to A46010 X-Tmked 


431750 


AA514986 


Hs.283705 


ESTs 


453242 


T98327 


HS.1B343 


ESTs 


437074 


AI2B6235 


Hs.128905 


hypothetical protein FU13204 


459411 


N52920 




gb:yv34h09.s1 Scares fetal Dver spleen 


424834 


AK001432 


Hs.153408 


Homo sapiens cDNA FU 10570 fis, clone NT 


409929 


R38772 


Hs.172619 


myelin transcription factor 14ke 


406378 








459208 


BE261314 


Hs.149039 


ESTs, Weakly similar to 138022 hypotheti 


445260 


A1218133 


Hs.147617 


ESTs 


416248 


H99169 


Hs.23450 


mitochondria! ribosomal protein S25 


445020 


A1205655 


Hs.147221 


ESTs 


402048 






gb:PM3-HN001 1-22Q300-002-c05 HN0011 Homo 


412695 


AW984439 




416408 


R94725 


Hs.35354 


ESTs 


423347 


A16604T2 


Hs.234557 


ESTs 


427836 


AA416642 


Hs.1 16176 


ESTs 


433347 


AF023130 




gb:Homo sapiens Ras-GRF2 mRNA, partial c 


436902 


AW247145 


Hs.1 92729 


ESTs 


440122 


AI733011 


Hs.127678 


ESTs 


442901 


AI023654 


Hs.1 14191 


ESTs 


444097 


AW517412 


Hs.150757 


ESTs 


447278 


AI934935 


Hs.158669 


ESTs 


451361 


AA053854 




gb:zf52f0Zrt Scares retina N2MHR Homo 


451813 


NMJJ16117 


Hs.27182 


phospho&pase A2-acfjva1ing protein 


454423 


AW603985 




gb:RC4-CN 0048-1401 00-0 11-a04 CN0048 Homo 


458801 


N98548 


Hs.276860 


ESTs, Weakly similar to C Chain C, Human 
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TABLE 30B 

Pkey: Unique Eos probeset identifier number 
CAT number. Gene cluster number 
Accession: Genbank accession numbers 



Pkey 

407533 
407594 
407639 
407676 
407721 

407726 

407762 
407764 
407788 



407803 
407809 
407811 



CAT number Accession 



1003161 1 
1003220.1 
1006924.1 
1008294.1 
10108.1 

101126.1 

101439.1 

1014849.1 

10163.1 



1017498.1 
1017982.1 
10180.1 



AW044083 AW044094 AW370634 
AW0575B4 AW057585 AW044153 R34370 
AW205369 AW058599 AW207608 
AW064111 AW064450AW064429 

Y12735 NM.003582 AW238970 R38268 R41411 R41419T16717 AA002193 H62028 AI359545 AW105201 AW087158 AA69972B A1095264 
MOQ2065 H62029 A! 289101 AA884804 AA904950 AA609672 Al 139874 H77896 

AA435679 AA470655 H22526 AA044031 AA876426 W63767AI421140A1418990 H42329H8B910AL041066 H88909 W94610AW352277 W94648 
W941 67 AW952568 A1419553 AA335501 AA393641 AA044353 H41626 H22525 R58582 AW297645 C75230 AW368034 AW468904 A1272755 
AW235638 AA346882 AW866803 AA361281 AW963163 AA044373 AA136755 
BE008347 BE008320 BE0B3307 BE083311 AW075968 

BE514982 BE614814 AW393078 AW238480 AA055637 N27644 AA641 158 M87068 AA161019 AA161003 AA587315 AA716746 AA593632 

A1354870 AW183492 Y07755 NM.005978 AW872948 A1608987 H64656 AF086003 AA5431 49 A1819402 H64555 AA858398 AA594885 AM36747 

BE122811 AA587026 AW857106 A1950679 AA596012AA654004 AW238238 AI971395AA459074AA458884AI608591 BE181995 BE181970 

AW195797C00271BE182043 

AW081681 N36967 N36959 

AW082279AW082688 

AW190902A1802788AI041650A1037867AF1 10137 NM.013372H99469 N35377AW1 51 676 Al 678451 AW078795 AW087935 AI884505 
AW044602 AB032372 AFC45B00 AI621 1 83 A1750578 AA376403 AI910477 AA373348 AA373673 AJ7521 24 AL359060 W4861 9 AA373298 AA373975 
AW604409 AW604404 AW368603 AA545734 AW36141 5 AA373557 AW9551 64 AWB53798 A1750595 AL359059 AA344024 N31 127 AW580737 
N27040 AA071138 AI753050 AA599801 W48852AA669811 AA112124 A1940705 W52686 AA084001 C01826 A1940729 AA373544 AW957491 
AW383224 AW383164 AW383192 AW383125 AW3B3194 AW842507 AI940795 H80042 AW631 119 W47324 W42884 A1750594 AI754387 AI753734 
AA372833 AW069006 A1750577 AW473621 AI888605 AA600082 AI041803 W51 909 W25447 A1521 673 AI0B7351 AA670070 W47325 AA071 381 
W42791 A1090390 A1085102 AI302125 AA786723 AW069430 AW069485 AI75460B AA373014 BE140150 BE140165 BE140102 BE140143 
BE140157 BE1401 17 BE140098 AW005943 BE140108 BE140176 BE140171 BE140144 BE140175 BE140160 BE140152 BE140099 BE140177 
BE140167 BE140145 BE140109 BE140163 BE140172 BE140161 BE140179 BE140147 BE140107 BE140146 BE140155 BE140173 BE140148 
BE140174 BE140158 BE140149 BE140116 BE140156 BE140105 BE140103 BE140164 AW138508 BE140153 AW806557 BE140121 BE140162 
C01953AW806500BE140124AA329219AW955642AW069165AI968107M 

AW130486 AI814434 AI924946 AA789056 AW173667 AW069841 AI022286 AI753523 AI753558 AI753482 AW068940 AJ753002 AA669866 
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WO 03/042661 
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407834 
407851 
407884 
407938 



1020170.1 
10212.1 
1023626.1 
102759.1 



407965 10298J 



407995 
408000 



408112 
408172 
408221 
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1213795J 
1215013J 
1215087J 
1224432.1 



1225676.1 
1226059.1 



AW175822 N46322N46237 

AA082211 AA905105AA970393AI650888AI203926 AI918827 
AW603985AW854350 

AA224053 Ml 14150 AA?i4275 AA224027 T58431 AA21190B AA669657 AA199744 AA630511 AA1 64864 T58463 AA214394 AA161 378 AA161386 

AW902125 AW792853 AW837703 AW837710 

AW794878 AW794889 AW794767 AW794993 AW794888 AW794797 

BE147919 AW794884 BE147847 _ .u™™ M»*r™i* awratrgr AWRfmug AW807821 



454600 1226077.1 



454643 
454658 
454716 
454743 



1227865.1 
122B283J 
1230503.1 
1232712.1 



AW807686 AW807670 AW807917 AW807677 AW 

AW810093 AW810076 AW809673 AW810349 AW809895 
AW810001 AW810092AW810170AW809884 AW809664/ 
AW810006 AW809672 AW809694 AW810552 AW810345 AW810432 AW809960 
BE006345 BE006344 AW811819 
AW812330 D82299 



AW859034AW859013 
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454747 
454749 
454754 

454759 
454769 
454777 
454784 
454836 
454854 
454867 

454874 
454916 
454936 
454950 
454962 
455000 
455047 
455067 
455092 
455107 
455110 
455114 
455121 
455189 
455201 
455221 
455241 



455249 
455252 
455275 
455280 
455290 
455310 
455401 
455464 
455475 

455488 

455500 

455511 

455540 

455544 

455571 

455577 

455614 

455675 

455678 

455685 

455688 

455696 

455699 

455735 

455747 

455756 

455771 

455780 

455791 

455797 

455814 

455841 

455851 

455866 

455870 

455879 

455880 

455955 

455964 

455992 

456027 

456056 

456083 



1233006.1 
1233104 1 
1233580,1 

1233775.1 
1234081.1 
1234227.1 
1234630 1 
1236509 1 
1237929 J 
1238003.1 

1238494 1 
1242594 1 
1245585.1 
1246610 1 
1246750.1 
1248717 1 
1250536 1 
1252050 J 
1252971 1 
1253874.1 
1253955.1 
1254106.1 
1254339J 
1259271.1 
1259748.1 
1261678.1 
1265609.1 



1266140.1 
1266222.1 
1272255.1 
1272607.1 
1275447.1 
1278158J 
1288141.1 
1292643.1 
1293012.1 

129372_-1 

1307364.1 

1321229.1 

1323701.1 

1324318.1 

1331885.1 

1333898 1 

134100.1 

1349659 1 

1349716.1 

1350393.1 

1350606.1 

1351077.1 

1351258.1 

1353881.1 

1355877.1 

1358603 1 

1362261.1 

1364580 -1 

1365954 1 

1366826 1 

1371429.1 

1374628 1 

1375451.1 

1377119.1 

137871.1 

1380017.1 

1380022.1 

1386825 1 

1389912J 

1398552.1 

142104 1 

145398.1 

14855.1 



456118 15307J 



AW818535 AW818588 AW81B651 
AW818649 AW818662 AW818648 

AW819191 AW819252 AW819183 AW819175 AW819177 AW819186 AW819180 BE158470 AW819242 AW819269 AW819244 AW819190 

AW819265AW819268 AW819246 6E1 52602 AW819249 AW819251 AW81 9263 AW81 9194 

AWB19455AWB19711 AW819553 

AW819848 AWB19863 AW819850 

AW820027 BE160390 BE16030B AW820186 AW820162 

AW82C626 AW820621 AW820608 

AW833711 AW833620 AW833699 

AW835775 AW545768 AW845764 AW845773 AW845757 AW845758 AW845780 

AW835924 AW83591 8 AW835864 AW936632 AW936780 AW83591 1 AW936775 AW835B83 AW936660 AW835887 AW835917 AW835885 

AW835914 AW936773 AW835930 AW835888 AW835921 AW935828 AW835908 AW93S820 AW835916 AW835909 

AW836407 BE1 75600 BE175579 

BE067246 BE067241 BE057254 BE067249 AW841960 

AW846082 AW846113 AW846127 AW846100 AW846121 AW846101 

AW847460 AW937451 AW937400 AW937379 

AW847645 AW847791 AW854083 AW853945 

AW850283BE143621 

AW852530 AW852527 AW852526 

AW854538 AW854418 AW854412 

BE152428 AW855572 AW855607 

BE154113 AW856797 AW856847 AW861128 AW856817 

BE154505 BE154462 BE154454 BE154460 BE1544B9 BE154496 AW855909 BE1 54497 BE154565 BE154572 BE154500 BE154472 
AW857121 AW857123 AW861238 
BE156459 BE156469 BE156458 AW857447 
AW864176 AW864133 AW864185 AW864137 

AW947884 AW947918 AW947B88 AW947883 AW947897 AW947910 AW947905 AW854751 AW947878 
AWB67751 AW867770 AW867763 

AW876249 AW876253 AW876276 AW876247 AW876278 AW876250 AW876388 AW876430 AW87641 8 AW876387 AW87641 1 AWB76356 
AWH76332 AW876335 AW876348 AW876337 AW876355 AW876338 AW876373 AW876372 AW87631 3 AW876374 AW876321 AW87631 7 
AW876303 AW876302 AW8763 1 5 AW876153 AW8761 28 AW876172 AW876370 AW876431 AW876423 AW876225 AW87621 7 AW876245 
AW876420 AWB7621 1 AW876208 AW876151 AW876223 AW876144 AW876137 AW8761 49 AW87614B AW876236 AW8761 94 AW876284 
AW876256 AW876130 AW876389 AW876152 AW576167 AW876175 AW875159 AW876174 AW876164 
AW87653B AW876567 AW876619 AW876629 AW876537 AW876556 AW876547 AW876576 AW876535 AW876564 
AW876627AW876630AW876631 AW876625 
AW977806 AW887923 AW886321 

AW8861 56 AW887926 AW886324 AW886236 AW887906 AW886304 
U75810AW890252 

AW893961 AW893998 AW894034 AW894019 
AW936369 AW936377 AW936355 AW936410 AW936460 
AW983901 AW984485 AW947715 

AW948126 AW948139 AW94B196 AW948145 AW948162 AW94B134 AW948127 AW948124 AW948153 AW948157 AW948125 AW9481 31 

AW94615B AW9481 64 AW9481 51 

AA102322 

AW963582 BE064169 BE064192 BE152580 AW963587 
BE144762AW979091 

BE080231 AW993284 AW993293 AW993000 
AW993880 AW993730 AW993732 
BE003714 BE003721 BE003720 BE003716 
BE006341 BE006307 BE00631 1 
AI693369A1702140AA125921 
BE0659B4 BE065942 BE065955 BE066085 
BE066007 BE066017 BE066074 
BE066976 BE066928 BE066927 

BE067238 BE067235 BE067240 BE067256 BE067263 BE067236 BE067260 BE067253 BE067248 BE067252 
BE067870 BE067866 BE165133 BE 1 65334 BE1 65329 BE1 65332 

BE068121 BE068090 BE068153 BE068128 BE068197 BE058136 BE068140 BE068185 BE068105 

BE161 124 BE072284 BE072300 BE072203 BE072274 BE072199 BE161157 BE072314 BE072304 BE161 159 BE072302 

BE074910 BE074913 BE074911 BE074903 BE074892 BE074935 

BE079307BE079309 

BE084820BE084936 

BE088828 

BE090689 BE090685 BE090697 BE090580 BE090691 BE090696 BE090698 BE0906B6 
BE091833 BE091874 BE091871 

6E141669 BE141690 BE141678 BE141685 BE141686 BE141663 BE141682 BE141679 

BE145836 BE145840 BE145B81 

BE146879BE146914BE146918 

BE149024 BE149056 BE152826 BE149025 BE149057 BE152819 BE149030 BE 149062 BE149023 BE149055 
AW452631 AA130630 AA706431 AA708258 A1694719 BE504585 H93447 AA130733 
BE153275 BE1 531 89 BE1 53329 BE153022 BE153030 BE152974 
BE153208BE153146BE152981 

BE162394 BE162382 BE162309 BE162303 BE162298 BE162396 
BE166924 BE166921 BE166925 BE166915 BE166970 BE166968 

BE179015 BE178965 BE179010 BE179002 BE178961 BE179005 BE178964 BE179012 BE179011 BE178963 BE178997 

BE327387 AI800520AI795001 N72200AA434212AA135943H17771 W00444AW294967AI703001 220315 AW339782 BE219674 BE21 9697 

AA463550 AW958131 AA329302 AW264037 AJ979134 BE163190 AA252163 AA148799 AA148530 

U46922 NM 002012 AA256122 T96733 R1 1 128 R05417 T85O04 R08282 U76272 A1086356 AI741386 AI338651 AI024929 A1400094 A1401445 
AI803972 AI493307 AI 2451 55 AA91 8722 R50713 N35686 A1278165 AWO25706 A1885436 R86314 A1582390 AA256123 A1468521 R53094 T89183 
AA621493 AW372683 R05964 AW819303 AJ417763 AW393203 BE247001 AA864207 AW819302 AW393209 AW393195 AI870522 R05963 
AA380267 All 17573 R51476 AA131283 AA305730 AW960438 T27291 AW504410 W77831 AA243239 AA426041 AA927639 AW792877 AA055133 
AW29131 5 AI589104 A1949122 AW025986 AW275328 N5135B AA1 31 190 AA723731 N86864 AA091367 A1738620 AA345291 AA774160 R51 372 
AI373904 R37681 W72195 AA476597 AI025596 AI242078 AA384072 BE349121 A1203442 AA885019 A1424214 AI964081 AI219465 AW103904 
AA017216 AW591839 AI890043 BE247650 AW793376 AA224322 AI7B4198 AW190649 BE247646 AA055073 D19892 AA428076 AA 165625 

422 
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456189 
5 456208 
456273 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



60 



65 



456303 
456347 
456386 
456443 
456472 



456481 
456510 



456513 
456536 



456561 

456605 
456605 
456737 



456933 
457003 



1620717J 
165094J 
1731.1 

176584J 
18004 J 
1842693.-1 
188540J 
19126.1 



192210J 
19507.1 



195409J 
198330.1 
199748J 
200378.1 

203819.1 
203847.1 
22551.1 



24619.1 



256540.2 
27203.1 



457024 274501.1 
457030 27473.1 



457039 275248.1 
70 457040 27530.2 



75 



80 



457041 275843.1 
457122 287827.1 



244555 BE065030 AW769414 R35560 H08481 AA017309 
H91010N39092N48447 

^M6/3 

AA994468 AI377886 Al 654131 A1674302 AW074683 
AA224872 A1791642 AA228308 AJ821503 AA230172 AA224838 
U00803 NM.O02O31 AW195632 C05922 

AW9CT500 AW966B76 AW976565 AI417020 A1057022 AA251316 AA744820 AI806037 AW966871 AA251713 AF080576 T49825 AA281037 T49826 

^^^^^W^^miS^ AA459581 AA861761 AW1 18314 D63077 AI537049 AA782718 AW050550 AA430988 
AA130556AA383461 AA337522AA130593 

iSew AKD01245 AJ010840 AA443492 AA361206 AA384559 AA20521 6 AI990275 BE075308 AA927343 AA372625 AI572799 BE466582 
Sl16NM812 AT^AWKW AMM405 AA909896 H52712 A1081806 A1862934 All 67935 AA460738 A1345960 AA460140 AI346920 
H70392 

AA279143 AA419462 

AW135986 BE467356 BE221523 BE468135 AA282464 770755 

AW5921 67 AA284280 W47266AW972765AW069452 W47267AI1 86593 AA526308 AA525432 

^^B^M^MBmmasn N21608W25410Ai792468 A1734237 N28843 N58992AI820802 N93619 A1668704 A1367790 
AI204569 

AI827786 AW303478 A1216657 AW592056 AA92B804 AA890107 
{SsbSa^ 

^13AWO035O5 AI492609 A1564777 AW590366 AW236586 AI191469 A1571792 AA490835 M843378 AA843160 AA932149 AA687136 
Aifl9QfiriR AA4Q0836 BE005634 AW965621 F12793 R56751 R52429 T75124 R58675 A1205826 AA258787 

m^^m^^mP^^^^M^Zkmm^ M52II55 AA305609 AI110686 AF063561 M480937 AA281170 H96495 
Z42413 MOm 1 AW139131 AA252554 AA323777 AW950315 AA999676 AI815004 AI203869 AI016834 AW136782 AA999661 AA8259TO 
R45909 AW370767 R77253 U13897 BE165997 

A^01^^R16115AA384982AVV949878AA085260AL1353M 

JW^2 I AW452^458977 AA188860 AA491202 BE327143 AA489098 AW172395 A1399903 AA830687 AI916706 AWB60246 

M£^^AmSaAM47 BAA584501 AA224217 M7O6452AA489324AA587310 M0827B6AA586892 N23070AA21TO 
AA489789 AA209324 AA206631 AA1 67636 AA188956 AA666070 AA1 99718 AA214195 AA1 1 3862 AA206791 ^iRonon aarkr^qi A^Sl33B7 
AA085009 AAD85307 AA207042 AA21 4235 M1 66892 AA1 88589 AA21 1 1 01 AA706139 M773961 AA773972M189090 AA668591 AA213387 
^0^W»719A^5^ 

M20B000M780452 AA454542 AA706364 AA706507 AA706570 AA722308 AA707242 AA704053 AA707423 AA722261 AA703686 AA703777 
/^072^ AA70B366 AA707433 AA706380 M703761 M706572 AA704109 AA706275 AA7041 17 AA707250 AA774043 AA707349 AA679485 

^^^3Sw6^*66 
mS^972^I^7^B^ 

mS^107^14M1AA372581 AA309169M199705AA346242A^1015 AA2241M^ 
AA224043 AA209284 AA224039 AA213681 H55496 AA213640 A1267801 AA206853 T82077 BE150566 AA81 1950 

SmXa 2 AV^?WBK^BE269112 AW897591 T31233U17279AW504792T32181 Z47338T05711 AL121247 ™76 
^61^W2MMa MdSS ^386* AW895130 AA985067 AL12031B AA326654 AW955387 M776607 D38742 AI267812 AL035910 BE008426 
S^AaSk^BS^S AA326809 AA325529 AW361428 N24212AW302831 A1583363 AW470460 AL038861 AA234531 

S %143T05325T 6885 AL138108 H84437 AA197265 N46693 AW020269 AA070847 AW022743 AWBB5792 ^B703M^TO7147 
N36340 T35393 A^129A^8455 BE0O5370 AI497892 C1 4978 M487674 T30747 AW022976 AA860826 M730653 AA857741 T08861 N671 28 

^S70l^71MNM 001386 BE009933BE546254BE396357BE513831 W26313H1056BT97273 T33131T07524AVW6666R1^ 
F07479 T33812 H24219 AV647683 AV646B92 

A^MA\^9H68307Rn0«V^1M121^R^ 

SSEu BE501495 AI765781 AW237498 BE219266M716110AA031291 M400123C16598 M045283C1^M24K 
^18M29 WW24 MS0868 AW194998 AW593426 AA813316 C16384 AI332909 AI335037 D57149 045498 C16198 C16 113 ' W705203 
AAmiW W3K091 C^68N89583 W67248 AI469064 AI753912 N92420 AIB62O09 A1093246AA101648 A1138331 AAZ9S430 ^302151 R25756 

AEK»250 A1031 694 A1B87286 AI033758 AW080370 AYTO291 40 N32140 N52949 N50055 H47004 N76054 R51887 R73087 Al 60363 H64018 
S M08170X W149098 R40M2 N77209 H04380 AA234491 R08896 D57030 AI767209 AA600348 N70842 AA044242 AIM8195- AA777676 
mOSMim* R385KA?re9219 ffl43«F1005SVV37697 F10343 AA610106 R52523 R22142 H88895 R77674 R44673 AA0451M W1568 

M6B0446 AA745688 T24075 T3S1 16 T351 15 R02091 230229 A1872774 AW772549 A154041 1 A1784282 R25546 AA541817 T77442 R26596 
BE166424T77229 R23696 

423 
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457128 



457176 
457187 
457225 



457314 
457460 
457506 
457620 
457630 
457652 
457653 
457741 
457756 



457770 
457B02 
457900 
457938 
458023 
458037 
■ 458043 
458067 



458175 
458227 
. 458257 
458303 
458356 
458426 
458455 
458507 
458552 
458623 
45B624 
45B661 
458684 
458734 
458762 
458763 
458771 
.458797 

458801 
458817 
458833 
458861 
458890 
458925 

459023 

459037 
459082 
459124 
459207 
459208 
459275 
459278 



28930J 



295527J 
298994.1 
30546 1 



318637J 

340038.1 

34672.1 

371514J 

373784.1 

37972J 

37979.2 

395767J 

3.1 



402530.1 

410073J 

434061.1 

439837.1 

463717.1 

46627.1 

466952.1 

46875.2 



498744.1 

517913.1 

526854.1 

543175.1 

555234.1 

579269.1 

59100.1 

614471.1 

633259.1 

662297.1 

662552J 

677016.1 

68549.1 

719515.1 

73076.1 

731371.1 

737397.1 

75398.2 

75669.1 
764459.1 
777505.1 
798085J 
612733_2 
LI 



86727.1 

87417.1 

889533.1 

916575J 

926704.1 

92717.1 

97318.1 

9751.1 



AI932995 BE064464 AW371902 AW371 841 Al 885885 BE054457 AA5241 13 AA721 037 AA504343 AA778099 A1800598 AI6931 12 AI884633 
AJ690228 AI400990 AW989089 AW371927 AW371912 AW383562 BE151089 AW383568 BE218503 AW383570 AW371899 BE151097 AW371900 
AW293095 AW292008 AA434179 AA714780 R45888 W01182 AW957767 AW1 19223 A1207864 W01578 AA354403 AA805177 AI613299 AW269636 
AA481528 AW079101 AF131777 R60489 T81289 AA481594 BE181020 AA465433 AW808125 T84992 AA749191 
AA436837AA442594 
AA443927 AA444106 

AW820035 T20260 T20259 AL049415 AA737756 W46965 W00799 AW340968 AW027417 AW263261 A1420674 AA814921 AA736509 N69991 
AW368643 W47065 Al 090 172 AJ924139 BE468071 AA375842 AA375767 AW628849 A1422731 AA494558 AA969233 All 42954 AI161089 Al 167233 
W94484 AI681576 AA249694 A1695943 AAB32347 AA476621 AA937792 AI702870 AA455748 AW195100 Al 538530 BE502479 AI383418 AA039630 
C20777 

AA479597Z45151H28821 

A1143312 A1394343AW205239 AA523980 AI831223 AI347180 BE263197 AA765781 AI654500 

AF131757T79901 

AA602711 BE078290 

A1680803 A1703329 AA609004 Al 305 24 5 A1457796 AW295787 

AF116656 AI114583 AW838134 AW838525 AW885447 H83251 AW838349 AW838378 AW838175 H83252 
AI820719 AI27351 5 AW592687 A1263784 AQ51926 R46866 

BE044740 AW827360 AW827623 BE161439 BE044716 BE046207 BE046551 AA653908 BE166581 

AA126136 H62964 BE245159 AF2B0094 AA43191B BE388201 AA707576 AI074267 AA969194 AA693596 H52844 AW1 34991 AA126014 AI077443 
AA699881 AI037956AA961277 AW204185AI540791 AI273273AW627957 AA926890AI014651 AW081 056 AA443705 AW1 37571 BE139390 
A1583851 A1583822 A1583814 AW268341 AI590502AW302642 AI053871 AI254692 AI591255 AI590260 A1583359 AI583341 AJ5837S2 AJ224227 
AW302089 AW466960 AA810124 AW302684 AI272921 A1141X3 AW589738 AA074714 AA621482 AI796501 AW024557 AA621074 T62627 
AA639206 AI913538 AA075135 R54613 AA352975 AW206892 AI868280 AW449243 AA907317 AW134573 AI590492 AI610050 AI834309 AI375556 
AI284991 AW968038 

BE055030 AA670100 AA781546 A1022472 AA846803 AW97780 N6B386 AI382890 

T78013 AA699327 W87785 W88613 

AW976692 AA806542 AA745B56 

AI373638 AI073389 AI087143 M764776 AA913318 

AW97B161 AW978165 AI016938 AI539270 AW294958 AW51 1089 AA814849 

AF074982 R27906 R31333 R31591 R27812 

AW979009 AA828038 AA828148 

AA393603 Z19481 AA252342 A1807614 AI913804 AA040176 AA971879 H53388 AF085972 A1291424 H53349 AW015078 AA768307 AA127921 

M723700AA040841AA993954AA213655M127972AA913063BE327712AI017585AA988186 M6281^ 

AI004390 H48931 AA724004 

AW296024 AA897109 A1015000 

Z40670 BE504110 BE219908 AW468668 AI002334 

U48351 AA969182 BE327312 AW 138276 BE467567 AI68081 5 AW2256B 

AI264628AF017648AI872732 

AI024855AI024B77 

AI084514 N46645AW183984 

AV648310 AV661871 AI92B475 AV647819 T55B45 

AI185703A!805813AW292764 

AW136139AI216724 

A1305223A1458577AI275569 

A1362790AI275996 N48887 

A1299789 BE551384 

BE281115T53860AV659439AV659421 BE539929 

AI554946 AW362008 AW362553 AI683342 AI376781 

AW802754BE619228 

AI693417 AI418256 AW627792 F32979 

AW295151 AI425004 AW470228 AI693738 H50554 R99198 H50553 R99197 

AW001835 AW612725 AW136670 AI798956 BE467368 AA280216 AI216754 BE622057 AL121193 AW853470 AW853450 AW369075 AW369108 
AW578479 AW369106 AW361242 AW361190 N791B3 

K98648 AI4581 57 BE041652 BE218014 BE622355 AA369340 AA369515 AW962780 AW962704 

AI522129T56009R53849 

AW236702AI566105Z40396 

AI630223AI630470 

AW865523 AW8551 28 AW865467 AW8651 27 AW865466 

R15891 R61471 R61469N69765AI014624 AA007214AW592075 H09780 AA709038 AI33589BH11055 AI559229 F09750 T72573AA93555B 
AA988554 AA826438 AI002431 AI299721 

AW968226 Al 139249 AI701692 AA01 7303 AW469622 AA2591 48 AA81 1 690 AA807996 AA744260 AA824494 AA73171 0 T25332 AA258101 
AA970687 

AW439497 AI826059 AA018402 AA837392 
BE551721 H51878 AI823338 C01488 AW813562 
AW301478 AW301560 AI889207 
AW138410AI912712N401B6 
BE261314 AI243406 AA027322 

AI808913 AW028342W81290 A1571379 AI382808AA037071 W79688R48751 N31808AI870233 R48752AW024895AI333754 
AW294659 A1204928 AA351653 H51220 R86843 AA993182 U79298 R15294 F05089 Z42963 R17818T77498 AA332319 W56049 AA331586 
AW8B1873 AW881865 AW881876 R52345 AI652070 AA400044 AA401512 T08151 W05486 N68378 T33846 AJ190920 R43021 AI949980 Z39084 
T63413 W37269 F01 343 R86669 AI621055 AW1 17593 AI19321 1 AW297932 AI500709 AA400056 



Table 30C 

Pkey: Unique number corresponding to an Eos probeset 

Ret Sequence source. The 7 digil numbers in (his column ere Genbank Identifier (GO numbers. "Dunham I. et al." refers to the publication entitled The DMA sequence of 
human chromosoms 22/ Dunham I. et aL, Nature (1999) 402:48^95. 

Strand: Indicates DNA strand from which exons were predicted. 

NLposiBon: Indicates nucleotide positions of predicted exons. 

Pkey Ref Strand NtjwsiBon 
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400462 


9929659 


Minus 


197610-197785 




9887666 


Minus 


96756-97558 


400612 


993646 


Minus 


151513-151662 


400531 


8247025 


Minus 


5620o^563l3.oo424-56482,5707£571o^^ 


400641 


oil /oyo 


Rus 


4/00-433* 


400664 


8118496 


Plus 


13558.13721,13942-14090.14554-14679 


4VJU030 


8118812 


Minus 


77737-77899 


400697 


8118812 




79073-79198 


4uu/uo 


7249204 


Minus 


78299-78686 


4UUOIO 


R569993 

O JO 3 3 30 


Plus 


161221-162078 


400842 


1927148 




Q0462-Q0673 


4UU003 


9757499 


M"^ 


91888-92018,98131-98294,99474-99570 


4UU00I 


9/ u* sua 




163855-164016 


yinnano 


QOER934 


Minus 


103/ Qc" 1 1 UUJO 


4U1U03 


7G97R59 
odj:/ Dot 


Minus 


45682-45831 


4Ulu3o 


33 coo 10 


Minus 


BJ1655JIR174 

OOOOt-OO 1 It 




0705550 

0/U3OOU 


Minus 


B567S-8S795 

IMU 1 3^00 1 3J 


41/1103 


QfiQfl94fi 




90815-90929 


4U1/UU 


Q7433R7 


Mi 

Minus 


111586^111806,114791-114916,115419^ 


401240 


3355450 


Plus 


//4O0-//000 


401324 


000701 
3000(91 


Rus 


Z04UO/-Z04 1 (*♦ 


4U1003 


9796180 


Minus 


119572-119672 


**U1 000 


flfi7nqi/ 

CO/U3I4 


MtniiQ 
(VlinU5 


669)8-65662 


4ui403 


0919970 
3£l£Z/U 




182001-183323 


4U140Z 


cc 09901 


Pius 


112763-1125M 


4U143/ 


f OO 1 / I u 




92607-92813 


4U 10 to 


77705fi1 

III UOQ 1 


Rus 


91570-93177 


hu loyo 


59Q5910 


Plus 


63639-63890 


4U1014 


70QQQ94 
f 0033^4 


Plus 


17Vatl77^ 

1 ( ^HW Wl 0 J 


401696 
«HJ luZO 


OJ/ D3HO 




238100-238432 


4U1040 


7RCT05Q 
f 00/ 003 


Minus 




4U10/ 0 


7RRQQm 
/0033V0 




122587-122705 122765-123047 


/401RQA 

4uio34 


3540172 


Minus 


64056-64168 


4U1/00 


79ZQ1QH 
/ Z43 1 Sv 


Minus 


165776M 65996, 1 661 89-16631 4,166408-166569,1671 1 2-167268,1 67387-167469,168634-168942 


4U10f 0 






162268-162474*163089-163195 


AM 007 
4U1U0/ 


799QQR1 


Rus 


93973-94120 


4ulc33 


790/l9nQ 


IVllIlUb 


1 <JJ*J L\r 1 I J 


4ui3oo 


44uO0Z3 


Minus 


?1 137-31 293 


XftlORQ 

4uiyoa 


40U3304 


Minus 


11861 1-1 18R21 


401991 


410014O 


rlU5 




4U2U40 


0079 £19 


rlU5 


4^056-44078 


4U4U/0 


011/41U 


Plus 


19R516-19R677 


402090 


/44yi04 


ivunus 




402112 


81 03750 


Plus 


mi;n7 1071^ 

1UOU/-1U/ to 


402131 


7704961 


Minus 


T*1 1Z-TWnQ ^4QFLTln7fi 

OO l 14-00/1/3,00^30-000/ O 


4UZ140 


oUloZoU 


rius 


inflPfi.114RfW 

I I0UOO-I IHOuU 


402318 


/OOZ003 


Minus 


I/O40- IO4U0 


402333 


HQAAUft 

00441 1U 


IvlHluS 


16^05-166666 
1O0D3O- lOOOOO 


402341 


/boooyo 


Phis 




402389 


30000// 


Minus 


0V4 1 /-OUO^t 


402451 


Q7QCCT7 

3/yoo// 


Minus 


40I0/-400H0 




/oouoo/ 


Mini ic 

Minus 


160600.160749 


4U4WJ0 


331/3030 


Minus 


141565-141 852 


4U<£blo 


0Q9£001 
33Z00UI 


rius 


131390-132157 


X/V5COQ 
4UZ003 


otar/ioc 
0040UZ0 


Minus 


6RR5-6909 


4U4344 


3000030 


Plus 


109169-102366 


4UOU11 


003003/ 


Minus 


3468-3623 


4UJU00 


0/40000 


Plus 


1 46568-1 46659 1 47539-14781 1 


4uouoy 


0304Z4 I 


Phis 


171964-172239 


41W100 


3000403 


Minus 


157618-157755 


4U0410 


1 DOU303 


Plus 


68039-SB149 


405971 


790/IOC9 

/zouooz 




134283-134485 

l J7iXJ^ i%mUi; 




OU/ZOOU 


Minus 


7521-7728 


4U0JUO 


0U33343 


rius 


127100-127251 


4U001U 


R190QOC 
0103300 


Minus 


1A3R83.184026 


403317 


0*2-1 0 COR 

bo loo zb 


Minus 


ouozo-ouoot 


4uoozy 


RC1A19n 
OOlOi/J 


Rus 


96450-96598 


4UAJ41 


00031 t D 


rlUS 


50699-30910 

OU033-OU3 IM 


403344 


8569726 


Plus 


70823-70990 


403356 


8569930 


Plus 


92839-93036 


403S13 


7656757 


Minus 


15»10-155436,158402-158535 


403S15 


7656757 


Minus 


173358-179553 


403525 


7960440 


Rus 


152431-153243 


403534 


8076917 


Minus 


46652-47332 


403568 


8101145 


Minus 


85509-85658 - 


403572 


8101156 


Minus 


1253-1675 


403574 


8101156 


Rus 


5542-6176 


403623 


8569879 


Minus 


3519-5426 


403625 


8569879 


Rus 


6551-7111 


403637 


8671936 


Minus 


142647-142771,145531-145762 


403578 


7331517 


Minus 


119573-120430 


403691 


7387384 


Minus 


88280-88463 
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403776 


7770611 


Minus 


1414.1513,1624-1756 


403780 


8076989 


Plus 


93160-93409 


403786 


8083636. 


Minus 


73028-73217 


403891 


7331467 


Minus 


191508-193220 


403337 


7711761 


Minus 


12609-12773 


404042 


33305/0 


Plus 


5140-5208,8633-8763 


404043 


9558573 


Plus 


29042-29135,46597-46699 


404068 


3168621 


Minus 


18123-18766 


404108 


8247074 


Minus 


63603-64942 


404166 


7596822 


Plus 


86147-86509 


404193 


3881948 


Minus 


94185-94322 




3805917 


Minus 


67928-68 109 


404249 


8655533 


Plus 


64270-64633 


404367 


9965011 


Minus 


114391-114628 


404404 


7272262 


Plus 


82112-82244 


404414 


7382165 


Plus 


143127-143398 


404416 


7382420 


Minus 


143042-143216,144704-144853,145800-146048 


404420 


7407952 


Minus 


129817-130586 


404443 


7579073 


Minus 


87198-87441 


404453 


7657714 


Plus 


27768-29179 


404476 


8080699 


Plus 


101841-102043 


404518 


8151988 


Plus 


84494-84603 


404526 


8152087 


Plus 


121918-122123,125198-125348 


404531 


8247909 


Plus 


20152-20362 


404551 


9795980 


Minus 


69039-70100 


404569 


7249169 


Minus 


104257-104348,104822-104970 


404 582 


9739220 


Pius 


53230-53424 


404587 


8698840 


Minus 


69781-70096 


404588 


6456726 


Minus 


400S&-40210 


404593 


9944086 


Minus 


74922-75788 


404595 


9958262 


Minus 


16764-16900 


404538 


9796751 


Minus 


99433-99528,100035-100161 


404652 


9796969 


Minus 


108172-108296 


404594 


9799957 


Minus 


128092-128227 


404708 


9800828 


Plus 


77522-77658 


404731 


7230299 


Minus 


168609-168781,182951-183081 


404767 


7882827 


Minus 


23244-23759 


404793 


7232206 


Minus 


61087-61590 


404822 


3810614 


Plus 


7541-8132 


404834 


6911603 


Minus 


37948-38226 


404957 


7407927 


Plus 


147512-148011 


404967 


7523744 


Minus 


89944-90729 


404988 


4662677 


Minus 


72406-72600,72779-72856 


405001 


6015406 


Minus 


104646-104819 


405008 


6068019 


Minus 


64091-64267 


405090 


8072525 


Minus 


38552-39202 


405120 


8099940 


Plus 


140176-140340 


405229 


7249019 


Plus 


51081-51701 


405230 


•n Ann's** 
7249032 


Minus 


97493-97682 


405302 


2078453 


Minus 


121688-121840 


405347 


2979602 


Minus 


977-1116 


405443 


7408143 


Plus 


90716-90887,101420-101577 


405455 


7656675 


Plus 


134112-134671 


405456 


7656676 


Phis 


150052-150208 


405494 


8050952 


Minus 


70284-70518 


405521 


9454643 


Plus 


65095-65247,77508-77637.81242-81364,84246-84395 


405523 
405505 


9454643 
5836195 


Pius 
Minus 


114550-114688,117265-117407,119490-119599,123237-123395,131140-131217 
117070-117270 


405608 


5815499 


Minus 


66822-66925 


405634 
405654 


5306288 


Plus 


17856-17957,18302-18412^8837-18927,22790-22989 


4895155 


Minus 


53624-53759 


405692 


4314424 


Phis 


61379-62562 


405738 


9943998 


Plus 


4437045410 


405747 


8469069 


Minus 


153933-154060 


405780 


7248203 


Minus 


48204-48371 


405783 


5738434 


Minus 


27238-27885 


405784 


7417368 


Minus 


77798-78000 


405829 


7109593 


Minus 


15528-16127 


405920 


6758795 


Plus 


120621-120971 


405935 


6758795 


Minus 


163112-163652 


405970 


8247789 


Minus 


45795-46295 


406005 


8247801 


Minus 




406018 


6758904 


Minus 


37795-38168 


406076 


9123123 


Plus 


89972-90319 


406092 


9123919 


Plus 


251370-251797,252168-252882 


406190 


7289992 


Minus 


22395-22901 


406288 


7549620 


Plus 


111718-112008 


406298 


5686278 


Minus 


30084-30770 


406333 


9213235 


Plus 


64589-64798 


406364 


9256114 


Minus 


50715-50833 


406378 


9256142 


Minus 


126408-126800 


406413 
406468 


9256407 


Plus 


4385844003,46993-47136 


9795553 


Plus 


43734616,8870-9046,11366-11509,11625-11880 
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TABLE 31A: ABOUT 1884 GENES UP-REGULATED IN IPF COMPARED TO NSIP 

Table 31A fists about 1884 geneswhose expression levels are up regulated in idiopathic pulmonary fibrosis (IPF) samples as compared with non-specific interstitial pneumonia (NSIP) 
samples. These were selected from about 59680 probesets on an Aflymetrix/Eos Hu03 GeneChip array such that the ratio of "average" idiopathic pulmonary fibrosis sample 
expression level to "average' non-specific interstitial pneumonia sample expression was greater than or equal to about Z0. The "average" idiopathic pulmonary fibrosis level was set 
to the 90th percentile amongst Idiopathic pulmonary fibrosis samples. The "average" non-specific interstitial pneumonia level was set to the 90th percentile amongst non-specific 
interstitial pneumonia samples. 

Pkey: Unique Eos probeset 'identifier number 
ExAccn: Exemplar Accession number, Genbank accession number 
UnigenelD: Unigene number 
Unigene Title: Unigene gene title 



R1: 


Ratio of IPF Odiopahic pulmonary fibrosis) to NSIP (non-specific interstitial pneumonia) 




Pkey 


ExAccn 


Unigene ID 


Unigene Title 


R1 


450478 


AW451709 


Hs.271200 


ESTs 


20.2 


405654 








16.1 


432365 


AK001106 


Hs.274419 


hypotheSc^ protein FU 10244 


11.9 


403637 






1U 


431548 


AI834273 


Hs.9711 


novel protein 


10.8 


407811 


AW1 90902 


Hs.40098 


cysteine knot superf amity 1 , BMP antagon 


10.4 


439606 


W79123 


Hs.58561 


G protein-coupled receptor 87 


103 


403574 






metallolhionein 1E (functional) 


10.1 


416653 


AA768553 


Hs.74170 


9.3 


441233 


AA972965 


Hs.1 35568 


ESTs 


9.1 


415817 


U88967 


Hs.78867 


protein tyrosine phosphatase, receptor-t 


8.8 


409632 


W74O01 


Hs.55279 


serine (or cysteine) proteinase inhibito 


8.4 


432437 


W07088 


Hs.293685 


ESTs 


a3 


407266 


AJ235664 




gb:Homo sapiens mRNA for immunoglobulin 


8.2 


423017 


AW178761 


Hs.227948 


serine (or cysteine) proteinase inhibito 


8.1 


403329 








8.0 


429629 


BE501732 


Hs.30622 


Homo sapiens cDNA FU13010 fis, done NT 


8.0 


441519 


AA972740 


Hs.127092 


ESTs 


7.9 


453823 


AL137967 




gb:DKFZp761D2315j-1 761 (synonym: hamy2) 


7.8 


406690 


M29540 


Hs.220529 


carriooembryonic antigen-related cell ad 


7.7 


416379 


N38857 


Hs.203933 


ESTs 


7.7 


428862 


NM_000346 


Hs.2316 


SRY (sex determining region Y)-box 9 (ca 


7.5 


407305 


AA715284 




gbaw35f03.r1 NCLCGAP_Br5 Homo sapiens 


7.2 


434683 


AW298724 


Hs.202639 


ESTs 


7.2 


441802 


AA96B636 


Hs.127B77 


ESTs 


6.9 


431242 


AA987742 


Hs.251278 


WAA1201 protein 


6.9 


442377 


AA993807 


Hs.167367 


ESTs 


6.9 


420407 


AA814732 


Hs.145010 


lipopolysaccartde-specific response 5-fi 


6.8 


428908 


AW303529 


Hs.144955 


ESTs 


6.8 


445898 


AF070623 


Hs.13423 


Homo sapiens clone 24468 mRNA sequence 


6.7 


457673 


AA551569 


Hs.272034 


hypothefical protein PR02822 


6.7 


458771 


AW295151 


Hs.163512 


ESTs 


6.6 


426800 


AA385085 




gb:EST98959 Thyroid Homo sapiens cDNA 5" 


6.6 


440504 


AI948966 


Hs.130017 


ESTs, Weakly similar to JN0908 HMransp 


6.6 


415025 


AW207091 


Hs.72307 


ESTs 


6.5 


438557 


AW364104 


Hs.143509 


hypothetical protein FU21924 


6.5 


416128 


AA173632 


Hs.22116 


COC14 (cell division cycle 14, S. cerevi 


6.4 


457242 


AA457011 




gb:aa90c1 1.M Stratagene fetal retina 93 


6.3 


423629 


AW021173 


Hs.16612 


Homo sapiens cDNA: FU21909 fis, done H 


6.3 


404793 








6.2 


435563 


AF210317 


Hs.95497 


solute carrier family 2 (facilitated gfu 


6.2 


415672 


N53097 


Hs.193579 


ESTs 


6.2 


455488 


AA102322 




gb2l90f03.r1 Slratagene colon (937204) 


6.2 


426230 


AA367019 


Hs^41395 


protease, serine, 1 (trypsin 1) 


6.1 


412282 


BE160188 




gb:QV14ff04134102Q0-059^05 HT0413 Homo 


6.1 


431622 


AW979271 


HsJ293184 


ESTs 


6.1 


405523 








6.0 


424693 


BE169810 


Hs.47557 


ESTs 


6.0 


436397 


AA715013 


Hs.169835 


ESTs 


6.0 


456476 


AA256753 




gb2s22b1Zr1 NCLCGAPJ3CB1 Homo sapiens 


5.9 


434784 


AA649051 


Hs.164007 


ESTs 


5.9 


422977 


AA631498 




gbaip83h04.s1 NCI CGAPJThyl Homo sapiens 


5.9 


442849 


R10099 


Hs.269805 


ESTs 


5.9 


451519 


A1800600 


Hs.209573 


ESTs 


5.B 


412474 


AI791451 




gb:m50c09.y5 NCL_CGAP__0v2 Homo sapiens 


5.8 


457081 


AA916785 


Hs.180610 


splicing factor proGne/glutamine rich ( 


5.8 


444827 


R09764 


Hs.20416 


ESTs 


5.8 


404822 








5.7 


402430 








5.7 


457900 


AW976692 


Hs.291665 


ESTs 


5.7 


400292 


AA250737 


Hs.72472 


ESTs 


5.7 


410934 


AW811114 




gb:MR2-ST0131>111199-016-a04 ST0131 Homo 


5.7 


440172 


AA868584 


Hs.126154 


ESTs 


5.7 
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431374 


BE258532 


HS.251B71 


409816 


AW500954 




447613 


AU041057 


Hs.33363 


417919 


A1928203 


Hs.86379 


425259 


AL049280 


Hs.1 55397 


439063 


AF085922 


Hs.113968 


406053 






431211 


M86849 


Hs.323733 


451830 


H18433 


Hs.21542 


416035 


H42314 




413849 


BE173561 


Hs.15384 


459458 


AW270957 


Hs.254577 


416154 


Z46122 




404561 






428B95 


AA437124 


Hs.187247 


419247 


S65791 


Hs.89764 


455501 


A1368680 


Hs.816 


440925 


AW511090 


Hs.130419 


419249 


X14767 


Hs.89768 


448477 


BE612572 




454039 


AW079064 


Hs.245540 


459664 






401497 






408493 


BE206854 


Hs.46039 


444931 


AV652056 


Hs.75113 


456680 


AL137758 


Hs.1 16072 


452542 


AW812256 




411402 


BE297855 


Hs.69855 


404957 






436445 


AA922213 


Hs.121735 


442617 


AW340093 


Hs.130538 


416045 


H15990 


Hs.31403 


425178 


H16097 


Hs.161027 


441918 


AI733373 


Hs.128119 


455464 


AW983901 




420929 


AI694143 


Hs.296251 


448844 


AI581519 


Hs.177164 


430686 


NWL001942 


Hs.2633 


405229 






417641 


AA205015 


Hs.54617 


434167 


M626334 


Hs.116153 


450438 


AI696071 


Hs.253800 


456394 


W28506 




455747 


BE074910 




417420 


T85150 


Hs.268814 


409545 


BE296182 


Hs.19002 


426750 


AA383950 




440615 


AI733055 


Hs.130806 


408959 


AW890878 


Hs.211610 


454482 


BE147919 




436508 


AW604381 


Hs.121121 


452046 


AB018345 


Hs^7657 


407415 


AF073328 




450090 


AW448940 


Hs.202259 


406333 






434188 


AI765B48 


Hs.281680 


403344 






446466 


H38026 


Hs.308 


405455 






411387 


AW842339 


Hs.130815 


426097 


BE327369 


Hs.1 12238 


427768 


T78402 


Hs.174880 


411018 


AW813428 




415257 


F03016 


Hs.27513 


441107 


AA917075 


Hs.190520 


419519 


A1198719 


Hs.176376 


410901 


AW810001 • 




426217 


AW131888 


Hs.172792 


424188 


AW954552 


Hs.142634 


456987 


AI557290 


Hs.173535 


405303 






414955 


C15506 




451620 


AW449888 


Hs.257224 


421948 


L42583 


Hs.334309 


424780 


U39576 


Hs.153058 


443271 


BE568568 


Hs.195704 


417181 


L10123 


Hs.1071 


402230 






422246 


AA461032 


Hs£306 


431508 


NM 012481 


Hs.182979 


415236 


R41400 




413101 


BE065215 




444774 


AW052174 


Hs.196030 



CTP synthase 

gb:UI-HF^P0p^-h-124-ULr1 NiH_MGC_5 

DKFZP434N093 prolan 

ESTs 

Homo sapiens mRNA; cDNA DKFZp564K143 (fr 
ESTs 

gap junction protein, beta 2, 26kD {conn 
KIAA1035 protein 

gb:yo09e02£l Soares adull brain N2b5HB5 
AP1 gamma subural binding protein 1 
ESTs, WeaWy similar to B34087 hypotheti 
gb:HSC0VB031 normalized infant brain cON 

ESTs 

fragile X mental retardation 1 

SRY (sex determining region Y}-bax 2 

ESTs 

gamma-aminobutyric acid (GABA) A recepto 
gb:601452090F1 NIH_MGC_66 Homo sapiens c 
ESTs 



phosphoglycerale mutase 2 (muscle) 
general transcription factor ItlA 
Homo sapiens mRNA; cDNA DKFZp434H245 (fr 
gb:RC0-ST0174-191099-031.a07 ST0174 Homo 
NRAS-related gene 

ESTs 
ESTs 
ESTs 
ESTs 
ESTs 

gb:Rtf -HN0003-220300-011-f10 HN0003 Homo 

programmed cell death 4 

ESTs 

desmoglein 1 

hypothetical protein FU 20060 

ESTs 

ESTs 

gb:48f1 Human retina cDNA randomty prime 
gb:RC5-BT0580-170300-021-F12 BT0580 Homo 
ESTs 

hypothetical protein MGC4675 
gb:EST97403 Thymus II Homo sapiens cDNA 
ESTs 

CUG triplet repeat, RNA-btnding protein 
gb:RC3-HT0230-160200-016-a08 HT0230 Homo 
ESTs. Weakly similar to S00755 pleckstri 
WAA0802 protein 

gb:Homo sapiens tetracyTine transporter- 
ESTs 

peroxisomal trans 2-enoyi CoA reductase; 

arrestin 3, retinal (X-arresun) 

hypolhefical protein FU21870 

ESTs 

ESTs 

gb:MR3^T0192410200.210-c05 ST0192 Homo 

ESTs 

ESTs 

ESTs 

gb:MR4-ST0124-27030W05-b11 ST0124Homo 
ESTs, Weakly similar to hypothetical pro 
zinc finger protein 
ESTs 

gb:C15506 Ctontech human aorta polyA+ mR 

ESTs 

keratin 6A 

butyraprffin, subfamily 1, member A1 • 
ESTs 

surfactant protein A binding protein 

hypothetical protein OKFZp586F1 1 22 sirro! 

ribosomal protein L12 

gb:yf34b1is1 Soares "mfanl brain 1N18 H 

gb:RC1-BT031«1030(M)15^01 BT0314Homo 

ESTs 
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444414 
431291 
436853 
445334 
408172 
426985 
404638 
447617 
422182 
442360 
411738 
444157 
401365 
459592 
436269 
45944B 
452090 
414899 
443764 
444898 
417428 
428528 
405605 
457982 
427731 
420691 
429927 
453080 
412147 
435747 
453824 



459037 
403310 
425578 
427500 
432020 
453043 
456293 
447879 
426646 
454864 
404898 
435434 
443314 
408000 
441700 
455000 
404767 
445189 
452393 
428740 



410615 
446619 
406073 
405692 
436033 
410733 
455587 
459084 
401189 
435451 
456407 
425733 
447863 
436659 
435463 
455675 
439481 
405287 
405784 
436461 
437636 
409629 
412999 
403281 
427531 
451882 
41BB56 
405494 
456027 
414539 



AW293214 Hs.8752 transmembrane protein 4 

N25521 Hs.25275 KruppeWype zinc finger protein 

BE328074 Hs.1 48661 ESTs 

AI610081 Hs.9475 glucose transporter protein 10 

W02488 . Hs.46039 phosphoglycerate mutase 2 (muscle) 

BE394849 Hs.131905 ESTs, Moderately similar to Z195_HUMAN 2 

Ak400762 Hs.176675 ESTs 

AL043892 Hs.180582 Homo sapiens cDNA: FU21836 fis, clone H 

AI374621 Hs.29055 ESTs 

AW859353 gb:MR1-CT0353-150300-102-a12 CT0353 Homo 

AI125785 Hs.153351 ESTs 

AL037421 Hs.208746 ESTs. Moderately similar to poL ORF I [ 

AA707472 Hs.1 90760 ESTs 

AA416773 Hs.275012 EST 

AA022684 Hs.124673 Homo sapiens cDNAFU 11 477 fis, clone HE 

AW975433 Hs.36288 ESTs 

P23283 gb:HSPD22980 HM3 Homo sapiens cDNAdone 

AI201548 Hs.308338 ESTs 

N87579 gb:LL2030F Human fetal heart, Lambda ZAP 

AI0Q4O34 Hs.98638 ESTs 

AW856093 Hs.183617 ESTs 

AA411750 Hs.20943 ESTs 

AA829433 Hs.275343 ESTs 

NM_001115 Hs.2522 adenylate cyclase 8 (brain) 

AM23056 Hs.23921 hypothetical proleiB DKFZp547A023 

AW895984 gb:QV4-NN003M40500-197^08 NN0039 Homo 

A1079519 Hs.134398 ESTs 

AL138012 Hs.183840 ESTs, Moderately similar to ALU7_HUMAN A 

T05095 Hs.19597 KIAA1 694 protein 

AW439497 Hs.290656 EST 

U65652 Hs.1 58313 chromosome 17 open reading frame 1 A 

AW970017 Hs.293948 ESTs, WeaWy similar to S65657aipha-1C- 

AJ251509 Hs.272345 phosphodiesterase 11A 

AW136440 Hs.224277 ESTs 

AW131715 Hs.311561 ESTs, Weakly similar to CYA7_HUMAN ADENY 

BE503405 Hs.170437 ESTs, WeaWy similar to PRP4_HUMAN SAUV 

AA382787 Hs.122713 ESTs 

AW835775 gb:QV4-LT0016-240200-1 1CW04 LT0016 Homo 

AA680387 Hs.187850 ESTs 

AW771701 Hs.54646 ESTs 

L11690 Hs.620 bullous pemphigoid anSgen 1 (23Q/24QkD) 

AA233556 Hs.126908 hypothetical protein FU 12994 

AW850283 Hs.324429 Homo sapiens cDNA RJ14015 fis, clone HE 

AI936450 Hs.147482 ESTs 

H87398 Hs.99858 ribosomal protein L7a 

AA433838 gb:zw53e12.r1 SoaresjDtalJetus_Nt)2HF8_ 

AA385751 Hs.196379 ESTs, Weakly similar to putafive p150 JH 

AW772721 gb:h!95c01 J<1 NCI_CGAP_Tny8 Homo sapiens 

AU076643 Hs.313 secreted phosphoprotein 1 (osteopontin. 



H75391 Hs^55748 ESTs 

D84284 Hs.66052 CD38 anBgen (p45) 

BE007829 g b:QV0-8N0147-280400-213-d03 BN0147 Homo 

H01699 Hs.272B9 CGM25 protein 

AF195420 Hs.303006 ESTs, Weakly similar to gamma-heregulin 

AW968614 gb:EST380690 MAGE resequences, MAGJ Homo 

F13287 Hs.1 59388 Homo sapiens done 23578 mRNA sequence 

ALD4761 1 Hs.28B885 Homo sapiens cDNA RJ14246 fe, clone OV 

AI217900 Hs.144464 ESTs 

AA682507 gb:zj18f08.s1 SoaresJetal.Bver.spleen. 

BE0659S4 gb:RC3-BT0319-120200-014-a06 BT0319 Homo 
AF0B6294 Hs.125844 ESTs 



AW511956 Hs^93261 ESTs 

AA764781 Hs.291844 ESTs 

AW449589 Hs.279724 ESTs 

BE046255 8 b:hn38g10jc2 Na.CGAP.RDF2 Homo sapiens 

AA40S097 Hs.97957 ESTs 

A1821324 Hs.1 00445 ESTs 

AA362858 gb:EST72900 Ovary II Homo sapiens cDNA 5 

BE327387 Hs.13913 WAA1 577 protein 

BE379046 gb^01 236646F1 NlH_MGC_44 Homo sapiens c 
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421108 


AA877124 


Hs.172844 


409076 


M57559 


Hs.82273 


419563 


AA526235 


Hs.193162 


411688 


AW953440 




416614 


T83391 


Hs.111849 


454434 


AA083558 


Hs.261286 


404526 


AI912555 


Hs.157195 


446393 


AW014174 


Hs.301956 


405302 






432669 


AL043482 


HsJ267115 


416972 


BE01967O 




423841 


AW753967 




427099 


AB032953 


Hs.1 73560 


430484 


D82880 


Hs^41548 


403895 






420457 


AA482280 


Hs.191656 


436993 


AA828995 




456421 


AI279978 


Hs.22547 


458722 


AA741545 


Hs .282832 


411382 


BE067246 




422373 


AK001843 


Hs.1 15700 


430749 


AJ242956 


Hs .25950 


403625 






401887 






403667 






452744 


A1267652 


Hs.30504 


421065 


AA329711 




439294 


AW975328 


Hs.6523 


432792 


AA448114 


Hs.278950 


405443 






431169 


AW971240 




431822 


AA516049 




432328 


A1572739 


Hs.195471 


448324 


A1571356 


Hs.34174 


456536 


AW1 35986 


Hs.257859 


415811 


AA450191 


Hs.1 72963 


411745 


AW857826 




438660 


U95740 


Hs.6349 


449327 


AI638743 


Hs.224672 


426062 


N57014 


Hs.75874 


433485 


AI493076 


Hs.201967 


434849 


AW292765 


Hs.8053 


400268 






422728 


AW937B26 


Hs.103262 


445414 


AV653692 


Hs.146105 


406470 






429809 


AL1 62010 


Hs.223503 


453098 


Z25935 


Hs.86379 


402867 






431071 


AA491379 




436298 


AW293498 


Hs.180138 


440356 


AI933184 


Hs.127922 


419091 


T85332 


Hs.178294 


422591 


L07648 


Hs.11B630 


426076 


AW962714 




443682 


AB83061 


Hs.47248 


444461 


R53734 


Hs.25978 


430072 


X13294 


Hs.300592 


413499 


BE144884 




43S818 


AL360137 


Hs.19934 


443323 


BE560621 


Hs.9222 


424029 


AB014594 


Hs.1 37579 


455993 


BE179085 




420111 


AA255652 




403956 


W28077 


Hs.79389 


410318 


AA084050 


Hs.269259 


426497 


AA379913 




430140 


AW296771 


Hs.221999 


457042 


AB82130 


Hs.97703 


450236 


AW16299B 


Hs.24684 


417705 


T30797 


Hs.268623 


428692 


AJ372822 


Hs.1 10103 


413071 


BE064032 




437354 


AA749215 


Hs.291836 


403381 






425798 


AA364002 




459429 


AA278779 


Hs.335696 


426365 


AA376667 


Hs.10283 


430757 


AJ458623 




430205 


AB025904 


Hs.235168 


433887 


AW204232 


Hs.279522 


444743 


AA045648 


Hs.301957 



404043 



ESTs 

hypothetical prolan 

Homo sapiens cONA FU11983 fe, doneHE 
gb:EST365510 MAGE resequences, MAGB Homo 
ESTs 
ESTs 

peptide YY, 2 (semmalplasmin) 
zinc finger protein 

ESTs 

gb:bb28c01.x1 N1H_MGC_5 Homo sapiens cDN 
gb:RC2^304W10(M)11-h12CT0304 Homo 
odd Oz/ten-m homdog 2 (Drasophfla, mous 
RAS p21 protein acfivator 2 

ESTs 

gb:od77b0as1 Nd_CGAP_Ov2 Homo sapiens 
ESTs 

ESTs, Weakly similar to T24961 hypothec 
gbPM1-BT0348-15129M01-d04 BT0348 Homo 
Homo sapiens cONA; FU23515 fe, done L 
v-myc avian myetocytomatosis viral reJat 



Homo sapiens mRNA; cDNA DKFZp434E082 (fr 
gb:EST33382 Embryo, 1 2 week II Homo sapi 
chromosome 1 open reading frame 12 
protocadherin beta 1 

gb:EST383329 MAGE resequences, MAGL Homo 
gb:ng65d0U1 NCI_CGAP_Lip2 Homo sapiens 
6i)hosphofTurjto-2-Wnase/rnjctose-2,6^i 
ESTs. Moderately similar to ALU8.HUMAN A 
ESTs 

hypothetical protein FU 14624 
gb:MRO-SN0039-30O3OtWO1-cO2 SN0O39 Homo 
Homo sapiens, done IMAGE:3010566, mRNA, 
ESTs 

pregnancy-associated plasma protein A 
aldo-keto reductase family 1, member C2 
ESTs 

ESTs, Weakly similar to ZN91.HUMAN ZINC 
ESTs 

Homo sapiens mRNA; cDNA DKF2p761O09121 ( 
ESTs 

gb-.aa65f05.r1 NCLCGAP.GC81 Homo sapiens 
ESTs 

ESTs, Moderately simitar to S65657 alpha 
ESTs 

MAX-interacting protein 1 

gb£ST374787 MAGE resequences, MAGG Homo 
ESTs. Wghly similar to similar to Cdc14 
ESTs, WeaJdy similar to 2109260A B cell 
v-myb avian myeloblastosis viral oncogen 
gb:CM0-HT0182-041099O65^11 HT0182Homo 
Homo sapiens mRNA full length insert cON 
estrogen receptor binding site associate 
K1AA0694 gene product 

gb:RC0-HT0613-140300-021-d06 HT0613 Homo 
gb2s21h1U1 NCLCGAP.GCB1 Homo sapiens 
nel (chicken)-like 2 

ESTs, Weakly similar to S23650 retroviru 
gbf ST92807 Skin tumor I Homo sapiens cO 
ESTs 
ESTs 

KIAA1376 protein 
ESTs 

RNA polymerase I transcription factor RR 
gb:QV3-BT0295410300-111-b08 BT0296 Homo 
ESTs 

flb:EST74529 Pineal gland II Homo sapiens 
EST 

RNA binding motif protein 8B 

gb:tk04g09jc1 NCI_CGAP_Lu24 Homo sapiens 

carbonic anhydrase XIV 

ESTs 

nudix (nucleoside diphosphate linked moi 
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431333 AA708488 Hs.120127 Homo sapiens cDNA: RJ2Z769 fis, done K 3.8 

451073 AI758905 Hs.206063 ESTs 3.8 

417663 R07483 Hs.180461 ESTs 3.8 

432383 AA534489 gb:nf76g11.s1 Na_CGAP„Co3 Homo sapiens 3.8 

5 436975 AA740723 Hs.212644 ESTs 3.8 

405959 3.8 

400631 AF173937 Hs.109494 secreted protein of unknown funcltan 3.7 

425937 NMJM3240 Hs.163846 putative N5-0NA-methyItransfer2se 3.7 

446158 A1277603 Hs.145990 ESTs, Weakly simDar to 138022 hypotheti 3.7 

10 450375 AA009647 Hs.8850 a distntegrin and metaDoproteinase doma 3.7 

416548 H62953 gb:yr47f06.r1 Soares fetal fiver spleen 3.7 

436020 AA778177 Hs.121724 ESTs 3.7 

424989 AA985520 Hs.23575 ESTs 3.7 

426447 AV655843 Hs.169919 electron-trarBfer-tlavopratein, alpha po 3.7 

15 441416 AI990139 Hs.148609 ESTs 3.7 

456443 AW967500 Hs.133543 ESTs 3.7 

402112 R58624 Hs.2186 eukaryoGc translation elongafion factor 3.7 

404453 3.7 

451421 W16522 Hs.237689 Homo sapiens cDNA FU 13539 fe, clone PL 3.7 

20 421037 AI6B4808 Hs.197653 ESTs 3.7 

427088 AA398D85 Hs.142390 ESTs 3.7 

453375 A1990114 Hs.240091 ESTs 3.7 

453530 AW021633 gb:df26cOZy1 Morton Fetal Cochlea Homo 3.7 

406964 M21305 gb:Human alpha satellite and satellite 3 17 

25 432291 AK001108 Hs.274274 hypothetical protein RJ10246 3.7 

449623 C00719 Hs.120440 EST 3.7 

419691 W03298 Hs.193521 ESTs 3.7 

437587 A1591222 Hs.72325 Human DNA sequence from done RP1-187J1 1 3.7 

403271 3.7 

30 453123 A195371B Hs.221849 ESTs 3.7 

400462 3.7 

449804 A1535663 Hs.39379 ESTs 3.7 

443305 A1050693 Hs,133318 ESTs 3.7 

411186 AW821257 gbPM3-ST0307-23129WOl.b11 ST0307Homo 3.6 

35 424565 AW102723 Hs.75295 guanytate cyclase 1, soluble, alpha 3 3.6 

432189 AA527941 gb;nh30c04.s1 NCI_CGAP_Pr3 Homo sapiens 3.6 

4032% 3.6 

417918 AA209205 Hs.163754 hypothetical protein RJ12606 3.6 

. 436026 AI349764 Hs.217081 ESTs 3.6 

40 429864 AA460039 Hs.286 ribosomal protein L4 3.6 

418592 X99226 Hs.284153 FarK»niaiierraa 1 c»niplerfientationgroupA 3.6 

442910 AI365130 Hs.11307 ESTs,WeaHysirnnartoT19326hypotheti 3.6 

446304 AW104432 Hs.1 49761 ESTs 3.6 

441216 BE299830 Hs.192908 ESTs 3.6 

45 421494 AI763322 Hs.152104 ESTs 3.6 

404476 3.6 

416327 R99822 Hs.36172 ESTs 3.6 

414146 BE549372 Hs.317596 Homo sapiens cDNA FU12927 fis, done NT 3.6 

417401 AA426026 Hs.187615 ESTs 3.6 

50 401200 3.6 

411560 AW851186 Hs.179909 hypothetical protein RJ22995 3.6 

426306 AA447310 Hs.164059 Homo sapiens cDNA FU1 3338 fis. clone OV 3.6 

437918 A1761449 Hs.121629 ESTs 3.6 

447917 AL048037 Hs.1 64588 ESTs, Moderately similar to neuronal thr 3.6 

55 421328 BE466506 Hs.3981 ESTs 3.6 

447290 AJ476732 Hs.263912 ESTs 3.6 

417229 AA975096 Hs.19522 hypothefcat protein PR02849 3.6 

425403 AL023753 Hs.1 56406 Human DNA sequence from clone 1198H6 on 3.6 

403515 3.6 

60 419917 AA320068 Hs.93701 Homo sapiens mRNA; cDNA DKFZp434E232 {fr 3.6 

435554 AF208502 Hs.185708 earty B-cell factor 3.6 

420481 U50525 Hs.98201 Human BRCA2 region, mRNA sequence CG029 3.6 

410500 R09442 gb:y126c09.r1 Soares tela! Sver spleen 3.6 

_ 439326 W07140 Hs.54721 ESTs 3.6 

65 426296 R14454 Hs.5921 Homo sapiens cDNA:FU21592 fis, clone C 3.6 

411311 AW836491 gb:P^T0032-281299^2^2 LT0532 Homo 3.6 

418019 R68911 Hs.176275 ESTs 3.6 

417490 AA203335 gb:zx56g02.r1 Soares_fetalJiver_spleen_ 3.6 

423035 AW449679 Hs.1 55739 Rsapiens XG mRNA (ctone PEP11) 3.6 

70 416575 W02414 Hs.38383 ESTs 3.5 

414400 X06948 Hs.B97 Fc fragment of IgE, high affinity I, rec 3.5 

418405 AI868282 Hs.11898 ESTs, Highly similar to K1AA1 370 protein 3.5 

450350 T97817 Hs.174880 ESTs 3.5 

451704 AI755209 Hs.205616 ESTs. WeaWy simitar to ALU1.HUMAN ALUS 3.5 

75 421013 M62397 Hs.1345 mutated In colorectal cancers 3.5 

407404 AF040257 gb:Homo sapiens TNF receptor homolog mRN 3.5 

423121 AW864848 gb:PM2-SN0018-290300-00*c09 SN0018 Homo 3.5 

430533 AA480B95 Hs.201552 ESTs, Weakly similar to T17288 hypotheti 3.5 

457141 AA521410 Hs.41371 ESTs 3.5 

80 411772 BE170301 gb:QV4-HT0536-040500-19^f05 HT0536Homo 3.5 

440737 AI375167 Hs.132221 hypothetical protein FU12401 3.5 

452728 A1915576 Hs.239708 ESTs 3.5 

423266 AA323875 Hs.193574 ESTs 3.5 
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413543 


AA 130228 


H«324611 


ESTs, Moderately similar to ALU8_HUMAN A 


3,5 


454447 
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Hs.3697 serine (or cysleine) proteinase tnhibfto 
HS.6279B ESTs 

Hs.1 8861 ESTs, Moderately similar to K1AA1276 pro 
Hs.1 19567 ESTs, Weakly similar to A47582 B-cell gr 
Hs.1 19309 ESTs 

Hs. 70 22 dedicator of cyto-kinesis 3 
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AW372914 


404513 




412074 


S74683 



407762 

403396 

436938 

458090 

400706 

432779 

444600 

403786 

430187 

451700 

456649 

457503 

446251 

406327 
434671 
430175 
454186 
449459 
435934 
400325 
408408 
414514 
423717 
424152 
430982 
424726 
456186 
412222 
459201 

417027 
415533 
445909 
418343 
459440 
403341 
445635 
453830 
455866 
407676 
437913 
443458 
457049 
400491 
456189 
441874 
416483 



Hs.295901 KIAA0493 protein 
Hs.98440 ESTs, Weakly similar to 138022 hypolheti 

Hs.120869 ESTs, Weakly similar to R107_HUMAN H-REV 

Hs.161803 ESTs 

Hs.268562 regulator of Acrolein signalling 17 

Hs.170849 ESTs 

Hs.225945 focosytasferase 9 (alpha (1 .3) fucosy 

Hs.138136 ESTs, Weakly similar to 151 0254A L1 repe 

Hs.89436 cadherin 17, U cadherin (fiver-intesfin 

Hs.851 12 lnsuTm4to growth factor 1 (somatomed 

Hs.272188 Homo sapiens cDMA FU 12090 fe. clone HE 

Hs.143061 ESTs 

Hs.12839 ESTs 

Hs. 1 84942 G protein-coupled receptor 64 
Hs.1 7170 G protein-coupled receptor 4 

gb:QV4-HT0222-261099-014-c11 HT0222 Homo 

Hs.1 46589 hypothetical protein FU10701 

gb:Homo sapiens Ml length insert cDNA 
Hs.125897 ESTs 

Hs.2281 chromogranin B {secretogranin 1 ) 

Hs.1 4427 Homo sapiens cDNA: FU21800 fts, clone H 

Hs.127678 ESTs 

Hs.171030 ESTs 

Hs.19348 hypothetical protein RJ13119 

Hs.170717 ESTs 

Hs.245556 ESTs 

Hs.206461 ESTs 

Hs.10941 ESTs, WeaWy similaT to IPP1.HUMAN PROTE 

Hs.86149 phosphoinositot 3-phosphate-binding prot 

Hs.73139 ADP-ribosyltransferase 1 
AW23563B Hs.29475 ESTs 

AW139680 Hs.161393 ESTs 

AI282149 Hs.56213 ESTs, Highly similar to FXD3JHUMAN FORKH 

AW979241 gb:EST391351 MAGE resequences, MAGP Homo 

R41398 Hs.6996 ESTs 

A1799909 Hs.1 58989 ESTs 

A1470262 Hs.29553 ESTs 

R74441 Hs.1 17176 poly(A)-btnt£ng protein, nuclear 1 

AW970244 Hs.162188 ESTs 

AW857156 Hs.282589 ESTs. Weakly similar to 138022 hypolheti 

R3475B gb:yg61g02r1 Soares infant brain 1N1B H 

AA46B724 gb:neQ9a05.s1 NCLCGAP_Co3 Homo sapiens 

BEM1030 g b«WT0067-201099402-h1 1 HT0057 Homo 

BE546846 Hs.195048 ESTs 

R19382 Hs.117869 ESTs 

M85292 Hs.247924 Homo sapiens endogenous H1V-1 related se 

AF070571 Hs.44690 Homo sapiens done 24739 mRNA sequence 

BE327365 Hs.280187 ESTs 

AA330036 Hs.152003 ESTs 

AL133591 Hs.141480 Homo sapiens mRNA; cDNA DKFZp434N079 {fr 

R17432 Hs.22217 Homo sapiens done IMAGE32106, mRNA seq 

AK001007 Hs.1 38760 Homo sapiens cDNA FU10145 lis. clone HE 

W26B42 gb:34b8 Human retina cDNA randomly prime 

AA528283 Hs.292737 ESTs 

AW391 177 gb:MR3-ST0203-221299-02^d05 ST0203 Homo 

AU076442 Hs.117938 coflagen, type XVII. alpha 1 

A1332373 Hs.156924 ESTs 

AA192306 HS-23926 triadin 

T74009 HS.26B738 ESTs, Weakly similar to ALU7_HUMAN ALU S 

BE262656 Hs.32603 hypothe6cal protein MGC3279 similar to 

AA216372 Hs.159501 ESTs 

BE048054 gb:tz46c03.y1 NCI_CGAP_Brn52 Homo sapien 



AI769774 Hs.209831 ESTs, Weakly similar to ALU1_HUMAN ALU S 

AA534296 Hs.20953 ESTs ..™, nt , 

BE149024 gb:CMO-HT0249-291099^84c04 HT0249 Homo 

AW064111 Hs.279823 ESTs 

AI140825 Hs.121623 ESTs 

RD5385 Hs.143509 hypothefical protein FU21 924 

AW631495 Hs.27135 &-ce!l receptor-associated protein BAP29 

H25530 HS.5086B solute carrier family 22 (organic cafion 

H91010 Hs.44940 ESTs 

AA970389 Hs.128055 ESTs 

H58311 Hs.165077 ESTs 
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420879 N31165 Hs.238837 ESTs.WeaWy SHrolartoS43S03RNAbimfi 19 

446447 AJ300402 Hs.202250 ESTs 2.9 

439953 AA918129 Hs.124638 ESTs 19 

400643 Z9 

5 436594 AI419982 Hs.156189 ESTs 2.9 

438402 D16902 Hs.42915 ARP2 (actirwelated protein 2. yeast) ho 2.9 

451353 N21043 Hs.42932 ESTs 2.9 

419791 A1579909 Hs.105104 ESTs 2.9 

, _ 415628 F13080 gb:HSC3ID041 normalized infant brain cON 19 

10 423837 AL137279 Hs.1301B7 Homo sapiens mRNA; cDNA DKF2p43401214 (f 19 

454747 AW318535 gb«C1-ST0278-14030(W)1W05ST0276Homo 2.9 

452778 R71338 Hs.5921 Homo sapiens cDNA: RJ21 592 fis, clone C 19 

457178 AL039101 Hs.194625 dynejn.c^lasniic.lightintennedjate 19 

. _ 401526 2.9 

15 408751 N91553 Hs^58343 ESTs 19 

414140 AA281279 Hs.23317 hypothetical protein FU 14681 19 

417320 AA195667 Hs.86022 ESTs 2.9 

442927 AI024347 Hs.131519 ESTs 19 

444125 AI124882 Hs.118121 ESTs 19 

20 453901 BE065902 gb:RC2-BT031 8-1 50200-01 14)09 BT03 18 Homo 2.9 

421847 NM_014717 Hs.108884 K1AA0390 gene product 18 

434424 A1811202 Hs.325335 Homo sapiens cDNA FU23523 fis, cbne L 18 

422225 BE245652 Hs. 118281 zinc finger protein 266 18 

403011 18 

25 405170 18 

435878 RD8330 Hs.20152 ESTs 18 

436194 AK001074 Hs.333435 Homo sapiens cDNA FU10212 fis. clone HE 18 

400394 AF040257 Hs. 2838 18 Homo sapiens TNF receptor homolog mRNA, 18 

411244 AW833768 gb:QV4-TT0008-13010Wn^6TT0008Homo 18 

30 441B17 AW969708 Hs.293332 ESTs 18 

456118 AA380267 Hs.78277 DKFZP434F2021 protein 18 

417801 AA417383 Hs.82582 inlegrin, beta-like 1 {with EGF-fike rep 18 

442717 R88362 Hs.180591 ESTs. Weakly similar to T23976 hypotheti 18 

„ 402131 18 

35 428959 AF100779 Hs.194680 WNT1 inducible signaling pathway protein 18 

438160 AA779332 Hs.122671 ESTs 18 

407594 AW057584 Hs.160681 ESTs 18 

417877 AI025829 Hs.86320 ESTs 18 

_ rt 439235 N45513 Hs.46608 ESTs 18 

40 451257 M016255 Hs.31856 ESTs. Weakly similar to K1AA1453 protein 18 

437113 AA7446S3 gb:ny26c10.s1 NCJ_CGAP_GC81 Homo sapiens 18 

430882 BE174240 Hs.79024 heterogeneous nuclear ribonucleoprotein 18 

409978 D31897 Hs.57714 double C2-like domains, alpha 18 

410672 AW794600 gb:RC6-UM0014-17030(W22-C05 UM0014 Homo 18 

45 412236 AW902583 gb:QV3-NN1 024-260400-1 71 -H0NN1 024 Homo 18 

417827 T79366 Hs.1 08258 actin binding protein; macrophin (microf 18 

420206 M91463 HsJ5958 solute carrier famity 2 (facilitated glu 18 

449676 AW380579 Hs^09657 ESTs 18 

454778 AW820199 gb:QV2-ST029S-190100-029-a07 ST029S Homo 18 

50 451203 AW070604 Hs.46517 ESTs 18 

4501 80 AW449644 Hs.2571 82 ESTs 18 

409432 D49372 Hs.54460 small 'inducible cytokine subfamily A (Cy 18 

442264 A1278777 Hs.263455 ESTs, Weakly similar to ALU1_HUMAN ALU S 18 

450003 AA777809 Hs.191995 ESTs 18 

55 401602 18 

413986 Z43567 gb:HSC1FC021 normalized Infant brain cDN 18 

436187 AK000998 Hs.297221 Homo sapiens cONA FU 101 36 fis, done HE 18 

415652 T79213 Hs.272073 ESTs 18 

404076 18 

60 409416 AW388359 Hs.10667 ESTs 18 

420814 AA721156 Hs, 190440 ESTs 18 

426960 AA393713 gb:zt71h04.r1 SoaresJestis_NHT Homo sap 18 

419227 BE5373B3 Hs.89739 chonnergic receptor, nicotinic, beta po 18 

jrr 448597 BE613250 Hs.98265 WAA1877 protein 18 

65 409928 AL137163 Hs.57549 hypothetical protein dJ473B4 18 

433077 AA314262 Hs.301917 YDD19 protein 18 

436720 AW975902 gb:EST388011 MAGE resequences, MAGN Homo 18 

447410 AI470235 Hs.172698 EST 18 

414652 AI620599 Hs.72068 ESTs 18 

70 430454 AW469011 Hs.105635 ESTs 18 

412417 AA102268 Hs.158622 ESTs 18 

423130 AW897585 Hs.21213 ESTs 18 

430560 R11884 Hs.100826 ESTs 18 

__. 401098 18 

75 454036 AA374756 Hs.93560 Homo sapiens mRNA for K1AA1771 protein. 18 

403549 18 

414394 AI904738 Hs.76053 DEAD/H (Asp-Glu-Ala^spMts) box potypep 18 

412323 AW937143 gb:PM1-DT0041-281299401-f01 DT0041 Homo 18 

on 433513 AI566356 Hs.171437 ESTs 18 

oO 446677 AI800311 Hs.156291 ESTs IB 

457756 AA126136 Hs.38125 interferon-induced protein 75, 52kD 18 

450895 N65727 Hs.10957 ESTs 18 

434352 AF129505 Hs.86492 smaD muscle protem, X-finked 18 
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449358 
422816 
420756 
423532 
448870 
451208 
457314 
458023 
422250 
429638 
408936 
411762 
416192 
455310 
406992 
421003 
429593 
445611 
445747 
445017 
411726 
451917 
416805 
423020 
427134 
435689 
429282 
435731 
426682 
421274 
403776 
409526 
410201 
427839 
447884 
449396 
422988 
442772 
434890 
412400 
413998 
403677 
423401 



432591 
446800 
454938 



445233 
448756 
418379 
435068 
406092 
422036 
441541 
451395 
455880 
459275 
423949 
435420 
439418 
454790 
447453 
454767 
413252 
402429 
403760 
433128 
435448 
445706 
422171 
459023 
443246 
404569 
410181 
422897 
427038 
449880 
455992 
415268 
446554 
452512 
440728 



AA001229 Hs.131436 ESTs 
AA323586 Hs.93235 ESTs 

£SS HS - 18 * 0 ° SU-wiocwwi-mrnH-- 

BE181783 Hs.175358 ESTs. W B *!y similar to A47582 :frcdlgr 

H86228 Hs.271780 ESTs, WeaWy simBar to 138022 hypothec 

AA479597 Hs.193669 hypothetical protein DKF2p586J 11 19 

AW978161 Hs.268555 S-3 exoribonuclease 2 

AA315993 Hs. 105484 regenerating gene type IV 

AI916662 Hs.211577 kinecun 1 (kinesin receptor) 

HS ' 293549 g^W^0387-180300-167-h07 CT0387 Homo 

NM 005036 Hs.998 peroxisome proTrferafive activated recep 

AW93961 5b:RC4-NN0027-0604O0^)1lKJ11NN0027Homo 

SB 2472 gb:bela-pot=DNA polymerase beta {exon a 

772080 Hs.95667 Rxw protein 30 

AK000332 Hs.209927 Homo sapiens cDNA RJ20325 fis, done HE 

AW418497 Hs.145583 ESTs 

A1820863 Hs.145328 ESTs, Weakly simBar to ALU1_HUMAN ALU S 

Si HS ' 176860 S^muimnm^cmtwrn 

AW391351 Hs.50820 Homo sapiens unknown mRNA 

F13271 Hs.79981 Human done 23560 mRNA sequence 

AA383092 Hs.1608 repBration protein A3 (14kD) 

AA398409 Hs.173561 EST 

AA694254 gb2i35c0ls1 Soares Jetaljiver_spleen_ 

N27596 Hs.21342 ESTs 

AA6995B1 Hs.186811 ESTs 

AV66O038 Hs.2056 UDP gryoosyttransferase 1 family, polype 

BE160327 Hs.104572 ESTs 

BE298751 Hs.55014 hypothetical protein FU10206 

AA126129 g bzm78c07.r1 Stratagene neuroepilhenum 

AA60B823 Hs.98244 ESTs 

H29505 gb:ym60d1 0x1 Scares infant bran 1NIB H 

BE169100 Hs.195029 ESTs 

AW673847 Hs.97321 . ESTs 

AW503680 Hs 5957 Homo sapiens done 24416 mRNA sequence 

API 61 345 Hs.283930 Homo sapiens HSPC082 mRNA, partial cds 

AWM8066 gb:RC04^0012-290300^1^10MT0012Horno 

AW103807 Hs.243933 ESTs 

NM 001992 Hs.128087 coagulation factor II (thrombin) recepto 

AA492071 gb.ne97b04.s1 NCLCGAPJQdl Homo sapiens 

AA643238 Hs.146144 ESTs 

BE467912 Hs.154294 discs, large (Drosophila) homotog 1 

AV653034 Hs.297559 ESTs 

A1739241 Hs.171480 ESTs 

AA218940 Hs.137516 fidgetin-like 1 

H16262 Hs.31415 ESTs 

AA302647 Hs.271891 ESTs, WeaHy similar to ZN91_HUMAN ZINC 

AA938653 Hs.199828 ESTs 

AI808913 Hs.339352 Homo sapiens brother of CDO (BOO mRNA. 

AI014546 Hs.130912 ESTs 

S ^56213 IsTUg^simflartoFXD3^UMANFORKH 
gb:RC2-lrO3O1-12020r>O11-f12 ST0301 Homo 

AW60B645 Hs.18800 hypothetical protein FU20281 

BEDG9199 gbSv3^T0379^)10300-10Sg03 BT0379 Homo 

BE074910 g b;RC5*T058M70300421-F12 BT0580 Homo 



AB021923 Hs.23367 EST-Y01 protein 

H17132 Hs.27085 ESTs 

AA305520 Hs.108812 hypothetical protem RJ22004 

U50529 Hs.11 2434 Novel human gene mapping to chomosome 13 

AW968226 Hs.60798 ESTs 

T75157 Hs.337603 ESTs, WeaWy similar to T08680 hypotheb . 

AM68210 Hs.261285 pleiotropic regulator 1 (PRL1. Arabidops 

AA679784 Hs.4290 ESTs 

NM.014633 Hs.173288 KIAA01 55 gene product 

S HS231948 ^^612^050^ 

R53935 Hs.287827 ESTs, Highly similar to MDR3_HUMAN MULTI 

AA151730 Hs.301789 nudix (nudeoskte diphosphate linked md 

AW363486 Hs.337635 ESTs 

AWOB6077 Hs.1 53272 Homo sapiens cDNA: FU22715 fis, done H 
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419481 AIB79195 Hs.90505 15 kDa selenoprotein 17 

454352 AW389668 gb:RC2^T016W)7129941$tt6ST0 168 Homo 17 

422831 R02504 Hs.332943 ESTs 2.7 

413646 BE155042 gb:PM0.HT0349-10129M02-E04HT0349Homo 17 

5 426872 AA410446 Hs.112011 ESTs, Weakly simBar to unknown [H.sapie 17 

459160 AI904723 gb:CM£T065-12029W)92 BT066 Homo sapien 17 

421338 AA287443 gb:zs52c10j1 NCLCGAP.GCB1 Homo sapiens 17 

446002 AI346458 Hs.145789 ESTs 17 

454716 AW850684 gb:IL3£T0219-160200-0634)12a0219Homo 17 

10 406564 L34041 Hs.9739 glycerophosphate dehydrogenase 1 (so 17 

453128 AW026516 Hs.31791 acylphosphatase 2, muscte type 17 

408691 AW250525 gb:2821626.5piime NlH_MGC_7 Homo sapiens 2.7 

454754 AW819191 gb^M1-ST028Sfl71299^61-d08ST0283 Homo 17 

4 _ 439451 AF086270 Hs.278554 heterochranafirMike protein 1 2.7 

1 5 445225 AI216555 H«l202398 ESTs 17 

427175 H06924 Hs.23782 hypothetical protein FU 12847 27 

411816 AW864609 gb^M^N0017-24030(W)01-h03SN0017 Homo 17 

438135 AI253025 Hs.1 904 26 ESTs 17 

™ 405981 2- 7 

20 406005 2.7 

430762 A1343652 Hs.1 05667 ESTs 17 

438361 AA805666 Hs.146217 Homo sapiens cDNA: FU23077 fis, done I 17 

412105 H07971 Hs.94319 VPS10 domain receptor protein 17 

434684 AA737282 Hs.190911 ESTs 2.7 

25 445660 AI702668 Hs.201955 ESTs 2.7 

400844 IS 

415725 BE219771 Hs.237146 hypothetical pmtein FU 12752 16 

420159 A1572490 Hs.99785 Homo sapiens cDNA: FU21245 fis, clone C 16 

408812 BE397160 Hs.254763 ESTs, Weakly similar to A42442 integrin 16 

30 430052 AF102850 Hs.227933 Alg5. S. cerevisiae, homolog of 16 

440310 AA878939 Hs.125406 ESTs 2.6 

425659 AK000590 Hs.158836 hypothetica] protein FU20583 16 

417252 AA195014 Hs.85971 ESTs 2.6 

„ 427167 AI239607 Hs.99196 hypothetical protein MGC1 1324 26 

35 431613 AA018515 Hs.264482 Homo sapiens mRNA; cDNA 0KFZp761A041 1 (f 2.6 

414546 BE379492 gb:601 23621 5F1 NIH JAGC_44 Homo sapiens c 16 

407494 U10072 gb:Human forkhead family (AFX1) mRNA, pa IS 

429643 AA455889 Hs. 167279 FYVE-finger-contaioing Rab5 effector pro 2.6 

442240 AI791883 Hs.292719 ESTs 2.6 

40 452821 AW471181 Hs.160874 ESTs IS 

410238 N94320 Hs.144225 ESTs IS 

419236 AA330447 Hs.135159 Homo sapiens CDNAFU11481 fis, clone HE IS 

440801 AA906366 Hs.190535 ESTs IS 

440274 R24595 Hs.7122 scrapie responsive protein 1 2.6 

45 411597 AW852925 gb:PMOCT0248-131099-001-f10CT0248Homo IS 

417956 AA210704 Hs.190465 ESTs IS 

420621 AA278B0B gbzs79c09.r1 NCLCGAP_GC81 Homo sapiens . IS 

425176 AW015644 Hs. 15 5005 TEA domain family member 1 (SV40 transcr IS 

425492 AL021918 Hs.158174 zinc finger protein 184 (Kruppel-Gke) 2.6 

50 425698 NMJJ16112 Hs.159241 polycystic kidney disease 2-like 1 IS 

426098 NMJM4906 Hs.166351 K1AA1 072 protein IS 

435113 AA665469 Hs.117136 ESTs IS 

438188 AA779975 Hs.128859 ESTs 16 

__ 445550 A1242754 Hs.137306 ESTs 2.6 

55 458804 AL157625 gb:DKFZp761L2016_r1 761 (synonym: hamy2) 2.6 

448299 AA497044 Hs.20887 hypotheScal protein FU 10392 2.6 

436407 T88803 Hs.271507 ESTs, Weakly similar to TIMJUJMAN PROBAB 16 

425195 AA352026 Hs.94319 VPSIOdomain receptor protein 16 

418282 AA215535 Hs.98133 ESTs 16 

60 442757 AI739528 Hs.2B345 ESTs 16 

413470 N20934 gb:yx54c11.s1 Soares melanocyte 2NbHM Ho 16 

428527 AI902398 Hs.34492 Cyt19 protein 16 

441209 AA922939 Hs.135742 ESTs 15 

458679 AW975460 Hs.143563 ESTs 16 

65 442279 AW867006 Hs.159970 ESTs 16 

407244 M10014 Hs.75431 fibrinogen, gamrrra polypeptide 16 

411880 AW872477 gb:hm30f03j(1 NCI CGAP Thy4 Homo sapiens 16 

404845 16 

„ 411693 AW857271 gb:CMO-CT0307-21 01 00-1 56^09 CT0307 Homo 16 

70 438298 H23542 Hs.1 81788 ESTs 16 

444517 AI939339 Hs.146883 ESTs 16 

455870 AW452631 Hs.313803 ESTs, Highly similar to AF1 57833 1 nond 16 

457630 AI680803 Hs.1 12627 ESTs 16 

424015 N95696 Hs.166361 Homo sapiens mRNA; cDNA OKFZp564F1 1 2 (fr 16 

75 417563 AA2O3701 gbzx52a10j1 Soares.fetal Over spteen 16 

413174 AA723564 Hs.191343 ESTs 16 

438875 AA827640 Hs.189059 ESTs 16 

440700 AW952281 Hs.295184 guanine nucleotide binding protein (G pr 16 

423257 AW161039 Hs.125878 synapsinlll 16 

50 431086 AI829692 Hs.211561 ESTs 16 

409337 H71289 Hs.220535 ESTs 16 

442818 AK001741 Hs.8739 hypothefJcal protein FU10879 16 

410004 A1298027 Hs.5057 carboxypepCdase O 16 
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455935 BE15B687 gb:CMQ-KT0395-280100-169^09 HT0395 Homo 2.6 

26 
26 



445955 AA332209 Hs.15B196 transcription^ adaptor 3 (ADA3, yeast h 

425626 A1537S35 Hs.173519 ESTs 7- 

5 451531 AA01B311 Hs.114762 ESTs 

428085 AA421081 Hs.12388 ESTs 

429761 AI276780 Hs.135173 ESTs „™ CQfa „, 26 

437956 BE139550 Hs.121668 ESTs, Moderately similar to PC4259 ferri f> 

442666 W74633 Hs.303720 ESTs ^ tt , ft 

10 413088 BE064962 gbJ^C1-BT0313-13040r>O1frc02 BT0313 Homo 2.6 

419107 AW085152 Hs.292987 ESTs ± & 

435766 R11673 Hs.186498 ESTs " 

452879 AW905328 Hs.180842 ribosoma! protein LI 3 ft 

440400 AA994364 Hs.125594 ESTs, Weakly similar to T25472 hypotheb f> 

15 440460 H92571 Hs.234478 Homo sapiens cDNA: FU22548 fis. clone H « 

424146 AA705092 Hs.202368 ESTs f*g 

439950 AW937417 Hs.293561 ESTs " 

410366 AI267589 Hs,302689 hypothetical protein ft 

417485 AA203304 Hs.32826 CGM30 protein ilA/%r . u r: 

20 412566 AW962574 gb:EST374547 MAGE resequences, MAGp Homo ZA 

416498 U33632 Hs.79351 potassium channel, subfamily K, member 1 « 

440397 ' AA88444B Hs. 157239 ESTs 

451236 AI767406 Hs.207026 ESTs, Weakly simflar to B56^Jaj^rip f> 

411819 AW947884 g b:PM1-MT001O-20030W01-g08MT0010Homo 26 

25 430357 AW976789 Hs.165607 ESTs " 

432869 AW974094 * gb:EST386197 MAGE resequences, MAGM Homo 2.6 
427506 AKD00134 Hs.179100 hypothetical protein FU20 127 « 

404531 Z25884 Hs.121483 chloride channel 1 , skeletal muscte (Th || 

30 426698 AA394104 Hs.97489 ESTs ft 

440479 AA886461 Hs.208161 ESTs fi 

443160 AI467915 Hs.36053 ESTs f 

419323 A1092379 Hs.135275 ESTs , s 

442813 A1018435 Hs.270970 ESTs " 

35 436195 AK001084 Hs.333498 Homo sapiens cDNAFU 10222 lis, clone HE f 

433561 BE540937 Hs.20104 hypothetical protein FU00052 f 

4^059 AA649162 Hs.236456 ESTs 

454836 Sl1 gb:CaV4-n0(K)8.251199^e1in0008Homo 2.5 

4585B9 AV654623 Hs.288141 hypothetical protein MGC31 56 f> 

40 459716 2.5 

436340 R42246 Hs.21606 ESTs 

428020 L1905B Hs.181581 gtutamate receptor, tonotropc, kanate " 

416951 AA190926 Hs.190785 ESTs, Moderately similar to S65657 alpha £j 

45 410644 AW902125 gb:QV04IN1022-1205rj0-22W12NN1022Homo 2.5 

411660 AW855718 gb:RC1^7W701OM21-a06i CT0Z79 Homo 25 

425201 AA352111 gb:EST6Q051 Acfivated T-ceHs XX Homo sa " 

455252 AW876627 5b;RC3-PT0028-12020tW)1W11 PT0028Homo 25 

439096 AA830185 Hs.269680 ESTs " 

50 442627 A1027990 Hs.132303 ESTs , 5 

457799 AF220188 Hs.236510 uncharadenzed hypothalamus protein HTM " 

428799 AI478619 Hs.104677 ESTs 25 

450402 BE218027 Hs.89959 ESTs ft 

411156 AW819939 Hs.273629 ESTs ft 

55 431673 AW971302 Hs.293233 ESTs " 

415706 • BE182587 Hs.57485 ESTs , 5 

412882 BE006919 Hs.134106 ESTs ft 

441300 R35063 Hs.181536 ESTs " u " 

413257 BE075035 gb:PM3-BT0584-26030(H)02-g05 BT0584 Homo 25 

60 434662 AA641957 gb:ns18d08.r1 NCLCGAPJ3CB1 Homo sapiens 2.5 

455255 Mm* g b :QV2-PT0010-16040(V13afl01PT0010Homo 2.5 

417137 U46265 Hs.81281 mitochondrial ribosoma! proton S21 f> 

417909 R35614 gb7g66eO8.1l Soares infant brain 1N1B H " 

458043 AW979009 Hs.326108 ESTs ft 

65 417006 AW673506 Hs.80758 aspartyMRNA synU^etese f 

442006 AW975183 Hs.292663 ^^^ M ^]}^^ iU 05 

455756 BE079307 gb:RC1-BT0623-1 20200-01 1-g09BT0623 Homo 2.5 

454032 W31790 Hs.194293 ESTs, Weakly similaf to 154374 gene NF2 f> 

444963 A1916973 Hs.213603 ESTs , 5 

70 443526 AW792804 Hs.134002 ESTs £ s 

454532 AA344685 Hs.58831 regulator of Fas-induced apoptosis 

428B32 AA578229 Hs.324239 ESTs, Moderately similar to ZN91 .HUMAN Z f> 

442003 AW297497 Hs.201891 ESTs f 

452768 AW069459 Hs.61539 ESTs ft 

75 S 3 11822692 WSNOO^IMOMO^SNOOaOHono M 

400074 2.5 

413096 BE065209 gb:RC1-8T0314-31030f>0154)12BT0314Homo 2.5 

80 414349 BE512968 gb*01172296F1 NIH.MGCJS Homo sapiens c 25 

422884 AW860975 Hs.13256 ESTs , |. 

429515 AL031228 Hs.204370 DNA segment on chromosome 6 (unique, pse « 

431925 AK000890 gb:Homo sapiens cDNAFU 10028 lis, done " 
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442653 BE269247 gbc60118548SF1 NIH MGC_8 Homo sapiens cD 25 

401882 25 

458257 U48351 Hs.201219 ESTs.WeaWy similar to S 18946 ultra hig 25 

_ 405335 2.5 

5 439492 AF086310 Hs.103159 ESTs 2.5 

459390 BE385725 gb:601 276347F1 NIH_MGC_20 Homo sapiens c 2.5 

436359 Z83806 gb:Rsapiens mRMA for axonemal dynein he 25 

429322 D86984 Hs.199243 K1AA0231 prolan 2.5 

431699 NM.001173 Hs.267831 Rho GTPase acfivafing protein 5 2.5 

10 437107 M745598 Hs.291840 ESTs, Weakly similar to 178885 serine/w 2.5 

441953 H11695 Hs.322901 disrupter of silencing 10 2.5 

44Z777 AW341541 Hs.271153 ESTs 2.5 

453361 AA035197 Hs.107375 ESTs ZS 

455275 AW977806 gb:EST389810 MAGE resequences, MAGO Homo 2.5 

15 457824 R84938 gb^t65TO4 jI Soares retina N2b4HR Homo 2.5 

428550 AW297880 Hs.98661 ESTs 2.5 

445900 AF070526 Hs.13429 Homo sapiens clone 24787 mRNA sequence 25 

456359 AI967991 Hs.93574 homeobox03 ZS 

^. 414386 BE549143 gb:601076456F1 N1H.MGCJ2 Homo sapiens c 15 

20 452528 AA742457 Hs.291479 ESTs 2.5 

408444 AW661839 Hs.253204 ESTs 25 

440327 R12581 Hs.191146 ESTs ZS 

410406 A1989703 Hs.1466 giyceroi kinase 2.5 

_ 457021 AW968934 Hs.173108 Homo sapiens cDNA RJ21897 lis, clone H ZS 

25 418948 AI217097 gb:qrJ43h07jc1 Soares fetaIJiearLNbHH19W 2.5 

435427 AA682573 Hs.188982 ESTs. Weakly similar to organic anion tr 15 

427791 AA412446 Hs.98138 ESTs 2.5 

403509 AF231919 Hs.18759 KIAA0539 gene product 25 

_ 436590 AI393115 Hs.127655 ESTs 25 

30 455556 AW995423 gb:CM«N0042-010400-183^08BN0042Homo 25 

405869 25 

408274 R17315 gbryg12g11.r1 Soares infant brain 1NIBH 25 

446015 AI458065 Hs.23196 ESTs 25 

454190 AW177821 gb:IL3-HTOO59-180899-007-CO5 HT0059 Homo 25 

35 436154 AA764950 Hs.119898 ESTs 25 

406377 25 

437030 AA742577 Hs.303781 EST 25 

420815 AA280684 Hs.270584 ESTs 25 

418421 R58620 Hs.85050 phosphoiamban 25 

40 423638 AI003521 Hs.130310 Homo sapiens mRNA for cycfin B3 isoform 25 

415425 F08365 gb:HSCZSA1 21 normalized infant brain cDN 25 

404577 25 

403568 25 

Ac 425967 NM_007159 Hs.4007 Sarcoiemmal-associated protein 25 

45 449899 AI610700 Hs.103280 ESTs 25 

451078 AI927694 Hs.204470 ESTs 25 

453343 AA905353 Hs.121622 ESTs 25 

428728 NM.01662S Hs.191381 hypothetical protein 25 

_ 409642 AW450809 Hs.257347 ESTs 25 

50 426235 AI631954 Hs.34447 ESTs 25 

452043 H86231 gb:yt03fO2r1 Soares retina N2b5HR Homo 25 

401992 25 

419910 AA662913 Hs.190173 ESTs, WeaWy similar to A46010 X-finked 25 

411036 AAB57218 Hs.297007 membrane-bound transcrip6on factor prat 25 

55 444575 A1264847 Hs.22545 Homo sapiens cDNA FU1 2935 fe, clone NT 25 

449311 AI657014 gb:tt49a12x1 NCLCGAPJ3C6 Homo sapiens 25 

454566 AW807605 gb:MR4-ST0098-1 201 00401-606 ST0098 Homo 25 

454597 AW809648 gb:MR4-ST0124.261099^)1 W01 ST0124 Homo 25 

„ 413875 BE176776 gb:RC3-HT0586-11 0300-01 1-g09 HT0585 Homo 24 

60 421583 AA293333 gbzt53c09.r1 Soares ovary tumor NbHOT H 24 

426237 AK001104 Hs.168241 hypothetical protein RJ 10242 24 

454437 AI248173 Hs.191460 hypothetical protein MGC12936 24 

419187 AA234852 Hs.44693 ESTs 24 

re 444493 R59410 Hs.282094 ESTs, Moderately similar to 138022 hypot 24 

65 405547 24 

454086 AW885909 Hs.6975 PR01 073 protein 24 

417508 BE163512 Hs.180877 H3 histone, family 3B (H3.3B) 24 

416277 W78765 Hs.180145 HSPC030 protein 24 

420976 A1924940 Hs.108082 ESTs, Weakly simBar to T31636 hypothefi 24 

70 406488 24 

408617 R61736 Hs.124128 ESTs 24 

418994 AA296520 Hs.89546 selecfin E (endothelial adhesion molecul 24 

445432 AV653771 gb:AV653771 GLC Homo sapiens cDNA done 24 

__ 454137 AW500340 Hs.313876 ESTs, Weakly similar to 138022 hypotheti 24 
75 455328 AW896438 gb:PM1^N0047-()4O400-OO1-d09 NN0047 Homo 24 

409500 U08098 Hs54576 sulfotransferase, estrogen-preferring 24 
434138 AA625804 gbzuB6h01.s1 Soares JesusJJKT Homo sap 24 

419511 AA429750 Hs.75113 general transcription factor II IA 24 

437980 R50393 Hs278436 WAA1474 protein 24 

oO 439999 AA115811 Hs.6838 ras homolog gene family, member E 24 
403501 24 

446845 AI343645 Hs.156108 ESTs , 24 

401775 24 
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428945 
434627 
435256 
435079 
458239 
414093 
441262 
402076 
427962 
400587 
403053 
411203 
447849 
454201 
424131 
425921 
440385 
417976 
447179 
412977 
436958 
401361 



AW807182 gb:MR45T0062-1B020(W)01-M)4 ST0062 Homo 

AW901879 Hs.314453 ESTs nniB ™**u 

BE092219 Q b:lL2-BT0734-24040W)71-B04 BT0734 Homo 

AA283628 Hs.29B016 ESTs. Weakly similar to J38022 hypotheti 

AF035960 Hs.129719 transglutaminases 

AA436915 Hs.131748 ESTs. Moderately similar to ALU7_HUMAN A 

AW192803 Hs.98974 ESTs, WeaWy similar to S65824 reverse t 

AI221894 Hs.39311 ESTs 

AF193766 Hs.13872 cytokine* protein C1 7 mu 

AA664192 gb:ac05b03.s1 Stratagene lung (937210) H 

BE433877 Hs.283389 ESTs 

BE544867 Hs.283077 centrosomal P4. 1 -associated prolan; unc 

A1809130 Hs.176906 ESTs 

AA946582 Hs.8700 deleted in Sver cancer 1 

R58624 Ks.2186 eukaryotic translafion elongation factor 

AW872430 Hs.273743 ESTs 

AI538147 Hs.164277 ESTs 
AB023191 Hs.44131 WAA0974 protein 
AA335714 Hs.199665 ESTs 

NWL007231 Hs.162211 sdutecanierfarr%6(neurotransrmtte 
AA8B4283 Hs.192136 ESTs 

BE565892 Hs.83077 interieukln 18fmterferon^arnnwnducin 
AW015633 Hs.1 57299 ESTs 
AA125910 Hs.1 91461 ESTs 

AA740322 Hs.293539 Homo sapiens mRNA for WAA175B protein, 



408419 
417002 
439446 
458570 
458624 
459344 
413488 
412114 
423296 
419983 



450947 

423073 

438142 

409239 

424235 

429063 

433868 

401645 

432149 

453393 

436054 

425433 

417712 

420639 

453369 

405017 

405385 



AW250092 Hs.305953 zinc finger protein 83 (HPF1) 

T79613 Hs.14613 ESTs 

A1927629 Hs.57873 ESTs 

AW971698 Hs.12627 TJ6 protein 

AI362790 Hs.278639 K1AA1684 protein; likely homobg of mous 

AW499533 Hs.257976 ESTs MJ(iAim4MU 

BE144017 gb:MRO-HT0165-191199-004-d09 HT0165 Homo 

AW893891 Hs.240833 ESTs, Weakly similar to 138022 hypotheti 

AW957193 Hs.3327 Homo sapiens cDNA: FU22219 fc, clone H 

W55956 Hs.94030 Homo sapiens mRNA; cDNA DKFZp586E1624 (f 

AA424957 Hs.294132 ESTs 

AI745400 Hs.204662 ESTs . 

BE252922 Hs.1 231 1 9 MAD (mothers against decapentaplegc, Dr 

T90309 Hs.269651 ESTs 

AA740875 Hs.44307 ESTs. Moderately similar to 138022 hypot 

NM.003181 Hs.143507 T brachyury (mouse) homolog 

AW363845 Hs.122142 ESTs, Weakly similar to A46010 X-Knked 

AA612960 Hs.337300 ESTs 

AW614326 Hs.157022 ESTs, Weakly simflar to T34549 probable 

AW956392 Hs.110376 ESTs 
A1076262 Hs.1 19813 ESTs 

AA357471 gb:EST66274 LNCAP cells I Homo sapiens c 

AA205569 Hs.194193 ESTs, Moderately similar to ALU1_HUMAN A 
A1683116 Hs.25328 ESTs, Moderately similar to ALU7_HUMAN A 
BE551550 Hs.232630 ESTs 



457128 

430535 

434544 

449432 

455219 

458734 

442179 

444313 

44044B 

441498 

43B205 

402615 

425707 

422306 

413697 

421755 

449007 

449916 

418857 

422486 

458914 

435061 

416458 

453785 

421515 



AI248152 

A1932995 

AW968485 

C05875 

AW451351 

AW879403 

A1554946 

AA983842 

A1140494 

AA885428 

AI379248 

AA780365 

AF115402 

BE044325 

AA131315 

AW169454 

AI620433 

T60525 

D10216 

BE514492 

BE327696 

A1651474 

AA180511 

AI368236 

Y11339 



Hs.270047 ESTs 

Hs.183475 Homo sapiens done 25061 mRNA sequence 

gb:EST380551 MAGE resequences, MAGJ Homo 

Hs.91575 ESTs 

Hs.1 96529 ESTs 

gb:PM0-OT0019-150300-O02-d01 OT0019 Homo 

Hs.158794 ESTs 

Hs.333555 chromosome 2 open reading frame 2 

Hs.197955 WAA0704 protein 

Hs.125646 ESTs 

Hs.58742 ESTs 

Hs.122161 ESTs 

Hs.1 1713 E74-Eke factor 5 (ets domain transcript 

Hs.227280 U6 snRNA-associated Sm-likfl protein 

Hs.47144 DKFZP586N0819 protein 

Hs.207422 ESTs. WeaWy similar to S71949 metalopr 

Hs.1 93201 EST, WeaWy similar to NIP^HUMAN BCL2/A 

Hs.299221 pyruvate dehydrogenase kinase, isoenzyme 

Hs.89394 POU domain, class 1 , transcription facto 

Hs.1 17487 gene near HD on 4p16.3 with homology to 

Hs.280922 ESTs 

Hs.163944 ESTs 

gb3p53f03j1 Stratagene NT2 neuronal pr 
Hs.283732 ESTs, Moderately similar to ALU1_HUMAN A 
Hs.1 05352 GalNAc alpha-2, 6-siatyttransferase I, I 
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403003 
405347 
406091 
428402 
438762 
455780 
457024 
404249 
443921 
407055 
417154 
419720 
405230 
405935 
436998 
445748 
419233 
414277 
452092 
453736 
410888 
434239 
434098 
414195 
445688 
451656 
423956 
413445 
436149 
405629 
432702 
433377 
444711 
445621 
456432 
449236 
459024 
441037 
431577 
438782 
412329 
410999 
429044 
431655 
439642 
441721 
443482 
403416 
416443 
419714 
415511 
412344 
449264 
451664 
441269 
402333 
453649 
430680 
404367 
403696 
441622 
411004 
411093 
428548 
404059 
446861 
413640 
423554 
435338 
442710 
444205 
451250 
454784 
458455 
458521 
407938 
439546 
441274 
454314 
409660 
428532 
411384 
453687 



AW237531 
AW844412 
BE088828 
AA397546 

AI091310 
X89211 
AI674701 
AA249131 



AA745625 

U80766 

AA458873 

BE269910 

BE245374 

All 18674 

AW861207 

AF119910 

AA625499 



AI248205 

BE327088 

W28203 

BE141022 

AI75430B 

AW973953 

AI752713 

AI188739 

AI733818 

AW966931 

AJ403126 

AA020799 

AA913360 

T34523 

AA828380 

AW937445 

AW813004 

AI261490 

AW971119 

W81441 

AI288259 

AW188093 

AI744626 

N69469 

AA758751 

AI732617 

AW938384 

A1637649 

AA889081 

AW015206 

Y07494 
AW138724 



AW450957 
AW813242 
BE067650 
AA430058 

AI696519 

BE158118 

M90516 

AA678071 

AI015631 

AW301017 

AA491275 

AW820626 

AV648310 

AI651039 

AA905097 

AF088056 

AW593781 

AW364844 

AW452065 

AF157326 

AW842115 

T55674 



Hs.326876 Homo sapiens SOX6 mRNA, complete cds 
Hs.65450 reticu!on4 

Bb^M2-8T0693-230300-129^09 BT0693 Homo 
Hs.119151 ESfs 

Hs.134848 ESTs 

gb:Rsapiens DNA for endogenous relrovir 
Hs^1388 ESTs 

Hs.337778 Irypothetica! protein FU 11058 



Hs^91414 ESTs, Weakly similar to ALU 8_HU MAN ALU S 
Hs.1 3252 Human EST done 22453 mariner trartsposon 
Hs.178306 ESTs 

gb:601 186291F1 NIH_MGC_8 Homo sapiens cD 
Hs.27842 hypolhefical protein FU11210 
Hs.34871 zinc finger homeobox 1 B 

gb^C1-CT0302-12020OO1 W04 CT0302 Homo 
Hs.283047 hypothefcal protein PR02964 

gb3t69g08/1 Soares_NhHMPu_S1 Homo sapi 
Hs.89605 crtofirtergjc receptor, nicotinic alpha p 
Hs.153244 ESTs 
Hs.212752 ESTs 

Hs. 1 361 69 Homo sapiens done 2521 5 mRNA sequence, 

gb:MRO-HT0067-20109WX)2-d10 HT0067 Homo 
Hs.159452 ESTs 

Hs.293744 ESTs 

Hs.43845 ESTs 

Hs.148488 ESTs 

Hs.145549 ESTs - 

Hs.1 79662 nudeosome assembly protein 1-fike 1 

Hs.26373 Homo sapiens cDNA FU23449 fis, done H 

Hs.262889 plasntinogen-fike 

Hs.126468 ESTs 

Hs.302040 Homo sapiens DNA sequence from PAC 43401 

Hs.126733 ESTs 

gb:QV3^T00434902WM8Oc09 DT0043 Homo 
gb:RC3^T0186-230300-0194i02 ST0186 Homo 

Hs.145527 ESTs 

gb:EST3B3206 MAGE resequences, MAGL Homo 

Hs.153967 ESTs 

Hs.127652 ESTs 

Hs.250385 ESTs 

Hs.151385 WAA0564 protein 

Hs.194225 ESTs 

Hs.98216 ESTs 

Hs.182362 ESTs 

Hs.2641 90 vacuolar protein sorting 35 {yeast homo! 

Hs.196105 ESTs 

Hs.153952 ?nudeofidase(C073) 

Hs.178784 ESTs 

Hs.341 1 4 ATPase, Na*/K+ transporting, alpha 2 (+) 

Hs.168974 ESTs, Highly similar to ALU7_HUMAN ALU S 



Hs.224864 ESTs 

gb:MR3-ST0191-020200-207-g10ST0191 Homo 
gb:MR4-BT035B490300-OQ3*01 BT0358Homo 

Hs^8649 EST 

Hs.14427 Homo sapiens cONA FU21800 fis, clone H 

gb:MR2-HT0378-240200-20So*09 HT0378 Homo 
Hs.1 674 glutamlne-fhjdose-6-phosphate transamin 
Hs.194300 ESTs,Weaidydmaartol3Bn^hypolheti 
Hs.23210 ESTs 
Hs.146492 ESTs 

Hs.236940 hypothefcal protein FU 1254 2 

gb:RCO^T0299-19010M12-e10 ST0299 Homo 
Hs.213488 ESTs 
Hs.148559 ESTs 
Hs.85050 Dhosphdamban 

gb:Homo sapiens fufl length insert cDNA 
Hs.131357 ESTs 

gb:QV3-OT0044-221 299-045^03 DT0044 Homo 
Hs.258905 ESTs 
Hs.1 84786 TBP-interading protein 

gb:RCO-CN0026^200-031-e11 CN0026 Homo 
Hs^8310B hemoglobin, gamma G 
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410140 AL134435 Hs.22269 neurexin3 2.3 

422443 WYL014707 Hs.1 16753 Nstone deacetylase 7B 2.3 

409071 AW316932 Hs.181982 ESTs 2.3 

421253 AI1B8102 Hs.31028 ESTs 2.3 

5 441398 AA932398 Hs.292035 ESTs, Weakly similar to B34087 hypolhefj Z3 

448458 AW614367 Hs.171054 ESTs 2.3 

457225 AW820035 Hs.278679 adisintegrin arri melaltoproteinase doma £3 

443718 AI083580 Hs.221373 ESTs 2.3 

445568 H00918 Hs.268744 WAA1796 protein 2.3 

10 400582 2.3 

411262 AW834480 gb:MR2-TTO014-151 199-01 1-D07TT0014 Homo 2.3 

401145 2.3 

407440 AF227135 gb:Homo sapiens candidate taste receptor Z3 

455121 BE156459 gb:aV04fT036&W010M82-f06HTM68Homo 2.3 

15 459077 N20370 Hs.235883 ESTs 2.3 

448117 H49129 Hs.172982 ESTs 2.3 

453331 A1240555 Hs.8895 ESTs 2.3 

443751 AI285839 Hs.153324 EST 2.3 

402038 2.3 

20 402176 2.3 

456605 A1827786 Hs.259044 ESTs 2.3 

432479 AL042844 Hs.275675 katanin p80 {WD4&containing) subunit B 2.3 

402527 2.3 

449272 AW137656 Hs.197645 ESTs 2.3 

25 411024 BEO62590 gb:QV1-BT0260-281099^23-f05BT0260Homo 2.3 

455608 BE011437 gb:CM4-BN0220-080500-17(W03 BN0220 Homo 2.3 

458818 AI523857 Hs.232257 ESTs 2.3 

419875 AA853410 Hs.93557 proenkephatin 2.3 

405521 2.3 

30 436517 BE080932 Hs.135225 ESTs 2.3 

456B01 AW961886 Hs.138263 Homo sapiens done 24528 mRNA sequence 2.3 

430444 AW295421 Hs.121035 ESTs 2.3 

456208 AW299698 Hs.334625 Homo sapiens cDNAFU 14890 6s, done PL 2.3 

430388 AA356923 Hs.240770 nuclear cap binding protein subunit 2, 2 13 

35 416509 N57713 Hs.260899 ESTs, Moderately similar to ZN91 .HUMAN Z 2.3 

419337 AW291112 Hs.209978 ESTs 2.3 

419S99 AA248998 Hs.173044 ESTs, Weakly similar to 138022 hypotheU 2.3 

454456 AW850984 gb:IL^CT0220-150200-068-H08 CT0220 Homo 2.3 

454633 AW811380 gb:IL3-ST0143-29099^019-D05ST0143Homo 2.3 

40 457028 AW449838 Hs.97562 ESTs 2.3 

458925 R15891 Hs.281587 Human (done CTG-A4) mRNA sequence Z3 

428336 AA503115 Hs.183752 rnicroseminoprotein, beta- 2.3 

430850 BE144152 gb:MRT>HT0165-0602(MMJ06*02HT0165Horno 2.3 

408622 AA056060 Hs.202577 Homo sapiens cDNA FU12166 fis, done MA 2.3 

45 421227 R78581 Hs.266308 mosaic serine protease 2.3 

426902 A11 25334 Hs.97408 ESTs 2.3 

430789 AA632577 Hs.310235 ESTs, Weakly similar to (78885 serine/th Z3 

447475 A1380797 Hs.158992 ESTs 2.3 

452148 AF007143 Hs.28205 Homo sapiens clone 23738 mRNA sequence 2.3 

50 430712 AW044647 Hs.196284 ESTs Z3 

458103 AW780192 Hs.267596 ESTs Z3 

420959 AA282119 Hs.88975 ESTs Z3 

444098 AV647969 Hs.109694 KIAA1451 protein 2.3 

445641 AI245987 Hs.149442 ESTs Z3 

55 449276 AW241510 Hs.252713 ESTs Z3 

452294 A1871925 Hs.117895 ESTs, Moderately similar to A47582 B-cd Z3 

457653 AI820719 Hs.1 54662 DnaJ (Hsp40) homolog, subfamily A, membe Z3 

459497 AA825742 Hs.87517 ESTs Z3 

412852 BE004117 Hs.37415 ESTs. Weakly similar to ALU1JWMAN ALU S Z3 

60 437539 AA974673 Hs.121419 ESTs 2.3 

421813 BE048255 gbte49b05.y1 Na_CGAP_Bm52 Homo sapien Z3 

411994 R6729B Hs.109087 Homo sapiens cDNA: FU 22845 fis, clone K Z3 

443476 AW068594 Hs.133878 ESTs, Weakly similar to YCO INHUMAN HYPOT Z3 

452463 R36452 Hs.300817 ESTs Z3 
65 404936 2.3 

442833 AA328153 Hs.88201 ESTs, Weakly similar to A Chain A, Cryst Z3 

440836 AW370882 Hs.222080 ESTs Z3 
405120 2.3 
400238 2.3 

70 407809 AW082279 Hs.244106 ESTs Z3 

412303 AW936336 gb:GM-DT0021-281 299-070-gl 1 DT0021 Homo Z3 

420478 AA521259 Hs.193796 ESTs Z3 

441417 AI733297 Hs.144474 ESTs Z3 

445117 A1208754 Hs.147369 ESTs Z3 

75 431162 AW971180 gb:EST38326B MAGE resequences, MAGL Homo Z2 

437036 AI571514 Hs.133022 ESTs Z2 

455849 BE146866 gb:aV4-HT0222-211099^14-f06HT0222Homo Z2 

447624 A1640326 Hs.62713 ESTs Z2 

4397B0 AL1 09688 gb:Homo sapiens mRNA full length insert Z2 
80 405706 2.2 

447732 AI758398 Hs.161318 ESTs Z2 

440625 BE539853 Hs.22452 Homo sapiens mRNA for KIAA1 737 protein, Z2 
404257 Z2 

443 



WO 03/042661 



PCMJS02/36810 



437722 AW232947 Hs.122872 ESTs, WeaMy similar to JU0033 hypotheO 12 

449133 A1631655 Hs.197919 ESTs 2.2 

456555 AW592167 Hs.293299 ESTs 12 

408134 AK000184 Hs.42945 acid sphingomyefinas^fike phosphodiesle 2.2 

5 428192 AA424051 Hs.304742 ESTs 12 

435S34 T82384 gb:yc14ro5j1 Stratagene lung (937210) H 12 

438018 AK001160 Hs.5999 hypothetical protein FU 10298 12 

446096 AI276454 gb.-qI71a1lx1 Soares_NhHMPu_S1 Homo sap 12 

_ _ 448106 A1800470 Hs.171941 ESTs 12 

10 450232 8E300815 Hs.201326 ESTs 12 

436134 AKD00618 Hs.123784 ESTs 12 

448466 AJ522109 Hs.171065 ESTs 12 

420678 AW593288 Hs.3530 TLS-associated serine-arginine protein 2 12 

430692 X80240 gb:lisapiens endogenous retrovirus HERV- 12 

15 446453 AV658469 Hs.188646 ESTs, Weakly similar to AUU INHUMAN ALU S 12 

423611 AB011163 Hs.129908 KIAA0591 protein 12 

444050 AW138295 Hs.135024 ESTs 12 

431532 AI537817 Hs.270311 ESTs, WeaWy similar to AUU1_HUMAN ALU S 12 

422669 H12402 Hs.119122 ribosomal protein L1 3a 12 

20 403388 12 

403780 12 

419423 D26488 Hs.90315 WAA0007 protein 12 

424719 H90452 gb:yv01c03.r1 Soares fetal liver spleen 12 

431453 AW753917 gb:RC0-CT0299-291199-031-F02 CT0299 Homo 12 

25 442078 AW268583 Hs.262629 ESTs 12 

452975 M85521 Hs.244482 Homo sapiens, clone IMAGE:361 171 9, mRNA, 12 

426197 AA004410 Hs.100009 acyl-Coenzyme A oxidase 1 , patmitoyl 12 

427119 AW880562 Hs. 11 4574 ESTs 12 

400486 12 

30 448482 AW294078 Hs.171092 ESTs 12 

402621 12 

408363 NM_003389 Hs.44396 coronin, actirvbinding protein, 2A 12 

424584 H10692 Hs.13310 ESTs 12 

445061 AI253094 Hs. 145227 ESTs 12 

35 431065 AA491286 Hs.128792 ESTs 12 

411908 L27943 Hs.72924 cybfine deaminase * 12 

441826 AW503603 Hs. 1299 15 phosphotriesterase related 12 

446901 AB47274 gb:tc05d0lx1 NCl_CGAP_Co16 Homo sapiens 12 

422677 AL046388 Hs.208206 hypothetical protein FU21162 12 

40 455534 AW991925 gb:PM3-BN001 1-1 301 0(W»2-b07 BN0011 Homo 12 
400163 12 

418882 NM.004996 Hs.89433 ATP-binding cassette, sub-farnily C {CFTR 12 

409206 AW364844 gb:QV3-DT0044-221 299^45^03 OT0044 Homo 12 

410556 R32158 gb:yh67a07.s1 Soares placenta Nb2HP Homo 12 

45 432584 M928829 Hs.47099 hypothetical protein FU21 21 2 12 

439482 W70045 Hs.58089 ESTs 12 

447877 AI435184 Hs.164252 ESTs 12 

418297 R91254 gteyp94e 1 1s 1 Soares fetal Rver spleen 12 
403534 12 

50 410594 AW770778 Hs.281238 ESTs 12 

414000 BE242B14 Hs.323494 ESTs, Weakly similar to T27544 zinc resi 12 

432762 NM.014099 Hs.278924 PR01768 protein 12 

437606 AA761594 Hs.122440 ESTs 12 

438550 AW976002 Hs^58402 ESTs 12 

55 439626 N22415 Hs.189080 ESTs 12 

444540 AIS93927 Hs.265165 ESTs 12 

450024 AA005129 gb:zh90h08,r1 Soares Jetaljrver_spleen_ 12 

456481 AA258033 Hs.108110 DKFZP547E21 10 protein 2.2 

435138 BE314734 gb^01152976F1 NIHJWGCJ 9 Homo sapiens c 12 

60 412887 BE007420 gb:PM^8N0142.20030(WJ01-c04 BN0142 Homo 12 

454204 AW816498 gb:QV0^T0236-171299^75*02ST0236Homo 12 

408253 AW807476 Hs.21051 Homo sapiens mRNA for FU0001 2 protein, 12 

432887 A1926047 Hs.162859 ESTs 12 

448063 AI459108 Hs.159818 ESTs 12 

65 416171 H23896 Hs,125790 leucine-rich repeatcontaining 2 12 

433098 AW190593 Hs.151143 ESTs 12 

409781 AW812266 Hs.15220 zinc linger protein 106 12 

423441 R68649 Hs.278359 absent in melanoma 1 like 12 

423646 H02364 gb^j35d06/1 Soares placenta Nb2HP Homo 12 

70 436572 AA723274 Hs.279596 ESTs 12 

447044 AFO30107 Hs.17165 regulator of Giirotein stgnaJDng 1 3 12 

448828 AI580296 Hs.174782 ESTs, Weakly similar to K1AA1 437 protein 12 

444585 AW170015 Hs.6594 ESTs 12 

__, 437334 AL353947 Hs.283780 hypothetical protein DKFZp761N1814 12 

75 431917 D16181 Hs.2868 peripheral myeBn protein 2 12 
400843 12 

455688 BE067238 gb:PM1-8T0348-15129W)01-a12 BT0348Homo 12 

449560 AA001767 Hs.17924 ESTs, Moderately similar to ALU1_HUMAN A 12 

or . 408940 M58583 Hs.652 cerebelfin 1 precursor 12 

OO 455201 AW947S84 gb:PM1-MT0010-20030r>001-g08 MT0010 Homo 12 

413617 BE155373 Hs.279518 amyloid beta (A4) precursor-like protein 12 

459495 BE544158 gb:601076707F1 WH.MGC.1 2 Homo sapiens c 12 

433225 AW816515 Hs.173540 ATPase, Class V. type 10D 12 . 
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444547 

417155 

416761 

406867 

406748 

427443 

452843 

427473 

433919 

431058 

428679 

415250 

440253 

434470 

418849 

432463 

400861 

407287 

414817 

416143 

449808 

412314 

442952 

425187 

408221 

411480 

459581 

414784 

442726 

450433 

437642 

406298 

409723 

433266 

435090 

457187 

445534 

403764 

442735 

455221 

405965 

408420 

441679 

432781 

448470 

419637 

443180 

422213 

423119 

450192 

428042 

400734 

430499 

451134 

401694 

423531 

424419 

431364 

436640 

436802 

443994 

445908 

446412 







ESTs, Weakly similar to 138022 hypoihefi 




HS. 1D0900 


rpn!irafinn trior C fadhratw 1) 1 (14 


HB5422 


Rq 108558 

ltd* 1 UOJJv 


ESTs 


M437199 


Hs.656 


cell division cycle 25C 


AW339106 


Hs.217493 


annexin A2 






ESTs 


AT796769 




ESTs 




Uc 9^77 fW 


ESTs 


AA74£711 




gb:oa56d1lr1 NCI_CGAP_GCB1 Homo sapiens 


rWVSOOOOO 




gb:EST 380941 MAGE resequences, MAGJ Homo 


/WW!/ 03 




nh-7wRfle03_s1 Soaes tests NHT Homo S3D 




Uc 9T?1Q 
nS.if 013 


Cola 


AI651329 


nS.loDZoy 


CCTe 
CO IS 


AA634818 


Hs.298138 


ESTs 


AW474547 


Hs.53565 


Homo sapiens PIG-M mRNA for mannosytiran 




We IftfiTTJ 

ns. too/ oo 


Cola 


AioVoou 




nK'hi<;Or4nR v1 UPI f^ftAP f^d^i Hrvnn "aniens 


AW902892 


Hs.23782 


hypothefical protein RJ12847 


AI955650 


Hs.79033 


glutaminyi-peptide cyctotransferase (glu 


* a en 4 fin 

AA594220 


Hs. 15403 


CCTe MnHarafohf eimflar In Al 1 17 Ml IMAM A 






hftal Rhnrk farfnr Hndina oralein 1 




Uc 1 TiftATI 
rts. i J loovj 


CO 15 


AVYU14400 


Ue OO^OQ 


Colo 


AA912183 


Hs.47447 


ESTs 


AW848022 




gb:IL3-CT0214-231299-053-A09 CT0214 Homo 


NM_000344 


Hs.288986 


survival of motor neuron 1, telomeric 


AW136066 


Hs.19145 


ESTs 




ns.to iooj 


ESTs 


At flTOOftO 




nh'Unmo cantpnc mRNA ft lit i&nnth insert 


AVv8S57b/ 


lit- r >C7QRO 


tola 


AIQCTJOvl 
Al0OO/Z4 


Ue H47fi 
rlS.O 14/0 


HAfnft<mnipn«;pDNAFLJ13872fis clone TH 




rV5. 1^ jOsj 


ESTs 


AA«W03i/ 


nS. in'JOOU 


EST 


AJ3070DO 


Ue 17C99H 

nS.l / ozvio 


CCTe 
Co IS 


R91949 




gb:yq06h06.s1 Scares feta! Over spleen 


AW867751 




gb:MRO£N0m29030CM301-aO3 SN0038 Homo 


NIUL006915 


Hs.44766 


retinitis pigmentosa 2 (X-finked recessi 


BE502267 


ns.ooyao 


ESTs 


NWL014133 


Hs.278940 


PRO061 8 protein 


AW026226 


Hs.309479 


ESTs 


W27493 




gb:31h10 Human retina cDNA randomly prim 


R15875 


Hs.258576 


daudin 12 


AA306385 


Hs.133160 


ESTs 


AA322201 


Hs.131976 


ESTs 


AA263143 


Hs^4596 


RAD514nteracting protein 


AA419529 


Hs.76391 


myxovtrus (influenza) resistance 1, homo 


AW969408 


Hs.231991 


ESTs 


AA318315 


Hs.25999 


hypothetical protein FLJ 22195 



414275 
436992 
439634 
444199 
446009 
435510 



AW752782 Hs.1 29750 hypothetical protein RJ 10546 

AK001563 Hs. 146589 hypothetical protein FU10701 

AW971382 Hs.294016 ESTs, Moderately similar to B34Q87 hypot 

AA724411 Hs.156065 ESTs 

N34486 Hs.1 70504 ESTs 

AI094805 Hs.1 35522 ESTs, Weakly similar to S38038 hypotheS 

R1 3580 Hs.1 3436 Homo sapiens clone 24425 mRNA sequence 

AW135313 Hs.150098 ESTs 

Hs.21058 hypothetical protein 

Hs.272139 ESTs 

BE222433 Hs.201262 ESTs, Weakly similar to I38022 hypolheti 

AW779544 Hs.115497 hypothetical protein RJ22655 

AI909935 Hs.65551 Homo sapiens, Similar to DNA segment Ch 

AA033714 Hs.287629 hypothetical protein RJ14260 

BE222078 Hs.1 13069 ESTs 



AW504300 Hs.295605 mannosidase, alpha, class 2A, member 2 

AW444990 Hs.258800 ESTs, Weakly similar to 138022 hypothec 

AI561173 Hs.67688 ESTs 

BE087164 Hs.302415 ESTs 

BE296227 Hs.250822 serine/threonine kinase 15 

AW970254 Hs.889 Charot-Leyden crystal protein 

AA741074 Hs.120750 ESTs 

W79377 Hs.167 rrucrotubute-associated protein 2 

A1128931 Hs.260681 ESTs. Moderately similar to ALUF^HUMAN ! 

A1989885 Hs.231926 ESTs 

BE143837 gb:MRT>HT0164-151299412-b08 HT0164 Homo 

445 



448390 AL035414 
449939 T86420 
412700 
453125 
422757 
452864 
452441 
402395 
459659 
428186 
438432 
409446 
408764 
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•5 < 
Z.1 




AlUUU/92 


nS.lUoZUy 


to IS 


La 


454560 


AW8072B1 




gD:MR4-5T0052-240300-003-g01 ST0052 Homo 


2.1 


439343 


AF085161 


Hs.1 14611 


hypothetical protein FU1 1808 


2.1 


421498 


AA292084 


Hs.1 91575 


ESTs, Moderately similar b ALU<_HUMAN A 


2.1 


414428 


BE296906 


Hs.1 82625 


VAMP (vesicle-associated membrane protei 


2.1 


406941 


X58140 




(NONE) 


21 


AACHO 
44S/1* 


A145B245 


Hs.1 67451 


ESTs 


21 


451270 


tun j 4 <v>o 

AW341392 


Hs^35795 


ESTs 


2.1 


4014UO 




Uf AMMO 


il___ -Till* c| 14 AC4 4 pinna MT 

nomo sapiens cuna rLJi4on us, none ni 


L\ 


437073 


Al 885608 


Hs.94122 


ESTs 


2.1 


4347B9 


AW292515 


Hs.194317 


ESTs, Weakly similar to T0B580 hypotheti 


2.1 


430884 


a rAri*r Jt ft 

AF053748 


Hs^48114 


glial ceD derived neurotrophic factor 


2.1 


445944 


H06335 


Hs.1 3480 


Homo sapiens clone 24875 mRNA sequence 


2.1 


405233 








21 


446512 


H30351 


Hs.207982 


ESTs 


2.1 


403188 








21 


404443 








21 


433645 


AI821746 


Hs.1 90258 


ESTs, Moderately similar to ALU6_HUMAN A 


21 


414456 


H74314 




9b7u56elO.1l Scares fetal liver spleen 


21 


433479 


AW511459 


Hs.249972 


ESTs 


21 


455482 


AW94B353 




gb:RCO-MT001 5-1 30400-03 1-d07 MT0015 Homo 


21 


446354 


AB006624 


Hs.1 491 2 


K1AA0286 protein 


21 


452004 


AIB27615 


Hs.277359 


ESTs 


21 


405059 








21 


425457 


AW964212 




gb:EST376285 MAGE resequences, MAGH Homo 


21 


403317 


U02687 


Hs.385 


fms-related tyrosine kinase 3 


21 


413801 


M62246 


Hs.35406 


ESTs, Highly similar to unnamed protein 


21 


415B71 


R55995 


Hs.283309 


ESTs. Moderately similar to ALU1_HUMAN A 


21 


432774 


AA564946 


Hs.1 56280 


ESTs 


21 


436349 


AI445255 


Hs.1 15315 


ESTs 


21 


445532 


8E138944 


Hs.1 46200 


ESTs 


21 


456313 


AA225741 




gb:nc17b10.s1 NCI_CGAP_Pn Homo sapiens 


21 


412818 


NMJ303337 


Hs.811 


ubiquitin-conjugating enzyme E2B (RAD6 h 


21 


450271 


Al 693900 


Hs.200920 


ESTs 


21 


401521 








21 


422880 


AF228704 


Hs.1 21 524 


glutathione reductase 


21 


448871 


BE616709 


Hs.1 59265 


kruppel-related zinc finger protein hcKr 


21 


449233 


BE048401 


Hs.196511 


ESTs 


21 


408217 


AI433201 


Hs.279860 


tumor protein, trans lali on ally-controHe 


21 


457003 


S78234 


Hs.1 72405 


cell division cycle 27 


21 


417448 


AA203135 


Hs.1 301 86 


ESTs 


21 


. 402103 








21 


450579 


AW136774 


Hs.48614 


ESTs 


21 


429597 


NMJJ03816 


Hs.2442 


a Qisintegrin and metaDoproteinase doma 


21 


456596 


AA291834 


Hs.78950 


branched chain keto acid dehydrogenase E 


21 


415333 


H24415 


Hs.1 3273 


K1AA0592 protein 


21 


457353 


X65633 


Hs.248144 


melanocortin 2 receptor {adrenocorticotr 


21 


434985 


AA658229 


Hs.291228 


ESTs 


21 


414729 


BE466928 


Hs. 281 901 


ESTs 


2.1 


400510 








21 


420844 


AA595522 




gb:rth22cD9.s1 NCI_CGAP_Pr1 Homo sapiens 


21 


427434 


BE538374 


Hs.301732 


hypothetical protein MGC5306 


21 


432188 


A1362952 


Hs.2928 


solute carrier family 7 (cationte amino 


21 


446296 


AA985652 


Hs.63131 


• ■ _ ****** n 14 ^4 £_ — < - Kfr 

Homo sapiens cDNA FU13155 fis, clone NT 


21 


453853 


ALO406O0 


Hs.188083 


ESTs 


21 


459108 


AW084176 


Hs.223296 


ESTs, Weakly simitar to 138022 hypotheti 


21 


430116 


A1377255 


Hs.1 83287 


ESTs 


21 


455964 


BE166924 




gb:CM4-HT050 1-240300-51 9401 HT0501 Homo 


21 


437981 


AA774445 


Hs.1 92095 


rnr. ii>--Ii .. 1 . t. I/IAK^AI 

ESTs, Weakly similar to K1AA1397 protein 


21 


439957 


AI453184 


Hs.66357 


ESTs 


21 


423734 


H02217 




gb:yj38d11 jl Scares placenta Nb2HP Homo 


21 


450721 


A1732271 


Hs.25567 


ESTs 


21 


429392 


AL109712 


Hs.296506 


Homo sapiens mRNA full length insert cDM 


21 


429986 


AF 092047 


Hs.227277 


sine oculis homeobox (DiosophOa) homoto 


21 


432919 


A 1 A^AA AA 

AUQ798D0 




gb:DKFZp434O2330_/1 434 (synonym: htes3) 


21 


434791 


A AC/QT3C 

AA549235 


Hs.1 16457 


roT* uf*«u, 1 Limn tit iljali f\r*i 01 

ESTs, WeaWy smHar to NIP3_HUMAN BCL2/ 


21 


445273 


A1218441 


Hs.1 53846 


ESTs 


21 


400514 








21 




AW99B657 


1 |_ 4 4 ft* OA 

Hs.1 1912) 


E3 ubkiuiun ugase SMURF1 


21 


416085 


H18072 


Hs 92576 


ESTs 


21 


437846 


AA773866 


Hs.244569 


esophagus cancer-related gene-2 


21 


439391 


AW975638 


Hs.293490 


ESTs. Weakly similar to 138022 hypothefi 


21 


428414 


ALD49980 


Hs.184216 


DKFZP564C152 protein 


21 


429430 


AI381837 


Hs.155335 


ESTs 


21 


449689 


AF228421 


Hs.23889 


OKF2P564A032 protein 


21 


430909 


AF034632 


Hs.248126 


G protein-coupled receptor 38 


21 


453116 


A1276680 


Hs.1 46086 


ESTs 


21 


416312 


W02640 


Hs.1 6247 


ESTs, Weakly similar to 2004399A chromes 


21 


423019 


AI640185 


Hs.283626 


ESTs 


21 


414007 


AI733895 


Hs.103813 


ESTs 


21 


459535 


AV654907 




gb:AV6549u7 GLC Homo sapiens cONA clone 


21 


448776 


BE302464 


Hs.30057 


MRS2 (S. cerevislaeHfce, magnesium horn 


21 
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421279 
443167 
459124 
448078 
435858 
430521 
431089 
407401 
426335 
451124 
425541 
406504 
410626 
4151B6 
416175 
436820 
442095 
451878 
449178 
427307 
415857 
425154 
449746 
441543 
403085 
428811 
451803 
442906 
409171 
414175 
450785 
412039 
453055 
443268 
455022 
447972 
422942 
400451 
406668 
450159 
404834 
448732 
423453 
421447 
408774 
419986 
405732 
417848 
442875 
420344 
455778 
426953 
440454 
433917 
424872 
454658 
441963 
439498 
456224 
413525 
444702 
417787 
400612 
41087B 
414494 
427027 
451067 
455032 
417945 
438268 
424754 
404599 
459655 
402455 
459278 
421987 
400339 
438206 
458451 
447534 
417687 
412717 
405759 



AW664878 Hs.106645 ESTs 

A1202009 Hs.132087 ESTs 

AW301478 Hs.184592 protein kinase, lysine deficient 1 

AI460117 Hs.170464 ESTs, Highly siriar to A53933 myosin I 

BE545498 gb£01 070344F1 N1H.MGCJ2 Homo sapiens c 

NMJJ16383 Hs.242183 HOM-TES-85 tumor antigen 

BE041395 Hs.283676 ESTs, Weakly simiar to unknown protein 

AF029325 gb:Honio sapiens ternbinbeta4 chain pre 

AA375802 gb:EST88135 HSC172 ceils II Homo sapiens 

AI186203 Hs.31432 cardiac ankyrin repeat protein 

AA359119 gb:EST68172 Fetal lung II Homo sapiens c 

gb:601299771F1 NIH_MGC.21 Homo sapiens c 
Homo sapiens cDNA FU14199 fis, clone NT 
ESTs, Moderately similar to ALU 1. HUMAN A 
ESTs 
ESTs 
ESTs 
ESTs 

PDZ domain-containing guanine nucleotide 
Homo sapiens cDNA FU11381 fe, done HE 
collagen, type IX, alpha 1 
ESTs, Weakly similar to CP4YJHUMAN CYTOC 
ESTs 



BE407727 
AA160945 
H24230 
AI684535 
A1733162 
AI821027 
AI633748 
AF117947 
AAB66115 
NM.001851 
A1668594 
AI733014 

AA436052 
BE541174 
AW296888 
R17126 
A130B876 
AA852713 
AW887384 
AW291436 
AI800271 
AW850845 
AL137275 
AF054839 

T62745 
AI702416 

BE614063 
AW450737 
AB005216 
AW270899 
A1345455 

AA206581 
BE623003 
BE463721 
BE088746 
A1769281 
AI733037 
AI809325 
AA347923 
AW812330 
AI733307 
AA908731 
AW292905 
BE145899 
AI220122 
R14948 

AW809201 
AA768491 
A1924294 
BE1721B6 
A1830890 
R29072 
AA782163 



Hs.14479 
Hs.271498 
Hs.200811 
Hs.128470 
Hs.8429 
Hs.197597 
Hs.174795 
Hs.127797 
Hs.154850 
Hs.176588 
Hs.269715 

Hs.99487 
Hs.252058 
Hs.170939 

Hs.103849 
Hs.25459 

HS31917 
Hs.129445 

Hs.20137 
Hs.122540 



ESTs 

ESTs, Moderately similar to PC4259 tern 
ESTs 

gb7g09c1U1 Soares infant brain 1NIB H 
hypothetical protein DKFZp761D112 
Homo sapiens, alpha-1 (VI) collagen 
gb:RC0-OT0089-130300-021-d07 OT0089 Homo 
Homo sapiens, done 1^(30:9658, mRNA, comp 
hypothetical protein FU12496 
gb:iL3-CT0220-1 1 1 1 99-028-D1 1 CT0220Homo 
hypothetical protein DKFZp434P0116 
tetraspan 2 



Hs.184411 albumin 

Hs.200771 ESTs, Moderately similar to A Chain A, T 

Hs.334689 KIAA1 838 protein 

Hs.128791 CGI-09 protein 

Hs.104481 Nek, Ash and phospholipase C binding pro 

Hs.254569 ESTs. WeaWy similar to B34087 hypothefi 

Hs.78915 GA-binding protem transcription fador, 

Hs.39457 ESTs, Weakly similar to JC5314 COC28Wc 
Hs.23625 Homo sapiens done TCCCTAQ0142 mRNA sequ 
Hs.97101 putative G protein-coupled receptor 

gb:CM2-BT0693-210300-12W09 BT0693 Homo 
Hs.97439 ESTs 

Hs.129990 ESTs mc4nntini 
Hs.122B14 Human DMA sequence from done RP5-1028D1 

gb:EST54302 Fetal heart II Homo sapiens 
Hs.11123 DKFZP564G092 protein 
Hs.128002 ESTs 
Hs.58297 atlB protein 
Hs.128770 ESTs 

gb:MRO-HT0208-221299-204-b10 HT0208 Homo 
Hs.326560 hypothetical prdein MGC2780 
Hs.238*3 ESTs 

Hs.314248 ESTs. WeaWy similar to ALU4JWMAN ALU S 

Hs.6783 hypotheucal protein FU22724 

Hs 173259 uncharacterized bone marrow protein BM03 

gb:MRD-HT0559-11030(M)054i11 HT0559 Homo 
Hs.192422 ESTs 

gb:F1-101 D 22 week old human fetal Twer 
Hs.293502 ESTs 

gb:yf23b1lr1 Soares fetal Cver spleen 



AW294659 Hs.34054 Homo sapiens cDNA: FU22488 fis, clone H 

AI133161 Hs.286131 CGU 01 protein 

X57131 Hs.248209 H2A histone famfly, member F, pseudogene 

AA780385 Hs.1878B5 ESTs 

AW297181 Hs.195922 ESTs 

AW953935 Hs.30837 ESTs 

AI82B596 Hs.250691 ESTs 

W00973 Hs.334728 ESTs 
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405413 2.1 

442081 AA4018S3 Hs.22380 ESTs 2.1 

457938 AI373538 Hs.133900 ESTs 11 

420687 AA279392 Hs.88605 Homo sapiens cDNAFU 13427 lis, done PL 2.1 

5 428822 W28418 Hs.30715 potassium voltage-gated channel tsk-rel 11 

415835 F13168 gb:HSC3JF101 fwrmafized infant brain cDN 2.1 

411421 BE272110 Hs.21177 ESTs 2.1 

437825 AA769123 Hs.291947 ESTs 2.1 

437083 AW082597 Hs.244862 ESTs 2.1 

10 409455 AA436207 Hs.226666 ESTs, Moderately simitar to 154374 gene 11 

433523 H29882 Hs.162614 ESTs 11 

446868 AV660737 Hs.1 35100 ESTs 11 

445882 AI948717 Hs.225155 ESTs, WeaWy similar to A46302 PTB-assoc 11 

438005 BE15174B gb:PM1-HT0305^)61 29^003^06 HT0305 Homo 11 

15 406817 AI936028 gfcwc47a09j(1 Na_CGAP_Gas4 Homo sapiens 11 

410486 AW235094 Hs.69233 zinc finger protein 11 

411940 AW876686 gb:CM4-PT0031-180200-507-e05 PT0O31 Homo 11 

412446 AI768015 Hs.92127 ESTs 11 

„ 457289 AW573204 Hs.137078 ESTs 11 

20 400335 Y131B7 Hs.248067 Homo sapiens dmd gene, intron 11 10 

435959 AW296243 Hs.118375 ESTs 10 

448188 AW001835 Hs.13323 hypothetical protein FU22059 10 

418339 AA639902 Hs.104215 ESTs. Moderately similar to SPCN.HUMAN S 10 

420430 A1703192 gbwd92h04j(1 NCLCGAP_Lu24 Homo sapiens 10 

25 445717 AW664658 Hs.149332 ESTs 10 

451862 H09260 Hs.32333 ESTs 10 

459666 10 

441996 BE349537 Hs.38383 ESTs 10 

412194 AW900282 Hs.115412 hypothetical protein FU13881 10 

30 444229 AV648613 Hs.282397 ESTs 10 

441635 AI908538 Hs.133000 ESTs, Weakly similar to S26689 hypotheti 10 

421387 AF059566 Hs.103983 solute carrier family 5 (sodium iodides 10 

414373 AW 162907 Hs.75969 profouHich protein with nuclear target 10 

428209 AA424197 Hs.98947 ESTs, Weakly similar to S33496 trypsin ( 10 

35 443520 W90022 Hs.186809 ESTs, Highly similar to LCT2_HUMAN LEUKO 10 

409248 AB033035 Hs.51965 WAA1209 protein 10 

444518 AI160278 Hs.146884 ESTs 10 

422237 M13149 Hs.1498 hisMine-rich glycoprotein 10 

A ^ 409316 U2B251 Hs.53237 ESTs, Highly similar to Z169JfUMAN ZINC 10 

40 402725 10 

413783 AA314337 Hs.301547 ribosomal protein S7 10 

423867 AA331885 gb:EST35757 Embryo, 8 week I Homosapien 10 

425008 AW675764 Hs.174248 ESTs 10 

427271 AW195922 Hs.188758 connexin59 10 

45 444102 AV647953 Hs.83077 interieukin 18 Orrterfen^anuiia-inducin 10 

445829 AI452457 Hs.145526 ESTs 10 

452366 AK000464 Hs.29276 hypothetical protein FU 20457 10 

457652 AF116656 Hs.273809 Homo sapiens PR01 167 mRNA, complete cds 2.0 

429540 MB5776 gb:EST02297 Fetal brain, Stratagene (cat 10 

50 459456 AA485036 Hs.190124 ESTs 10 

409840 AW502122 gbAJI-HF-BR0p-ajr-c4)WWJLr1 NIH_MGC_5 10 

441025 AA913880 Hs.176379 ESTs 10 

457802 T78013 Hs.167279 FYVE-finger-containing Rab5 effector pro 10 

_ _ 445627 AW818475 Hs.7363 ESTs * 10 

55 440299 A1871778 Hs.250112 ESTs 10 

401236 H24185 Hs.92918 hypothetical protein 10 

429996 N90822 Hs.48969 ESTs 10 
455135 AW857989 gb:PM2CT0328-28129940Se04 CT0328 Homo 10 

_ 411537 BE073250 gb:MR0-BTO551 -Q5Q300-1 02-e05 BT0551 Homo 10 

60 433449 AW772282 gb:hn71b05jc1 NCLCGAP.Wd 11 Homosapien 10 

454197 BE140966 gb:MRD-HTQ06£081 1 99-002-M6 HT0065 Homo 10 

445297 BE544163 Hs.87128 hypothetical protein FU23309 10 
403977 10 

_ _ 458948 AI695359 Hs.280943 ESTs 10 

65 418663 AKO0110O Hs.41690 desrnocoflin 3 10 

411479 AW848047 ' gb:IL3£T021 4-291 299-052-A12 CT021 4 Homo 10 

426536 AI949749 Hs.44441 ESTs 10 

442765 BE567353 Hs.99480 ESTs 10 
400859 10 
70 405829 10 

411863 BE075244 Hs.12420 ESTs 10 

415258 AW752247 Hs.293853 ESTs 10 

416093 RS0685 Hs.268698 ESTs, Moderately similar to ALUC_HUMAN ! 10 

„ 416184 R48481 Hs.269177 ESTs, Weakly similar to ALU6_HUMAN ALU S 10 

75 437733 A1792574 Hs.122876 ESTs 10 

453118 AW195849 Hs.252757 ESTs 10 

457039 H29990 Hs.101937 sine ocufis Itomeobox {Drosoph'Ja) homolo 10 

444292 A1139794 Hs.146569 ESTs 10 

OA 431360 NM_000427 Hs.251680 toricrin 10 

oO 407644 016315 Hs.37288 nuclear receptor subfamfly 1, group D, m 10 
412029 AW886238 gb-J?C5-OT0078-28030tW)22.f01 OT0078 Homo 10 

438522 AA809431 Hs^58886 ESTs 10 

422634 NNL016010 Hs.118821 CG1-62 protein 10 
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418790 H95693 gteySSdlUI Soa*sj>ineal^-N3HPG 

442950 A1500417 Hs.46764 ESTs 

457040 N77B24 Hs.173717 phosphafidic acid phosphatase type 2B 

S AM6176 Hs^697B3 ESTs, WeaWy similar to ALU1_HUMAN ALU S 
402674 

408733 AW2S4812 Hs.254290 ESTs 

408767 AA057279 Hs.211928 ESTs ^ UoT . 

NMJH 6250 Hs.278963 zinc finger DNA binding protein Helios 
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432801 

418205 L21715 
404604 



Hs.83760 troponin I. skeletal, fast 



401986 

415318 T05544 



413627 BE182082 Hs.246973 ESTs 
402341 

438090 AA777534 Hs.191992 ESTs , , 

421303 T06464 gb:EST04353 Fetal brain, Straiagene (cat 

411417 AW845481 gb:MR1-CT0056-201 19940W)04 CT0056 Homo 

gb:EST04433 Fetal brain, Stratagems (cat 

417756 Z43056 gb:HSC12B021 nwrnaiized infant brain cON 

418301 AW976201 Hs.53913 hypothetical protein FU 10252 

433755 AW085934 Hs.120868 ESTs 

435413 A1267476 Hs.46669 ESTs 

447555 M2 Hs.160963 Homo sapiens, done MGC:12318, mRNA, cot 

456175 AW296024 Hs.1 50434 ESTs 

458433 AL135352 Hs.255883 ESTs, Weakly similar to I3B022 hypothefi 

446595 T57448 Hs.15467 hypothetical protein FU20725 

447678 BE385257 Hs.336457 Homo sapiens dopamine receptor Interacti 

446150 AW72167 Hs.302739 ESTs 

453445 AL036532 Hs.91453 ESTs 

444420 A11 48157 Hs.146766 ESTs 

X " gbS/4+ITO1^W1 199-02M1 2 HT0315 Homo 

430970 A1018210 Hs.144083 ESTs 

412277 BE277592 Hs.73799 guanine nucleotide binding protein (G pr 

413025 AA805265 Hs.291646 ESTs 

424083 AF055018 Hs.139137 Homo sapiens done 24442 mRNA sequence 

S BEIttS HS137475 l^^^^m^Ho^ 

423942 AF209704 Hs.135723 glycolipid transfer protein 



430340 AA476777 

425686 M73531 

425075 AA506324 
400285 
405966 

407407 AF050198 

411459 BE142707 

415105 D60166 

434531 AA642007 

447153 AA805202 



Hs.1937 
Hs.1852 



gfczw94g11.r1 Soares_total„fetus_Nb2HF8. 
retinal degeneration, slow (retinitis pi 



gb:Homo sapiens putative mitochondrial s 
gb:MR0-HT0157-191199-002-g12HT0157Homo 
gb:HUM089G1 IB Ctontech human fetal brain 
Hs.1 16369 ESTs 
447153 p-^mutu'ui Hs.315562 ESTs 
447185 AW377092 Hs.99601 hypothetical protein FU 12553 
455686 BE067870 gb:RC0-BT0362^2129W)31-b06BT0362Homo 
456510 AK001652 Hs.99423 ATP-dependent RNA hefcase . 
400617 MM HS.36C9 ^ W^Pr, Hcn» 



418647 AA226198 
401785 

433417 AA587773 

420777 AA280223 

439509 AF086332 

430203 L36140 



Hs.8859 Homo sapiens, Similar to R1KEN cDNA 5830 
Hs.130865 ESTs 
Hs.58314 ESTs 

430203 L3614U Hs.235069 RecQ protein-fike (DNA helicase Q1-Bke) 

AA397658 Hs.60257 Homo sapiens cDNA FU 13598 fis, done rL 
455540 BK80231 jaWOTOM 2020041 241 1 BT0629 Homo 

437620 AW976930 Hs.12876Q ESTs 
407528 X64990 
402048 
403623 

411518 AW850246 
417531 NM.003157 Hs.10B7 
422600 BE143586 Hs.87 



CO I 3 

gb:rlsapiens mRNA HTPCRX16 for olfactory 



gb:lL3-CT0219.29109W)21-E07 CT0219Homo 
serine/threonine kinase 2 
reBncolastorna-like 1 (p107) 
423347 AI660412 Hs.234557 ESTs 
424560 AA158727 Hs.150555 protein predided by done ^23733 
433153 ' AA578512 gb:nh22e1U1 NCLCGAPJ>r1 Homo sapiens 

433347 AFO23130 gb:Homo sapiens Ras-GRF2 mRNA, partial c 

435373 AW665538 Hs.1 17689 ESTs 

S S Kf 

454423 AWB03985 g b:RC4-CN0048.14010(W)11-a04CN0048Homo 
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Table 31B 






Pkey: 


Unique Eos probeset identifier number 


CAT number Gene duster number 


Accession: 


uenudiiiv bcpb 


>5rUll nuinows 


Pkey 


PAT mimKof 


Accession 


407764 


1fi14RZQ 1 


npnftPAA7 ncn/iRiofi rc/mwiyw DcnQ9?i 1 awotcoco 

Dcuuootr Dtuuoozu btuooou/ dcuojoi 1 Awu/oyoo x 


408274 


1A40QQ 1 


R1 7"31 5 7/C3QC>| AAnG9CX7 
t\ 1 1 J 1 9 Z403 04 AAUD034 / 


408591 


1074933 1 


AW9^fK9i; OCTRO1 17 
ay y4Juj43 oc400 1 1 1 


409171 


1irUB7Q~1 


D1710C D9Q/ICC Uft0771 
HwlZO rw043o MUZ/ / I 


409206 


1 IUO 10 l_l 


AW3RXRXX A1A/9R/JM7 AVA/077C5/1 AlA/tOTCd? A 1MOT7CCO 

AWJ04044 AWoo4o4 / A VV 30/004 AW307030 AW307o59 


409623 


1144047 1 


AW44918S AW44 n fifi«; RF99IW71 


409699 


1149033 1 


RCI^Rtrn QC1CX70C A^AMRQIX^ □C1C/Q1C DC1CXCC7 
DEIMKXJ Bfc 104/00 A W400040 bfc I04O10 Dfcl 3400/ 


11T30IO 


lic«oe"4 

1 1 3OO30.I 


AW&tnacx AU/cni 111 amjcai tox 
Avvouuyy» awouiii 1 awou 1 034 


409840 


iiccn7i 1 

1 lOwf 1_1 


a \AJCrtOl 00 AUismiv AiAtcmcc? AUicniTin 
AW5UZ 1 Zz AWoUZ 1 a AWoU looo AW501 720 


410201 


118355 1 


A&19R19Q AAlORmi AAHft9CCl 
rJ\ 140 143 AA 1 4DU00 AAUO430 1 


410483 


I7f\4qqc i 
14Vrt330_ 1 


DC1C^CC7 DDt71CQQ DCrt7*5TX7 nr/ITWBn DrntTOUfi f>rrt717JIQ BC^MJnc imnrm-rn nrtriin< nrn^A^rvi 

btioooD/ btu/oooy btU/o/4/ BbDMf oU dcO/o/Js Bt07374B Bel 63435 AW75017B BE163491 BE073763 BE073671 


H IU3UU 


IZUOJZJ.l 


WJ944Z AWtMoi 15 AW845 108 AW751967 AW846083 AW846087 AVV846O90 


1 1 IDOO 


IZU/OZZ.l 


NJo WO AW753D94 AW753093 


lUOOo 


lOARICT 1 


K04I bo AW754D55 AW754054 AW754053 AW754045 AW857320 


410615 


19190YV4 1 

J4 144U0_ I 


AW770701 AW/B7T370 U0OO1 0 


H IU040 


1O10KO1 1 
1ZIZ0Z1_-1 


DCXfl7797 


410644 


191T70*; 1 
IZI0/3O_l 


AW0OO1OC Amnooci AXktovn/n Aifcitwnift 
AVVsUZl 40 AW/yZBW AWo377Q3 AWB377 1 0 


410672 


101/RRO 1 
1Z110CZ.1 


AW f34oUU AW rS4/o0 


410845 


199TRR1 1 
144000 1.1 


AWoW 1 BZ AW0U73ZO AW807053 AW807183 AWB07192 AW807033 AW807061 AW807286 AW807097 AW807270 AW807372 AW807280 






nWoUrZOO 


410888 


199SQ^A 1 
1 44O3j0_ 1 


AlAJRC10ft7 AU/OAOCAQ 


410901 


1226077 1 


AWRinnm AWflinnQ9 AWflini7n A\A/nnQCflX AUinnocCX AVA/umica AU/QirMOa AtAfQinona auxkiuw Aiitoiniej At«fo<n4^e iiimnninr 

awoiuuu 1 Awoiuusz AYVOiui r u AWouSotw AWoU3oo4 AWol Uooo AWollMZo AWoi 0209 AW8 10429 AW810154 AW810168 AW809786 






/LWRmrtflA AWftAQfi79 AWRAQRQA AWR1fK«;9 Auminoxt; AWfflKVUI AurQnoocn 
AVV01UUUO A* V 01/30 f 4 AVV0U3D34 AVVOIUOOZ AW01U040 AW0 1 U4JZ AWOUssOU 


410934 


19979Xf\ 1 
1 ZZl ZW.l 


AWol 1 1 14 AWol 10»o AW61 1087 AW81 11 24 AW81 1054 AW81 1094 AW81 1157 


410999 


I4400U3.1 


AUUM^nnX AU/ai9QR9 AIA/Q10QC1 
AW010UU4 AWOlZsOZ AWOlZsol 


411004 




AWo1oZ42 Bt 146089 AW81 3195 AW8 131 73 AW813206 BE145953 BE146212 AW813196 AW854582 AW813241 BE061582 


411016 


190Q1"W 1 
IZZ3 IOZ.I 


A\A/n19X9Q A1AKt1QX/1i( AUfDI^C? A\ArQ1'9'3CQ A\A/04Q^OO AlirDIOiU 

AWBi34Zo AWol 3444 AWol 3367 AW81 336B AW813429 AW81 3424 


411024 


1000*510 1 
1ZZ301U_1 


o tUoZoyU AWol dobo Bel 47 1 01 


411093 


1911 Q7f, 1 
1 40 i3/u_i 


QC/1C7Ccn AU/Q17nC^ 

□cuo/oou Awoi ruoo 


A111RR 
Hi 1 100 


lo^cnan 1 


AW/mnCT AIKFQOIOC? A\AiD'>4neO 

AWoZlZO/ AWoZIZbT AWo4i283 


AH OA A 

41 1Z44 


■ZJb4U7_4 


AW833768 AW833631 AW833435 AW833533 AW833554 AW833543 AW833557 


411262 


1 Z J0330_ 1 
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AW875972 AW875983 AW875974 AW876000 AW875966 AW876050 
AW876627 AW876630 AW876631 AW876625 

AW877139 AW877135 AW877018 AW991835 AW877128 AW877108 AW877017 AW877107 
AW977806 AW887923 AW886321 

AW886156 AW887926 AW886324 AW886236 AW8B7906 AW886304 
AW893961 AW893998 AW894034 AW894019 
AW895438 AW896534 AW896500 AW896540 AW896446 
AW983901 AW984485AW947715 

AW948353 AW948351 AW948331 AW948303 AW948336 AW948305 AW948299 AW948346 AW948352 
AA102322 

BE144762AW979091 

AW991925AW991919 

BE080231 AW993284 AW993293 AW993000 

AW995423AW995373 

BE003714 BE003721 BE003720 BE003716 ^ ^ 

BE007829 BE007815 BE007822 BE007996 BE007835 BE007837 BE0D7824 BE007B36 BE007827 
BE011437 BE011402 BE01 1395 BE01 1428 BE01 1407 BE01 1421 BE011406 

BE0659B4BE065942BE065955BE066085 .^l.,^ 
BE067238 BE067235 BE067240 BE067256 BE067263 BE067235 BE067260 BE067253 BE067248 BE067252 
BE067870 BE067866 BE165133 BE165334 BE165329 BE165332 
BE074910 BE074913 BE074911 BE074903 BE074892 BE074935 
BEO79307 BE079309 

BE088746 BE0B8802 BE088755 BE088876 BEC88947 BE088881 BE088952 



BE146866 BE146865 BE146867 

BE149024 BE149056 BE152826 BE149025 BE149057 BE152819 BE149030 BE149052 BE149023 BE149055 

BE152239BE152242BE152230 

BE153208 BE153146 BE152981 

BE1586B7BE158688 

BE166924 BE166921 BE156925 BE 16691 5 BE1 66970 BE166968 , 

BE179015 BE178965 BE179010 BE179002 BE178961 BE179005 BE178964 BE179012 BE179011 BE178963 BE178997 

453 



WO 03/042661 



PCT/US02/36810 



455993 1398655.1 BE179085BE1 79084 BE 1 79086 BE1 79264 

456186 1618618J W26642 H88394 

456313 177240.1 AA225741 AI734056 AI820965 A! 732 153 AA259201 AA225731 

455394 1843275.-2 W28506 

456407 184986J AW968614 AA243209AA281411 

456476 191761J AA256753AW628580 

457242 307984.1 AA457011 AI978850 

457824 41515_6 ' R8493BAL047151 AA310309AW063200AI569528AI307823N49975 

458804 75803.1 AL1 57625 N72696 BE622492 

458890 812733.2 AW8S5523 AW86512B AW865467 AW865127 AW85546S 

459150 920051.1 AI904723 A1904725 AI904729 AI904722 AI904758 AI904736 

459201 925883.1 AW391177 W45021 



TABL£31C 

Pkey: Unique number corresponding to an Eos pro beset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gt) numbers. "Dunham I. et al.* refers to the publication entitled "The ONA sequence of 

human chromosome 22.' Dunham I. et aL. Nature (1999) 402:489-495. 
Stran± Indicates DNA strand from which exorts were predicted. 
NLposiOon: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


KLposiOon 


400451 


8113550 


Minus 


- 

82189-82320 


400462 


9929659 


Minus 


197610-1 977B5 


400486 


8569885 


Plus 


181108-181605 


400510 


9796540 


Minus ■ 


139633-139910,140469-140979 


400514 


9796594 


Minus 


78844-79025^0850^0^1,89754-89941,93750-93891 


400579 


9887603 


Plus 


21323-21526 


400582 


9887609 


Plus 


88642-88726,89716-89866 


400587 


9887626 


Plus 


25435-25588,25668-25747 


400508 


9887666 


Minus 


96756-97558 


400612 


9929646 


Minus 


151513-151662 


400513 


9864507 


Plus 


92278-92472 


400641 


8117693 


Plus 


4786-4992 


400643 


8117693 


Plus 


12818-13016 


400706 


7249204 


Minus 


78299-78686 


400734 


8118979 


Plus 


122853-123971 


400816 


8569993 


Plus 


161221-162078 


400843 


9188605 


Plus 


5863-5970.7653-7784.8832-9023.9673-9807,10634-10789,15254-15403,23827-23958 


400844 


9168605 


Plus 


24746-24872,25035-25204 


400859 


9757499 


Minus 


91888-92018,98131-98294,99474-99570 


400861 


9757506 


Plus 


163855-164016 


400889 


9958234 


Minus 


169782-170036 


401078 


3687273 


Plus 


105052-105171 




OOCCE10 

9903910 


Minus 


OSOOZ-OOl/4 


401132 


8705350 


Minus 


85679-85795 


401145 


2547238 


Plus 


17599-17776 


401189 


9590246 


Minus 


90815-90929 


401200 


9743387 


Minus 


111S86-111806J14791>114916J15419-115583J16351-116446.116847-116907,122853-123067,124982-125407 


401344 


9926411 


Minus 


8247842602,86952-87110 ' 


401361 


9958052 


Plus 


153093-154106 


401365 


9796180 


Minus 


119572-119672 


401449 


8574316 


Minus ( 


144928-145030 


401497 


7381770 


Plus 


92607-92813 


401521 


7705251 


Plus 


9127-9234 


401526 


7770561 


Plus 


91570-93177 


401602 


7689963 


Plus 


101096-101253 


401614 


7839924 


Plus 


17350-17735 


401645 


7657839 


Minus 


3498635133 


401694 


3540172 


Minus 


64056-64168 


401775 


9966311 


Minus 


110228-110340 


401785 


7249190 


Minus 


165776-165996,166189-16814,16640^6656^ 


401882 


8139716 


Phis 


86465-87077 


401887 


7229981 


Plus 


93973-94120 


401986 


4406829 


Minus 


31137-31293 


401992 


4153858 


Pius 


3145231649 


402038 


7684482 


Minus 


100751-100885 


402048 


8072512 


Plus 


43936-44078 


402076 


8117410 


Plus 


128316-128627 


402103 


7249203 


Plus 


14453-15414 


402131 


7704961 


Minus 


33114-33209,33495-33678 


402176 


7543687 


Minus 


10-750 


402230 


9965312 


Minus 


29782-29932 


402333 


8844110 


Minus 


165693-165856 


402341 


7556696 


Plus 


22583-23699 


402395 


9929693 


Minus 


131016-131998 


402429 


9796372 


Minus 


57622-57793.59282-59402,59624-59827 


402430 


9795372 


Minus 


62382-62552 


402455 


9796753 


Minus 


139640-139779,140558-140660 


402527 


9800805 


Plus 


4722-4916 l 17858-18K7 l 19964-20140,24423-24605^6699-26881 
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402615 9926601 Plus 131390-132157 

402621 9930950 Plus 130806-131036 

402674 8077108 Minus 39290-39502 

402725 8979991 Plus 107231-107383 

5 402790 4835258 Minus 147744-147861 

402867 5596716 Plus 52806-53106,53500-53818 

402953 9408724 Minus 122603-122743 

403003 5441423 Minus 79403-79560.79712-80021 

403011 6693597 Minus 346*3623 

10 403065 8954197 Minus 71615-71773,73930-74144 

403188 9838289 Minus 157618-157755 

403271 7230852 Plus 134283-134485 

403273 8018055 Plus 133809-134099 

403281 8072630 Minus 7521-7728 

15 403296 8096530 Minus 35913-36520 

403310 8139936 Minus 183883-184026 

403329 8516120 Plus 96450-96598 

403341 8569175 Plus 30699-30910 

403344 8569726 Plus 70823-70990 

20 403356 8569930 Plus 92839-93036 

403381 9438267 Minus 26009-26178 

403388 9438331 Plus 112733-113001.114599-114735 

403396 9438367 Minus 952-1160 

403501 7534005 Minus 108903-110438 

25- 403513 7656757 Minus 155310-1 55435,1 5B402-158535 

403515 7656757 Minus 173358-179553 

403534 8076917 Minus 46652-47332 

403549 8081591 Minus 137150-137362 

403568 8101145 Minus 85509-85658 

30 403574 8101156 Plus 5542-6176 

403619 8569810 Plus 62501-62653 

403623 8569879 Minus 3519-5426 

403625 8569879 Plus 6551-7111 

403637 8671936 Minus 142647-142771,145531-145762 

35 403667 6850483 Minus 1344-1442,1545-1697 

403677 7331517 Minus 55008-55083.62860*3051 

403691 7387384 Minus 88280-88463 

403696 3135242 Minus 143467-143634 

403743 7652003 Minus 136463-136646 

40 403760 7712202 Minus 45910-46260.4756W7824 

403764 7717105 Minus 118692-118853 

403776 7770611 Minus 1414-1513,1624-1756 

403780 8076989 Plus 93160-93409 

403786 8083636 Minus 73028-73217 

45 403891 73314S7 Minus 191508-193220 

403895 73B1715 Minus 3502-4002.40704308 

403977 7657840 Minus 115573-115820 

404043 9558573 Plus 29042-29135,46597-46699 

404059 3548785 Phis 104326-106788 

50 404076 9931752 Minus 3843-3967 

404196 3805917 Minus 67928-68109 

404249 8655533 Plus 64270-64633 

404257 9367215 Plus 15262-16227 

404285 2326514 Plus 32282-32416 

55 404288 2769644 Plus 3512-3691 

404367 9965011 Minus 114391-114628 

404443 7579073 Minus 8719B-87441 

404453 7657714 Plus 27768-29179 

404476 8080699 Plus 101841-102043 

60 404513 8151941 Minus 112837-113339 

404561 9795980 Minus 69039-70100 

404569 7249169 Minus 104257-104348,104822-104970 

404577 4020145 Pius 17991-18420 

404588 6456726 Minus 4005940210 

65 404599 8705107 Pius 110443-110733 

404604 9212537 Minus 72019-72509 

404638 9796751 Minus 99433-99528.100035-100161 

404767 7882827 Minus 23244-23759 

404793 7232206 Minus 61087-61590 

70 404822 3810614 Plus 7541-8132 

404834 691 1 603 Minus 37948-38226 

404845 7958980 Minus 47174-47326.52928-53146,53312-53602 

404898 7331420 Minus 177015-177328 

404936 6850774 Plus 191519-191664 

75 404957 7407927 Plus 147512-148011 

405017 6532084 Plus 35551-35690 

405059 7656683 Plus 349-822 

405090 8072525 Mnus 38552-39202 

405093 8072575 Plus 95878-95020 

80 405120 8099940 Plus 140176-140340 

405170 - 9966524 Plus 37047-37198 

405229 7249019 Plus 51081-51701 

4D5230 7249032 Minus 97493-97682 
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7249045 


Plus 






7249178 


Minus 
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Plus 
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405547 


1054740 


Phis 


40/IOC1 4 OvICOft IOjIQI 4 40CACA 

1 /4001-1 /4o/U, 1/4314-1 /oUOU 


405605 


CQOC10C 


Minus 


117n7f\ 4 4707H 

ii/U/U-1 1///U 


405608 


5815499 


Minus 


DoB2Z-ODS20 


405629 


4508116 


Minus 


lUlb/o-lUiobo 


405634 


boub/oo 


Plus 


170CC 170C7 4 COT) 40X10 40QQ7 1Q007 O07QH OOQQO 

i /ooo-i /yo/,iooa£-ib4i/,iood/-ioy// l ///yu^//yoy 


405654 


4895155 


Minus 


riMii Mien 

000/4-00/59 


405692 


4314424 


Plus 


Dl 0/9-0/00/ 


405706 


4165003 


Plus 


AAim aaao4 Anan jnono 
440^7-44401,43019-4300/ 


405720 


07Q71 A A 

y/y/144 


Plus 


n/ino 1QQB4 


405732 


7534017 


Plus 
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405759 
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Minus 
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Minus 
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Minus 
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Plus 
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406091 


Q19V11Q 
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I3f 0/v*13/300 


406092 


9123919 


Plus 


251370-251797.25216&-252882 


406298 


56B6278 


Minus 


30084-30770 


406327 


9212407 


Pius 


168241.168492 


406333 


9213235 


Plus 


64589-64798 


406364 


9256114 


Minus 


50715-50833 


406377 


9256135 


Plus 


126826-126979,129755-129942 


406413 


9256407 


Plus 


4385844003,4699W7136 


406468 


9795553 


Plus 


43734616,0370-9046,11366-11509,11625-11880 


406470 


9795562 


Minus 


15532-15697 


406504 


7711360 


Minus 


107058-107277 


406506 


7711374 


Minus 


6843-8077F 


405592 


4567182 


Plus 


352560-352963 



Table 32A lists about 969 genes unregulated in lung fibrosis relative to normal body tissues. Types of pulmonary fibrosis samples Included in this analysis were idiopathic pulmonary 
fibrosis (IPF). hypersensitivity pneumonitis (HP), and non-specific Interstitial pneumonitis (NS1P). These genes were selected Item 59680 probesets on the Eos7Anymetrix Hu03 
Genechip array. Gene expression data for each probeset obtained from this analysis was expressed as average intensity (Al), a normalized value reflecting the relative levels of 
mRNA expression. 

Table 33A lists about 800 genes upregulated In lung fibrosis relative to normal lung. Types of pulmonary fibrosis samples included in this analysis were idiopathic pulmonary fibrosis 
(IPF). hypersensitivity pneumonitis (HP), and non-specific interstitial pneumonitis (NSIP). These genes were selected tram 59680 probesets on the Eos/Afryrnetrix Hu03 Genechip 
array. Gene expression data for each probeset obtained from this analysis was expressed as average Intensity (Al), a normalized value reflecting the relative levels of mRNA 
expression. 

Table 34A fists about 703 genes upregulated In idiopathic pulmonary fibrosis (IPF) relative to nypersensiuvity pneumonilis (HP) or non-specific intersfifial pneumonitis (NSIP). These 
genes were selected from 59680 probesets on the Eos/Affymetrix Hu03 Genechip array. Gene expression data for each probeset obtained from this analysis was expressed as 
average intensity (Al), a normalized value reflecting the relative levels of mRNA expression. 

Table 35A fists about 323 genes upregulated in hypersensitivity pneumonitis (HP) relative to idiopathic pulmonary fibrosis (IPF) or non-specific intersE6ai pneumonitis (NSIP). These 
genes were selected from 59680 probesets on the Ecs/Afiyrnetrix Hu03 Genechip array. Gene expression data for each probeset obtained from this analysis was expressed as 
average intensity (Al), a normalized value reflecting the relative levels of mRNA expression. 

Table 36A Gsts about 52 genes upregulated in non-specific intersfifial pneumonilis (NSIP) relative to hypersensitivity pneumonitis (HP) or idiopathic pulmonary fibrosis (IPF). These 
genes were selected from 59680 probesets on the Eos/Affymetrix Hu03 Genechip array. Gene expression data for each probeset obtained from this analysis was expressed as 
average intensity (Al), a normalized value reflecting the relative levels of mRNA expression. 

Table 37A lists about 206 genes downregulated in lung fibrosis relative to normal lung. Types of pulmonary fibrosis samples included in this analysis were idiopathic pulmonary 
fibrosis (IPF). hypersensitivity pneumonitis (HP), and non-specific intersfifial pneumonitis (NSIP). These genes were selected from 59680 probesets on the Ec^Affymenix HuOo 
Genechip array. Gene expression data for each probeset obtained from this analysis was expressed as average intensity (Al). a normalized value reflecting the relative levels of 
mRNA expression. 
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Table 38A lists about 207 genes upregulaled in king fibrosis relafive to normal tissues. Types of pulmonary fibrosis samples Included in Ihis analysis were idiopathic pulmonary 
fibrosis (IPF). hypersensitivity pneumonitis (HP), and non-specific intersfiual pneumonitis (NSIP). These genes were selected from 59680 probesets on the Eos/ARymetnx Hu03 
Genechlp array. Gene expression data for each probesel oblaned from Ihis analysis was expressed as average intensity (Al), a normalized value reflecting the relative levels of 
mRNA expression. 

TABLE 32A: About 969 genes upregulaled in lung fibrosis relafive to normal body tissues 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelO. Unigene number 

Unigene Title: Unigene gene title 

R1 • 90th percentile of lung fibrosis Als divided by 90ft percentile of normal tissue Als. where the minimum value for the numerator and denominator was set to 50. 

R2: 90th percentile of lung fibrosis Als divided by 90th percentile of normal tissue Als. where the 15th peitenHe of normal tissue Als was subtracted from both the 

numerator and denominator. The minimum value for the numerator and denominator was set to 50. 

Pkey ExAccn UnigenelD Unigene Tilie 



414517 

406964 

431723 

442275 

417204 

444342 

431089 

421110 

457200 

425211 

443709 

431164 

445537 

432519 

421798 

400269 

444325 

416402 

413048 

432985 

443324 

449494 

408562 

449523 

421952 

427383 

409203 

441835 

446428 

415323 

442652 

414812 

418007 

421502 

436954 



421340 
420656 
432441 
408380 
414998 
446921 
429732 
442832 
407949 
433293 
424310 
428043 
431745 
444527 
421379 
419231 
428927 
432222 
442994 
. 416030 
438873 
453145 
424917 
439750 
432810 
418259 
453310 
424144 
423575 
428667 



M24461 
M21305 
AW05B350 
AW449467 
M81037 
NMJJ14398 
BE041395 
AJ250717 
U33749 
M18667 
AI082692 
AA493650 
AJ245671 
A1221311 
N748B0 

AW152618 

NMJJ00715 

M93221 

T92363 

R44013 

AW237014 

AI435323 

NMJJ00579 

AA300900 

NMJJ05411 

AA780473 

AB036432 

AW082270 

BE269352 

AI005163 

X72755 

M13509 

AF111856 

AA740151 

N99013 

F07783 

AA279098 

AW292425 

AF123050 

NM-002543 

AB012113 

U20158 

AW206560 

W21874 

AF007B35 

AA338648 

T92248 

AW972448 

NMJ105408 

Y15221 

AL046294 

AA441837 

A1204995 

A1026718 

H15261 

A1302471 

AA03364B 

A1636208 

AL359053 

AA863400 

AA215404 

X70697 

AA454033 

C18863 

AI375550 



Hs.76305 



Hs.16762 
Hs.54795 
Hs.1074 
Hs.10887 

Hs.1355 



Hs.94367 
Hs.12844 



surfactant pulmonary-associated protein 
FGENES predicted novel secreted protein 
Homo sapiens mRNA; cONA DKFZp564B2062 (f 
ESTs 

surfactant, pulmonary-associated protein 
similar to lysosome-associated membrane 
ESTs. Weakly similar to unknown protein 
cathepsin E 
Hs.197764 thyroid transcription factor 1 
Hs.1 867 progastricsin (pepsinogen C) 
Hs.134662 ESTs 

Homo sapiens cDNA: FU23494 fis, clone L 
EGF-like-domam, multiple 6 
Hs.1 30704 ESTs, Weakly similar to BCHU1A S-1 00 pro 
N-acylsphingosine amidohydrolase (acid c 
Eos Control 
Hs.16757 ESTs 

Hs.1012 complement component 4-binding protein. 
Hs.75182 mannose receptor, C type 1 
Hs.178703 ESTs 
Hs.164225 ESTs 

Hs.315369 Homo sapiens cDNA: FU23075 fis, clone L 
Hs.31141 roundabout (axon guidance receptor, Dros 
chemokine (C-C motif) receptor 5 
dynein fight chain 2B (DNLC2B) 
Hs.1 77582 surfactant, pulmonary-associated protein 
Hs.687 cytochrome P450. subfamily IVB, polypept 
advanced gtycosylation end product-sped 
ESTs. Weakly similar to ALU4_HUMAN ALU S 
neutrophil cytosoBc factor 2 (65kD. chr 
Hs.201378 ESTs, Weakly similar to T1 2545 hypothefi 
Hs.77367 monokine induced by gamma interferon 
matrix metaHoproteinase 1 (intersfiSal 
solute carrier family 34 (sodium phospha 
Hs.130425 ESTs 

Hs.16762 Homo sapiens mRNA; cDNA DKFZp564B2062 (f 
Hs.1369 decay accelerating factor for complement 
Hs.187636 ESTs 

Hs.1 63484 intron of hepatocyte nuclear factor-3 al 
diubiquilin 

oxidised tow density lipoprotein (lectin 
small inducible cytokine subfamily A (Cy 
lymphocyte cytosdc protein 2 (SH2 doma 
Hs.253569 ESTs 

Hs.247057 ESTs, Weakly similar to 2109260A B cell 
hypothetical protein MGC4309 
testes development-related NYD-SP22 
uteroglobin 
Hs.163425 ESTs 

Hs.1 1383 small inducible cytokine subfamily A (Cy 
Hs.103982 small inducible cytoWne subfamBy B (Cy 
Hs.1 36245 ESTs, Weakly similar to T1 7227 hypothetl 
ESTs 

gban03c03j(1 Stratagene schizo brain S1 
ESTs 
ESTs 

Hs.124292 Homo sapiens cONA: FU231 23 fis. clone L 
Hs.7473 ESTs 

hypothetical protein FU23049 
Homo sapiens mRNA full length insert cDN 
ESTs 
ESTs 

solute carrier family 6 (neurotransmitte 
AKAP-associated sperm protein 
Hs.1 63443 intron of periostin(OSF-2os) 
Hs.346868 nucleolar protein p40; homolog of yeast 



Hs.54443 
Hs.98849 



HS.1B4 

Hs.12495 

Hs.949 



Hs.83169 
Hs.105039 



Hs.44532 
Hs.77729 
Hs.16530 
Hs.2488 



Hs.32417 
Hs.50334 
Hs.2240 



Hs.90250 



Hs.16954 
Hs.21948 



Hs.96901 
Hs.57664 



Hs.553 
Hs.41644 
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429228 AI553633 ESTs 4.32 £98 

432435 BE21B886 Hs.282070 ESTs 4.3) £26 

445932 AA9B1459 Hs.1 25544 ESTs 430 2.81 

_ 408369 R38438 Hs.1 82575 SLC15A2 Solute carrier family 15 (H*/pep 4.30 £39 

5 409435 A1810721 Hs.95424 ESTs 4.30 £60 

419490 NMJB6144 Hs.90708 granzyme A (granzyme 1. cytotoxic T-lymp 4.29 £48 

452561 A1692181 Hs.49169 KIAA1 6 34 protein 4.23 2.26 

427698 AW972594 Hs.335499 ESTs 4.22 3.49 

431433 X65018 Hs.253495 surfactant, purrrtonary-associated proton 4.22 1134 

10 446608 N75217 Hs-257B46 ESTs 4.20 3.62 

428227 AA321649 Hs.2248 small inducible cytokine subfamily B (Cy 4.18 3.14 

459702 A! 204995 gb:an03c03jc1 Stratagene scruzo brain S1 4.16 2.64 

445885 A1734009 Hs.127699 KIAA1603 protein 4.16 3.99. 

430280 AA361258 Hs.23786B interieukin 7 receptor 4.13 £79 

15 425259 AL049280 Hs.1 55397 Homo sapiens mRNA; cDNA DKFZp564K143 (fr 4.12 £19 

427019 AA001732 Hs.1 73233 hypothetical protein FU10970 4.12 3.02 

420556 AA278300 Hs.124292 Homo sapiens cDMA: FU231 23 fts. cbne L 4.08 3.13 

428467 AK002121 Hs.184465 hypothetical protein FU11259 4.08 3.48 

„ 432731 R31178 Hs.287820 fibronecfinl 4.06 £66 

20 439398 AA284267 Hs.221504 ESTs 4.06 2.86 

409153 W03754 Hs.50813 hypothefical protein RJ20022 4.05 3.51 

412584 X54870 Hs.74085 DNA segment on chromosome 12 (unique) 24 4.04 244 

436120 AI248193 Hs.119860 ESTs 4.04 3.11 

„ 407910 AA650274 Hs.41296 fibronecCn leucine rich transmembrane p 4.03 169 

25 421462 AF016495 Hs.104624 aquaporin9 4.00 £51 

443257 AI334040 Hs.1 1614 HSPC065 protein 4.00 2.61 

421659 NM.014459 Hs.106511 protocadherin 17 4.00 3.00 

424273 W40460 Hs.144442 pfiosphoTipaseAZ group X 19B 230 

415457 AW081710 Hs.7369 ESTs, Weakly similar to ALU1 HUMAN ALU S 3.97 3.36 

30 450656 AA0I0539 Hs.18912 ESTs 196 4.37 

429784 M89796 Hs.30 membrane-spanning 4-domains, subfamily A 3.94 2.44 

424527 AW13855B Hs.334873 ESTs, Weakly similar to 154374 gene NF2 3.93 3.08 

413385 M34455 Hs.840 imiolea^ne-pyrrole2,3(rtoxygenase .3.92 3.53 

„ 452416 AA026115 Hs.1 14777 ESTs 3.92 2.90 

35 428434 AW363590 Hs.65551 Homo sapiens, Similar to DNA segment, Ch 190 5.06 

452281 T93500 Hs.28792 Homo sapiens cDNAFU 11 041 fis. clone PL 3.90 ZOO 

453204 R10799 Hs.191990 ESTs 190 2.22 

450696 AI654223 Hs.16026 hypothefical protein FU231 91 181 3.82 

Ar . 422173 BE385828 Hs.250619 phoboBn-fike protein MDS019(CEM1 5) 3.80 £23 

40 425638 NM.012337 Hs.1 58450 nasopharyngeal epithelium specific prate 178 £86 

406672 M26041 Hs.1 98253 major histccompatibinty complex, class 3.78 3.70 

457411 AW085961 Hs.130093 hoquois-ctass homeobox protein IRX2 176 £56 

432606 NMJJ02104. Hs.3066 granzyme K (serine protease, granzyme 3; 176 £76 

436260 BE172762 Hs.292710 ESTs, Weakly similar to ALU5.HUMAN ALUS 174 £83 

45 414821 M63835 Hs.77424 Fc fragment of IgG, high affinity la, re 172 £55 

428820 AA436187 Hs.1 72631 integrin, alpha M (complement component 3.71 £25 

458079 AI796870 Hs.54277 DNA segment on chromosome X (unique) 992 170 £26 

419556 U29615 Hs.91093 chilinase 1 {chitotriosidase) 169 7.71 

417412 X16896 Hs.82112 interteukin 1 receptor, type I 168 £17 

50 426174 AA547959 Hs.1 15838 ESTs 165 £93 

408727 AL137259 Hs.47115 hypothefical protein DKFZp434D051 3 164 £62 

435990 AI015862 Hs.131793 ESTs 162 £27 

427621 BE621182 Hs.1 79882 hypothetical protein FU 12443 162 3.48 

425555 AA359291 Hs.130767 Homo sapiens cDNA: FU23553 fis, clone L 3.61 118 

55 419086 NM-000216 Hs.89591 Kallmann syndrome 1 sequence 3.60 3.05 

426116 AA868729 Hs.144694 ESTs 160 £80 

419235 AW470411 Hs.288433 neurotimin 158 £88 

424054 AA334511 HsJ26638 membrane-spanning 4-domains, subfamily A 156 £58 

422667 H25642 ESTs 3.55 £44 

60 406673 M34996 Hs.1 98253 major rustcccmpatibiury complex, class 154 198 

414142 AW368397 Hs.334485 hernicentinffibuGn 6) 3.54 ■ 3.30 

428330 L22524 Hs.2256 matrix metalloproteinase 7 (matrirysin, 3.54 3.11 

430832 AI073913 Hs.100686 ESTs, Weakly similar to JE0350 Anterior 3.53 £38 

re 417318 AW953937 Hs.240845 ESTs 152 £02 

65 456034 AW450979 gb:UI-H-BI3*!a*-12-0-Ul.s1 NCLCGAP_Su 150 121 

. 415992 005837 Hs.145807 hypothefical protein FU 13593 148 £35 

430709 R34356 gb^h85d01^1 Scares placenta Nb2HP Homo 148 £13 

440273 AI805392 Hs.325335 Homo sapiens cDNA FU23523 fis, clone L 147 £93 

424711 N[A.005795 Hs.152175 calcitonin receptor-like 147 £69 

70 418832 X04011 Hs.88974 cytochrome b-245, beta polypeptide (chro 146 £31 

416B47 L43821 Hs.80261 enhancer of Indentation 1 (cas-like do 3.46 £37 

448019 AW947164 Hs.195641 ESTs, Moderately similar to 138022 hypot 145 £07 

447183 A1554733 Hs.173182 ESTs 3.42 £01 

435299 AI745458 Hs.343026 ESTs, Weakly similar to T20593 hypotheD 3.40 149 

75 425922 AL157466 Hs.162751 Homo sapiens mRNA; cDNA DKFZp761E2423 (f 140 £42 

413714 A1560944 Hs.7142B ESTs 3.38 £52 

407361 AA744622 Hs.292645 ESTs, Weakly similar to ALUS^HUMAN ALUS 136 £13 

436043 AW963838 Hs.1 68830 Homo sapiens cDMA FU12136 fis, clone MA 3.36 £41 

450330 AW500775 Hs.24817 hypothefical protein FU20136 3.36 £06 

oO 407756 AA1 16021 Hs.38260 ubiquitin specific protease 18 3.35 2.42 

410606 AW418779 Hs.114889 ESTs 135 £39 

450726 AW204500 retinolc add receptor, alpha 134 6.35 

430573 AA744550 Hs.136345 ESTs 133 1.94 
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421565 
433658 
454076 
452039 
454024 
430414 
417958 
423001 
443774 
424084 
424238 
429B19 
448869 
426083 
451099 
440452 
422109 
430378 
413802 
408761 
438568 
451497 
444034 
446094 
442048 
406685 
430253 
424943 
436805 
412610 
409799 
448140 
420729 
419839 
416580 
451820 
440028 
448030 
437866 
428513 
438607 
445034 
458332 
415083 
407930 
407192 
452960 
425509 
431087 
452235 
449328 
422900 



430250 
437527 
432340 
420495 
445495 
411252 
439981 
420683 
412095 
410434 
436396 
434194 
435800 
420000 
449057 
413195 
436198 
411492 
444020 
427785 
432583 
457675 
414646 
429950 
420394 



419038 
449765 
418293 
400880 



U95626 
103678 
AW204712 
A1922988 
AA993527 
AW365665 
M767382 
AA320014 
AL1 17428 
A1940675 
AA337401 
AL133011 
AI792798 
AW962712 
R52795 
AI925136 
S73265 
Z29572 
AW964490 
AA057264 
R98865 
H83294 
AL161957 
AK001760 
AA974603 
M18728 
AK001514 
AU077260 
AA731533 
X90908 
D11928 
AF146761 
AW964897 
U24577 
T61572 
AW058357 
AW473675 
N30714 
AA156781 
BE220806 
AW080237 
AW293376 
A!000341 
AI632683 
AA045847 
AA609200 
AK001335 
AF079363 
H12723 
ALJ039743 
AI962493 
AA641201 
AL039185 
NM_016929 
A1241019 
AA534222 
A1338247 
BE622641 
AB016549 
A1348408 
AA830168 
A1624707 
AF051152 
A16834S7 
AF119847 
A124B285 
AB036063 
AB037784 
M127382 
AK001125 
T46848 
R92952 
X81053 
AW023624 
AF119917 
AA353776 
AW081608 
AB023161 
X03068 
AW134924 
N92293 
A1224483 



Hs.74126 
Hs.76845 
Hs.20450 



Hs.302043 chemoWne(C-CmotiO»«ceptor-like2( 
Hs.156110 immunoglobulin kappa constant 
Hs.61957 ESTs 
Hs.172510 ESTs 

Hs.293907 hypothetical protein FU23403 
Hs.120388 ESTs 
Hs.193417 ESTs 
Hs.208603 ESTs 
Hs.9740 DKFZP434A236 protein 
Hs.20914 hypothetical protein FU23Q56 
Hs.137635 ESTs j ^ a 

Hs.225108 Homo sapiens mRNA; cDNA OKFZp434P201 (fr 
Hs.12496 ESTs, Weakly similar to ALU4_HUMAN ALU S 
Hs.12671 2 ESTs, Weakly similar to AF191 020 1 E21G5 
Hs.25954 fciterieukto 1 3 receptor, alpha 2 
Hs.55150 ESTs. Weakly similar to CAYP.HUMAN CALCY 
Hs.1473 gastritweleasing peptide 
Hs.2556 tumor necrosis factor receptor superfami 
Hs.32241 ESTs, Weakly similar to S65657 aIpha-1C- 
Hs.238936 ESTs, Weakly similar to (defline not ava 
Hs. 11135 major htetDcornpaEbffity complex, class 
Hs.284122 Wnt inhibitory factor-1 
Hs.1 0177 pteckstrin homology domain interacting p 
Hs.1 3801 WAA1685 protein 

gb:op34K)5.s1 Soares_NFU_T_GBC_S1 Homo s 
gbJIuman nonspecific cross reading antig 
Hs.236844 hypothetical protein RJ 10652 
Hs 1 53924 death-associated protein kinase 1 
Hs.270751 ESTs 

fatty add binding protein 6, ileal (gas 
phosphoserine phosphatase-like 
BCM-Ske membrane protein precursor 
Hs.290825 ESTs 

Hs.93304 phospholipase A2, group VII (platelefcac 
Hs.79385 Human clone 23574 mRNA sequence 
Hs.199248 ESTs 

ESTs, Weakly similar to T17227 hypolhefi 
Hs.325950 membrane-spanning 4-domains. subfamily A 

metallothlonein 1E (functional) 
Hs.184697 plexinCI 
Hs.252884 ESTs 
Hs.143659 ESTs 
ESTs 

Hs 27179 Homo sapiens cDNA FU12933 fis, done NT 
Hs.188361 Homo sapiens cDNA FU 12807 fis, clone NT 
gb.afi2e0Zs1 Soares_testis_NHT Homo sap 
Hs.31137 protein tyrosine phosphatase, receptor t 
Hs.158213 sperm associated antigen 6 
Hs.290791 ESTs 

Hs.28514 testes deveiopmenVrelated NYD-SP21 
ESTs 

Hs.222051 ESTs 

Hs.77558 thyroid hormone receptor interactor 7 
Hs.283021 chloride intracellular channel 5 
Hs 145644 ESTs 

gb:rti21dOZs1 NCI CGAP.M1 Homo sapiens 
Homo sapiens mRNA; cDNA DKFZp586L0120 (f 
ESTs, Weakly similar to 138022 hypolheti 
,».^ w MD-2 protein 

Hs.124675 ESTs, Weakly similar to T1 4742 hypothet) 
Hs.271305 ESTs 

Hs.5921 Homo sapiens cDNA: FU21 592 fis, clone C 
Hs.63668 toli-fike receptor 2 
Hs.152213 wingless-type MMTV integration site fami 

Homo sapiens PRO1550 mRNA, partial cds 
Hs.118348 ESTs 

p53Hnducible ribonucteofide reductase s 
K1AA1363 protein 

protease, serine, 12 {neuro trypsin, moto 
Homo sapiens cDNA FU10263 fis. done HE 
immunogtoburm superfamily, member 4 
ESTs 

Hs.180828 coBagen, type IV, alpha 4 
Hs.1 62282 potassium channel TASK-4; potassium chan 
Hs.306574 Homo sapiens PRO3098 mRNA, complete cds 
Hs.901 CD48 antigen (B-cell membrane protein) 
Hs.1 05053 ESTs 
Hs.97403 WAA0944 protein 
Hs73931 major histocompatibility complex, dass 
Hs.1 90325 ESTs 

H2L205832 ESTs, Moderately similar to ALU8_HUMAN A 
Hs 1 6063 hypothetical protein FU21877 

NK/L00061 1*:Homo sapiens C059 antigen p18 



Hs.98314 
Hs.38489 
Hs.69328 



Hs.94262 
Hs^2941 
Hs.22404 

Hs.70337 
Hs,35052 
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430382 AA477908 Hs.282267 ESTs, Moderately similar to 138022 hypol 2.94 112 

419034 NM 00211 0 Hs.89555 hemopoie8c cell kinase 2.93 125 

439335 AA742697 Hs.62492 NM_0528S3:Homo sapiens secretogkjbin, fa 2.93 3.72 

429597 NM 003816 Ks-2442 a cfisirrtegrin and meladoproletnase doma 2.92 1.91 

5 419981 AA8975B1 Hs.128773 ESTs 192 2.18 

400419 AF084545 Target 2.92 1.83 

435176 AA744875 Hs.189413 ESTs 2.91 2.15 

413283 R78569 Hsu23756 hypothetical protein sim3ar to swine ac 190 125 

, _ 444339 T9S555 Hs.31562 ESTs 190 3.15 

10 429272 W25140 Hs.110857 ESTs • 190 143 

435047 AA454985 Hs.54973 cadherin-fike protein VR20 190 129 

435080 AI831760 Hs.155111 hypothetical protein FU 14428 190 140 

402474 NM_004079:Homo sapiens cathepsin S (CTSS 188 147 . 

421554 AW137676 Hs.97775 ESTs 188 3.37 

15 422770 AL117544 Hs.120021 DKFZP4341092 protein 188 100 

434658 AI624436 Hs.310286 ESTs 188 106 

440248 AA87613B ESTs 185 124 

442006 AW975183 ESTs, Weakly similar to S72482 hypothefi 186 4.32 

_ 430515 AA746503 Hs^83313 ESTs 185 196 

20 446063 AI720140 Hs.151079 ESTs 186 147 

43B177 BE327015 ESTs 188 1.70 

429083 Y09397 Hs.227817 BCL2vetated protein A1 185 106 

417105 X60992 Hs.81226 COS antigen 185 3.00 

433230 AW136134 Hs.220277 ESTs 184 1.97 

25 438676 AA813745 Hs.123446 ESTs 184 162 

435575 AF213457 Hs.44234 triggering receptor expressed on myeloid 182 4.33 

420252 AW270404 Hs.193161 ESTs 182 3.22 

415788 AW628686 Hs.78851 K1AA0217 protein 182 1.78 

_ _ 428065 AI634046 Hs.157313 ESTs 181 147 

30 434340 AI193043 Hs.128685 ESTs, Weakly similar to T1 7226 hypotheti 181 167 

451558 NH.001089 Hs.26630 ATP-binding casselie, sub-family A {ABC1 17B 3.39 

435517 AA928626 Hs.130177 ESTs 178 136 

439883 AL359652 Hs.171096 Homo sapiens EST from done DKFZp434A041 178 1.82 

434158 T86534 Hs.14372 ESTs 178 1.96 

35 428923 BE047698 Hs.188785 ESTs 178 107 

413786 AW613780 Hs.13500 ESTs 178 1.97 

406387 Target Exon 177 4.22 

421168 AF1B2277 Hs.330780 cytochrome P450, subfamily IIB (phenobar 176 124 

444561 NM.004469 Hs.11392 c-fos induced growth factor (vascular en 176 111 

40 427484 N32859 Hs.37288 nuclear receptor subfamBy 1, group D, m 176 1.94 

417728 AW138437 Hs.24790 KIAA1 573 protein 176 1.78 

435154 AA668764 * ESTs 176 110 

429490 AI971131 Hs.23889 ESTs, Weakly similar to ALU7_HUMAN ALU S 176 121 

Ar 423387 AJ012074 vasoactive intestinal peptide receptor 1 176 136 

45 432060 AW971364 Hs.324775 ESTs 175 102 

434164 AW207019 Hs.148135 serir^reorune kinase 33 174 148 

423706 U95218 Hs.131924 G protein-coupled receptor 65 174 1.93 

442703 AL044949 Hs.1 16298 ESTs 174 1.89 

r _ 450247 AF123303 Hs.24713 hypothetical protein 174 173 

50 430998 AF128847 Hs.204038 rnddetrrylamine N-methyltransferase 174 185 

426535 AU077012 Hs.288582 ESTs, Weakly similar to ubiquitous TPR m 174 1.88 

409196 NM_001874 Hs.334873 carboxypeptidase M 173 1.86 

422389 AF240535 Hs.115897 protocadherin 12 172 126 

444324 AI301330 Hs.143838 ESTs 172 1.74 

55 417B31 H16423 Hs.82685 CD47 antigen (Rlwelated antigen, integr 172 140 

428769 AW207175 Hs.106771 ESTs 172 119 

404277 N^019111*^tosafieTOmatoThistocon^ 172 3.12 

409653 AW451693 Hs.220826 ESTs 172 162 

437211 . AA382207 Hs.5509 ecotropic viral integration site 2B 172 125 

60 430299 W28673 Hs.1 06747 serine carboxypepftiase 1 precursor prot 172 109 

444381 BE387335 Hs.283713 hypothetical protein BC014245 171 126 

443547 AW271273 hypothetical protein FU 12666 171 ' 1.74 

408741 M73720 Hs.646 cartoxypepbdase A3 (mast cell) 170 139 

402674 . Target Exon 170 1.95 

65 438068 A1927209 Hs.308210 Homo sapiens cDNA RJ231 33 fis, done L 170 123 

415075 L27479 Hs.77889 Friedreich ataxia region gene X1 23 169 111 

444314 AI140497 gb:ow76b09.s1 Scares Jetal_lrver_spieen_ 169 128 

428656 AB037798 Hs.188790 K1AA1377 protein 168 1.91 

_ rt 418883 BE387036 Hs.1211 acid phosphatase 5, tartrate resistant 168 3.95 

70 443951 F13272 fernTin, light polypeptide 168 166 

427581 NMJH4788 Hs.179703 WAA0129 gene produd 168 1.74 

432639 AW973785 gb:EST385886 MAGE resequences, MAGM Homo 168 1.78 

446423 AW139655 Hs.150120 ESTs 168 2.29 

407939 W05608 Hs.312679 ESTs, Weakly similar to A49019 dynein he 167 107 

75 431779 AW971178 Hs.268571 apoGpoprotein C-l 167 3.00 

458124 AW005548 Hs.124590 ESTs 167 3.78 

432882 NWL013257 Hs.279696 serurn/gflucaarticoid regulated kinase-fi 166 1.64 

445745 AB007924 Hs.13245 K1AA0455 gene product 166 1.64 

OA 425188 AK002052 Hs.155071 hypothetical protein FU1 1190 , 165 1.92 

50 432231 AA339977 Hs.274127 CLST 11 240 protein 164 4.23 

442200 AW590572 Hs.235768 ESTs 2.64 146 

42682B N^_000020 Hs.172670 acfivin A receptor type ll-Gke 1 164 100 

448569 BE382657 Hs.21486 signal transducer and activator of trans 163 3.23 
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411213 
439737 
446570 
411020 
434792 
426782 
425371 
447720 
444623 
433376 
444542 
439549 
431385 
417015 
433308 
443885 
408170 
456844 
412104 
428791 
435472 
447357 
431393 
424105 
408308 
438698 
420991 
424049 
438543 
414061 
424806 
438580 
434445 
444001 
413638 
421281 
441384 
436772 
433102 
430129 
445612 
445261 
433854 
447997 
411069 
440594 
450295 
431316 
438564 
439593 
422355 
453134 
417169 
434411 
440381 
448782 
404240 
450843 
434137 
43B315 
420802 
439402 
445903 
437323 
433923 
442201 
437982 
452698 
407904 
406973 
428055 
428970 
433138 
415757 
438507 
450811 
424027 
423778 
435978 
426291 
416370 
415688 



AA676939 
AI751438 
AV659177 
NMJKJ677Q 
AA649253 
R14514 
D49441 
AL038765 
AI183B29 
A1249361 
A1161293 
AW937885 
BE178536 
M33772 
AA582718 
H91806 
AW204516 
AI264155 
AW205197 
AA435661 
AW972330 
AI375922 
AW971493 
AI142336 
AL033377 
AW297855 
AW504814 
AB014524 
AA810141 
NM 000699 
AA382523 
AAB11262 
AI349306 
A1095087 
H71252 
AI299139 
AA447849 
AW975688 
AI343966 
BE301708 
N94126 
T79759 
AA610649 
H00656 
AL133092 
AW445167 
AI766732 
AA5D2663 
AA381553 
BE073597 
AW403724 
AA032211 
R13550 
AA632649 
AA917B08 
AL050295 



Hs.248549 ESTs, Moderately similar to S65657 alpha 
Hs.69285 neuropilin 1 

Hs.41 27 1 Homo sapiens mRNA hill length insert cDN 
Hs.127160 ESTs 

Hs.67726 macrophage receptor with collagenous str 

Hs.132456 ESTs 

Hs.33846 ESTs 

Hs.1 55981 mesolheEn 

Hs.161304 ESTs 

Hs.202111 ESTs 

Hs.74122 caspase 4, apoptosis^elated cysteine pr 
Hs.280380 aminopepCdase 
Hs.137314 ESTs 

Hs.1 1090 membrane-spanning 4-domains, subfamily A 
Hs.80876 flavin containing monooxygenase 3 
Hs-291650 ESTs 
Hs.15284 ESTs 
Hs.31835 ESTs 

Hs.1 52981 COP-diacylglycerol synthase (phosphatkla 
Hs.240951 Homo sapiens, Similar to R1KEN cDNA 2210 
Hs.264750 ESTs 

Hs.283022 triggering receptor expressed on myeloid 
Hs.159367 ESTs 

Hs.1 34269 ESTs, Highly similar to cytokine recepto 
Hs.43977 Human DMA sequence from done RP1 1-196N 1 
Hs.441 97 hypothetical protein DKFZp564O0462 

ESTs, Weakly similar to 138022 hypotheli 
Hs.287379 Homo sapiens mRNA for FU0Q1 1 1 protein, 
Hs.1 38360 K1AA0624 protein 
Hs.192182 ESTs 

Hs.335493 amylase, alpha 2A; pancreatic 
Hs.105689 MSTP031 protein 
Hs.299202 ESTs' 
Hs.1 1782 ESTs 

Hs.152299 ESTs. Moderately similar to S65657 alpha 
gb:ys12h12s1 Soares fetal liver spleen 

Hs.17517 ESTs 

Hs.288660 retinoic acid induced 3 

metaOothionein 1E {functional) 

Hs.158528 ESTs 

Hs.233955 hypothetical protein FU20401 

Hs.1 2969 hypothetical protein 

Hs.250651 ESTs, Weakly similar to 138022 hypotheli 

Hs.333239 ESTs 

Hs.29792 ESTs, Weakly similar to 138022 hypotheli 
Hs.68055 hypothetical protein DKFZp434l0428 
Hs.126036 ESTs 
Hs.210628 ESTs 
Hs.145037 ESTs 

Hs.1 98253 major histocompatibility complex, class 
Hs.124863 ESTs 

Hs.300697 coagulation factor Vll {serum prothrombi 
Hs.118493 ESTs 
Hs.21388 ESTs 
Hs.201372 ESTs 
Hs.190495 



ESTs 

WAA0758 protein 

NM_01895aHomo sapiens major histocompat 

AI741483 Hs.205383 ESTs 

AA907734 Hs.124895 ESTs 

R56795 Hs.82419 ESTs 

U22376 Hs.1334 v-myb avian myeloblastosis viral oncogen 

W02753 Hs.103002 ESTs 

A1347487 Hs.1 32781 class I cytokine receptor 

AA371145 Hs.194397 lepGn receptor 

AI823453 Hs.146625 ESTs 

AW516704 Hs.208726 ESTs 

N93466 Hs.121764 ESTs. Weakly similar to testicular tekti 

NM_Q01295 Hs.301921 chemoWne (C-C motiO receptor 1 

W44735 Hs.9286 Homo sapiens cDNA: FU21 278 fis, clone C 

M34996 Hs.1 98253 major histocompatibility complex, class 

AA420564 Hs.101760 ESTs 

BE278B91 Hs.194691 retinoic acid Induced 3 (RA1G1); metabo 

AB029496 Hs.59729 sernaphorin sem2 

AA830854 Hs.187810 ESTs 

AA809052 ESTs 

AI739486 Hs.245497 ESTs 

AW337575 Hs.201591 ESTs 

Y09267 Hs.1 32821 flavin containing monooxygenase 2 

AF272899 Hs.1 351 18 Homo sapiens PR-domain zinc finger prate 

U58913 Hs.169191 small induciMe cytokine subfamily A (Cy 

N90470 Hs.203697 CD38 antigen (p45) 

AA166963 gbizo86d01 .si Stratagene ovarian cancer 



263 
2.62 
2.62 
161 
260 
260 
2.60 
2.60 
2.59 
259 
2.58 
258 
258 
258 
256 
2.56 
2.55 
255 
154 
254 
2.53 
2.53 
252 
252 
252 
2.52 
2.52 
252 
2.51 
251 
2.51 
251 
250 
250 
250 
250 
250 
250 
249 
249 
248 
248 
248 
248 
248 
248 
248 
248 
248 
248 
248 
247 
246 
246 
246 
246 
246 
245 
244 
244 
2.44 
244 
244 
244 
244 
244 
243 
243 
243 
243 
243 
242 
242 
242 
242 
242 
242 
242 
241 
241 
240 
. 240 
240 



248 
1.73 
269 
244 
3.39 
1.74 
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aoe 
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1.71 
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1.80 
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275 
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1.68 
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3.15 
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420943 


a r74 o-rno 
AI71B7Q2 


Ue T7mvin 


442762 


ArOoollS 


Hs.B700 


429747 


M87507 


Hs.2490 


420460 


a /men's* 
AAZoTool 


Hs.48376 


420137 


AA306478 


Hs.95327 


439018 


AVV300887 


Hs.26538 


427250 


R35941 


HS-25418 
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411027 
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407242 


M16728 
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Hs.233459 
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AW900009 
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Hs. 170935 
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HS.42322 


415189 


L34657 


Hs.78146 


437442 


T85104 


Hs .222779 


410577 
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427337 


Z46223 


Ue 17CCCO 
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427541 


AI79B9B3 


Ue OOfVM 

Hs.82921 


420699 


NMJ301629 


. Hs.100194 


431848 


AI37B857 


HS-Z/ibOo 


446354 


AW449O50 




423354 


ADni117ft 
AKJlllOO 


Ue 1774 7C 

HS. 127400 


423961 


D13666 


Ue 1 ICO AO 

Hs. 136340 


410798 


Be178622 


HS.16291 


457250 


A AC 4 40D1 

AA81 1987 


Hs.125779 


446291 


Bt39775o 


Ue 1 AOO 

HS. 14623 


426839 


M74782 


Hs. 172589 


422746 


All t AA iJfii 

NM_004484 


Hs. 119551 


439920 


K05430 


Hs.286433 


414942 


CI 4898 


Hs.1 92386 


419092 


J05581 


Hs.89603 


424878 


H57111 


Hs.221132 


406687 


M31126 




411605 


AW006831 




416965 


N26223 


Hs.1 60436 


428713 


AA432067 




435106 


AA10D847 


Hs.5978 


420380 


AA640891 


If 4 rt^i J Af 

Hs.1 02406 


407137 


T97307 




410361 


BE391804 


it oo^f* ji 

Hs.62661 


447160 


AA330310 


Hs.24181 


421114 


AUmcAC4 

AW975051 


Hs.293156 


453686 


AL1 10326 


Hs.304679 


452114 


N22687 


Hs.8236 


417355 


D13168 


Hs.82002 


434927 


H46612 


HsJ293815 


442262 


orT4^nec4 

BE17Q651 


Hs.8700 


426216 


N77630 


Hs.1 3895 


425354 


U 62027 


Hs.155935 


409190 


AU076536 


Hs.50984 


414221 


AtAii rrvo*yA 

AW450979 




435272 


a Annex 4 c 

AA905415 


1 1 < 4 «tn 4 4 

Hs. 11 0041 


414991 


CI 7898 




424623 


AW9oo0o2 


Hs.270737 


AOAttCC 

424ooo 


AWJooD/b 


Hs.ijyasi 


4794 9fi 


W7Q117 


Uc Rfl^Q 


413829 


NIVL001872 


Hs.75572 


427535 


R29543 


Hs.2164 


447197 


R36075 




446142 


AI754693 


Hs.145968 


410503 


AW975745 


Hs.188662 


435523 


T62849 


Hs.1 1090 


437629 


AW574774 


Hs.121692 


42968B 


BE245169 


Hs.211610 


430413 


AW842182 


Hs241392 


447033 


A1357412 


Hs.157601 


429496 


AA453800 


Hs.192793 


425516 


BE000707 


Hs^9567 



ESTs, Weakly similar lo S26689 hypothefi 

gb:ne26b03^1 Na_CGAP_Co3 Homo sapiens 

hypothetical protein FU14281 

SRY (sex determining region Y>box 4 

Homo sapiens cDNA: FU 22743 fis, cbneH 

ESTs, Weakly similar to T17248 hypothefi 

ESTs 

ESTs 

Homo sapiens cDNA FU21578 fis. done C 
tarronin, beta 3 (rricein (125kO), kaTmin 
arffihidonate S-Tipoxygenase 
roundabout (axon guidance receptor, Dros 
ESTs 

major histocompafibflity complex, class 

deleted in liver cancer 1 

caspase 1 , apoplosis -related cysteine pr 

Homo sapiens clone HB-2 mRNA sequence 

C030 antigen, delta polypeptide (T7T3 co 

mernbrane-spanntng 4-domains, subfamily A 

ESTs 

olfactory receptor, family 2, subfamily 
leukocyte irrurujnogtobufin-like receptor, 
gb:Human nonspecific crossreacfing arttig 
ESTs 

EOG-1 (endotheHal differentiafion, sph 
ESTs 

A kinase (PRKA) anchor protein 2 
plateiet/endcthelial cell adhesion mdec 
ESTs, Moderately slmBar to similar to N 
glioma pathogenesis-related protein 
hypothetical protein 
Fc fragrnerrt of IgG, low affinity lllb, r 
solute carrier family 35 (CMP-siaHc ad 
arachidonate5^poxygenase-activafjng p 
ESTs, Highly similar to AF175283 1 zinc 
ESTs 

calcium channel, voltage-dependent, atph 
periostin(OSF-2os) 

gb:PM3^T0605-27020(W)01-a02 HT0605 Homo 
ESTs 

interferon, garnma-inducible protein 30 

interieukin 3 receptor, alpha (low affm 

glypican 3 

neurotrimin 

ESTs 

mucin 1, txansmembrane 
ESTs 

matrix metalbprotehase 11 (stromelysin 

ESTs 

ESTs 

ESTs, Moderately similar to CYA4 RAT ADE 
ESTs, Highly similar to AF174600 1 F-box 
ESTs 

gb:ye53h05.s1 Scares fetal liver spleen 
guanylate binding protein 1, (nterfercrv 
ESTs 

ESTs, Weakly similar to 178885 serine/th 
ESTs, Moderately simflar to Z195.HUMAN Z 
ESTs 

endotheiln receptor type B 

Homo sapiens HSPC285 mRNA, partial cds 

deleted in liver cancer 1 

Homo sapiens cDNA FU1 1 654 fis. clone HE 

complement component 3a receptor 1 

sarcoma amplified sequence 

gb:UI-H-BI3^a-12-0-Ul.s1 NCI_CGAP_Su 

ESTs 

gb:C17898 Human placenta cDNA fTFqiwara 

ESTs 

caveofin 2 

ESTs 

carboxypepiidase B2 (plasma) 
prc-platelet basic protein (includes pia 
gb^ti88b01^1 Soares placenta Nb2H? Homo 
ESTs 

WAA1702 protein 

membrane-spanning 4-domains, subfamily A 
ESTs 

CUG triplet repeat, RNA-btncfing protein 
small inducible cytokine A5 (RANTES) 
Predicted gene: Eos cloned; secreted w/V 
ESTs 
ESTs 
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422404 
423526 
436485 
426251 
443441 
418458 
408705 
419150 
430915 
418791 
432620 
424321 
406646 
424450 
426410 
416975 
421077 



405102 
452436 
416206 
418067 
436372 
418728 
450400 
409031 
435143 
444805 
453927 
418304 
418299 



417018 
41B741 
452353 
418918 
424006 
437581 
410976 
429716 
423069 
432860 
449509 
456062 
419216 
459580 
449677 
443071 
443021 
437838 
429421 
407202 
443669 
411990 
406410 
436293 
410730 
427876 
456672 
434987 
433735 
433226 
425787 
452304 
442369 
430478 
434421 
415138 
431728 
444929 
408873 
437634 
400277 
443601 
432212 
410763 
406122 
430665 
408788 
421057 
413936 
431924 
449444 



AL133571 

AB011086 

X59135 

M24283 

AW291196 

AA332941 

AA312135 

T29618 

AA488953 

AA935633 

AA777749 

W74048 

M33600 

AL137526 

BE298446 

MUJ04131 

AK000061 

AA446932 

BE077546 
AW206248 
AI127958 
AW972301 
AW970937 
A1694722 
AA376836 
R12375 
AB007899 
AA082465 
AA215702 
AA279530 
AI979168 
M16038 
H83265 
C18825 
X07871 
AF054815 



Hs.92195 
Hs.85226 
Hs.46967 
Hs.89640 



Hs.5978 
Hs.1765 
Hs.308026 



R36207 
R25685 
W15613 
AW974077 
AA001615 
AI866286 
AU076718 
H96982 
AA002071 
AU0B0021 
AA358546 
AI307229 
AL03165B 
N58172 
A1140462 
AW963624 
AA447438 
AI601188 
AW358860 
A1494291 
AK002016 
AW975114 
M608955 
AW503733 
AA363857 
AA0253B6 
AI565071 
NM.014349 
AI915927 
C18356 
NWJD07351 
AI685841 
AL046017 
AW293046 

A1078554 
AW137742 
AF279145 



BE350122 
AL134947 
T58283 
AF113676 
AK000850 
AW818436 



Hs-336189 Homo sapiens mRNA; cDNA OKFZp434Fl 135 (f 
Hs.129739 K1AA0514 gene product 
Hs.1561 10 Immunoglobulin kappa constant 
Hs.168383 intercelular adhesion molecule 1 (CD54) 
ESTs 

lipase A. lysosomal acid, cholesterol es 
HSPC034 protein 

TEK tyrosine kinase, endothelial (venous 
gb:aa55e05.rt NCLCGAPJ3CB1 Homo sapiens 
Hs.194628 ESTs 

UM domain only 7 

lymphocyte-specific protein tyrosine kin 
major KstoeornpaJHity complex, class 
dynein intermediate chain 2 
Hs.305890 BCL2-fflte1 

Hs.1 051 granzyme B (granzyme 2, cytotoxic T~rymp 
Hs.101 590 hypothetical protein 
Hs.151428 ret finger protein 2 

C1500122(r:gi|4459558lgblAAD21311.1l {AF 
Hs.31447 ESTs, Moderately similar b A46010 X-Rn 
Hs.1 1 1092 hypothetical protein FU22332 
Hs.83393 cystalinE/M 
Hs^10285 ESTs 
Hs.293843 ESTs 
Hsi79744 ESTs 

ESTs 

Hs.194600 ESTs 

Hs.1 2017 homoteg of yeast ubiquiBn-protein ligas 
Hs 125031 chorme/eftandanTinephosphotransferase 

gb2f97g10.r1 Na_CGAPJ3CB1 Homo sapiens 
Hs.83968 integral, beta 2 {antigen C018 (p95), iy 
Hs.344096 glycoprotein (traremembrane) nmb 
Hs 80887 v-yes-1 Yamaguchi sarcoma viral related 
Hs.8881 ESTs. Weakly similar to S41044 chromosom 
Hs.29191 epilheTtal membrane protein 2 
Hs.89476 C02 anBgen (p50). sheep red blood cell 
Hs.1 37548 CD84 anBgen (leukocyte antigen) 
Hs.288010 ESTs 

Hs.25092 hypothetical protein MGC1 0744 
Hs.21 1933 collagen, type Xlll, alpha 1 
Hs.1613 adenosine A2a receptor 
Hs.2B3349 ESTs 
Hs.84561 ESTs 

Hs.71 962 ESTs. Weakly similar to B36298 proiine-r 
Hs.164021 small inducible cytokine subfamily B (Cy 
Hs.42321 ESTs 

gb2h85dOU1 SoaresJetalJver_spleen_ 
complement component 1, q subcomponent. 
Igsiiperfamily protein 
ESTs 

Human DNA sequence from done RP1-310O13 
Hs.109370 ESTs 

Hs.134587 ESTs ^. twMvr 
H&31707 ESTs, Weakly similar toYEW4„YEAST HYPOT 
Hs.44697 ATPase, Class V, type 10C 
Hs.120910 ESTs 

DnaJ (Hsp40) homolog. subfamily B, membe 
ESTs 

Hs.1 14727 Homo sapiens, clone MGC:16327, mRNA. com 
ESTs 

Hs.109653 ESTs 
Hs.9414 WAA1488 protein 
Hs.155029 ESTs 

Hs.61311 ESTs. Weakly similar to S10590 cysteine 
ESTs 

Hs.241535 apolipoproteinl.3 
Hs.34771 ESTs 

Hs.295944 tissue factor pathway inhibitor 2 
Hs.268107 multimerin 
Hs.161354 ESTs 

cahnodirim 2 (phosphatase kinase, delt 
Hs.255158 ESTs 

Eos Control 
ESTs 
ESTs 

hypothetical protein FU21776 
Target Exon 

Hs.1 57367 ESTs. Weakly similar to 178885 serine/th 
Hs.213956 Homo sapiens BAC clone RP1 1-102O5 from Y 

Homo sapiens cDNA: FL) 22063 fis, done H 
Hs.297681 serine (or cysteine) proteinase inhibit© 
Hs.272203 Homo sapiens cDNA FU 20843 fis, done AD 
solute carrier family 16 (monocarboxylic 
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1.57 

1.68 
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1.72 

1.75 
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1.64 

1.71 
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101 

1.66 

148 
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1.69 

1.78 

1.62 

1.85 

3.41 

1.60 

139 

1.66 

1.72 

1.51 

3.14 
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1.66 

1.46 

1.87 

2.84 
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418323 
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Hs.1162 


major histocompatibility complex, class 


2.05 
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AJ 030433 
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nS.lbl/ \i 
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0 nc 
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Up IKTtJBK 


rtomo sapiens cuima. ruz^/D^ us, done ft 


0 nc 


1 QQ 

i.yy 


*«JU/DU 






Target Exon 




i.rD 


406851 


AAbU97B4 




major histocompatibility complex, class 


2.05 


3.94 


414936 


CI 4774 




gb.Cl4774 uoruecn human aorta potyA mRN 


Z05 


141 


453459 




Hs.257789 


ESTs 


2.04 


1.86 


443450 


N66045 


Hs.1 33529 


ESTs 


Z04 


146 


AQftf.iG 
40UUID 






CCTp 

cots 


2.04 


1.63 


429399 


AA452244 


Hs.16727 


ESTs 


Z04 


1.51 - 


411653 


Ar07Uo78 


Hs.71168 


Homo sapiens clone 24574 mRNA sequence 


2.04 


1.73 


417916 


NMJJQ6416 


Hs.62921 


solute carrier family 35 (CMP-siadic aci 


2.04 


1.46 


421757 


Z20897 


Hs.296259 


paraoxonase 3 


Z04 


113 


441942 


AF1B2645 


Hs.8024 


IK cytokine, dawn-regulaior of HLA II 


2.04 


1.82 


431643 


AA51642Q 




ESTs, Weakly similar to 138022 hypothefi 


104 


1.67 


432#06 


AL1 37382 


Ks.272320 


Homo sapiens mRNA; cDNA DKFZp434L1226 {f 


2.04 


3.23 


414154 


AW205314 


Hs.323060 


ESTs 


Z03 


296 


449937 


AW079749 


Hs.184719 


ESTs. Weakly similar to ALU1_HUMAN ALU s 


2.03 


1.59 


418452 


BE379749 


Hs.85201 


C-type (calcium dependent, carbohydrale- 


2.03 


101 


406645 


M57466 


Hs.814 


major histocompatibility complex, class 


Z03 


149 


414516 


AI307802 




ESTs, Weakly similar to T43458 hypothefi 


2.02 


1.56 


417032 


AA1 92469 


Hs.271838 


ESTs 


2.02 


1.48 


414875 


H42679 


Hs.77522 


major r&tocompatibiBry complex, class 


Z02 


179 


414522 


AW518944 


HsJ6325 


immunoglobu&n J chain 


2.02 


1.84 


410511 


AA743475 


Hs.285655 


ESTs 


2.02 


1.87 


423533 


NMJ114339 


Hs. 129751 


hterleukin 17 receptor 


2.02 


126 


437259 


A1377755 


Hs.1 20695 


ESTs 


2.02 


134 


426298 


AW965058 


Hs. 111583 


ESTs, Weakly similar to 138022 hypotheu 


Z02 


1.86 


426722 


U53BZ3 


■ i * -r * net 

Hs.171952 


occiudtn 


2.02 


1.57 


421229 


A fArPrArt 

Al 056590 


Hs.7086 


hypothetical protem MGC12435 


2.02 


1.79 


410491 


AA465131 


Hs.64001 


Homo sapiens clone 2521 8 mRNA sequence 


2.02 


1.97 


447232 


AW499834 


Hs.327 


interteukin 10 receptor, alpha 


2.02 


109 


449317 


AW293413 


Hs.1 32905 


19A24 protein 


Z02 


1.84 


439556 


AI623752 


Hs.1 63603 


ESTs 


2.02 


1.62 


443031 


AW1 34695 


Hs.49418 


ESTs 


Z01 


1.58 


444838 


At lectcon 

AV651680 


Hs.208558 


ESTs 


Z01 


1.69 


453108 


AI31 1457 


Hs.99472 


ESTs 


2.01 


1.64 


432967 


a k r*7«Vi 4 r*i 

AA572949 


Ks.207566 


ESTs 


101 


1.83 


441390 


Al 692560 


Hs.131175 


ESTs 


101 


1.63 


448076 


AJ133123 


Hs.20196 


adenylate cyclase 9 


101 


1.80 


420256 


U84722 


Hs76206 


cadherin 5, type 2, VE-cadherin (vascula 


101 


232 


414629 


AA345824 


Hs.76688 


carboxyleslerase 1 (monocyte/macrophage 


101 


1.90 


418460 


M26315 


Hs.85258 


C08 antigen, alpha polypeptide (p32) 


101 


1.90 


415443 


T07353 


Hs.7948 


ESTs 


100 


1.54 


424925 


NMJJ02432 


Hs.1 53837 


myeloid cell nudear differentiation ant 


100 


174 


404394 






ENSP00000241075.TRRAP PROTEIN. 


100 


( 2.99 


459557 


. N58315 




gb.yv68g05.s1 Soares fetal liver spleen 


100 


' 1.89 


437204 


AL110216 




ESTs, Weakly similar to 15521 4 salivary 


100 


1.46 


429295 


AA682377 


Hs.99216 


ESTs, Moderately similar to ALU8_HUMAN A 


100 


1.37 


440667 


BE076969 


Hs.7337 


hypothetical protein FU 10936 


100 


1.51 


431193 


AW749505 


Hs.295770 


KIAA1719 protein 


1.99 


101 


432485 


N90866 


Hs.276770 


COW52 antigen (CAMPATH-1 antigen) 


1.99 


111 


450293 


N36754 


Hs.17111B 


hypothetical protein FU00026 


1.98 


1.79 


417072 


BE243915 


Hs.81118 


leukotrtene A4 hydrolase 


1.98 


147 


429073 


M446167 


Hs.47385 


ESTs 


1.98 


1.92 


448133 


AA723157 


Hs.73769 


folate receptor 1 (adult) 


1.98 


194 


420838 


A 4 AA|A 

Awl 18210 


Hs.42321 


ESTs 


1.98 


1.67 


436252 


A1539519 


Hs.1 20969 


u._. AuinoA »niiA n 14 4 croc uc 

Homo sapiens cDNA FU1 1552 ns, clone HE 


1.97 


110 


430702 


U56979 


Hs .278568 


H factor 1 (complement) 


1.97 


1.84 


456804 


AI421645 


Hs.1 39851 


. caveolin 2 


1.97 


1.58 


439195 


Hoy 350 




gb7w2od085l Morton Fetal Cochlea Homo 


1.97 


1.93 


459299 


BE094291 


Hs.1 55651 


hepatocyte nuclear factor 3, beta 


1.97 


128 


413836 


W92003 


Hs70614 


ESTs 


1.97 


1.80 


400417 


X72475 




Target 


1.97 


1.75 


427814 


W2B3B3 


Hs. 180900 


WaOarns-Beuren syndrome chromosome regi 


1.96 


1.46 


408826 


AF216077 


Hs.48376 


Homo sapiens clone HB-2 mRNA sequence 


1.96 


118 


446135 


AW1 30288 


Hs.170318 


hypothetical protein FU10147 


1.96 


206 








ESTs, Moderately similar to unnamed prol 


1.96 


121 


414572 


AU077174 


Hs.288181 


cathepsin H 


1.96 


165 


433891 


AA613792 




gb:no97h03^1 NCL_CGAP_Pr2 Homo sapiens 


1.95 


1.71 


417370 


T28651 


Hs.82030 


tryptophanyt-tRNA synthetase 


1.95 
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451609 


AL046019 


Hs^09276 


ESTs 


1.94 


3.26 


447131 


NMJM4585 


Hs.17456 


refinoic acid receptor responder (tazaro 


1.94 


194 


430887 


N66801 


Hs260287 


K1AA1841 protein 


1.94 


1.62 


414700 


H63202 


Hs^8163 


ESTs 


1.94 


1.72 


417874 
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Hs.82829 


protein tyrosine phosphatase, norwecept 


1.94 


1.56 


443907 


AU076484 


Hs.9963 


TYRO protein tyrosine kinase binding pro 


1.93 
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425252 


AW391162 




calreticuSn 


1.92 


114 


428758 


AA433988 


Hs.98502 


CA125 anligen; mucin 16 


1.92 


119 


425810 


AI923627 


Hs.31903 


ESTs 
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1.76 
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455508 
410290 
426457 
459247 
417086 
425175 



438596 



433365 
449943 
426437 
421563 
449161 
453107 
418371 
432946 
432297 
428677 
409485 
423081 
425458 
425390 
409208 
430570 
439425 
408688 
440575 
423690 
406621 
431958 
403421 
430423 
416384 
440538 
422003 
412288 
432987 
441602 
458194 
432565 
421071 



AA602539 
AI539443 
Z37976 
A1064821 
AA077391 
BE242284 
R12499 
AI275803 
M62194 
H95741 
AW073971 
AF117754 
AM23849 
AA383588 
AW338067 
A1458213 
AA767373 
AI076459 
A1860651 
AW452976 
AL080058 
AL036058 
N48373 
AIB70175 
M63928 
R24219 
AB023197 
BE561776 
AW951103 
AW732573 
N92054 
NMJ00878 
Y00062 
AA995787 
AA169685 
AI123195 
AI823951 
NM_001772 
AA155598 
X03100 
AM93591 
AW976165 
AA402307 
AW894667 
N46243 
AA194446 
AF020202 
AF060158 
AA829427 
AA742221 
AF026944 
AF104266 
BE076537 
NMJJ06433 
N53431 
WL016113 
M13560 
U60899 
AW653632 
A1657119 



Hs.77542 

Hs.15978 
Hs.26685 



AF262992 
H89317 
A1092634 
Y00093 
AI417881 
AF086244 
AI634522 
AW005054 
AA329648 
X57809 
X63629 

AI190548 
AU076903 
AI376551 
AA361760 
NM.003005 
A1864771 
AI655043 
AW383618 
AA553477 
A1311238 



Hs.345494 ESTs 

Hs.137447 Homo sapiens cDNA FU12169 fe, clone MA 
Hs 83337 latent transforming growth factor beta b 
Hs 31B535 ESTs, Highly similar to 1 81 8357A EWS gen 

gb:7B14E12 Chromosome 7 Fetal Brain cDNA 
Hs.172199 adenylate cyclase 7 
Hs.20468 ESTs 
Hs.123428 ESTs 

Hs.75929 cadherin 11. type 2. O^cadherin {osteob 
Hs.17914 membrane-spanning 4-domains, subfamily A 
Hs.238954 ESTs, Weakly similar to K1AA1 204 protein 
Hs.1 1 861 thyroid hormone receptor-associated prot 
Hs.79530 M5-14 protein 
Hs.131816 ESTs, WeaMy similar b T29012 hypothet) 
Hs.7869 Homo sapiens cONA FL) 1 1 946 fe, clone HE 
ESTs 

ESTs, Moderately similar to ALU1_HUMAN A 
WAA1272 protein 
, „ - calcyphosine 
Hs.247112 hypothefical protein FU10902 
Hs.6909 DKFZP564G202 protein 
Hs.76807 major histocompatibility complex, class 
Hs.10247 activated leucocyte ceH adhesion molecu 
Hs.13957 ESTs 

Hs.180841 tumor necrosis factor receptor superfami 
Hs.278443 Fc fragment of IgG, tow affinity lib, re 
Hs.227743 KIAA0980 protein 
Hs.159494 Bruton agammaglobulinemia tyrosine Wnas 
Hs.130767 Homo sapiens cDNA: FU23553 fis, done I 
Hs.47584 potassium voltage-gated channel, delayed 
Hs.194718 zinc finger protein 265 
Hs.75596 interteukin 2 receptor, beta 
Hs.1 70121 protein tyrosine phosphatase, receptor t 
Hs.1 29583 ESTs 

Hs.1 19529 Niemann-Rck disease, type C2 gene 

g b:oo17a10.x1 Soares_NSF_F8_9W_OT_PA_P_S 
Hs.129700 tolloid-likel 
Hs.83731 CD33 antigen (gp67) 
Hs.212839 hypothetical protein FU14195; WAA1714 
Hs.914 Human mRNA for SB dassll histocompatibi 
Hs 781 46 plateleltendothelial cell adhesion molec 

gb:EST388274 MAGE resequences, MAGN Homo 
Hs.322844 hypothetical protein DKFZp564A176 
Hs.22660 cnimerin (chimaerin) 1 
Hs.1 10373 ESTs. Highly similar to T42626 secreted 
ESTs. WeaWy similar to S55024 nebutin, 
Hs.155001 UNC13 (C. elegansHike 
Hs^26573 inhibitor of kappa light polypepfide gen 
Hs.243081 ESTs 
Hs.120533 ESTs 
Hs.293797 ESTs 
Hs.24212 tatrophiTin 

Hs.1 69895 ubiquifirvconjugating enzyme E2L 6 
Hs.105806 granulysin 

Hs.47647 ESTs. WeaWy similar to T00057 hypothefi 
Hs.279746 vaniltoid receptor-Gke protein 1 
Hs.84298 CD74 antigen finvariant polypeptide of m 
Hs.279854 mannosidase, alpha, dass 2B, member 1 
Hs.285525 Homo sapiens mRNA; cDMA DKFZp434A1 19 (fr 
Hs.120O36 troponin I, cardiac 
Hs352136 ficofin (coflagenflibrinogen domain-cent 
Hs.1 231 59 sperm associated anfigen 4 
Hs.182889 ESTs 

Hs.1 561 14 protein tyrosine phosphatase, non-recept 
integral, alpha X (anfigen CD11C (p150), 
Hs.292464 ESTs 
Hs.1 14659 ESTs 
Hs.152925 K1AA1268 protein 
Hs.279788 ESTs, Weakly similar to KCC1_HUMAN CALQ 
Hs.23804 ESTs, WeaWy similar to PN0099 son3 prot 
Hs.8997 immunoglobuBn lambda tocus 
Hs.2877 cadherin 3. type 1, P-cadherin (placenta 

NMJMK^Homo sapiens claudin 18 (CLDN 
Hs.143479 ESTs, Weakly similar to hypothefical pro 
Hs.79283 setectinPligand 

gbrte64e10.x1 Soares_NFLJLGBC_S1 Homos 
Hs.296326 ESTs 

Hs.73800 seiecfin P (granule membrane protein 140 
Hs.27954 C086 antigen (CD28 antigen ligand 2, B7- 
Hs. 133455 ESTs 

ESTs, Moderately similar to ALU2_HUMAN A 
Hs.152428 ESTs 

Hs.1 04476 ESTs. WeaWy similar to CGHU1E collagen 
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408989 AW361666 Hs.495Q0 K1AAQ746 protein 1.75 1.66 

414807 AI738616 Hs.77348 hydroxypmstaglantfin dehydrogenase 15-<N 1.75 1.54 

403903 C5001 632* igij 106453 08 lgb}AAG21 430.1 |ACO0 1.75 3.20 

421461 AW291023 ESTs,WeaHysirralartoA46010)«nked 1.74 267 

5 430850 . BE144152 gbi*R044T01654)6020(W)06-e02HT0165Homo 1.74 2.52 

424377 AF081675 Hs. 146322 Idler cell lecfin-fike receptor subfami 1.74 2.15 

443B84 N20617 Hs.194397 leptin receptor 1.74 151 

423057 AW961597 Hs. 1308 16 ESTs, Moderately similar to 138022 hypot 1.74 1.63 

448262 AW880830 Hs. 186273 ESTs 1.73 2.57 

10 431890 X17033 Hs^71986 integrin, alpha 2 (CD49B, alpha 2 subuni 1.73 1.87 

431630 NMJJ02204 Hs.265829 integral, alpha 3 (anSgen CD49C. alpha 1.73 2.21 

412896 AW804157 Hs.308026 major rastoccmpatibility complex, class 1.72 2.37 

407365 AF026942 Hs.1 7518 gb:Homo sapiens cig33 mRNA, partial sequ 1.72 216. 

419407 AW410377 Hs.41502 hypothetical protein RJ21 276 1.72 1.52 

15 442117 AW664964 Hs.12B899 ESTs; hypothetical protein for IMAGE:447 1.71 1.55 

438606 NM.014859 Hs.6336 KIAA0672 gene product 1.71 1.57 

434795 BE620794 Hs.4147 translocating cram-associating membrane 1.71 2.21 

426490 KM.001621 Hs! 170087 aryt hydrocarbon receptor 1.71 1.46 

418307 U70867 Hs.83974 solute canierfemfly 21 (prostaglandin 1.71 2.49 

20 421221 AW276914 Hs.326714 Homo sapiens done IMAGE:71 3177, mRNA se 1.71 1.57 

423857 N48902 Hs.1 33481 Homo sapiens mRNA; cONA DKFZp564O0862 {f 1.71 1.56 

408393 AW015318 Hs.23165 ESTs 1.70 1.43 

432409 AA806538 Hs.130732 KIAA1575 protein 1.70 1.54 

440817 A1341423 Hs.288433 neurotrimin 1.70 217 

25 421445 AA913059 Hs.104433 Homo sapiens, clone IMAGE:4054868, mRNA 1.69 2.54 

453691 H12235 Hs.226505 ESTs 1.69 207 

422278 AF072873 Hs.114218 frizzled (Drosophila) homolog 6 1.68 1.54 

424687 J05070 Hs.151738 matrix metalloproteinase 9 (gelaiinase B 1.68 229 

434951 AF161442 Hs.191591 Homo sapiens HSPC324 mRNA. partial cds 1.68 224 

30 444301 AKQ00136 Hs.10760 asporin(LRR class 1) 1.68 1.44 

407775 NMJXM914 Hs.38772 RAB36, member RAS oncogene family 1.68 203 

437119 AI379921 Hs.177043 ESTs 1.68 4.21 

426836 N41720 Hs.172684 vesicle-associated membrane protein 8 (e 1.68 228 

453498 BE181412 Hs.23245 hypothetical protein FU 11 767 1.6B 276 

35 428289 M26301 Hs.2253 c«riplement component 2 , 1.67 240 

404854 Target Exon 1.67 1.76 

450954 AI904740 Hs.25691 receptor (cakatonin) acfivity rnodflying 1.67 232 

410048 W76467 Hs.343874 proline oxidase homolog 1.67 3.03 

407857 AI928445 Hs.92254 synaptotegmin-like 2 1.66 1.51 

40 447827 U73727 Hs,19718 protein tyrosine phosphatase, receptor t 1.66 201 

417193 A1922189 Hs.288390 hypothetical protein FU22795 1.66 205 
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647290_1 

38271J 



MH1944.5 
643238.1 



M4S3483 AI676131 A1 167170 AAB366Z7 AA443828 AW592922 AA235129 AA730278 AW439062 AW474332 BI043239 AW474342 BG708553 
AW362423 Bf 090028 BE827256 R 15550 R39478 R39479 R94368 8G540916BM314745 AA251087 D54231 D55274 BFC85B05 D31589 AW966405 
AW994425 D81879 BE093545 AW901107 AA383529 BI021552 R56420 N39976 AA573281 H82595 AA234955 BE093539 AW367006 BF358697 
BF366318 AA663856 BE702O99 BF035969 A1267384 A1267232 BE348320 AA621574 AA861212 BF083343 BF083341 AV745131 D53074 
AW954476 AW954472 AA376836 AV724531 053063 C14928 AA093287 AA052638 BG483558 BE940050 AA765954 T70171 BE938775 BE940057 
D53502 AW373300 AL1 18798 BM128728 AA193411 AW444709 AW952455 AI8B7612 BF431948 81495876 AJ264159 BM128481 AI524657 
AI689301 AI969467 AA8516B5 AA251595 AA625761 M872090 AJ826790 AA328366 BE827416 R75951 D5691 8 R68122 BE827384 AL1 18797 
A1184164 AA16441 1 B1495332 BE858113 AI863860 H00660 T69849 AW780389 C14667 BE934995 BI018652 R92801 AA164410 H00752 
AW373305 AW373299 AW373302 

BE883520 B1057842 AA215702 AA215703 AA368006 BE006876 BE066555 
AA002232 T99209AA002071 
AI308202 AI307229 AA769348 

AW341668 AJ201382 AW104364 AA648367 AA897604 AW97791 4 AA81 1957 AI3521 98 AL040620 

BG427950 AA826016 A! 903441 BG939868 AW979154 AA640872 BG547134 AA457091 AW368860 WB8B52 R94779 AA088823 

AI494291 A1582807 AA417018 AA608841 

AW975114 AJ096634 AI767001 AA658364 AW517542 

AA993566 AI521958 AI565071 A1864217 

AL046017 AW504804 AA532433 AI634701 AI126421 AW151275 AA620782 AA933047 Al 828223 A1624555 AI624489 AV749032 BI495751 
AJ67228S AA342944 AV748076 AV747586 AA058597 H55073 W87367 R71630 H84499 AJ866297 D2591B AV7457B8 N78995 H63752 H82985 
R46600 BE786692 R71128 AA608909 R29728 BG534018 

Y00281 NR.002950 BC010839 BC007995 BG675232 BM468552 A1555484 BG831516 BF035300 BG677277 BF852972 BE314901 BF850856 
AI371816 AA292474 AA375747 AA30841 4 BM454544 BI333370 BM049921 B1461428 BI465007 B1223401 BE856245 AW821 164 BF914775 
BF914761 AU125835 BI222678 BI091137 BF340536 BM462798 BI224452BG707915 AL569160 AA443815 AW572867 AW383410 BF739266 
BG01 0283 BI013120 BF818845 BF763468 AA305165 A1630370 AA039826 R24906 H02046 T96B91 BF981330 AW936510 AA4781 69 H04587 
BG166574 BI869342 BE562482 BE539637 AA165089 AL5791 18 AL553S99 BE044054 AW1 17440 A1520674 BF435417 AW245648 AI952404 
T29534 AU153459 AU152168 AW591591 AU146918 AI393187 AA478013 AU148143 AI224471 A1640728 AI871537 AW264752 N93787 A1189357 
AV756134 AI471659 AU147466 AA779206 AU149419 AU149104 AU159135 AA312221 AW4451 19 AW021912 AI799771 F04407 A1285530 
AI914643 AW068751 AA513325 AA164627 AA639285 AA569644 T96892 A1923594 BF439180 B1770936 BF032438 AU154884 M682793 
AW072992 AU158815 AI884444 AL048031 AU158922 AU152546 AJ695187 ALO48033 AI245650 AU148507 AW467451 BE536868 BF913001 
BF062707 AL573082 AW057993 AA523354 BE886727 AI890705 AU1 59092 A1982693 AI81 7553 AA236729 AI687858 BG163767 A1524675 
AI678155M127100AI762661AU159718AI469720M483627AW131695R26868M^ 

BG819168 BE874767 BG978292 BE162948 AL555483 AW189719 T56783 A1018819 A1476552 BI492837 AI824440 BG996262 AA932887 AI380726 
R79530 AA622108 AI26257S T56782 R27437 BE784153 AW1 29549 AI675567 AI866759 BG987935 

AW972351 AW1 82936 A1478370 AA528309 BG997292 AW137742 AI632006 M775020 AA961 625 W86628 BF112014 AI275423 A1680786 
BE222349 AA830545 BF224127 H99396 N81017 N81016 A1525205 T58283 

U59185 NMJJ04696 AV734324 A1245349 AA359517 H88760 D79128 AA970406 H01059 H88761 H03446 BG620383 AU135008 AU136895 
AU15815BAU155762R73608 R65751 R23756 N74630AW078687BE439761 BE785351 R68994 BE785B67 AW297502 AW297553 BG431545 
AW814843 BF382644 BG429539 BE929862 BF811258 
H61453 AA838765 AI693104 AA721 107 

AF392454 AK023074 A1884890 Al 8 14455 AW966220 BF736545 AA026021 AA286843 AA251918 BG197710 AA026294 AA337356 BC010422 
AK023226 NM.022776 BM459496 AA76931 0 AI826460 AU1 53650 AU160375 AW16621 1 AW292992 BF433538 AI823888 AI684798 AI655985 
AW770982 A1400454 A1276257 AA63951 0 AI689818 AW772604 AA807639 AU130298 AU1 32028 BF900B89 BF904822 AY0071 02 AU143256 
BG621460 AA829630 A1864665 A1084922 AA025234 AI360060 AA766554 M026295 AA825817 AA251762 BE180751 BM46453Q AV715833 
AA779447 AI452519 AW418525 AA435643 D25894 AA435651 AA286844 N64369 A1702262 BG288063 BE170545 BM466232 BE299160 AA169573 
AL567428 BF217285 BE967276 
AAS097B4 R97304 
C14774C17911D79033 

BC017171 BC012195 NM.007126 AF100752 AL137377 Z70768 BM474865 BG754806 AU124376 BG757203 BG764420 BG775028 BG824418 
BM045810 AU120387 BG770238 BG686740 B6913323 BI759980 BG395998 BM048875 BE881070 BE313689 BE879144 BM309834 AW245847 
AI770171 BF1 96861 BE856897 AA463876 AI375927 AA648810 AA948193 AA490916 AI459B93 A1458188 AI240408 A1191843 AI131029 AW768399 
AI355196 AW337984 AW026150 BE466591 BE674599 A1818438 AA772197 AI651927 AW151 143 BI198B25 BG819083 BM458764 BE903567 
BE73Z715 BM043200 BE900263 BE900706 BE731097 BE390023 BG875384 BF996406 BF988930 BM475542 AW246215 BE501B97 BE903610 
BE561530 BE560537 BE903782 BE732947 B1227204 BG761305 BE262642 BE391848 BE382475 BG008258 BI547991 B1459099 BE391391 
BE259420 BE298109 AW245422 AI423847 A1914618 HB0534 BE301004 AL531791 A1435581 BF7931 12 AL577303 AA373265 BE746965 BF743630 
BE879295 A13S9493 BM018598 AI689260 AW072450 F20201 AW151405 AW517572 AA773468 BG259694 BE391 163 BG621529 AJ421728 
BG767231BM462953BG340524 W52648 AA1 13434 BE785431 BI041981 BG832385BG253168BG759470BF369329BF981332 BE259418 
BE785738 BI091658 N72512 W58732 W65690 BG95B989 A1205206 H19721 W17051 W77958 B1262010 AA844319 W74143 W72214 N85194 
BE734033 BG164099 AA931069 F13645 R41394 AK025758 BG180977 BE349455 AAB12018 AA740241 A1027722 A1150356 AABB6395 AW977627 
BE220225 AA884082 AW5181 14 A1243844 AA809493 AA481029 AA825718 AI347866 A1431670 AA814436 AJ251 109 R07704 AA765606 AA724593 
AI918399 AI537550 AA491103 AW008188 R07703AA989120AA746235 AW028983 AA789102 AU185751 AW971465AA489681 AW971893 
AW612086 BE077936 BI860809 BE002760 BG745251 BE962912 BM454584 AL134894 BF104082 H80591 

AW970134 AA516420 AA543007 BG057526 BI001430 A1498371 D60181 D81004 D603B2 C15876 N91070 C14815 C15068 D80763 C14818 
C15161 D60184 D60656 

AK057782 AJ146454BG703115 AI765980 AI948611 AA889263 AA947457 BG547193 H11947 Z38147 F10426 BF447329 H11946 T74968 F06195 
BG548563 A1004988 AA1 48735 AI307802 A1439791 BE041453 AJ984904 AA1 48734 F1 2823 
BG623239 N58315AJ524952 

AL1 10216 AI816283 AI6B8476 AA928351 AW1 57672 AI288740 BE468242 AI452476 AI291665 AW192364 BE503635 AW592672 AAB57393 

AW16Z770 A1680660 AI879565 AI347717 BFB80800 AI266646 AAB343B1 A1291667 AI264567 Z38449 T03352 AI929432 BE673697 AI124770 

A1350389 AA910378 R54042 AV746670 AW089037 AV729218 H28971 R38549 AI692560 BE671552 BE669916 BE672206 BF445152 BF445151 

A1914323 A1684406 AA932348 BE670597 AA932080 

AF086037 H89360K69546 

AW182329 AA61 3792 T05304 AW858385 

AK056513 AL553942 AL553941 BG924307 BE879339 AA576941 BG054674 BF431361 BE467806 BF445874 BE138798 AA425029 BF0B4265 
BE814324 BM466426 BE819467 AW594593 AA341536 AI823511 BI792998 AW296213 AW800506 AW378236 BE819553 AW341342 BE146513 
BE146525 BE146515 AW295699 BE 14651 8 BE1 4551 6 BF349828 AL520587 AW803944 BE931092 BF375188 BG676709 BF832746 BG696737 
AW391179 AI582980 AW582217 AW814484 BE672215 AW391 162 AW814336 AW814302 AW814444 AL520586 AJ333134 A1378333 AW243412 
BE350482 AI628661 AI925481 AI246159 AW593633 AI273558AI4943B8AA808280 AW005606 BE048135 AW341024 AA969419 AA912778 
AA621100 AA479920 AI8675B4 AI290391 BE348490 BF340755 AI225038 A1B57592 BG1 13588 AI566808 AW196841 BF087184 AA353524 
AW957546 BF340833 BF037221 BE146523 

BI03O997 AA921874 AW1 B8822 BI027862 AI347618 AI361453 AI088754 AW207491 AA077391 BG01 2775 BG997382 AA286833 AA1 50722 
BI0O7625 BI027864 B1009100 BI006275 BKJ06270 BI031000 B1029864 B1006277 B1007627 BI006266 BI006991 BI006990 BI007763 BI007762 
BG997377 AA150780 BI033518 BJ02781B BG015789 BI033807 AA341445 
AW978796AA767373AW173343AA836163 N27563AA905328 R97032 



470 



WO 03/042661 



PCT7US02/36810 



444083 10908J2 BI836699 AI123195 

417085 1 1wT" 1 So5 AwSg AW380724 AA195950 F21243 217422 M176595 AA176955 M194350 BC005933 M1M^^0^1361 
" ^193115 M086465 F25194 F30130 M180013 AJ346143 F20589 F20620 F29371 F32439 F25153 F32146 F26110 F2B506 F25307 F27533 

F20375 F32370 AA653078 BF574897 Z24852 F00172 T30S60 AW449825 A1620346 BG986374 BE706S21 C02691 AL596834 F31 902 F26078 
AA670099 BF475555 F3081 6 F37524 W346558 F28050 F17933 F31B37 C03413 AI092152 AA180743 AA085730 F21 998 F20854 F18944 F31 180 

409208 10117 2 

BM144372 AA989341 AJ824838 AI963970 AI637671 AW196330 BG427526 BM148789 BF893644 BF881946 
440538 371165 1 BG009500 A1376551 AA897445 T87714 
458194 50S272 1 AI692525 AW0053Q7 AW383618AI689861 A1342712AA905899 

421461 128918 _ 1 AA291529 AI629027 AI890447 AA677455 BF001 179 AI301 102 AW452003 AA704419 AA706883 T68871 AW291023 

430850 29880BJ BE144152 AA487799BF915865AA937952 

400326 

451 876 2328579 1 T63141 A1821021 BF370092 BF370127 BF370050 T62998 

45070B 12745 f AK055196 AW952031 A1694545AI742403AW874431 AW204731 AI887383 BE220997 AA011287 AA115112A1306385 AW571707 BF433009 
AW197042 AI367086 H23002 H11743 R37085 Z39208 A10022S7 H10206 T23948 W74801 R51B33 R37677 R59986 H10833 BG012000 R13817 
H22794 Z43122 H10257 BG984543 H10875 BG984542 AA318232 BF849799 W76357 AA376654 R18795 AA1 14979 AA303838 AW139819 
A1574165AI686172 W94102 R67 170 H1 1 820 BG01 5023 _ _ 

452203 2630 1 BC014081 NM_ 000593 X57522 L21 208 L21 207 L21206 L21 205 L21204AL561 404 A1546423 AL560492AL556B82AL541576AI550654BI823519 

BI770023 AL554969 BI489906 AI304693 AW295947 BM146642 X57521 BG820143 BE898390 F06770 F12630 BM423610 AL561518 BM0Q9470 
BG742981 AA279685 AA847441 AA313737 BF172639BF897216BF914190BF903547 S70277 A1569694 AW073296 A1361433 AA564644 
AA487429 BE858232 AA83661 0 AI5391 14 AI719375 A1829129 BG057675 A1423422 AU15B860 BE300655 AW170777 AA586956 AL571889 
AL556850 ALS76404 AL5B2800 BI256544 BF342301 BG875994 AA054458 AA353161 AI940434 BE816522 AL577636 AI479650 AW150377 
AU154395 AW951271 AI032220 AI819778 A1346733 AW771150 AW512525 AI249904 AA279809 AI352549 AW512517 BG056280 AA521222 
BE271141 AL581932 AL541575 B1819184 AV660190 AL556475 A1620020 AW089888 AW079179 Z21518 AA687601 F04651 AJ783961 T5719B 
AI433367 T78652 AL554968 AA365648 AL582619 BE874601 BF804669 AL574458 BM145502 AI266514 A1538823 A)475626 AA948210 AA884054 
AA487637 AA031844 AA535221 AW794256 AW361447 BE788505 Al 682892 AA830989 AA862356 M653084 BM009154 AA135727 H05927 
H23433 R42244 N79997 AW356665 AW366601 AA678742 AL556474 AA135770 BE774050 BF914200 H88457 AA627746 BI5S0216 B1753586 
BM475665 BE644917 AW770789 AW952971 N64853 BM263259 AI224545 A11B4866 N69114 AW518902 A1440169 AAB09472 AV654440 
AA281642 AU185230 AW337382 AI872923 A15371 13 N73882 T83378 H63731 BF671764 AW897824 A181 1204 AA344646 BE0091 1 2 BG899664 

&82 2 ^oS574R?2B15 AW8B7767 BF439409 AI424995 BG059893 AA417003 AI220270 AA418740 AI190974 Z39070 AA74255B AA835058 
AA694436 R20520 AA418795 BG460307 BI560147 

^mn^^lt^ 2 ^2f2M297B3S AA295769 NM.017579 AJ243224 AI492875 AI796676 AI749838 AA918144 AI814590 AI923531 
BF513992 AI720725 AI150879 AI279072 AW61 2904 A1492104 AI284510 AH 41231 AA613554 AW662148 AW769047 M565985 AW612888 
AU100513 BG955585 BG955588 AA295763 BE829414 BF760645 BG954398 AA295332 AA295795 BE932867 AW769569T89953 BE934311 
BE08B101T05990AW872477 
AI928355 AI709178 AA436447 AI431274 BF946000 
BE091833BE091874BE091871 

W92422AA013353 

AW977507 AA503803 AA767137 AA828032 AA828033 
AA019761 AA017656M017374 
AF1 50283 AW182000 AW277221 AV735848 
. AKQ26817 AJ559708 AW273539 AW892986 
AI732629AI732831AA776249 
AF085839 R69254 R69137 AW188788 
AW971240 AA493723 AA493843 

AK026728 AL138135 BF059437 AI657037 AL600872 C15206 C14676 AA001003 AL157562 BG706081 H24162 BF841047 H15952 Z45355 
AL157565 AV721762 AW953127 AA324171 BF476417 R52508 N54211 R45734 BG485659 BF810747 BE766227 AL538354 R19964 T15657 
AW197333 R1B235 R40826 BG152309 AV729035 R45066 AA016969 BE504976 BF593783 N51085 R61284 BE702264 AI216994 Z41068 N72577 
R37645 AW237014 AW197630 AI359402 AA707906 AL1 19885 H23480 T16037 AI950756 T62597 T91664 R40195 D60186 H23014 T89715 H05749 
H24054 AA001565 H15041 C15205 D59987 R13787 R61283 H23479 H07874 R14070 R52555 R21139 H05B56 AA348655 AL120460 T62525 
AV725241 AA046875 A1361912 H13341 BG150488 ALl 19338 Z42792 F05895 H0796S F06492 R59865 D31594 H09436 R35726 BI917845 
BG704196 BF735198 AL036526 BG569879 AW195713 R59867 AA016968 H09087 BE841173 AW893631 
446868 15525 1 AK074473 BC017997 BI831060 BF971 101 A1886394 AI082824 AV708785 W86073 W07772 AV660737 AJ816793 R52250 BG183529 AA633473 

AI191256 R44763 R19947 BF571346 W86257 
413059 1488711J BE063078 BE151503 BE151498 



438089 


22448.4 


427872 


4983.5 


458208 


45807.4 


421341 


1407.1 


411880 


1139083J 


42B833 


317753J 


455797 


1511159.1 


407244 




451049 


83923J 


431353 


1241126.1 


451385 


85022J 


442526 


450370.1 


446164 


41648.2 


438038 


2523501J 


438909 


4045.1 


431169 


1235760.1 


419721 


40816.1 



TABLE 32C: 



Unique number corresponding to an Eos probesel Jm ^ . 

Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. 'Dunham, et al." refers to the publication entitled The DMA sequence of 
human chromosome 22" Dunham, et aL (1999) Nature 402:489-495. 
Indicates DNA strand from which exons were predicted. 
Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposition 


400880 


9931121 


Plus 


29235-29336,36363-36580 


402474 


7547175 


Minus 


53526-53628,55755-55920,57530-57757 


406387 


9256180 


Plus 


116229-116371,117512-117651 


404277 


1834458 


Minus 


91665-91946 


402674 


8077108 


Minus 


39290-39502 


404240 


5002624 


Minus 


116132-116407,116653-116922 


405102 


8076881 


Minus 


• 120922-121296 


406122 


9144087 


Minus 


30940-31386 


400750 


8119067 


Plus 


198991-199168,199316-199548 


404394 


3135305 


Minus 


37121-37205,37491-37762,4105341140,4132 


403421 


9565041 


Minus 


126609-126773,139986-140205 


403903 


7710671 


Minus 


101165-102597 


404854 


7143420 


Plus 


14260-14537 



471 



WO 03/042661 



PCTAJS02/36810 



401854 


7770538 


Plus 


1514B3.151637.151902-152008.152146-15231 


406422 


9256411 


Plus 


163003-163311 


400496 


9743554 


Plus 


41515-41695 


402333 


6844110 


Minus 


165693-165856 


406517 


7711431 


Plus 


7151-7402 


403420 


9664959 


Plus 


155835-159938 



10 TABLE 33A: About 800 genes upreguialed in lung fibrosis relative to normal lung 

- Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 
UnigenelD: Unigene number 
1 5 Unigene TTUe: Unigene gene title 

R1: 90th percentile of lung fibrosis Als divided by 90th percentile of norma) lung AIs, where the minimum value for the numerator and denominator was set to 50 



Pkey ExAccn UnigenelD Unigene Title R1 

20 406964 M21305 FGENES predicted novel secreted protein 16.10 

431089 BE041395 ESTs, WeaWy similar to unknown protein 12.38 

421110 AJ250717 Hs.1355 cathepsinE 11.86 

428330 122524 Hs.2256 matrix metaflcproteinase 7 {matrflysin, 11.62 

^ _ 431958 X63629 Hs.2877 cadherin 3. type 1, P-cadherin (placenta 9.90 

25 444381 BE387335 Hs.283713 hypothetical protein BC014245 8.5B 

406850 AI624300 Hs.172928 coQagen, type I, alpha 1 8.26 

429500 X78565 Hs.289114 hexabrachion (tenascin C, cytotactin) 8.24 

422487 AJ010901 Hs.1 98267 mucin 4, tracheobronchial 7.72 

408380 AF1 23050 Hs.44532 diubiquifin 7.24 

30 432306 Y18207 Hs.303090 protein phosphatase 1. regulatory fmhib 7.15 

456034 AW450979 gb:Ul-H-BI3>ala-a-12-04JU1 NQ^CGAP^Su 7.12 

453355 AW295374 Hs.31412 myopodin 6.96 

408562 AI436323 Hs.31141 roundabout (axon guidance receptor, Dros 6.88 

421552 AF026692 Hs.105700 secreted frizzled-retated protein 4 6.83 

35 426125 X87241 Hs.166994 FAT turnor suppressor (Drosophla) homoto 6.72 

407192 AA609200 gfcaf12e02js1 SoaresJesfcJWT Homo sap 6.72 

438089 W05391 nuctear receptor subfamily 1, group l t m 6.62 

449523 NMJXJ0579 Hs.54443 chemokine (C-C motif) receptor 5 6.55 

421952 AA300900 Hs.98B49 dynein light chain 2B (DNLC2B) 6.46 

40 417433 BE270266 Hs.82128 5T4 oncofetal trophoblasl glycoprotein 6.32 

439195 H89360 gb:yw28d08.s1 Morton Fetal Cochlea Homo 6.29 

444301 AK000136 Hs.10760 asporin {LRR class 1) 6.28 

414061 NMJXJ0699 Hs.335493 amylase, alpha 2A; pancreatic 6.13 

423057 AW961597 Hs.130816 ESTs, Moderately similar to 138022 hypot 6.11 

45 430702 U56979 Hs.278568 H factor 1 (complement) 6.10 

424878 H57111 Hs.221132 ESTs 6.00 

417878 U90916 Hs.82845 Homo sapiens cDNA: FU21930 fis, clone H 6.00 

414217 AI309298 Hs.279898 Homo sapiens cDNA: FU231 65 fis, done L 5.94 

408491 AI088063 Hs.7B82 ESTs 5.94 

50 419407 AW410377 Hs.41502 hypothetical protein FU21276 5.92 

432222 AC04995 gb:an03c03_x1 Stratagene schizo brain SI 5.92 

407857 AI928445 Hs.92254 svnaptotagrren4ike-2 5.90 

433230 AW136134 Hs.220277 ESTs 5.86 

412719 AW016610 Hs.816 ESTs 5.85 

55 407788 BE514982 Hs.38991 S10X) calchimWrng protein A2 5.82 

426759 AI590401 Hs.21213 ESTs 5.72 

418007 M13509 Hs.83169 matrix melalloproteinase 1 (interstitial 5.72 

421814 L12350 Hs.108623 thrombospondin 2 5.71 

430887 N66801 Hs.260287 K1AA1 841 protein 5.70 

60 453870 AW385001 Hs.8042 Homo sapiens cDNA: FU23173 fis, done L 5.62 

436954 AA740151 Hs.130425 ESTs 5.58 

411573 AB029000 Hs.70823 KIAA1 077 protein 5.55 

432441 AW292425 Hs.163484 intron of hepatocyte nuclear factor-3al 5.38 

_ 410606 AW41B779 Hs,1148B9 ESTs 5.38 

65 410800 BE280421 Hs.94499 ESTs 5.32 

413195 AA1 27382 Hs.22404 protease, serine, 12 (neurotrypsin, moto 5.28 

406687 M31126 matrix metanoproteinase 11 (stromerysin. 5^6 

417733 . AL048678 Hs.82503 H^apiens mRNA for 30JTR of uriknown prat 5.22 

412622 AW664708 Hs.171959 ESTs 5.22 

70 439941 AI392640 Hs.18272 amino add transporter system A1 5.18 

440575 AW005054 Hs.279788 ESTs, Weakly similar to KCC1_HUMAN CALQ 5.15 

430299 W28673 Hs. 106747 serine carboxypeplidase 1 precursor prot 5.13 

425177 AF127577 Hs.155017 nuclear receptor interacting proton 1 5.12 

444314 AI140497 gb:ow76b09.s1 Soares_fetal_Bvecspleen_ 5.11 

75 444527 NMJJ05408 Hs.11383 small inducible cytokine subfamily A {Cy 5.04 

452239 AW379378 protein tyrosine phosphatase, receptor t 4.97 

453874 AW591783 Hs.36131 collagen, type XTV, alpha 1 (undulin) 4.96 

443884 N20617 Hs.1 94397 lepun receptor 4.94 

OA 444040 AF204231 Hs.182982 golgin-67 4.94 

oU 428281 AA194554 Hs.1B3434 ATPase, H transporting, lysosomal (vacuo 4.93 

440687 AL080222 Hs.7358 hypothetical protein FU131 10 4.92 

420000 AB036063 Hs.94262 p534nducible ribonucleotide reductase s 4.92 

432435 BE21B886 Hs.282070 ESTs 4.92 
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422573 
430665 
446006 
415992 
430027 
408393 
449509 
416206 
412828 
433226 
444745 
442994 
4305B0 
409361 
418005 
4335B6 
424917 
424408 
418113 
451109 
450086 
422163 
442652 
410268 
418259 
426716 
432810 
407112 
436100 
412652 
438899 
416179 
436252 
443324 
407690 
431393 
452518 
431843 
436865 
452561 
440273 
442046 
436120 
423575 
429697 
439866 
429688 
414462 
428698 
420838 
458584 
434340 
400076 
431049 
445773 
420298 
433339 
412490 
416391 
421221 
409342 
429228 
426458 
408369 
432476 
434963 
436446 



75 



80 



428179 
428411 
434936 
413048 
432606 
413859 
409977 
441297 
421229 
456844 
423578 
446608 
424238 
450747 
420674 



AW297985 Hs.295726 integrin, alpha V (vitronectin receptor 
BE350122 Hs.157367 ESTs, Weakly similar to I78885 serine/lh 
NM_004403 Hs.1 3530 deafness, autosomal dominant 5 
C05837 Hs.145807 hypothetical protein FU 13593 
AB023197 Hs.227743 K1AA0980 protein 
AW015318 Hs.23165 ESTs 
AAO01615 Hs.84561 ESTs 
AW206248 Hs.1 11092 hypothetical protein FU22332 
AL133396 Hs.74621 prion protein (p27-30) (CreutzfekWakob 
AW503733 Hs.9414 WAA1488 protein 
AF117754 Hs.1 1861 thyroid hormone receptor-associated prol 
A1026718 Hs.16954 ESTs 

AAB061 05 Hs.300697 immunoglobulin heavy constant gamma 3 (G 
NM 005982 Hs,5441 6 sine ocuBs homeobox (Drosophfla) homolo 
AI186220 Hs.83164 collagen, type XV, alpha 1 
TB5301 gb:yd78d06.s1 Soares fetal liverspieen 

A1636208 Hs.96901 hypothefical protein FU23049 
AI754813 Hs.1 46428 coDagen. type V, alpha 1 
AI272141 , Hs.83484 SRY (sex determining region Y>box 4 
F1 1875 Hs.5534 Homo sapiens cDNA FU12961 fis, done NT 
AW016343 Hs.233301 ESTs 
AF027208 Hs.1 12360 pramintn (mouse)-like 1 
A1005163 Hs.201378 ESTs, Weakly similar to T1 2545 hypolheti 
AA316181 Hs.61 635 six transmembrane epithelial antigen of 
AA215404 ESTs 

NWL006379 Hs.171921 sema domain, knnMioglobuTm domain (lg), 
AA863400 ESTs 

AA070801 Hs.51615 ESTs, WeaWy similar to ALU7_HUMAN ALU S 
AA704806 Hs.143842 ESTs, Weakly similar to 2004399A chromos 
AI801777 ESTs 
AF085833 Hs.135624 ESTs 

R19015 Hs.79067 MAD (mothers against decapentaplegic, Or 
AI539519 Hs.120969 Homo sapiens cDNA FU11562 fis, done HE 
R44013 Hs.164225 ESTs 
R47799 Hs.266957 hypothetical protein FU14281 
AW971493 Hs.134269 ESTs, Highly similar to cytokine recepto 
AA280722 Hs.24758 ESTs, Weakly similar to 138022 hypolheti 
AA516420 ESTs, Weakly similar to I38022 hypotheti 

AW880358 Hs.339808 hypothetical protein FU 10120 
A1692181 Hs.49169 WAA1634 protein 
AI805392 Hs.325335 Homo sapiens cDNA: FU23523 fis, done L 
AA974603 gb:op34f05.s1 Soares JIFIJT J5BC_S1 Homo s 

AI248193 Hs.119860 ESTs 
C1 8863 Hs.1 63443 Intron of periostin (OSF-2os) 
AW296451 Hs.24605 ESTs 

AA280717 Hs.6727 Ras-GTPase activating protein SH3 domain 
BE245169 Hs.21 1610 CUG triplet repeat RNA-Wnding protein 
BE622743 Hs.301064 arfaptin 1 
AA852773 Hs.334838 WAA1 866 protein 
AW118210 Hs.42321 ESTs 
AF217518 Hs.8360 PTO012 protein 
AI193043 HS.12B685 ESTs, Weakly similar to T17226 hypotheG 
Eos Control 

Hs.1 03267 hypothetical protein FU22548 similar to 
Hs.13299 Homosapiens mRNA; cDNA DKFZp761M0111 (f 
Hs.267912 ESTs, Weakly similar to ALU7_HUMAN ALU S 
Hs.8036 glioblastoma overexpressed 
Hs.2B8850 Homo sapiens cDNA FU2252B fis, done H 
Hs.79284 mesoderm specific transcript (mouse) horn 
Hs.326714 Homo sapiens done IMAGE71 3177, mRNA se 
Hs.540B9 BRCA1 associated RING domain 1 
ESTs 

nudear protein 

SLC15A2 Solute carrier family 15 (rWpep 
ESTs 

Homo sapiens cDNA FU12142 fis, done MA 
ESTs 
ESTs 

serum/gluax»rticoid regulated kinase-li 
ESTs 



AA846576 

H73456 

AI199510 

AF019226 

AW803564 

A1878927 

AW276914 

AU077058 

AI553633 

D83032 
R38438 

T94344 
AW974957 
AW016809 
AI623752 
AI127772 
AW291464 
A1285970 
M93221 
NMJW2104 
AW992356 
AW805510 
AW403084 
A1056590 
A1264155 
AW960454 
N75217 
AA337401 
AI064B21 
NN1000055 



Hs.169984 
Hs.182575 
Hs.326263 
Hs.288719 
Hs.119021 
Hs.163603 
Hs.279696 
Hs.10338 
HS.1B3817 
Hs.75182 
Hs.3066 
Hs.8364 
Hs.97056 
Hs.7766 
Hs.7086 
Hs.152981 
Hs.222B30 
Hs.257848 
Hs.137635 
Hs.318535 
Hs.1327 



ESTs 

mannose receptor, C type 1 

granzyme K (serine protease, granzyme 3; 

Homosapiens pyruvate dehydrogenase Wna 

hypothetical protein FU21534 

iWquitHVConjugafing enzyme E2E 1 (homo 

hypothetical protein MGC12435 

COP-diacylgrycerol synthase (phosphatida 

ESTs 

ESTs 

ESTs 

ESTs, Highly similar to 1818357A EWS gen 
butyrylcholinesterase 
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4.36 

4.36 

4.36 

4.34 

4.34 
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4.32 

4.30 
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4.29 
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4.26 

4.26 

4.26 
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428227 AA321649 Hs.2248 small indudbJe cytokine subfamily B (Cy 4.18 

439593 BE073597 Hs.124863 ESTs 4.17 

442369 A1565071 ESTs 4.16 

445885 AI734009 Hs.127699 K1AA1 603 protein 4.16 

5 459702 AC04995 gb:an03c03jt1 Stratagene schizo bran S1 4.16 

452980 AK001335 Hs.31137 protein tyrosine phosphatase, receptor t 4.16 

440703 AL137663 HsJ378 Homo sapiens mRNA; cDNA DKFZp434G227 (fr 4.15 

407347 AA829847 gb:od40d07.s1 NO CGAP GCB1 Homo sapiens 4.14 

409153 W03754 HsiQ813 hypothetical protein FU20022 4.13 

10 430168 AW968343 Hs.145582 DKF2P434I1735 protein 4.12 

451184 T87943 transcription factor 7-like 2 (T-<x!l sp 4.12 

426174 AA547959 Hs.115838 ESTs 4.12 

431562 AIB84334 Hs.11637 ESTs 4.12 

417094 NM.006895 Hs.81182 histamine N4nethy1transferase 4.12 

15 425259 AL049280 Hs.155397 Homo sapiens mRNA; cONA DKFZp564K143 {fr 4.12 

449437 A1702038 Hs. 100057 Homo sapiens cDNA: RJ22902 (is. done K 4.12 

425053 AF046024 Hs.154320 utoquitin-activaBng enzyme E1C (homolog 4.10 

444020 R92962 Hs.3S052 ESTs 4.10 

439424 AM7B667 Hs.118183 hypothetical protein RJ22833 4.10 

20 416987 086957 Hs.B0712 KIAA0202 protein 4.10 

457121 AT743770 Hs.180513 ESTs, Weakly similar to K1AA0822 protein 4.09 

422737 M26939 Hs.119571 collagen, type III, alpha 1 (Ehters-Oan) 4.09 

446619. AU076643 Hs.313 secreted phosphoprotein 1 (osteopontin, 4.08 

431193 AW749505 Hs.296770 KIAA1 71 9 protein 4.08 

25 452144 AA032197 Hs. 102558 Homo sapiens, done MGC:5352, mRNA, comp 4.08 

433308 AA582718 Hs.291650 ESTs 4.08 

445756 AA290690 HsJ00776 ESTs 4.08 

431745 AW972448 Hs.163425 ESTs 4.08 

444610 AI174783 gb:HA2501 Human fetal fiver cDNA library 4.07 

3U 440099 AL080058 Hs.6909 DKFZP564G202 protein 4.06 

439398 AA2B4267 Hjl221504 ESTs 4.06 

432731 R31178 Hs.287820 fibronectin 1 4.06 

415075 127479 Hs.77889 Friedreich ataxia region gene X1 23 4.05 

„ 433626 AF078859 Hs.86347 hypothetical protein 4.05 

35 428055 AA420564 Hs.101760 ESTs 4.04 

412584 X54870 Hs.74085 DNA segment on chromosome 1 2 (unique) 24 4.04 

413243 AA769266 Hs.193657 ESTs 4.02 

431214 AA294921 Hs.348024 v-ra! simian leukemia viral oncogene horn 4.02 

453753 BE252983 Hs.35086 uWquitin specific protease 1 4.02 

40 414504 AW069181 Hs.115175 sterile-alpha motif and leucine zipper c 4.02 

434404 AW445034 Hs.256578 ESTs 4.02 

407604 AW191952 collagen, type VIII, alpha 2 4.02 

429412 NWL006235 Hs.2407 POU domain, class 2, associating factor 4.02 

436772 AW975688 metanolhionein 1E (functional) 4.00 

45 443257 A1334040 Hs.11614 HSPC065 protein 4.00 

450187 AA736788 Hs.78521 KIAA1717 protein 3.98 

433913 AI694106 Hs.72325 ESTs, Weakly similar to I38022 hypotheti 3.98 

415060 AJ223810 Hs.43213 ESTs, Weakly similar to IEFS_HUMAN TRANS 3.98 

434096 AW662958 Hs.75825 plelomorphic adenoma gene-lfte 1 3.98 

5U 432374 W68815 Hs.301885 Homo sapiens cDNAFLM 1346 hs. clone PL 3.98 

426818 AA554827 Hs.292995 DKFZp434A01 31 protein 198 

440118 AB040893 Hs.6968 KIAA1460 protein 3.98 

413836 W92003 Hs.70614 ESTs 3.97 

rr 442647 AL038436 Hs.31388 ESTs 196 

55 449188 AW072939 Hs,347187 myotubuterin related protein 1 3.95 

450656 AA010539 Hs.18912 ESTs 3.96 

410817 A1262789 Hs.93659 protein disulfide isomarase related prot 194 

429784 M89796 Hs.30 rrernbrane-spanning 4-domains, subfamily A 3.94 

408483 AA464836 Hs.291079 ESTs, Weakly simitar to T27173 hypothefj 3.94 

OU 407879 AA045464 Hs.6557 zinc finger protein 161 3.93 

438146 Z36B42 Hs.57548 ESTs 3.93 

433658 103678 Ks. 1561 10 immunoglobulin kappa constant 3.93 

429355 AW973253 Hs.292689 ESTs 3.92 

437210 AA311443 Hs.293563 Homo sapiens mRNA; cDNA DKFZp586E2317 (f 3.92 

65 432467 T03667 Hs^39388 Human DNA sequence from clone RP1-304B14 192 

452416 AA026115 Hs.114777 ESTs 192 

413873 AI310151 Hs.173524 ESTs 191 
400195 Eos Control 191 

437175 AW968078 Hs.87773 protein kinase, cAMP-dependent, cataryfi 190 

/U 453204 R10799 Hs.191990 ESTs 190 

454076 AW204712 Hs.61957 ESTs 3.90 

431183 NM.006855 Hs.250696 KDa (Lys-Asp-Ou-Leu) endoplasmic refic 3.90 
437158 AW090198 WM1 150 protein 390 

__ 443970 AI280341 Hs.166571 ESTs 3.90 

/5 441633 AW958544 Hs.1 12242 normal mucosa of esophagus specific 1 3.90 

452281 T93500 Hs.28792 Homo sapiens cDNAFU 11 041 fis, clone PL 3.90 

444057 AA316896 Hs .257257 FYVE and cofled-cofl domain containing 1 189 

411495 AP000693 Hs.70359 WAA0 136 protein 188 

on 43B452 AI220911 Hs.288959 hypothetical protein FU20920 3.88 
OU 410297 AA148710 lurnican 3.88 

427698 AW972594 Hs.335499 ESTs 3.88 
436769 AA74B675 ESTs 386 

417819 A1253112 Hs.133540 ESTs 3.86 
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445800 
425838 
422173 
428147 
445693 
432706 
412636 
436169 
418876 
436110 
430317 
442806 
414320 
430512 
427051 
430573 
453394 
431266 
434987 
452685 
435176 
437134 
430709 
427157 
441989 
417228 
418546 
450779 
412408 
443879 
414812 
429494 
447118 
408822 
419591 
448121 
436260 
421485 
414883 
416178 
452250 
444099 
438607 
408221 
418699 
419900 
446342 
446100 
448019 
413283 
447846 
436198 
418300 
408495 
424452 
448479 
431974 
416354 
417412 
413645 
416221 
419111 
423979 
418875 
451690 
423032 
414888 
428347 
426779 
435335 
410577 
452933 
429105 
407813 
425863 
451678 
452420 
452408 
441466 
414013 
420056 
424886 
431774 



AA126419 
NM 014071 
BE385B28 
AW629965 
AW800444 
NMJ13230 
NM_004415 
AA888311 
AA740616 
AA704899 
AB020645 
AW294522 
U13616 
AF182294 
BE178110 
AA744550 
AW960474 
AW149321 
AW975114 
AI634651 
AA744875 
AA349944 
R34356 
U51166 
AA306207 
AL134324 
AA224827 
AVV204145 
D51103 
Z28462 
X72755 
M769365 
AB014599 
AW500715 
AFO90900 
AL045714 
BE172762 
AA243499 
AA926960 
AI80B527 
BE618654 
D87432 
AW080237 
AA912183 
BE539639 
AI469960 
BE298665 
AW967109 
AW947164 
R78669 
AA324057 
AK001125 
AW33074 
W68796 
N41367 
H96115 
AW972689 
NMJXW633 
X16896 
AA130992 
BE513171 
AA234172 
AF229181 
W19971 
AW451469 
AI584746 
AL039185 
AI264161 
AA384577 
AI693150 
X91911 
AW391423 
D87077 
AL120247 
U43604 
AA374181 
BE554871 
AA306477 
AW673081 
AA766605 
AW043584 
H8B584 
BE348B13 



Hs.32944 inositol polyphosphate^ phosphatase, ty 3.86 

Hs.159613 nudear receptor coactivalor RAP250: per 3.86 

Hs.250619 phorbolin-Ske protein MDS019 (CEM15) 3.88 

Hs.234983 ESTs. Weakly similar to 2109260AB eel 3.85 

Hs.76507 IPS-inducedTNF-alpha factor 3.85 

Hs.2861 24 C024 antigen (small cell lung carcinoma 3.85 

desmoplakin(DPl,DPtl) 3-84 

Hs.17602 Homo sapiens cDNA FU 12381 fis, done MA 3.84 

gb:ny97f1 U1 NQ_CGAP_GC81 Homo sapiens 3.84 

Hs.291651 ESTs, Weakly similar to 138022 hypothefi 3.84 

Hs.239189 glulaminase 3.84 

Hs.149991 ESTs 3.84 

Hs.75893 ankyrin 3, node of Ranvier (ankyrin G) 182 

Hs.241578 U6 snRNA-associated Sm-Gke protein LSm8 3.82 

Hs.173374 Homo sapiens cDNA FU 10500 fis, done NT 3.82 

Hs.136345 ESTs 3.82 

Hs.40289 ESTs 3.81 

Hs.105411 ESTs 3.80 

ESTs 3.80 

Hs.30250 v-maf musculoaponeurotic fibrosarcoma (a 3.79 

Hs.189413 ESTs 3.78 

Hs.42915 ARP2(actiiKelated protein 2, yeast) ho 3.77 

gb:yh85d01 .s1 Soares placenta Nb2HP Homo 3.77 

Hs.1 73824 thymine-ONA glycosylase 3.76 

Hs^86241 protein kmase, cAMP-dependenl, regulato 3.76 

Hs.7312 ESTs 3.76 

gb:nc32g04.s1 NCI_CGAP_Pr2 Homo sapiens 3.76 

Hs.156044 ESTs 3.75 

Hs.73851 ATP synthase, H transporting, mitochondr 175 

Hs.9927 Homo sapiens mRNA;cONADKFZp5640156(fr 3.75 

Hs.77367 monokine induced by gamma interferon 3.75 

Hs.125058 ESTs 175 

Hs.330988 Homo sapiens, Similar to Bicaudal D (Dro 175 

Hs.57079 Homo sapiens cDMA FU13267 fis, done OV 3.74 

Hs.91393 Homo sapiens cDNA: RJ21887 fis, done H 174 

Hs.128653 hypothetical protein DKFZp564F013 174 

Hs.292710 ESTs, Weakly similar to ALU5_HUMAN ALU S 3.74 

Hs.104800 hypolhetica] protein FU10134 3.73 

CDC28 protein kinase 1 172 

Hs.192822 serologically defined breast cancer anti 172 

Hs.28607 hypothetical protein A-211C5.1 172 

Hs.1 0315 solute carrier family 7 (cafionic amino 3.72 

Hs.252884 ESTs 172 

Hs.47447 ESTs 3.72 

Hs.173030 ESTs, Weakly similar to ALU8_HUMAN ALU S 170 

Hs.170698 ESTs 370 

Homo sapiens mRNA; cDNA DKFZp564D016 (fr 170 

hypothetical protein dJ4620212 170 

ESTs. Moderately similar to 138022 hypot 3.70 

hypothetical protein simHar to swine ac 3.70 

Homo sapiens cDNA: RJ23527 fis, done L 3.70 

Homo sapiens cDNA FU10263 fis, done HE 3.70 

Homo sapiens cDNA: FU21578 fis, done C 169 

ESTs 169 

Hs.173002 ESTs, WeaWy similar to I38022 hypothefi 3.68 

Hs.21293 UDP-N-acteylglucosamine pyrophosphorylas 168 

Hs.200934 ESTs 168 

Hs.79241 B^xll CLUlymphoma 2 (BCL2) 168 

interteukin 1 receptor, type I 3.68 

gb:2o15e02.s1 Stratagene colon (937204) 167 

mitochondrial ribosomal protein L3 167 

Hs.137418 ESTs 167 

Hs.136644 CS box-containing WD protein 166 

Hs^33459 ESTs 166 

Hs.209990 ESTs 3.66 

Hs.119274 RAS p21 protein activator (GTPase activa 3.66 

Hs.77558 thyroid rwrrnone receptor interactor 7 166 

Hs.183773 golgiautoantigen,golgin subfamily a. 4 3.66 

Hs.93714 ESTs, Weakly similar to T00365 hypothefi 166 

Hs.137928 ESTs 166 

Hs.64639 glioma pathogenests-related protein 3.66 

Hs.288555 Homo sapiens cDNA: FU22425 fis. done H 165 

Hs.196275 KIAA0240 protein 164 

KIAA0872 protein 164 

Human unidentified mRNA, partial sequenc 3.64 

DKFZP564O0764 protein 164 

centrin, EF-hand protein. 3 (CDC31 yeast 3.64 

hypolhefical protein FU10687 3.64 

ESTs 3.63 

hypothefica! protein FU2121 2 3.62 

ESTs 162 

hypothetical protein: KIAA1830 protein 3.62 

~ 3.62 



Hs.14846 
Hs.13804 
Hs.195641 
Hs.23756 
Hs.77955 

Hs.86682 
Hs.237731 



Hs.82112 
Hs.79086 



Hs.40109 
Hs.159901 
Hs.26799 
Hs.29463 
Hs.29379 
Hs.54828 
Hs.47099 
Hs.99804 
Hs.96900 

Hs.268561 hypothetical protein FU10726 
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435990 


AI015862 


Hs.131793 


417821 


BE245149 


Hs.82643 


414715 


AA587891 


Hs.904 


444484 


AK002126 


Hs.112S0 


417008 


AA191708 


Hs.325825 


413823 


A1341417 


Hs.29406 


435354 


AA678267 


Hs.117115 


427832 


AF038362 


Hs.180930 


427846 


AW499770 


Hs.180948 


426116 


AA868729 


Hs.144694 


457635 


AV660976 


Hs.3569 


443998 


A1620661 


Hs.296276 


417867 


AW952547 


Hs.194603 


418182 


AW016405 


Hs.16648 


434941 


AW073202 


Hs.334825 


424831 


H61453 




448410 


AK000227 


Hs.21126 


421823 


N40850 


Hs.'28625 


414781 


D50917 


Hs.77293 


427393 


AB029018 


Hs.177635 


415664 


NM_004939 


Hs.78580 


425465 


L18964 


Hs.1904 


417124 


BE122762 


Hs.25338 


416602 


NM.006159 


Hs.79389 


419490 


NMJ)06144 


Hs.90708 


421097 


AI280112 


Hs.125232 


410390 


AA876905 


Hs.125286 


442073 


AW973443 


Hs.6086 


435266 


AK001942 


Hs.4863 


441499 


AW298235 


Hs.101689 


453256 


A1565587 


Hs.32556 


414142 


AW368397 


Hs.334485 


438023 


AF204883 


Hs.6048 


412245 


A1952669 


Hs.22883 


424144 


AA454033 


Hs.41644 


446682 


AW205632 


Hs.211198 


431392 


A1371223 


Hs.288671 


433430 


AI863735 




420394 


A9 0231 61 


Hs.97403 


425383 


D83407 


Hs.155007 


443547 


AW271273 




420676 


AI4347B0 


Hs.4248 


410690 


AA322979 


Hs.130266 


459645 


AA074346 




401403 






451166 


T98171 


Hs.1 85675 


418836 


AI555499 


Hs.161712 


421462 


AF016495 


Hs.104624 


414555 


N98569 


Hs.76422 


432401 


NMJ)13330 
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AW663083 


Hs.1 44469 


452679 


Z42387 


Hs .83883 


451107 


AA235108 


Hs.1 7639 


444034 


AL1 61957 


Hs.10177 


451518 


AW340925 


Hs 174918 


435702 


AI033647 


Hs.121001 


439208 


AK000299 


Hs 18095? 


451838 


AW005866 


Hs 19^969 


426369 


AF134157 


Hs.1 69487 


446945 


AI193115 


Hs 16611 


453920 


AH 33148 




411529 


AA430348 


Hs 317596 


417105 


X60992 


Hs 81225 


433854 


AA610649 


Hs 333239 


408089 


H59799 


Hs.42644 


453686 


AL1 10326 


Hs.304679 


426167 


AF039023 


Hs.167496 


452195 


AA994712 


Hs.1 16878 


416580 


T61572 


Hs.79385 


419839 


U24577 


Hs.93304 


424001 


W57883 


Hs.137476 


434564 


D57341 


Hs.188361 


433401 


AF039698 


Hs.284217 


409245 


AA361037 




414290 


A1558801 


Hs.71721 


400294 


N95796 


Hs.278695 


429819 


AL1 33011 


Hs.225108 


448873 


NMJJ03677 


Hs.22393 


428471 


X57348 


Hs.184510 


4362B8 


AI361722 


Hs.192410 


433376 


AI249361 


Hs.74122 


416051 


AA835868 


Hs.25253 


453468 


W00712 


Hs.32990 


412340 


AA101809 


Hs.182685 


438716 


AA814903 


Hs.155113 


419440 


AB020589 


Hs.90419 


433017 


Y15067 


Hs.279914 


428513 


BE220806 


Hs.184697 


437866 


AA156781 




451027 


AWS19204 


Hs.40808 


44B030 


N30714 


Hs.325960 



ESTs 

Homo sapiens cDNA RJ12749 fis, done NT 
myosin phosphatase, target subunit 2 
ESTs, Weakly similar to Z195_HUMAN ZINC 
hypothetical protein FU 20274 
uUquituvconjugating enzyme E2A (RAD6 h 
Homo sapiens. Simaar to zinc finger pro 
Homo sapiens mRNA; cONA DKFZp585G1924 (f 
KIAA0725 protein 

ESTs, Weakly similar to A43932 mucin 2 p 
ESTs 

WAA0819 protein 

ESTs 

ESTs 

bone morphogenefic protein receptor, typ 

chordin-fike 

ESTs 

ESTs 

ESTs, Weakly similar to ISHUSS protein d 

hypothetical protein FU10652 

ESTs 

WAA1450 protein 
ribosomal protein L44 
ESTs 

Homo sapiens mRNA; cONA DKFZp547C136 (fr 
WAA0810 protein " 
KJAA1363 protein 

pleckstrin homology domain interacting p 

ESTs, Weakly similar to ALU 1_HUMAN ALU S 

gbza39g1 1/1 Scares fetal fiver spleen 

hypothetical protein RJ13150 

hypothetical protein MGC5338 

WAA1700 

ESTs 

ESTs 

ESTs 

hypothetical protein MGC2747 
UrP^^tyMpha-r>flalactosamine:poryp 
progesterone binring protein 
ESTs 

K1AA0101 gene product 
phosphoserine phosphatase-like 
ESTs 

transmembrane, prostate androgen induced 
Homo sapiens ubiqm'tin protein ligase (U 
pleckstrin homology domain interacting p 
ESTs 

Homo sapiens, clone IMAGE3460280, mRNA 

dynactin 4 (p62) 

ESTs 

Kreisfer (mouse) maf-related leucine zip 
tumor protein D52-like1 
I factor (complement) 

Homo sapiens cDNA FU12927 lis, clone NT 

CD6 anOgen 

ESTs 



ESTs, Moderately similar to Z195JIUMAN Z 

RAN binding protein 6 

ESTs 

Human done 23574 mRNA sequence 

phosphofipase A2. group VII (p!atelet-ac 

paternally expressed 10 

Homo sapiens cDNA FU12807 fis, clone NT 

serologically defined colon cancer anfig 

tRNA isopentenylpyrophosphate transferas 

ESTs 

Homo sapiens prostein mRNA, complete cds 
Homo sapiens mRNA; cONA DKFZp434P201 (fr 
density-regulated protein 
strati fin 
ESTs 

caspase 4, apoptosis-felated cysteine pr 

mannosidase, alpha, dass 1A, member 1 

DKFZP556F084 protein 

ESTs 

ESTs 

KIAA0882 protein 
zinc finger protein 232 
ptexmCI 

metatlothionein 1E (functional) 

Homo sapiens, Similar to RIKEN cONA 2810 

membrane-spanning 4-domains, subfamily A 



3.17 
3.17 
3.17 
3.17 
3.17 
3.16 
3.16 
116 
3.16 
3.16 
3.16 
3.16 
3.16 
3.16 
3.15 
3.16 
3.16 
3.16 
116 
116 
116 
116 
115 
115 
114 
114 
114 
114 
114 
114 
114 
3.14 
114 
3.14 
114 
114 
114 
3.14 
114 
114 
3.14 
114 
3.14 
3.14 
114 
114 
3.14 
113 
113 
113 
113 
3.13 
113 
113 
112 
112 
3.12 
112 
3.12 
112 
3.12 
112 
112 
112 
3.12 
112 
112 
112 
3.11 
111 
111 
110 
110 
110 
110 
110 
110 
3.10 
3.10 
110 
3.10 
3.10 
3.10 
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435445 


AA737345 


Hs.294041 


420997 


AK001214 


Hs. 1009 14 


449924 


W30681 


Hs. 146233 


406122 






435272 


AA906415 


Hs. 110041 


410726 


AI623859 


Hs. 15936 


413063 


AL035737 


Hs.75184 


407949 


W21874 


nOUL.*t / u □/ 


417538 


AW050865 


Hs.275711 


434938 


AW500718 


Hs.8115 


434733 


AI334367 


Hs. 159337 


434421 


AI915927 


Hs.34771 


407930 


AA045847 


He 1 RR3R1 

113. 1 OOvHj 1 


424939 


AK000059 


Hs 1 53RR1 

% iO. IJOOO 1 


458332 


AI00Q341 




445034 


AW293376 


no. ih«mw3 


446570 


AV659177 


Hs 1771fift 
no. \ci lou 


429920 


AW473208 


no. I uj/i 


459513 


AI032946 




419038 


AW1 34924 


no. 1 3UOi.j 


451079 


AI827988 


He 94075ft 


417386 


AL03722B 


Ue ft9fM3 


453108 


AI311457 


Hs,99472 


449328 


AI962493 




428656 


AB037798 


Hs 1BR7Qf) 

no. ivui ou 


425509 


AF079353 


Hs 15R713 
no. i ■Joe i o 


447957 


NM.014821 


Hs.20126 


417226 


AW505054 


Hs.4283 


452248 


AA093668 


Hs 2857ft 

( lO.£OOr O 


426279 


AI648520 


Hs 1RQflA4 

no. iujuo4 


433S14 


AA509738 


Hs 1RW 

no. luo^o 


453064 


R40334 


Hs 89463 


431341 


AA307211 


Hs 251531 
nsx3 1 00 I 


441789 


D52059 


Hs.7972 


456437 


AI924228 


Uc 11 CIRC 

no. i io loo 


438771 


NMJ)16289 


Hs.6406 


448497 


BE613269 


Hs_91ftQ3 


416240 


NM 001981 


no./ ji/jo 


409038 


T97490 


H&50002 


424776 


A) 867931 


no. 1 \JH\)yO 


408409 


AW838181 


u* 07tm7 


429693 


BE254962 




425960 


AW410646 


no, io*km*3 


431625 


AW750627 


Hs.6634 


451144 


AW956103 


Mr R 1710 
no .0 I f I ^ 


432274 


AK000382 


He 974951 
no. £ »*t 431 


408683 


R58665 


ns.*K>os/ 


427735 


AA916785 


no. IOUD IU 


440603 


AL121733 


He 70QQ 


415443 


T07353 


Me 7Q/Q 


439981 


AI348408 


He 1 94R7C. 
no. I ZnDfO 


406685 


M18728 




446013 


AI360167 

nKJuu iui 


He 1 5977.4 

no. \ Oct in 


433902 


AW292820 


He 144QAR 
no. cwtUO 


412610 


X90908 


Hs.74126 


432505 


AW274526 


He 977791 


440040 


BE219431 


Hs 3fl9fY31 


433255 


A1274270 


Uc Qfiftdn 


419726 


U50330 


Hs.1274 


417258 


N58885 




435800 


AI248285 


He 11R34ft 
ns. i ioo*k) 


444838 


AVB51680 


Hs JORWR 


456760 


AW961251 


Hs 1 27ft9R 

no. 1 £ 1 0£0 


408360 


AI8O6O90 


Hs. 44344 


427982 


NMJJ16156 


Hs 1R139R 
no. i o t ozo 


436396 


AI683487 


He 159913 
no. lauio 


410434 


AF051152 


no. u judo 


412095 


AI624707 


He 5Q91 
no. 034 1 


425955 


T96509 


Ue 94flcjq 


450247 


AF1 23303 


LU 947 1"* 


417865 


AW086059 


Hs.6529 


415457 


AWQ81710 


Hs.7369 


438543 


AA810141 


Hs.192182 


415503 


U36601 


Hs.78473 


429138 


AB020557 


Hs.197298 


447881 


BE620886 




425481 


AW978162 




453315 


BE544203 


Hs\24831 


440638 


AI376551 




433208 


AW002834 


Hs.24095 


442495 


AI184717 




418858 


AW961605 


Hs^1145 


408170 


AW204516 


HsJ1835 



ESTs 

hypothetical protein FU 10352 

Homo sapiens cDNA FU22130 fe, done H 

Target Exon 

ESTs 

ESTs 

chlfinase 3-Gke 1 {cartilage gtycoprots 

ESTs, Weakly similar to 2109260A B cell 

hypothetical protein MGC2452 

Homo sapiens, done MGC16169, mRNA, com 

ESTs 

ESTs 

Homo sapiens cDNA FU 12807 fis, done NT 
Homo sapiens NY-REM-62 antigen mRNA, par 

ESTs 
ESTs 

ESTs, Weakty similar to 138022 hypotheti 
gb:ox06g09.s1 Scares fetal Bver_spieen 
ESTs 

ESTs, Moderately similar to PC4259 ferri 

0123 gene product 

ESTs 

ESTs 

K1AA1377 protein 

sperm associated antigen 6 

K!AA0317geneprodud 

ESTs 

rrtusdeblind (DrosophflaHike 
tubby like protein 3 
ESTs 

potassium large conductance cafeaum-acti 
proteasome (prosome, macrapain) subunit, 
WAA0871 protein 

ESTs, Moderately similar to PC4259 ferri 
M025 protein 

hypothefica! protein OKF2p761N0624 
epidermal growth factor receptor pathway 
small indudble cytokine subfamily A (Cy 

Homo sapiens cDNA FU 11537 Ms, clone HE 
SEC24 (S. cerevisiae) related gene famil 
hypothetical protein DKFZp434H247 
Homo sapiens cDNA FU22547 fis, clone H 
pyruvate dehydrogenase kinase, isoenzyme 
hypothetical protein FU20375; WAA1797 
TRAF and TNF receptor-associated protein 
spGctng factor proEne/gtutamine rich ( 
Novel human gene mapping to chomosome 1 
ESTs 

ESTs, WeaWy similar to T14742 hypotheti 
ghiHuman nonspecific crossreacfing antig 
ESTs 
ESTs 

fatty add binding protein 6, ileal {gas 
WAA0049 

zinc finger protein, subfamily 1 A, 4 {Eo 

WAA1527 protein 

bone morphogenefic protein 1 

gb:yy60a09.s1 Soares_mutlip!e_sderosis 

ESTs 

ESTs 

guanine nudeoSde binding protein (G pr 
hypothetical protein FU20534 
KIAA1073 protein 

wingless-type MMTV integration site fami 
toll-like receptor 2 

Homo sapiens cONA: FU21592 fis, done C 
ESTs, Moderately similar to S65657 alpha 
hypothetical protein 

ESTs, Weakly similar to (78885 serine/th 
ESTs, Weakly similar to ALU1 HUMAN ALU S 
ESTs 



NS1-binding protein 
GCN1 {general control of am'mo-acid synt 
ESTs 
ESTs 

gb:te64e10jc1 Soanes_NFU_T_GBC S1 Homos 

ESTs 

ESTs 

hypothetical protein RG083M05.2 
ESTs 



3.10 
3.09 
3.09 
3.09 
3.09 
3.09 
108 
3.08 
3.08 

aos 

3.08 
3.08 
3.08 
3.08 
108 
108 
3.08 
3.08 
3.06 
3.06 
3.06 
3.06 
3.06 
3.06 
3.06 
3.06 
3.06 
3.05 
3.05 
3.05 
3.05 
3.05 
3.04 
3.04 
3.04 
3.04 
3.04 
3.04 
104 
103 
3.03 
3.03 
103 
103 
102 
102 
102 
3.02 
3.02 
102 
3.02 
3.02 

3.02 

102 

3.02 

3.01 

3.01 

101 

101 

3.00 

3.00 

3.00 

3.00 

3.00 

100 

3.00 

100 

3.00 

Z98 

198 

2.98 

Z98 

2.98 

2.98 

2.98 

2.96 

2.96 

2.96 

2.95 

2.95 

2.94 

2.94 

2.94 
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430362 AA477908 Hs.282267 EST s, Moderately similar to 138022 bypol 2.94 

449765 N92293 Hs.206832 ESTs. Moderately similar to ALU8_HUMAN A 194 

407361 AA744622 Hs.292645 ESTs, Weakfy similar to ALU5_HUMAN ALU S 194 

407910 AA650274 Hs.41296 fibronectin leucine rich transmembrane p 2.93 

5 436005 BE551650 Hs.15B126 Homo sapiens cDNAFU 133506s, done OV 193 

44945B A180507B Hs.208261 ESTs 193 

449317 AW293413 Hs.132906 19A24 protein 2.92 

411118 N27944 Hs.221476 ESTs, Weakly similar to AF1 08460 lubhw 192 

449494 AW237014 Hs.315369 Homo sapiens cDNA: FU23075 fis, done !_ 191 

10 416311 D80529 gb:HUM081H05B Human fetal brain {TFufrwa 191 

4330&B MM 005456 Hs.288215 sialyltransferase 190 

429272 W25140 Hs.110667 ESTs 190 

432519 AI221311 Hs.130704 ESTs, Weakry similar to BCHU1AS-1D0 pro 2.90 

445467 A1239832 Hs.15617 ESTs, Weakly similar to ALU4_HUMAN ALU S 188 

15 426782 R14614 Hs.33846 ESTs 188 

426216 N77630 Hs.13895 Homo sapiens cONA FIJ1 1654 Bs, done HE 188 

413882 AA132973 Hs.1B4492 ESTs 188 

421554 AW137676 Hs.97775 ESTs 188 

446488 AB037782 Hs.15119 WAA1361 protein 184 

20 421391 AW304350 Hs.191958 rmmufraglobuRn superfamiry receptor Iran 184 

424527 AW138558 Hs.334873 ESTs, Weakly simnar to 154374 gene NF2 182 

419284 AW820869 Hs.215658 ESTs. Moderately similar to 2N91_HUMAN 2 182 

415788 AW628686 Hs.78851 WAA0217 protein 182 

448481 W15284 Hs.74832 ESTs 182 

25 410491 AA465131 Hs.64001 Homo sapiens done 25218 mRNA sequence 1B0 

443441 AW291196 Hs.92195 ESTs 180 

422725 AA3t5703 Hs.199993 ESTs, WeaWy similar to ALUB.HUMAN U!l 180 

431926 AW972724 gb£ST3 84816 MAGE resequences, MAGL Homo 180 

420406 AA741024 Hs.8837B ESTs 179 

30 437678 AA829B60 Hs.122834 ESTs 178 

440115 R41808 Hs.144924 ESTs, WeaWy similar to B Chain B, Solut 178 

439883 AL359652 Hs.171096 Homo sapiens EST from done DKFZp434A041 178 

446428 AW082270 *Hs.12496 ESTs, Weakly similar to ALU4.HUMAN ALU S 177 

451273 NM_014811 Hs.26163 K1AA0649 gene product 176 

35 435154 AA668764 ESTs 176 

432451 AW972771 Hs.292471 ESTs, Weakly simflar to ALU1.HUMAN ALU S 175 

442703 AL044949 Hs.116298 ESTs 174 

419341 N71463 Hs.118888 ESTs, Weakly similar to ALU1JHUMAN AUJ S 174 

435861 AF254956 Hs.1fi608 candidate tumor suppressor protein 172 

40 420137 AA305478 Hs.95327 C03D antigen, delta polypeptide (TTT3 co 170 

438441 AW664960 Hs.205319 ESTs 170 

426158 NM_001982 Hs.199067 v-erb-b2 avian erythroblasfc leukemia v 167 

432882 NMJJ13257 Hs.279696 serum/gjucawficoid regulated Wnase-li 166 

416239 AL038450 Hs.48948 ESTs 162 

45 434792 AA649253 Hs.132458 ESTs 160 

424852 AI222779 Hs.144848 ESTs 158 

425638 NMJJ12337 Hs.1 58450 nasopharynp^alepimelum specific prote 157 

419551 AW582255 Hs.91011 anterior gradient 2 (Xenepus laevis) horn 156 

. 450571 AF158240 Hs.60397 ESTs 156 

50 442435 A1986208 Hs.244760 ESTs. Highly similar to B34087 hypoUiefi 156 

424148 BE242274 Hs.1741 integrin. beta 7 156 

445784 A1253155 Hs.146065 ESTs 2.53 

408072 BE005566 Hs.16773 Homo sapiens done TCCCIA00427 mRNA sequ 152 

_ _ 434779 AF153815 Hs.50151 potassium inwardfy-rectrfying channel, s 152 

55 450295 A1766732 Hs.210628 ESTs 148 

440381 AA917808 Hs.190495 ESTs 146 

433923 AI823453 Hs.146625 ESTs 144 

420802 U22376 Hs.1334 v-myb avian myeloblastosis viral oncogen 144 

„ 429670 L01087 Hs.211593 protein kinase C, theta 144 

60 437908 AI082424 ESTs 2.43 

438676 AA813745 Hs.123446 ESTs 137 

410361 BE391804 Hs.62661 guanylate binding protein 1, interferon- 128 

444969 A1203334 Hs.160628 ESTs 126 

446423 AW139655 Hs.150120 ESTs 127 

65 435517 AA928626 Hs.130177 ESTs 127 

425354 U62027 Hs. 155935 complement component 3a receptor 1 126 

439180 AI393742 Hs.1990&7 v^rb-b2 avian erythroblastic leukemia v 100 

429073 AA446167 Hs.47385 ESTs 1.98 

433834 AA620742 Hs.130786 ESTs 1.72 

70 417365 D506B3 Hs.82028 transfamrng growth fador, beta recepto 1.52 

414521 D28124 Hs.76307 neuroblastoma, suppression of tumorigeni 1.30 

402550 Target Exon 1.09 

TABLE 33B: 

75 

Pkey. Unique Eos probeset identifier number 
CAT number: Gene duster number 
Accession: Genbank accession numbers 

so Pkey CAT Number Accession 

431089 125941.2 BG940189AW063489AA715980BF001091 BF880056AA666102AA62t946 AA49f626 

456034 685586J AA136653 AA136656 AW450979 AA984358 AA809054 AW238038 AA492073 BE168945 

. 407192 2200202J AA602964 AA609200 
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439195 
432222 
406587 
444314 
452239 



418259 



432810 



431843 

442048 
429228 

442369 
459702 
407347 
451184 



444610 
407604 



436772 
43715B 



21 979 J 
539529.1 
0_0 

1027984.1 
10116.4 



32908J 
133853J 



101919.1 



445334.1 

750422.1 
215430.1 

2691713.1 
539529.1 
810943.1 
1531.4 



214529^.1 
43771J 



438089 22448.4 BM475665 BE644917 AW770789 AW952971 N64863 BM263259 AI224545 M 1 84866 N691 1 4 AW5 1 8902 AJ 4401 69 AAB09472 AV654440 

AA281 642 AU185230 AW337382 AIB72923 A15371 13 N73882 T83378 H63731 BF671764 AW897824 A181 1 204 AA344546 BE0091 12 BG899864 
H91240 R60548 N41701 
AF086037H89360 H89546 

BG207209 BE1 66299 A1204995 BG 1 99355 AW969908 AA528756 AW440776 BI044354 
M31126 

AW749625 AW749626 AW749644 AI140497 

BG034853 AW17331 5 AW303375 BG19Q225 BG939153 BF057308 AA600736 A1751258 AI09O486 BE939504 AW631 492 AI768270 AJB621 33 
AA417852 BE378218 AA599207 AW794702 AA024968 AA446024 A1148235 AI191710 B1493797 A1272646 BI493796 AA634323 AI754332 
AA258414 C05155 A121 8226 A1039656 AI35O380 AI084598 AI754989 AI673545 AI432010 AI751 035 AA375571 M446297 BG216743 
BC01 1 194 AW517087 AA601O54 T85512 

BM31 0925 AA4261 10 BM310629 BF434286 AW015091 BF475996 AW1 188S7 BE675186 AI688568 AI453594 AW590589 AJ652425 AJ827969 
BF056946 A1802866 AI393380 AM76224 AW590639 AW136271 AI458252 AI524726 AA843768 AA782158 A1336058 A1097532 AW451 563 
AA459408 AA4S9633 AA418444 W23607 BG940150 AI493445 AW054729 AI221929 A1868744 AA215405 AA766713 AA621546 8F928317 
BE464132 AI990909 AW271459 AI262061 AA215404 N74332 BG940151 BG952261 AA972115 W96315 AA689586 R69057 BF766886 BE769254 
W05240 

BG292389 C06094 AI668930 AW104534 AA310513 AA830127 AW134897 AA046953 AW965490 AI810530 BF092924 AA334151 AA334725 
D31302 R20723 AA263003 BJ824635 AI276287 AI684428 A1524234 AI335035 AW014704 A191 1443 AA972102 AI367512 AI126670 AW016017 
AI286003 A1 147163 AA626033 AI5391 56 AA565542 AI094253 AW51261 2 BE889628 AA744752 BE646306 AW471324 AA999975 AA863400 
H17550 AJ991439 R46187 BE929954 AA333976 D63102 BF744491 
41 2652 18858.2 AIB01777 BE677762 AW008210 AW009441 BE350994 BE207949 AI091475 A1802774 A1827533 A1075363 AI659979 AA587855 A1078125 A1090285 
AA670058 AA602411 AA583472 AI436058AA61 2826 A1038932 BG057726 A! 167355 BF449023 AI289476 AW074381 BF972912 AJ991780 
AA8891 19 A1537472 239730 AI868953 A1192337 BE812978 BE812939 AA1 1 5248 H99006 AI91 5784 F08973 T16748 D20468 AA609899 BF081234 
AA115336 BE812876 BE812972 BE812982 BE813006 BE813019R43883 BE812981 

AW970134 AA516420 AA543007 BG057526 BI001430 AI498371 D60181 081004 D60382 C15876 N91070 C14815 C15068 080763 C14818 
C15161 D60184 D60656 
AW340495AI984319AA974603 

BG576155 BM009591 A1479075 AI02S794 A1017967 AA448270 BE466812 AA853422 AI392649 BG952034 AA513384 BF840124 BE714620 
AW969605A1553633 
AA993566 AI521958 AI5B5071 AI864217 

BG207209 BE166299 AI204995 BG199355 AW969908 AA528756 AW440776 B1044354 
T23514AI655785 

Z99386 AV71630 1 BE222333 AI949687 BF732426 AI494086 AV721430 AI/V577332 N68315 BE672030 AI084440 AI25090B N50901 AA757364 
BF515264 AI186231 BE466036 AW631313 AA993514 N54411 BG057515 AW013895 N77963 AA708723 AI273295 N59093 AA522665 AI871574 
AA505521 AA812256 AA553841 AW467057 W68550 AI168772 AA988308 AA910057 A1868258 AA918322 AI335847 AA621494 AA904390 
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D56772AW372265BM054985D12465BG534562AW(»3511 H87486 H42880AW1 90293 BF594697 BF3776 11 H22043 BI255749 BI492848 
H16217 H21980 H22651 H8B179 H87354 H44052 H25165 H44128 

U52054 AL581000 AA1 56850 AW293839 BI335865 AA024963 BF149420 BE073977 AW602574 BE164012 BE163992 BE163974 AW402161 
BM194134 AW9666D9 W84374 BF916380 AA385173 W84366 AA383743 BF903598 AA043776 W84421 AA778446 AW444904 BF446960 
AA837481 AV755539AW468444 AW468002AAB11830AA581806 AI866686 AJ572124M687333 D20160 AA812489AU185248AU185004 
AA156781 A1536733 BM144850 AI471883 AA040926 BF507639 AA043777 AW874142 BE832523 BE163972 BI022545 BI021204 
AI000341 A1766341 AW873274 
AV704052 BE1622B4 AI032946 BF360636 
AI884781 AI652306AI651694 AI638744AI962493 
M18728 

BG1 16781 B1914326 B4O30196 N58885 N63406 AV683374 N58892 BG1 10501 AA333708 AA359583 AW963123 N95562 N95696 N95587 

AK074291 AW293424 BE676135 AI832125 BE019146 BE465019 AI761124 AA617778 A1279232 AW575897 AI672039 F28618 BF924261 

M7221B4 BF934174 BE004328 AV749301 BE88Q282 BI019798 BJ019389 BF928776 AWB13409 AV726604 AA077560 BE272975 BF949119 

AVV814195BE879126AI697926BF594155BE205787BF053513 N35828AI948557Ai433839Al379679B^ 

AW316581 AI080272 AI421980 AI493318 BF194830 N87590 AA495993 N32996 AA699B44 H96845 H96592 N28741 BI035539 BF747723 

BF171066 W01350 H05495 A1243785 239S22 AA887432 AJ350659 R461 02 

AL520496 AW978162A1610475AI688990AW470054AA609426AI167391 AA815231 AA358241 

BG009500 AI376551 AA897445T87714 

AI184717AW518883AF121173 

AA179446 AA357794 D81719 D80529 CI 4833 

AW972724 AA877998 AA522631 AU 185388 

AW972063 AA668764 AA804491 AW565688 AA765069 

A1740S86 AA771806 BE500996 AW204531 AI082424 A1033B79 BF093176 AA771764 D3B676 



TABLE 33C: 



Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham, el al." refers to the publication enStled The DNA sequence of 

human chromosome 22" Dunham, et al. (1999) Nature 402:489-495. 
Strand: Indicates DMA strand from which exons were predicted. 
NLposiCon: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


Nt_posHTon 


401403 


7710966 


Pius 


146180-146294 


406387 


9256180 


Plus 


116229-116371,117512-117651 


405268 


4156151 


Minus 


24404-24521 


406122 


9144087 


Minus 


30940-31386 


402550 


7652009 


Minus 


80413-80573 



TABLE 34A: About 703 genes upregutated in idiopathic pulmonary fibrosis relative to hypersensitivity pneumonitis or non-specific interstitial pneumonitis 



Pkey: 
ExAccn: 



Unique Eos probeset identifier number 

Exemplar Accession number, Genbank accession number 



484 



WO 03/042661 



PCT/US02/36810 



UnigenelD: Unigene number 



R1: 


90lh percentile of IPFAIs 


R2: 


90(h percentile oflPFAis 


Pkey 


cxAccn 


UnigenelD 


405443 






418007 


M13509 


Hs.83169 


446619 


AU076643 


Hs.313 


422511 


AU076442 


Hs.1 17938 


406964 


M21305 




425259 


AT ninnon 

AL049280 


Hs.1 55397 


407244 


M10014 




421623 


N4085Q 


Hs.28625 


419875 


AA853410 


Hs.93557 


409542 


AA503Q2U 


Hs .36563 


418310 


AA814100 


Hs.B6693 


442006 


AW975183 




438315 


R56795 


Hs.B2419 


425071 


NK^.013989 


Hs.1 54424 


409632 


W74001 


Hs.55279 


434233 


AF1 19903 


Hs.138453 


408000 


L11690 


Hs.1 98589 


447033 


AQ57412 


Hs.1 57601 


420185 


AL044Q56 


Hs.251385 


420195 


N44348 




426682 


AVboOQjo 


Hs.2056 


408221 


AA9121B3 


Hs.47447 


417079 


U65590 


Hs.81134 


419216 


AU076718 


Hs.1 64021 


422163 


AF027208 


Hs.1 12360 


422404 


AL1 33571 


Hs. 3361 89 


445745 


AB007924 


Hs.13245 


407938 


AA905097 


Hs.85050 


423575 


CI 8863 


Hs.1 63443 


446659 


AJ335361 


Hs.226376 


425383 


D63407 


Hs.1 56007 


437620 


AW976930 




414591 


AI888490 


Hs.55902 


416585 


X54162 


Hs.79386 


425707 


AP1 15402 


Hs.1 1713 


430712 


AW044647 




453111 


AB014598 


Hs^172Q 


451099 


R52795 


Hs.25954 


414290 


AJ568801 


Hs.71721 


417801 


M417383 


Hs.82582 


412639 


AW961284 


Hs.203838 


423720 


AL044191 


Hs.23388 


429757 


AW452355 


Hs.256037 


429504 


X99133 


Hs.204238 


412228 


AW503785 


Hs.73792 


430223 


NMJW2514 


Hs.235935 


411880 


AW872477 




401645 






401673 






449048 


Z45051 


Hs.22920 


416316 


H58721 


Hs.271628 


453874 


AW591783 


Hs.36131 


451149 


AL047586 




421190 


U95C31 


Hs.102482 


410036 


R57171 


Hs.57975 


429525 


N92540 


Hs.205353 


405120 






432224 


AW189450 


Hs.208358 


418663 


AK001100 


Hs.41690 


412622 


AUUC£a7AQ 


Hs.1 7 1959 


424012 


AW368377 


Hs.137569 


442767 


AI017208 


Hs.131149 


401785 






411800 


N39342 


Hs.103042 


427535 


R29543 


Hs.2164 


444009 


AJ380792 


Hs.135104 


435143 


R12375 


Hs.1 94600 


402333 






429609 


AF002246 


Hs.210863 


454078 


AA601518 


Hs.22209 


452242 


R50956 


Hs.1 59993 


418693 


AI750878 


Hs.87409 


428411 


AW291464 


Hs.10338 


459702 


AT204995 




428839 


AI767756 


Hs.82302 


427138 


N77624 


Hs.173717 



Unigene Title 
Target Exon 

matrix metaltoproteinase 1 fmlerefifial 

secreted phosphoprotein 1 {osteoponDn, 

collagen, type XVII, alpha 1 

FGENES predicted novel secreted protein 

Homo sapiens mRNA; cDNA DKFZp5S4K1 43 (fr 

fibrinogen, gamma polypeptide 

ESTs 

proenkephafin 

hypotheOcal protein FU22418 
ESTs 

ESTs. Weakly similar to S72482 hypothefi 
ESTs 

defcxftnase, iodo thyronine, type II 
serine (or cysteine) proteinase inhibito 
hypothetical protein PR02834 
buBous pemphigoid antigen 1 (230/240kO) 
Predicted gene: Eos cloned; secreted wN 
ESTs 

Homo sapiens cDNA FU11177 fis, clone PL 
UDP glycosy) transferase 1 \am\y t polype 
ESTs 

interteukm 1 receptor antagonist 
small inducible cytokine subfamily B (Cy 
prominin (mouse)-fike 1 

Homo sapiens mRNA; cDNA DKFZp434F1 1 35 (f 

WAA0455 gene product 

phospholamban 

inlron of periostin (OSF-2os) 

ESTs 

Down syndrome critical region gene 1-iik 
ESTs 

ESTs, Weakly similar to ALU8_HUMAN ALU S 
leiomodin 1, smooth muscle (LMOD1) (Thy 
E74-like factor 5 (ets domain transcnpt 
ESTs 

hephaestin 

Interteukin 13 receptor, alpha 2 
ESTs 

aitegrin, beta-like 1 (with EGF-fike rep 
ESTs 

hypothetical protein DKF2p434F0318 
ESTs 

BpocaBn 2 (oncogene 24p3) (NGAL) 
complement component (3d/Epstein Barrvi 
nephroblastoma overexpressed gene 
gb:hm30f03.x1 NCI_CGAP_Jhy4 Homo sapiens 
CI 6001440*:giJ12330704|gb|AAG52890.1 [AF3 
C160014l6*:gi|12743112Irefp<P 010131.2) 
similar to S68401 (cattle) glucose indue 
ESTs 

collagen, type XIV, alpha 1 (undufin) 
RNA binding motif protein 8B 
mucin 5, subtype B, tracheobronchial 
calsequestrin 2 (cardiac muscle) 
ectonucleoside triphosphate diphosphohyd 
C4001445:gi|12697999ldbj|BAB21818.1| (AB 
ESTs 

desmocoifin3 
ESTs 

tumor protein 63 kDa with strong homolog 
ESTs 

NM_002275 , :Homo sapiens kerafri 15 (KRT1 
rnicrotubute-associated protein 1B 
pro-platelet basic protein (includes pla 
ESTs 
ESTs 

Target Exon 

cell adhesion molecule with homology to 
secreted modular calcium- binding protein 
gycosyj transferase 
Ihrombospondin 1 
ESTs 

gban03c03j(1 Stratagene schizo brain SI 
Homo sapiens cDNA FU14B14 fis, clone NT 
phosphatidic acid phosphatase type 2B 

485 



R1 


R2 


9.66 


7.50 


7.23 


3.66 


6.63 


3.03 


4.84 


281 


4.73 • 


5.69 


4.34 


4.34 


4.14 


5.68 


4.12 


1.80 


3.90 


201 


3.88 


290 


3.66 


284 


3.60 


3.13 


3.49 


3.70 


3.47 


1.38 


3.46 


3.46 


3.28 


251 


3.26 


3.26 


119 


212 


3.18 


101 


3.16 


3.16 


3.08 


3.16 


3.07 


1.9B 


3.02 


235 


298 


1.72 


287 


1.48 


Z80 


266 


278 


1.65 


278 


246 


278 


1.55 


274 


1.56 


274 


1.85 


272 


272 


267 


205 


266 


1.47 


266 


266 


262 


262 


261 


1.72 


259 


1.27 


259 


1.23 


258 


258 


258 


229 


257 


1.74 


257 


1.60 


257 


1.00 


256 


1.12 


256 


1.25 


254 


254 


2.53 


3.38 


2.47 


<£.[» 


2.46 


1.18 


242 


3.44 


240 


l!69 


240 


1.95 


240 


1.61 


240 


240 


239 


1.27 


238 


2.38 


238 


200 


238 


238 


237 


1.63 


237 


1.52 


236 


1.22 


235 


1.79 


235 


1.18 


234 


234 


234 


207 


233 


1.68 


233 


3.15 


233 


1.10 


232 


1.30 


232 


1.45 


232 


232 


232 


1.54 


231 


1.98 


231 


249 


231 


1.32 
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422363 


T55979 


Hs.1 15474 


455536 


AW135986 


Hs.257859 


428166 


AA423849 


Hs.79530 


456936 


M81349 


Hs.1955 


417728 


AW138437 


Hs.24790 


453070 


AK001465 


Hs.31575 


409159 


AW6733 12 


Hs.50848 


404942 






410286 


Al 739 159 


Hs.61898 


440516 


S42303 


Hs.161 


421574 


AJ000152 


Hs.105924 


418005 


AJ1B6220 


Hs.83164 


421948 


142583 


Hs.334309 


407788 


BE514982 


Hs.38991 


417563 


AA203701 




431089 


BE041395 




447333 


BE090580 


Hs.70704 


455797 


BE091833 




414987 


AA524394 


Ks. 294022 


403362 






432374 


W68815 


Hs.301885 


407137 


T97307 




402641 






416236 


AW994005 


Hs.337534 


413059 


BE151498 




432437 


W07088 


Hs. 293685 


428398 


AI249368 


Hs.98558 


428336 


AA503115 


Hs.1 83752 


421853 


AL1 17472 


Hs.1 08924 


436391 


AJ227892 


Hs.146274 


417430 


AA984546 




407443 


AF227138 




428434 


AW363590 


Hs.65551 


409432 


D49372 


Hs.54460 


456614 


AV653110 


Hs.1 06650 


440273 


A1805392 


Hs.325335 


450271 


AI693900 


Hs.200920 


432222 


AI204995 




458208 


A1380016 




405600 






434654 


AI825942 


Hs.1 39366 


439261 


All 26020 


Hs. 145674 


421515 


Y11339 


Hs.1 05352 


457741 


BE044740 




423161 


AU049227 


Hs.1 24776 


412505 


AA974491 


Hs.21734 


443180 


R15875 


Hs.258576 


431605 


AW972407 


Hs.124370 


415938 


BE383507 


Hs.78921 


452571 


W31518 


Hs.34655 


405061 






439343 


AF036161 


Hs.1 14611 


402327 






416786 


AJ796317 


Hs. 203594 


447343 


AA256641 


Hs .23 5894 


438634 


AW340400 


Hs.1 26728 


416127 


N49843 


Hs.79022 


423961 


D13566 


Hs.1 36348 


430397 


A1924533 


Hs.1 05607 


411010 


AWB13339 




439628 


W81007 


Hs.58628 


444301 


AK000136 


Hs.1 0760 


431726 


NM^015361 


Hs.268053 


410418 


D31382 


Hs.63325 


452814 


AI092790 


Hs.334703 


417562 


AW888754 


Hs.134126 


424460 


AA341442 


Hs.205299 


404342 






443320 


AI051607 


Hs.16335 


449780 


AA443241 




423337 


NM_004655 


Hs.127337 


434416 


AA805903 


Hs.59498 


457505 


AL044659 


Hs.43791 


425912 


AL137629 


Hs. 1621 89 


413585 


AI133452 


Hs.75431 


428231 


U17989 


Hs.183105 


428832 


AA578229 


Hs.324239 


404429 






447644 


AW861622 


Hs.108646 


406641 


AJ235567 




417059 


AL037672 


Hs.81071 


454565 


BE141231 




415115 


AA214228 


Hs.127751 



repScafion radar C (activator 1)3(38 


2.30 


130 


ESTs 


2?fl 


128 


M5-14 prolan 


2.27 


1.88 


serum amytofd A4, constitutive 


Z25 


116 


K1AA1573 protein 


2.25 


1.37 


SEC63, endoplasmic reticulum translocon 


2.24 


142 


hypothetical protein FU 20331 


2,24 


124 


spBring factor, arglninafeeane-rtch 9 


124 


164 


DKFZP586N2124 protein 


2.24 


146 


cadhenn 2, type 1, N -cadhenn (neuronal 


124 


1.94 


defensin, beta 2 


2.23 


1.36 


collagen, type XV, alpha 1 


2.22 


1.37 


keratin 6A 


120 


120 


S100 calcium-binding prolan A2 


2.19 


1.61 


gfczx52a10.r1 SoaresJetalJrVer_spleen_ 


Z18 


140 


ESTs, Weakty similar to unknown protein 


2.16 


146 


hypothetical protein dJ616B8.3 


Z16 


100 


gb:{L2-BT0731.260400-076-F04 BT0731 Homo 


2.16 


1.26 


hypothetical protein FU 14950 


115 


1.99 


NMJX)16t5*:Homo sapiens actin, gamma 2, 


116 


1.61 


Homo sapiens cDNA FTJ1 1346 lis, done PL 


115 


111 


gb:ye53h05.s1 Scares fetal liver spleen 


115 


124 


C1002296:g!|6677817|re^NP 033126.1|rep 


114 


114 


ESTs 


114 


114 


gfc:RCOKT0295-291199-031-E11 HT0295Homo 


114 


114 


ESTs 


114 


114 


ESTs 


114 


114 


Rvcfoserronopnstein , beta- 


112 


1.43 


SH3-doman protein 5 (ponsin) 


112 


1.93 


ESTs 


112 


112 


gb;am88e08.s1 Stratagene scivzo brain S1 


111 


117 


gb:Homo sapiens candidate taste receptor 


111 


136 


Homo sapiens, Similar to DNA segment, Ch 


110 


1.29 


small inducible cytokine subfamily A (Cy 


110 


110 


hypothetical protein FU 20533 


110 


2.00 


Homo sapiens cONA: FU23523 fis, done L 


110 


1.37 


ESTs 


109 


134 


gb:an03c03j(1 Stratagene schizo bran SI 


109 


1.40 


ESTs, Weakly similar to T4S4_HUMAN TRANS 


108 


100 


C12001673:gil9631264|ref|NPl048045.1| or 


107 


1.97 


Homo sapiens clone L5 poiyadenytated HER 


107 


152 


basic transcripfion factor 3 


105 


1.45 


GalNAc alpha-2. 6-siatyitransferase 1, 1 


104 


104 


gb±m55g10j(1 NC1_CGAP_R0F1 Homo sapiens 


104 


104 


downstream ot cadhenn 6 (by 3.3kb) 


102 


1.33 


ESTs 


102 


102 


daudin 12 


102 


9 fY? 


gb;EST38449B MAGE resequences, MAGI Homo 


102 


102 


A kinase (PRKA) anchor protein 1 


102 


117 


ESTs 


102 


109 


Target Exon 


2.01 


152 


hypothetical protein FU11808 


101 




Target Exon 


100 


144 


Homo sapiens uncharaderized gastric pro 


100 


100 


ESTs, Hfchry simitar to S02392 alpha-2-m 


100 


100 


ESTs 


1.99 


143 


GTP-binding protein overexpressed in ske 


1.97 


1.41 


periosCn(OSF* 2os) 


1.96 


1.48 


bicarbonate transporter related protein 


1.96 


1.31 


gb:MR3-ST0192-1 01299-01^005 ST0192 Homo 


1.96 


173 


ESTs 


1.96 


1.28 


asporin (LRR dass 1) 


1.96 


1.58 


WAA0029 protein 


1.95 


1.72 


transmembrane protease, serine 4 ' 


1.95 


1.87 


hypothetical protein FU14529 


1.95 


1.06 


crystafSn, gamma S 


1.95 


114 


ESTs 


1.94 


1.94 


CT00219?:gfl7299207tqbIAAF54404.1| (AE0 


1*92 


1.32 




1.91 


118 


ribosoma! protein L44 


1.90 


1.76 


axin 2 (conductin, axil) 


189 


116 


cell division cycle 2-Cke 5 (chofineste 


1.89 


104 


ESTs 


1.89 


134 


serme/tftreonine kinase with Dot- and pi 


1.88 


1.26 


fibrinogen, gamma polypeptide 


1.88 


1.88 


nuclear autoantigen 


1.88 


1.88 


ESTs, Moderately similar to ZN91_HUMAN Z 


1.88 


1.88 


Target Exon 


1.88 


118 


Homo sapiens cDMA FU 14934 fis, done PL 


1.88 


ao4 


gfcHomo sapiens mRNA for immunoglobulin 


1.86 


157 


extracefiular matrix protein 1 


1.86 


1.48 


gb:MR0-HT007SO81 199-003-a09 HT0075 Homo 


1.86 


1.21 


hypothetical protein 


1.85 


1.23 



486 
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432306 

414085 

403344 

447245 

446006 

401593 

434392 

406461 

455657 

400609 

422095 

422867 

417412 

426521 

429610 

423915 

439606 

459189 

412429 

402674 

431130 

454824 

401677 

426291 

430028 

445988 

452272 

418205 

400425 

400419 

447169 

452359 

431941 

432808 

437400 

422487 

444986 

451027 

413524 

409099 

405579 

405797 

405159 



Y18207 
AA1 14016 



Hs.303090 
Hs.75746 



AK001713 Hs.17860 
NMJKM403 Hs.13530 

AW983709 Hs.250824 



Hs.282804 

Hs.1584 

Hs.82112 

Hs.170219 

Hs.211092 

Hs.135281 

Hs.58561 



AI868B72 

L32137 

X16896 

AF161445 

AB024937 

AF039018 

W79123 

A1909090 

AV650262 

NMJJ06103 
AW833646 

U58913 

BE564110 

BE007663 

AW292249 

L21715 

AY004252 

AF084545 

A1989803 

BE167229 

AK000106 

NMJJ15985 

AB011542 

AJ010901 

AI204197 

AW519204 

BE145837 

AK000725 



Hs.75765 
Hs.2719 



Hs.169191 
Hs.227750 
Hs.13503 
Hs.252739 
Hs.83760 
Hs.287385 

Hs.157289 

Hs.29206 

Hs^72227 

Hs.278973 

Hs.5599 

Hs.198267 

Hs.40808 

Hs.50579 



450912 
445261 
454231 
429500 



456034 
451862 
403520 
456596 



418387 
433417 
402538 
414844 
418478 
446553 
456235 
424580 
433930 
404151 
429392 
430070 
400496 
413464 
4111B8 
446281 
443282 
423217 
453355 
432375 
437929 
410295 
437767 
416580 
450795 
421847 
403010 
406387 
440423 



AW192334 

AW939251 

T79759 

AW450669 

X78565 

AA307584 

AW450979 

H09260 

AA291834 
AA382291 
R18085 
AA5B7773 

AA296874 

U38945 

AB021179 

AA203637 

AA446539 

AA620338 

AL109712 
AF197927 

AL121500 

BE161168 

H69416 

T47764 

NN4.000094 

AW295374 

BE536069 

T09353 

AA741357 

AA830103 

T61572 

AW173371 

NMJJ14717 



Hs.38218 
Hs.25647 
Hs.250651 
Hs.45068 
Hs.289114 



Hs.32333 

Hs.78950 

Hs.22279 
Hs.8859 

Hs.77494 
Hs.1174 
Hs.15299 

Hs.339024 



Hs.296506 
Hs.231967 



Hs.14606 

Hs.132917 

Hs.1640 

Hs.31412 

Hs.2952 

Hs.106642 

Hs.293331 
Hs.79385 
Hs.60435 
Hs.108884 



protein phosphatase 1 , regulatory (inhto 
aldehyde dehydrogenase 1 family, member 
NM_000341:Homo sapiens sotule carrier fa 
hypothetical protein RJ 10851 
deafness, autosomal dominant 5 
Target Exon 

Homo sapiens cDNA: RJ23435 fis, done H 
hypothetical protein, done 24751 
gb:RC1-BT0314-31030(W)1 W)12 BT0314 Homo 
Cl0001147:gi)12698926lgblAAK01739.1IAF33 
hypothetical protein FU22704 
cartilage oftgorneric matrix protein (pse 
interteukin 1 receptor, type I 
hypothetical protein 

LUNX protein; PLUNC (palate lung and nas 
alpha-acfinin-2-assodated UM protein 
G protein-coupled receptor 87 
gb:IL-BT19841 049WO7 BT198 Homo sapien 
6R02 oncogene 
Target Exon 

HE4; epMdymis-spedfic, whey-addic pr 

gb:QV4-TT0008-16119M33-d09 TT0008 Homo 

BAJ1 -associated protein 3 

small inducible cytokine subfamily A (Cy 

Target CAT 

inadivaOon escape 2 

hypothetical protein DKFZp434P0316 

troponin I, skeletal, fast 

PR domain containing 12 

Target 

ESTs 

hypothetical protein MGC14376 

Homo sapiens cDNA RJ 20099 fe, clone CO 

angiopoieltrv-3 

EGF-Iike-dbrnain, multiple 5 

mucin 4, tracheobronchial 

ESTs 

Homo sapiens, Simflar to RIKEN cDNA 2810 
gb:MRO-HT0208-101299-202-c07 HT0208 Homo 
hypothetical protein RJ 20718 
C22000151:gi|6806921lrellNPJ04165.1l so 
CX001015:gi|11322384|emb|CAC16687.1| (/U 
ENSP0O000243337*:CDNA RJ13984 lis, don 
ESTs 

v-fos FBJ murine osteosarcoma viral once 
ESTs, Weakly similar to 138022 hypothec 
hypothetical protein DKFZp434l143 
hexabrachion (tenascin C, cytotacQn} 
gb:EST178498 Colon carcinoma (HCQ ceD 
gb:UI44-BISala-a-12-ms1 NCLCGAP.Su 
ESTs 

Target Exon 

branched chain keto acid dehydrogenase E 
gb:EST95683 Testis I Homo sapiens cDNA 5 
gb:yg16b1lr1 Soares infant brain 1N1BH 
Homo sapiens, Similar to RIKEN cDNA 5830 
C1001634:gi|12621136|reflNP_075245.1| Ba 
deoxyguanosine kinase 
cycBn-dependent kinase inhibitor 2A (me 
HMBA-indurible 

gbzx58b1lr1 Soares Jetal_liver_spleen_ 
ESTs, Weakly similar to A46010 X-linked 
ESTs 

Target Exon 

Homo sapiens mRNA tutl length insert cDN 
ALL1 fused gene from 5q31 
ENSP00000224716':GTP-binding protein SAR 
ESTs 

gb:PMQ-HT0425-17010(H)02-a10 HT0425Homo 
hypotheficat protein FU20271 
ESTs 

collagen, type VR, alpha 1 (epidermolys 



AW293995 Hs.192277 



S100 catahim^nding protein P 

ESTs, Weakly simflar to T09052 hypotheti 

nidogen (enacfin) 

ESTs 

Human done 23574 mRNA sequence 
ESTs 

K1AA0390 gene produd 

C21000152:gi|6226483|sp|Q521 18IYM03.ERWS 

Target Exon 

ESTs 
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101 
1.26 
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1.64 

1.34 

1.80 
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2.55 

3.41 

1.57 

1.94 

2.28 

1.53 

1.59 

2.10 

2.08 

170 

102 

2.67 

121 

112 

154 

1.76 

2.00 

1.47 

2.48 

1.69 

1.74 

126 
112 

166 

101 

108 

124 

152 

1.64 

1.37 

1.72 

1.34 

116 

1.39 

126 

1.70 

1.70 

1.87 

1.57 

106 

1.53 
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1.80 
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116 
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112 
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3.38 
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175 
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444381 

442802 

442424 

402885 

408786 

448719 

414584 

406838 

441600 

420693 

412649 

432331 

454034 

400279 

437865 

429165 

442993 

410684 

433149 

448429 

426457 

427654 

411662 

440383 

406690 

424687 

407857 

411573 

433336 

428471 

429249 

407956 

418026 

430469 

445511 

404501 

429107 

417259 

429597 

458091 

439280 

428096 

414221 

451712 

402487 

415274 

452887 

410253 

408741 

432985 

422166 

429259 



441457 
433365 
425483 
424385 
429655 
442391 
414341 
436222 
442264 
443878 
430152 
447752 
404455 
424105 
433095 
409361 
456256 
439310 
407102 
437981 
421485 
414799 
453864 
401067 
456054 
402324 
417733 
457734 
402013 
429295 



BE387335 Hs. 2837 13 hypothetical protein BC014245 1.63 2.07 

AL133035 Hs.8728 hypothetical protein DKFZp434G1 71 1.63 1.65 

AI342715 Hs.1#559 ESTs, Moderately similar to B34067 hypot 1.62 ' 2.40 

Target Exon 1.62 1.18 

ESTs 1.62 1.59 

tnaudeoSde repeat containing 3 1.62 1.63 

34rydroxybutyrate dehydrogenase (heart, 1.62 2.10 

ribosomal protein L7 1.61 1.41 

Homo sapiens cysteine knot protein (ZSIG 1.61 2.32 

elastase 2, neutrophil 1.60 237 

integrin,aJpha7 1.60 1.23 

MSTP032 protein 1.60 1.23 

aldehyde dehydrogenase 3 famDy, member 1 .60 1.69 

NM_004581*itemo sapiens Rab geranylgeran 1 .60 1.55 

ESTs 1.60 242 

prostate cancer associated protein 1 f 1.60 1.29 

ATPase, Class I, type 8B, member 1 ' 1.60 Z11 

ESTs 1.59 1.46 

hypothetical protein HES6 1.59 2.22 

calponin 1, baste, smooth muscle 1.59 1.41 

chimertn (chimaerin) 1 159 1.26 

ESTs 1.59 283 

Homo sapiens cDNA RJ 11 904 6s, done HE 1.59 2.18 

ESTs 158 2.19 

carcinoernbryonic antigen-related cell ad 1.58 1.58 

matrix metatoproteinase 9 (gelafinase B 1-58 1.47 

synaptotagrrdn-Bce 2 1.58 1.51 

K1AA1077 protein 1.57 1.29 

secreted frizzled-related protein 2 1.57 1.17 

stratifin 1.57 1.55 

egf-ftke module containing, mucin-fike, 1.57 1.19 

Homo sapiens, done MGG15887, mRNA, com 1.57 2.12 
fatty acid binding protein 4, adipocyte 1 .57 1 .05 

Homo sapiens cDNA: FU22712 fo, clone H 1.56 1.56 

Homo sapiens cDNA FU 14459 fis, clone HE 1.55 2.08 

nucleoside phosphorylase 1.55 254 

ESTs 1.55 205 

choodroilin sulfate proteoglycan 2 (vers 1.55 1.45 

a dishtegrin and metaltoproteinase doma 1.54 261 

gb:AF150285 Human mRNA from cd34 stem ce 1.54 1.54 

ESTs 1.54 206 

Homo sapiens, clone IMAGE3868989, mRNA, 1.53 1.55 

gb:UI-r«Kki!a-a-12.0-ULs1 NCl_CGAP_Su 1.53 1.39 

ESTs 1.53 1.99 

Target Exon 1.53 202 

myosin, heavy polypeptide 1 1, smooth mus 1.53 1.29 

hypothetical protein DKFZp761F241 1.53 1.21 

ESTs 1.52 203 

carboxypeptidase A3 (mast cell) 1.52 1.37 

ESTs 1.51 1.48 

S100 calcium-binding protein A9 (calgran 1.51 1.15 

PlatophiBn 1.51 1.31 

phosphafidyfinositd gtycan, class K 1.51 1.19 

ESTs 1.51 . 208 

ESTs, 1.51 274 

FAT tumor suppressor (Drosophila) homoto 1.51 1 .21 

ESTs 1.50 1.53 

myosin, RgM polypeptide kinase 1.50 1.29 

ESTs 1.50 1.65 

K1AA01 82 protein 1.50 210 

Homo sapiens cDNA FL) 11 489 Us, clone HE 1.50 216 

ESTs,WeaWysrmaartoALUVHUMANA1JUS 1.50 1.50 

hypothetical protein FU12572 1.50 1.37 

aquaporin 3 1.50 1.43 

lactotransfemri 1.49 0.91 

opioid receptor, kappa 1 1.49 1.36 

ESTs 1.49 1.30 

Homo sapiens cDNA FU10230 hs, done HE 1.49 202 

sine ocufis homeobox (Drosophila) homolo 1 .48 1.50 

vaccinia related kinase 2 1.48 1.42 

ESTs 1.48 1.48 

grycerol-3-phosphate dehydrogenase 1 (so 1.48 1.15 

ESTs, Weakly similar to WAA1397 protein 1.48 236 

hypothetical protein FU10134 1.47 1.21 

insulin-like growth factor binding prote 1 .47 1 .25 

hypothetical protein 1.47 218 

ENSPO00O0252105":CDNAFU1 2240 fis, clon 1.47 1.81 

gb:601 151545F1 N1HJAGCJ9 Homo sapiens c 1.47 1.99 

C190019B2tfl3043B38jdbflBAA25483.1|(AB 1.47 203 

H.sapiens mRNA for 3*UTR of unknown prot 1.47 1.29 

hypothefical protein FU11526 1.47 226 

Target Exon 1.46 242 

AA682377 Hs.99216 . ESTs, Moderately similar to ALU8_HUMAN A 1.46 209 
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AA773187 
AA033627 
AW630023 
AA827569 
AA939347 
NMJM1972 
NMJM2206 
W378S2 
NMJJ00591 

AI472305 
AW009886 
BE018682 
AA088500 
BE257672 
D17408 
AW894667 
AA410183 
D60541 
AA884208 
M29540 
J05070 
AJ928445 
AB029000 
AF017986 
X57348 
X81479 
AA295052 
BE379727 
AW603667 
AA846512 

A1470451 

AW903838 

NMJJ03B16 

AF150286 

A1125436 

AW291771 

AW450979 

AA019290 

AF001548 

AI702223 

T51823 

M73720 

T92363 

W72424 

AA420450 

AI400746 

AW996651 

AF026944 

AF231022 

BE146577 

U48959 

AW450544 

D80004 

A1208737 

A1276777 

AW292499 

AB001325 

M73700 

AA412442 

AK001092 

NM_005982 

AB000450 

AF086120 

AA007629 

AA774445 

AA243499 

AI752416 

AW021407 

BE313241 

AL048678 
BE394365 
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Hs.1 37475 
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Hs.220529 
Hs.151738 
Hs.92254 
Hs.70823 
Hs.31386 
Hs.1 84510 
Hs.2375 
Hs.38516 
Hs.83213 
Hs.288742 



Hs.99075. 
Hs.81800 
Hs.2442 

Hs.123654 
Hs.42239 

Hs.110489 

Hs.78344 
Hs.107253 

Hs.646 

Hs.178703 

Hs.1 12405 

Hs.292911 

Hs.62187 

Hs.43838 

Hs.293797 

Hs.158159 

Hs.285132 

Hs.211582 

Hs.220751 

Hs.75909 

Hs.122810 

Hs.263455 

Hs.139709 

Hs.234642 

Hs.105938 

Hs.98132 

Hs.302480 

Hs.54416 

Hs.82771 

Hs.102793 

Hs.145365 
Hs.104800 
Hs.77326 
Hs.21068 
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430920 
409358 
431956 
427719 
433430 
423790 
444083 
433256 
420859 
456664 
438158 
409BB3 
452316 
413048 
457462 
452679 
401116 
41961B 
452281 
426125 
428330 
418742 
418335 
408404 
448175 
431846 
459557 
449925 
442321 
454843 
410281 
402998 
443709 
435259 
454407 
453359 
434126 
417944 
442316 
438330 
410935 
455885 
405550 
451385 
424925 
431022 
439781 
429379 
435310 
430702 
451331 
459198 
442344 
402917 
418211 
437158 
427373 
433911 
402504 
409465 
449426 
405491 
4066B5 
442410 
407701 
400818 
406475 
426935 
414171 
444195 
447918 
421314 
412992 
401025 
452862 
425308 
402308 
428415 
407242 
410741 



U95402 
AA071059 
X63629 
AI393122 
AI863735 
BE152393 
AM23195 
AW604447 
AW468397 
AW963354 
AI796556 
AW452419 
AA29B484 
M93221 
AL133573 
Z42387 



Hs.248132 

Hs.2877 
Hs.134726 



Hs.339408 

Hs.100000 

Hs.334409 

Hs.187884 

Hs.296098 

Hs.61265 

Hs.75182 

Hs.272312 

Hs.83883 



AA528295 
T93500 
X87241 
122524 
AW451197 
R63267 
AW192518 
BE296174 
BE019924 
N58315 



AF207654 
AW834536 
AFQ76612 

AI082692 

AA152106 

AW578420 

AA448787 

A1138589 

AU077196 

Z75331 

AW450572 

BE067395 

BE153524 



Hs.28792 
Hs.166994 
Hs.2256 
Hs.1 13418 
Hs.28399 

Hs^25160 
Hs^71580 

Hs.24192 
Hs.8230 
Hs.258549 
Hs.166186 

Hs.134662 

Hs.4859 

Hs.118843 

HSJ24872 

Hs.1 18205 

Hs.82985 

Hs.8217 

Hs.257316 

Hs.66881 



AA017656 

NMJKJ2432 

AA490815 

AA845538 

NMJ)14840 

AA705075 

U56979 

AK002039 

A1086347 

AI022925 

BE244746 
AW090198 
AB007972 
A1923092 

AW393810 
T92251 

M18728 

AW996503 

AW375009 



Hs.153837 
Hs.208351 

Hs^00598 
Hs.169536 
Hs.278568 

Hs.151138 
Hs.79368 

Hs.247474 

Hs.1 30760 
Hs.8899 

Hs.78054 
Hs.198882 



Hs.197680 
Hs.164407 



NMJ00088 Hs.172928 
AA360328 Hs.855 



AB002351 
A1129320 
BE440002 
AI423369 



Hs.10587 
Hs.115175 
Hs.180324 
Hs.75111 



431254 
405213 



AW378065 Hs.8687 

M97639 Hs.155585 

AA337211 Hs.184222 
M18728 

Z11695 Hs.324473 

AA742697 Hs.62492 

NM.006069 Hs.251385 



goosecoid-fike 

gb2m66alO.fi Stratagene neuroepifliefium 
cadherin 3. type 1, P-cadherin (placenta 
ESTs 
ESTs 

gb:CM2.HT0323-171199^3S408HT0323 Homo 

gb:oo17a10jc1 Soares_NSF_F8_9W_OT_PA_P_S 

ESTs, Weakly simlar to S26689 hypolheU 

S100 calciunvbmdmg protein A8 (calgran 

metaOocnonein 1G 

ESTs 

ESTs 

ESTs, Moderately similar to G786.HUMAN P 
mannose receptor, C type 1 
Homo sapiens mRNA; cDNA DKFZp434J2235 (f 
transmembrane, prostate androgen induced 
Target Exon 

gb:nh26e06.s1 NCLCGAP_Pr3 Homo sapiens 
Homo sapiens cDNARJ1 1041 fe, done PL 
FAT tumor suppressor (DrosophBa) homob 
matrix metaltoprotemase 7 (matrilysin. 
EiSTs 
ESTs 

gb:xl45h08j(1 NCl_CGAP_Pan1 Homo sapiens 
hypothetical protein FU13102 
uroplakin 1B 

gb:yv68g06.s1 Soares fetal liver spleen 
Homo sapiens cDNA FU20767 6s, clone CO 
a (fisintegrin-fike and metaltoprotease { 
gb:MR2-TT0014-24119W)12-fl)6TT0014 Homo 
Homo sapiens clone 23928 mRNA sequence 
KM 002463*:Homo sapiens myxovirus (influ 
ESTs 

cydinLania-6a 

gb:RC1-CT0249-12010O-022-b04 CT0249 Homo 

ESTs 

ESTs 

collagen, type V, alpha 2 
stromal antigen 2 
ESTs 

dynein, cytoplasmic, intermediate polype 
gb:PMWTT0339-241199402-C03 HT0339 Homo 
C700198r:gi|565157lgblAAB31881.1| T^ 
gkze39h0U1 Soares retina N2b4HR Homo 
myeloid cell nuclear differentiation ant 
ESTs 

glial cells missing (Drosophila) homotog 
KIAA0537 gene product 
Rhesus blood group-associated glycoprote 
H factor 1 (complement) 
Homo sapiens cDNA FU11177 fo, clone PL 
ESTs 

epithelial membrane protein 1 
ENSP000XX)20258r:BicarbonatB transporter 
hypothetical protein FU21032 
K1AA1 150 protein 

myosin phosphatase, target subunit 2 
ESTs 

C1003823*:gi|4826521|emb|CAB42853.1l (AL 
gb:<WTT0008-251099-016-e11 TT0008 Homo 
ESTs 
Target Exon 

gb:Human nonspecific aossreacfing antig 
ESTs 
ESTs 
Target Exon 

C15000508*:gi|2558825lgb|AAC53387.1| (AF 
collagen, type I, alpha 1 
RAP1A, member of RAS oncogene famBy 
KIAA0353 protein 

ESTs, Highly similar to JC5818 gamma-act 
Homo sapiens, clone IMAGE:4183312, mRNA, 
protease, serine, 1 1 (IGF bincfing) 
NM 004055*:Homo sapiens calpain 5 (CAPN5 
ADAMTS2 (a disintegrin-like and metatlo 
receptor tyrosine kmase-like orphan rec 
Target Exon 

Down syndrome critical region gene 1 
gb:Human nonspeciGc CTOssreacting antig 
rnitogen-adivated protein kinase 1 
NM_052863:Homo sapiens secretoglobin, fa 
murine retrovirus integration site 1 hom 
Target Exon 
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447990 


BE048821 


Hs^0144 


421535 


AB002359 


Hs.105478 


453914 


NM_000507 


Hs.574 


443604 


C03577 


Hs.9615 


430385 


AA113437 




447731 


AA373527 


Hs.19385 


400740 






410481 


R34107 


Hs.321450 


440274 


R24595 


Hs.7122 


406867 


AA157857 


Hs.182265 


456855 


ARJ35528 


Hs.153863 


443144 


BE246335 




432810 


AA863400 




445537 


AJ245671 


Hs.12844 


424075 


AI807320 


Hs.227630 


440099 


AL080058 


Hs.6909 


428957 


NM.003881 


Hs.194679 


438874 


H02780 




402B25 






422737 


M26939 


Hs.119571 


423225 


AA852604 


Hs.125359 


417640 


D30857 


Hs32353 


435027 


AIB64053 


Hs.39972 


407409 


AF060168 




400221 






437751 


AA767373 




450008 


H52970 


Hs.36688 


441591 


AF055992 


Hs.183 


405973 






424604 


AW85S388 


Hs.151076 


410899 


AW809716 




405818 






402521 






436469 


AK001455 


Hs.5198 


431B90 


X17033 


Hs.271986 


453331 


A1240665 




439791 


H77774 


Hs.35755 
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small tndudbte cytokine subfamily A (Cy 
phosphoribosylfQn7^iydnaniidine syntha 
mjctose-1,6-bisptosphatase 1 
myosin regulatory fight chain 2, smooth 
N-myc downstreanvreg dated gene 3 
CO- 58 protein 

hypoihefcal protein FL) 14230 
pregnancy speafc beta-1-gfycoprotein 2 
scrapie responsive protein 1 
keratin 19 

MAD (mothers against decapenlaplegic, Dr 
hypothetical protein MGC14797 
ESTs 

EGF-fike-dornain, mulfiple 6 
RE1-siiencing transcription factor 
DKFZP554G202 protein 
WNT1 inducible signaling pathway protein 
gb:yj41a1 1/1 Scares placenta Nb2HP Homo 
Target Exon 

collagen, type III. alpha 1 {Ehlers-Danl 

Thy-1 cell surface anBgen 

protein C receptor, endothelial (EPCR) 

ESTs, Weafdy similar to 138588 reverse t 

gb:Homo sapiens AS 10 protein mRNA, parti 

NM^002082*:Homo sapiens G protein-couple 

ESTs, Moderately similar to ALU1 JIUMAN A 

WAP four-disulfide core domain 1 

Duffy blood group 

Target Exon 

K1AA1 243 protein 

gb:MR4-ST0124-241 199-026-h09 ST0124 Homo 
CXD01073:giJ4176497|enib)CAA201 iai| fALO 
Target Exon 

Down syndrome critica) region gene 2 
integrin, alpha 2 (CD49B, alpha 2 subuni 
ESTs 
ESTs 

membrane-spanning 4-domains, subfamffy A 

gb:Homo sapiens mRNA for irnrnuncglobulin 

Homo sapiens cDNA FU 13357 lis, done PL 

gb:RC2-BN0127-24O30(W)11-b05 BN0127 Homo 

ESTs, Weakly similar to 2004399A chromos 

K1AA1 808 protein 

collagen, type VI, alpha 3 

actin, alpha 2, smooth muscle, aorta 

CDC28 protein kinase 2 

JrypotheBcal protein FU14054 

Gene337Mig-6 

lipoprotein lipase 

hypothetical protein FU145B6 

ESTs 

Target Exon 
ESTs 

Homo sapiens SIB 297 Intestinal mucin (M 
Homo sapiens cONA RJ14208 fis, clone NT 
Eos Control 

epithelial protein tost in neoplasm beta 
nuclear factor of kappa Oght potypeptid 
Homo sapiens clone 23767 and 23782 mRNA 
tropomyosin 4 

Irpothefical protein PRO2801 
vimenfin 

transforming growth factor beta-stimulat 
ESTs 

collagen, type VI, alpha 2 
collagen, type V, alpha 1 
Homo sapiens clone HQ0319 
chromosome 9 open reading frame 3 
ESTs 

mucin 6, gastric 

K1AA0942 protein 

REV1 (yeast homology- like 

tubulin, beta polypeptide 

hypotheficat protein MGC5391 

SPARC-Ske 1 (mast9, hevin) 

cysteine-nch. angiogenic inducer, 61 

ESTs, Weakly similar to S1 0590 cysteine 

cadherin 11, type 2, OB^arJherin (osteob 

hypothetical protein MGC16207 

deleted in malignant brain tumors 1 

collagen, type I alpha 1 

Homo sapiens cONA: RJ23013 fis, clone L 

EphA2 
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Target Exon 
Target Exon 
ESTs 

ESTs. Weakly similar to ARL2_HUMAN ADP-R 
ESTs 

HCGIV-6 protein 

gb:Homo sapiens done FL94217 mRNA seque 
cytokine receptor-like factor 1 
. Target Exon 

tamrnin, gamma 1 (formerly IAMB2) 
latent transforming growth factor beta b 
kisufin-like growth factor binding prats 
ESTs 
ESTs 

hypothetical protein FKSG28 
ESTs 
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HS.B16 
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Hs.31945 
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Hs.1 11779 
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Hs.131729 



gb:C15974 Qonlech human aorta poIyA mRN 
collagen, type XVlll, alpha 1 
gb:tq3tg07.x1 NCLCGAPJitl Homo sapiens 
EST 

Target Exon 

eukaryotic translation elongation factor 
catenin (cadherm-associated protein), b 
tropomyosin 2 (beta) 
coUagen, type IV, alpha 2 
cycfrnD2 

serine (or cysteine) proteinase tnhtbtto 
cytochrome c oxidase subunit Vila polype 
dihyoVopyrirrMnase-fike 3(UUP) 
ESTs 

destrin (actm deootymerizing factor) 

Target Exon 

ESTs 

milk fat gtobute-EGF factor 8 protein 

keratin 19 

ESTs 

dual specificity phosphatase 1 
2,3T-cycUc nucleotide ? phosphodieste 
hypothetical protein FU 10276 
C1002509:gi!9938010}ref|NPJ64684.1| odo 
insulin-like growth factor-binding prole 
Homo sapiens cDNA FU 14309 fis, done PL 
Eos Control 

Homo sapiens cDNA FU20843 fe, clone AD 
aquaporin 1 (channel-forming integral pr 
ESTs 

cathepsin L 
Eos Control 

metallothionein 1E (functional) 
transmembrane 4 superfamify member 6 
G protein-coupled receptor 56 
prostate ditTerentiation factor 
gb:nf78f05x5 Na_CGAP_Pr3 Homo sapiens 
microsomal glutathione S-transferase 1 
steroMM^nelhyl oxidase-lke 
integnn, beta 5 

Homo sapiens cDNA: FU22130 fis, done H 

inhibitor of DNA binding 3, dominant neg 

ATPase, Na? transporting, beta 3 porypep 

Target Exon 

fibronecunl 

ESTs 

collagen, type VI, alpha 1 

matrix metalloproteinase 2 (gelatinase A 

serine (or cysteine) proteinase inhibito 

DnaJ (ftep40) homolog, subfamily C, membe 

gb7d60g02ri Soares fetal liver spleen 

ESTs 

gb£ST37925 Embryo, 9 week Homo sapiens 
ESTs 

gb:EST388066 MAGE resequences, MAGN Homo 

ras homotog gene family, member B 

hypothetical protein FU11071 

collagen, type I, alpha 1 

secreted protein, acidic, cysteine-rtch 

tbUtstatin-fike 1 

translocating chain-associaSng membrane 
laminin, beta 1 

complement component Clq receptor 

ESTs 

ESTs 

ESTs 
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NM J305569*:Komo sapiens UM domain kinas 
gtosarrone (N-aoelyl]h6-suJfalase (Sanf 
C15000305:gq3806122lgb|AAC69198.1| (AFO 
Homo sapiens mRNA expressed only in piac 
ESTs 

hypothetical protein FU 23153 

ESTs, Weakly simitar to BING1 IRsapiens 

gbrRsapiens mitochondrial 1 6S rRMA gene 

St&dornain binding protein 4 

myosin, fight poiypepWe 6, aftaS, smo 

ESTs 

fibronecGn 1 

DNA fragmentation factor, 45 kD, alpha p 
Homo sapiens mRNA; cONA OKFZp586J021 (fr 
NM_003213*:Homo sapiens TEA domain tarrdl 
ESTs 

potassium voltage-gated channel subfami 

tnsufm-tike growth factor binding prate 

glioma pathogenesis-related protein 

PDZ and UM domain 1 (elfin) 

ESTs 

ESTs 

Target Exon 

getsofin (amyloidosis, Finnish type) 
Homo sapiens cDNA RJ22667 fe, done H 
hypotheticai protein FU13188 
zinc finger protein 204 

NM_005805:Homo sapiens 26S proteasome-as 
microtubuteHnteracting protein that ass 
serine (or cysteine) proteinase inhMo 



cytochrome P450, 51 (lanosteroJ 14-atpha 
myosin, light polypeptide 6, alkali, smo 
Homo sapiens cDNA FU13289 fis, clone OV 
Target Exon 

similar to DNA-directed RNA polymerase I 
C200023r:gjl9B02031 lgbJAAF99597.1|AF239 
macrophage receptor with collagenous sir 
eukaryotic translation elongation factor 
NM_004552*:Homo sapiens NADH dehydrogena 
adaptor protein containing pH domain, PT 
angiopoiefin-2 

small inducible cytokine subfamily A (Cy 
myosin, fight polypeptide 6, alkali, smo 
heat shock 27kD protein 1 
hypothetical protein FU22501 
TEK tyrosine kinase, endothelial (venous 
surfactant pulmonary-associated protein 
sentrirvSUMO-spedfic protease 
Eos Control 

lectin, gatactoside-binding, soluble, 1 
ESTs 

ferritin, fight porypepfide 

ESTs, Weakly similar to ALUCJttJMAN !!H 

uteroglobin 

Homo sapiens SNC73 protein (SNC73) mRNA, 
ESTs, WeaWy similar to ALU4 HUMAN ALU S 
gb7j79b05.r1 Soares breast 2NbHBst Homo 
inhibin, beta B (actrVm AB beta polypep 
gb:DKFZp547M126_r1 547 (synonym: hfbrl) 
histarrrine receptor HI 
cytokine* protein C17 
ESTs 
EST 

ESTs, Moderately similar to ALU1J4UMAN A 
Target Exon 

odz (odd OzAgthti, Drcsophfla) bomolog 1 

hypofhetfcat protein FU21924 

Homo sapiens mRNA; cDNA DKFZp434E082 (fr 

ATPase, H? transporting, nongastric, atp 

ESTs 

Homo sapiens cDNAFU 11 481 fc,ctoneHE 
gb:PM1-CTO243471O99-GO1-g06 CT0243 Homo 
ESTs, WeaWy similar to T25472 hypothefj 

gb:MR2-ST0131-111199O16-a04ST0131 Homo 
ESTs 

Bpopolysaccaride-specific response 5-li 
gb:MR4-ST0124.27030{W)05^11 ST0124 Homo 
hypothetical protein FU 14991 
ESTs 

gb:EST375655 MAGE resequences, MAGH Homo 
gb:WSN0039^0030(WX)t<a2 SN0039 Homo 
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Hs.85226 lipase A, lysosomal acid, cholesterol es 
Hs.278721 HLA class II region expressed gene KE4 

gb:yl52c03j1 Soares breast 3NbHBst Homo 
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W63753 W70299 AA557276 AA299007 N9821 2 W74064 N24823 T54892 AA054724 W73059 A1869152 N93462 N71889 AI537432 R71628 
AA303089 AI498550 T60941 AV706417 AW067848 All 50677 AW338118 A1336313 AA826256 A1139518 AA662948 AA902723 A1970175 W68682 
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A\SmAW580908BI037146AW5M^^ 

BE548300 AW968728 AW968554 AA777644 AA706896 AA682517 AA832267 BG165087 N51097 N51567 R95B37 BC56803 W89042 RS5B3D 
R97354 AW975957 AA747943 AAB1 1 289 
BF568188 BF899745 AW836724 BE243868 
AW976857AI809001 AA769369 AW102732AA761235 

ImS^JS^^^^^OWXm BI599811 8E161728 AW578™ ? 7^ 



430108 1233254J 
410276 641443J 
400247 2764.1 



ASradMAlCTMai AI167170 AA836627 AA443828 AW592922 AA235129 AA730278 AW439062 AW474332 81043239 AW474342 BG7085S 
^m^^mm^SX^^^ BG540916 BM314745 AA251087 D54231 D55274 BF085805 D315M AW^5 

JS 2 f jSS^r b™»99 BFoS M267384 AI267232 BE348320 AA621574 AA861212 BF0B3343 BF083341 AV745131 D53074 

mmIwt^ 1 AW444709 AW952455 A1887612 BF431948 B1496876 A1264159 BM128481 AI624657 

aSS 

A^4164M^^^ 

AW373305 AW373299 AW373302 

AA928810AW968393 M465294AA811301 a 

AAD83514 AI554545 AW169852 A1363822 A1633826 A1556026 A1765624 AA147545 AA147552 ^na*** 
BG705885 BG702217 AV716638 BG7770Q9 B1545689 BI552153 BM476712 BG770858 BG527656 BG528277 BG391388 AV71 6861 BI602926 
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433403 
450724 



432077 
449625 

455047 
410934 
454600 



455500 
411745 
418869 
432093 
452239 



405851 
430353 



4937,10 
40151J 



452948.1 
249224.1 

1092329J 
1064652J 
1063489.1 



1228737.1 

43036.8 

12789.14 

1237011.1 

10116.4 



0.0 

10288.1 



431323 
442195 



1235269 1 
15007.1 
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BG210593 AW999254 H95133 AA353863 BE764809 N50375 BE091363 BG701255 BI860846 B1832485 BG1 68150 BG028647 BE546301 
BG900321 BI909737BG7023B3BG614141 BG611137BG700121 8F031492 N85802AV715940K51590BG993478BE172016AW893622 
AK056692 AF086220 A1375066 AA284293 W32566 AW797961 AA960897 AA504145 

BF060834 B101 9048 AW862002 AK055737 AA429538 AW06331 1 AW440655 AW231970 AM28584 AA995028 AW854593 AA984131 AA552874 
AA564758 AA528743 BG927275 BE0451 17 AW975234 AA664937 BF749390 BG928948 AA984546 BE009153 AV732487 BE078167 AW872716 
AW063245 AA578441 A1820704 AI732283 R55428 BF999154 BF880485 
AL1 34685 AW972760 AA52531 9 AA526544 AA525342 AA526632 AA525296 AV739423 AW972755 

B191 8168 AW779760 N48674 A1375997 AA235370 BG699146 AI913631 AJ498402 AI016320 AA323193 R49021 D59344 BG986750 N45526 
BG986917 T61382 R49391 R45432 AI203107 R35004 F07491 R25094 R35350 
AW852530 AW852526 AW852527 AL597959 

AW811114AW811095AW811094AVTO11124AVW1157AW811054AW811087 

AW81 0001 BF374633 AW809694 AW809672 BF37474B BF374562 AW81 0209 AW81 0092 AW809786 AW81 0428 AW81 0429 AW809884 BF374650 

BF374641 BF374764 BF374744 AW810552 BF374678 BF374653 BF374579 AW810168 AW810170 BF37461 1 BF374676 BF374667 AW810353 
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AA258414 C05155A1218226AI039656AI350380A1084698AI7549&^ AA446297 BG216743 

AA609784R97304 
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BI752581 AA534520 A1748906 AA047799 A1014753 AI514460 AL581982 BG743146 W24171 H20102H11227 AW752607 AW006596AW1 30378 
BE716519 AW752661 AW848289 BF349557 AW752612 AW752632 AW848910 NMJJ04077 AFO47042 AL560606 B1765896 BI196831 BI855656 
BE906674 BG749937 BE535486 BEO19810 AA313713 AA992542 AA332541 AA682985 AA3561 25 BE 1 40478 BG750945 BI457548 BG025661 
BF326302 AA325019 BG980676 AA337465 AA321974BG9492B5 BG4275B5 R23979 BG611485 BE560678 W16977 N50379 BG824101 BG471750 
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TABLE 34C 

Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (GI) numbers. 'Dunham, et aL" refers to the publication entitled The DNA sequence of 

human chromosome 22" Dunham, et at (1999) Nature 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 
NtposiBon: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLpositon 


405443 


7408143 


Plus 


90716-90887,101420-101577 


401645 


7657839 


Minus 


34988-35133 


401673 


76B9903 


Minus 


122587-122705.122765-123047 


405120 


8099940 


Plus 


140176-140340 


401785 


7249190 


Minus 


165776-165996,166189-166314,166408-16656 


402333 


8844110 


Minus 


165693-165856 


404942 


7382153 


Plus 


92095-92252 


403362 


8571772 


Plus 


64099-64260 


402641 


9958129 


Minus 


122596-125136 


405600 


5923540 


Plus 


26662-27225 


405061 


7656744 


Minus 


132492-132932 


402327 


7656695 


Minus 


108675-108770,109801-109910 


404342 


9836093 


Plus 


115854-116033 


404429 


7407979 


Plus 


31352-31498 


403344 


8569726 


Plus 


70823-70990 


401593 


7230957 


Plus 


10368-10572,11293-12356 


406461 


9756020 


Minus 


158842-159136 ' 


400609 


9887671 


Minus 


92037-92247 


402674 


8077108 


Kffinus 


39290-39502 


401677 


9965537 


Minus 


62856-63086.63603-638B4 


405579 


6456174 


Plus 


100996-101542 


405797 


1934909 


Minus 


5599-5681,5821-6104 
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405159 9966252 Plus 

403520 7684483 Minus 

402538 9801137 Minus 

404151 7534014 Minus 

5 400496 9743564 Plus 

403010 3132346 Plus 

406387 9256180 Plus 

402B85 9926751 Plus 

404501 7229859 Minus 

10 402487 979753B Plus 

404455 7677926 Minus 

401067 5764724 Minus 

402324 7630361 Plus 

402013 7407997 Plus 

15 401116 9966559 Plus 

402998 2996643 Minus 

405550 1552494 Pius 

402917 7405502 Minus 

402504 9797871 Plus 

20 405491 5801645 Plus 

400818 8569994 Rus 

406475 9797684 Plus 

401025 8117518 Minus 

402308 7340295 Minus 
25 405213 6692345 Minus 
400740 7329267 Minus 
402825 6165330 Minus 
405973 8247789 Rus 
405818 4071056 Plus 
30 402621 9930950 Rus 
401311 9212516 Minus 
401899 7230209 Minus 





403579 


8101179 


Minus 


35 


404600 


8705107 


Rus 


405531 


9665194 


Plus 


405542 


9857564 


Plus 




405131 


8516051 


Minus 




403026 


7670575 


Rus 




405369 


2078469 


Minus 


40 


405932 


7767812 


Minus 


405156 


9966228 


Rus 




402174 


8575912 


Rus 




405536 


9795661 


Rus 


45 


406109 


9127147 


Minus 


403162 


9B38085 


Rus 




401404 


7710968 


Plus 




403167 


9838127 


Phis 




402209 


8576119 


Minus 


50 


400986 


8085497 


Minus 


404975 


3419864 


Minus 


404926 


7341919 


Minus 



79559-79804 
97621-98084 
96314-96539 
69038^9399 
4151541695 
78385-79052 

116229-116371,117512-117651 

71919-72049 

37270-37526 

75677-75843 

26927-27611 

153366-153509 

26052-26803 

174540-174634,175449-175568 

123579-124447 

17175-17373 

91720-92115 

1034-1177,3143-3266 

12366-12614 

81857-82045 

172644-172765,173085-173200 

125417-125563.128052-128180 

179287-179483,181044-181166,181844-18203 

92080-93638 

50267-51151 

79920-80510,80576-80746 

78572-78807 

103859-104254 

29055-29196 

130806-131036 

180124-180754 

155620-155815 

36167-36365 

118354-118444,118649-118792 

35602-35803 

71331-72183 

136764-137594 

56521-56840 

34183-34357.35686-35751 
123525-123713 

146733-146860,147899-147961,153127-15325 
253499-253674 

164091-164162,164397-164516,166720-16679 

58328-58485 

82652-83613 ' 

136474-136646 

162599-162935 

53315-53472 

63140-S3319 

86096-86605 

150411-151484 



55 



TABLE 35A: 



Abcnil 323 genes upregulaled in hypasenshW 



Pkey: Unique Eos probeset identifier number 
ExAccn: Exemplar Accession number, Genbank accession number 
60 UnigenelD: Unigene number 



65 



70 



75 



80 



Pkey ExAccn UnigenelD Unigene Tifle 

402550 Target Exon 

421563 MM 006433 Hs.105806 granutysin 

424326 NNL014479 Hs.145296 ADAM-like disintegrin protease, decysin 

417967 BE244373 Hs.1119 nuclear receptor subfamily 4, group A, m 

41 1 089 AA456454 cell division cycle 2-like 1 (PITSLRE pr 

416350 AF188625 Hs.189507 phosphoTipase A2, group HD 

406654 M906B6 Hs.73885 HLA-G histccompafibiSty antigen, class 

459705 BE082764 Hs.270252 ESTs, Weakly similar to androgen recepto 

412610 X9O908 Hs.74126 tatty acid binding protein 6, ileal (gas 

452194 AI694413 olfactory receptor, family 2, subfamily 

447709 U97145 Hs.19317 6DNF family receptor alpha 2 

410910 AW810204 gb:MR4-ST0125-021199-017-d08 ST0125 Homo 

454571 AW812929 Hs.336908 ESTs 

441859 AW194364 Hs.94814 "mterleukin-4 induced gene-1 protein (R 

422398 AI476149 Hs.334489 hypothetical protein FU 21992 

403244 C2002870^il82698lpirlpQ0985 hydroxypr 

497 



R1 


R2 


4.03 


4.70 


3.37 


Z70 


3.31 


2.42 


3.09 


1.51 


2.99 


1.28 


Z71 


1.43 


Z70 


1.53 


2.70 


1.14 


Z69 


2.99 


2.63 


Z67 


2.63 


1.52 


2.59 


1.00 


2.50 


2.34 


2.45 


1.90 


2.45 


1.36 


2.40 


1.53 
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415462 


R52692 


Hs.12698 


ESTs 


2.40 


1.00 


447028 


A1973128 


Hs.167257 


brain link protein- 1 


2.33 


1.64 


412394 


AW984150 




gbPM24W0008-17030tM)01-h09 HN0008 Homo 


Z32 


1.00 


450165 


AA007235 


Hs.63931 


ESTs 


2.32 


1.32 


431093 


AB031038 


Hs301704 


eomesodenren (Xenopus laevis) homotog 


2.30 


1.81 


444090 


S69115 


Hs.10306 


natural killer cell group 7 sequence 


Z28 


1.69 


413682 


BE156991 




gb:RC3-HT0371-29010M13^HT0371 Homo 


£27 


1.59 


441320 


AI768724 




fibufin 1 


2.27 


1.87 


456766 


R87310 


Hs.7740 


oxysterol binding pmteirvQke 1 


Z27 


1.35 


420340 


NM 000734 


Hs.97087 


CD3Z antigen, zeta polypeptide (TTT3 com 


2.25 


1.98 


459721 


A1299050 


Hs.143835 


gb:qn14d1Zx1 NC1_CGAPJju5 Homo sapiens 


2.25 


1.82 


405452 






Target Exon 


125 


1.29 


458079 


AI796870 


Hs.54277 


DMA segment on chromosome X (unique) 992 


Z25 


5.80 


401447 






Target Exon 


Z25 


1.55 


423066 


Y18264 


Hs.123094 


sat (Drosoph3aJ-fike 1 


Z24 


1.51 


441704 


AM58766 


Hs.192125 


ESTs 


Z24 


1.00 


405097 






ENSP000001 7523B*;A disintegrin and metal 


Z24 


1.00 


408544 


AW293825 




ESTs 


Z22 


1.95 


413454 


BE141162 




gb:MRO-HT007^021299-001-d03 HT0076 Homo 


Z20 


Z26 


444404 


M31525 




major histocompatibility complex, class 


Z20 


1.37 


418460 


M26315 


Hs.85258 


CD8 antigen, alpha polypeptide (p32) 


Z19 


Z88 


436063 


AK000028 




ribosomal protein S24 


Z19 


1.42 


429212 


NM.001504 


Hs.198252 


G protein-coupled receptor 9 


Z18 


1.22 


400712 






Target Exon 


Z18 


1.00 


417929 


R27219 


Hs.74647 


Human T-cefl receptor active alpha-chain 


Z17 


1.79 


403478 






NM_02234ZHomo sapiens kmesin protein 9 


Z17 


1.80 


418747 


AJ249977 


Hs.88049 


protein kinase, AMP-activated, gamma 3 n 


Z17 


1.76 


429712 


AW245825 


Hs.211914 


ENSPO0O00233627*:MADH-ubiquinone oxidore 


Z16 


1.44 


451668 


Z43948 


Hs.326444 


cartilage acidic protein 1 


Z16 


Z12 


414020 


NM.002984 


Hs.75703 


small inducibte cytokine A4 {homologous 


Z15 


Z88 


456057 


AA947457 


Hs.135560 


ESTs, Weakly similar to T43458 hypothec 


Z15 


Z50 


444346 


A1142274 




ESTs 


Z15 


Z38 


416918 


X07871 


Hs.89476 


CD2 antigen (p50), sheep red blood cell 


Z14 


1.93 


451318 


AA029888 


Hs.95071 


ESTs 


Z14 


1.16 


458935 


Y16521 


Hs.24812 


CDP-cfiacylglycerd synthase (phosphathla 


Z13 


1.52 


417105 


X60992 


Hs.81226 


COS antigen 


Z13 


Z61 


408219 


BE051111 


Hs.254211 


gbK3VO-BT0O41-011 199-039^02 BT0041 Homo 


Z13 


1.94 


420137 


AA308478 


Hs.95327 


CD3D antigen, delta polypeptide (TtT3 CO 


Z11 


Z66 


443711 


N67861 


Hs.49390 


ESTs 


Z10 


1.00 


423234 


AA323534 


Hs.296162 


AD037 protein 


Z10 


1.52 


416975 


NMJW4131 


Hs.1051 


granzyme B (granzyme 2, cytotoxic T-lymp 


Z09 


3.74 


425280 


U31519 


Hs.1872 


phosphoenol pyruvate carboxykinase 1 (sol 


Z08 


1.84 


405827 






Target Exon 


Z08 


1.00 


406909 


120777 


Hs.73885 


gbiHuman MHC class 1 HLA-6 gene (H1AA33 


Z08 


Z29 


437295 


AW779318 


Hs.88417 


ESTs 


Z07 


1.72 


424281 


M766243 




gb:oa1 3b1 U1 NCI_CGAP_GCB1 Homo sapiens 


Z07 


1.00 


430413 


AW842182 


Hs.241392 


small inducible cytokine A5 (RANTES) 


Z07 


Z16 


423901 


AA333006 




gb:EST37064 Embryo, 8 week 1 Homo sap; en 


Z07 


1.50 


405075 






Target Exon 


Z07 


1.15 


457423 


AK000642 


Hs.265018 


hypothetical protein RJ20635 


Z07 


Z67 


405267 






Target Exon 


Z07 


1.30 


423365 


AA324992 


Hs.257168 


ESTs 


2.06 


1.70 


449970 


AI678058 


Hs.201227 


ESTs 


Z06 


Z48 


430733 


AW975920 


Hs.121036 


ESTs 


Z06 


1.00 


446323 


A1288274 


Hs.345792 


ESTs 


Z06 


1.00 


402240 






Target Exon 


Z05 


1.94 


451404 


AA460775 


Hs.6295 


ESTs, Weakly similar to T17248 hypolhefi 


Z05 


1.44 


424463 


AW195353 


Hs.1 19903 


ESTs 


Z04 


1.32 


400107 






Eos Control 


Z04 


Z42 


404811 






NM_021096:Homo sapiens calcium channel. 


Z03 


Z18 


403589 






Target Exon 


Z03 


1.57 


404088 






Target Exon 


Z03 


1.00 


414991 


C17898 




gb:C17898 Human placenta cDNA (Tfufwara 


Z03 


Z04 


429073 


AA446167 


Hs.47385 


ESTs 


Z03 


3.10 


426274 


038122 


Hs.2007 


tumor necrosis factor (figand) superfami 


Z02 


1.92 


401897 






C17001987giI7303380lgblAAF5843ai| (AE0 


Z02 


1.55 


431094 


AW972276 


Hs,116195 


ESTs 


Z02 


1.00 


424899 


AL1 19387 


Hs.119062 


ESTs 


Z01 


Z41 


419711 


C02621 


Hs.159282 


ESTs 


Z01 


1.92 


459019 


AA017156 


Hs.40719 


hypothetical protein K1AA1164 


Z01 


1.76 


405453 






NM_005748*:Homo sapiens YYVassociated f 


Z01 


1.24 


402516 






Target Exon 


Z01 


1.00 


457365 


AA577297 


Hs.303249 


EST 


Z01 


Z36 


407928 


NM 002262 


Hs.41682 


killer cell lectirvfike receptor subfami 


Z01 


Z62 


436553 


AW407157 


Hs.8997 


immunoglobuTtn lambda locus 


ZOO 


1.64 


406266 






Target Exon 


ZOO 


Z46 


419409 


AW297831 


Hs.1 43792 


hypothetical protein MGC2656 


ZOO 


1.60 


435028 


AW193035 


Hs.1 87370 


ESTs 


zoo 


1.55 


404696 




NM_013443:Homo sapiens CMP-NeuAC:(beta)- 


zoo 


1.21 


403533 






T3TQg4 Hxon 


zoo 


1.17 


411673 


BE064863 




gb:RC1-BT0313-1 10300-015J06 BT0313 Homo 


zoo 


1.00 


424148 


BE242274 


Hs.1741 


integrin, beta 7 


1.99 


3.66 


419833 


AA251131 


Hs.220697 


■ ESTs 


1.99 
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1.41 

1.25 

1.39 

1.22 

1.73 

1.22 

1.14 

1.64 

1.18 

1.12 

1.71 

1.58 

1.23 

1.45 

1.24 

1.17 

1.21 

9.14 

6.65 

8.00 

1.25 

1.18 

12.84 

1.07 

1.57 

1.40 

1.28 

1.29 

1.11 

1.45 

1.28 



TABLE 35B: 

Pkey: Unique Eos probeset Identifier number 
CAT number. Gene cluster number 
Accession: Genbank accession numbers 



Pkey 
411089 



CAT Number 
5597.6 



452194 


90339.1 


410910 


1063929J 


412394 


1174616.1 


413682 


1527038 1 


441320 


58978.5 


408544 


683260.1 


413454 


1515217.1 


444404 


16136.1 



Accession 

BI009308 B1009893 BF922023 BF922909 BF922913 BF922096 BF9S7733 BE701791 AA456454 AA579876 BF933710 AA091294 1 81007291 

wS^82/^51MBF808855 AA584921 N86077 AA601O31 AA633188AA514764AA4H562AA551297 AA936109BI009389 
AWag7806BEB1S442BF739374BI009310BF925422BF933709BF922034BF9254658l009580 „..««,,, 

AI709339 

AW98418OAW984194AW9B42O2AW984190 

SSII^IS 9 Aa1S|768724 BG2157X AA449370 B^S? B.060283 BG677508 AA318802 BG719160 
ffi^^ S BEW13MBE141288BE141283BE141162BE141168B£)41290BE141161 BE141165 

BaiS AwS NM.002119 M31525 M26039 BM45S399BF732381 BM1 52457 AW407685 BM193161 AW407778 BI819141 M702254 
BFB55074 BI761232 



501 



WO 03/042661 



PCT7US02/36810 



436063 

444346 
424281 
423901 
414991 
411673 

452203 



458332 
431594 
414372 
459644 
400269 

430015 



413497 
434747 
406782 
419200 



5483J 

47906.14 
892055 1 
8873B4J 
17851 36 J 
1096744.1 

2630.1 



1139685.1 
1236764.1 
484211.1 
662385.1 
2726.1 

713.2 



443951 MH1768.18 



1518002.1 
117643.1 
0_0 
9531.1 



438089 22448.4 
438091 22448.1 



AK00002B AA494483 AI298674 AA720773 AV761 529 A1884570 AI936202 AW294235 D61652 BF881 184 AV711384 N27154 AB26970 AV734970 

N40094 N28596 AA8B4747 AA512890 BG436593 

AM47991A1142274AI198553 

AA338252AA338213 

AW962691 AA333006 AA332289 

078831 C1789B D78863 

BF330730 BF350539 BE153665 BE055062 BE064650 BE064863 BF330763 BE153820 BE054737 BE155079 BE054651 AW856751 AW856622 
BE064691 BE153674 BE153698 BE064730 BE153536 

BC014081 NM.000593 X57522 L21208 L21207 L21206 L21205 L21204 AL561404 AL546423 AL560492 AL556882 AL541576 ALS50654 BI823519 
BJ770023 AL554969 BI489906 AI304693 AW295947 BM146642 X57521 BG820143 BE89B390 F06770 F12630 BW423610 AL561518 BM009470 
BG742981 AA2796B5AAB47441 AA313737 BF172639 BF897216 BF914190 BF903647 S70277 AI569694 AW073296 A1351433 AA564644 
AA487429 BE858232 AA838610 AI539114 AI719375 AI829129 BG057675 AI423422 AU158860 BE300655 AW170777 AA586956 AL571889 • 
AL55S850 AL576404 AL58280D Bt255544 BF342301 BG875994 AA054458AA3531 61 AI940434 BE816522AL577638 AI479650AW1 50377 * 
AU1 54395 AW951 271 AI032220 AI81 9778 AJ346733 AW771 1 50 AW5 1 2525 AI249904 AA279809 AI352549 AW51 251 7 B G056280 AA521 222 
BE271141 AL581932 AL541575 BI819184. AV660190 AL556475 AI620020 AW089888 AW079179 Z2151B AA687601 F04651 AI783961 T57198 
AI433367 T78652 AL554968 AA365648 AL582619 BE874601 BF804669 AL574458 BM 145502 AI266514 A1538823 A1475626 AA948210 AA884054 
AA487637 AA031844 AA535221 AW794256 AW361447 BE7B8505 AI682892 AA830989 AA862356 AA653084 BM009154 AA135727 H05927 
H23433 R42244 N79997 AW366665 AW366601 AA578742 AL556474 AA135770 BE774050 BF914200 H88457 AA627746 BI560216 BI753586 
AI000341AI766341AW873274 

AI823999 AA970060 AA508176 AW972585 AI873427 AW972389 

B1093452 AW970865 BG118285 AA569075 AA492132 AW753140 AA213770 AA143654 

W03900 AW197203 AW753300 

X65018 BC022318 NM.003019 BE465060 AI732255 BF446634 AI820677 A1002217 AI924488 81821373 BI770406 BI823937 BI820265 BI489632 
BG48291 1 AA617783 A1807697 AW205576 T94427 AA4S7101 T94513 BI819407 B1822450 BI820618 BI824619 BG542824 BG537862 
BC017171 BC012195 NM_0071 26 AF1 00752 AL137377 Z70768 BM474865 BG754806 AU124376 BG757203 BG764420 BG775028 BG824418 
8M045B10 AU120387 BG770238 BG686740 BG913323 BI759980 BG395998 BM048875 BE881070 BE313689 BE879144 BM309834 AW245847 
AI770171 BF196861 BE856897 AA463876 AI375927 AA648810 AA9481 93 AA490916 AI459893 AI4581 88 AI240408 AI1 91843 A1131 029 AW768399 
AI365196 AW337984 AW026150 BE466591 BE674599 A1818438 AA772197 AI651927 AW151 143 Bl 198825 BG819083 BM45B764 BE903567 
BE732715 BM043200 BE900263 BE900706 BE731097 BE390023 BG875384 BF996406 BF988930 BM475542 AW24621 5 BE501897 BE9036 10 
BE561530 BE560537 BE903782 BE732947 BI227204 BG761305 BE262642 BE391848 BE382475 BG008258 BI547991 BI459099 BE391391 
BE259420 BE298109AW245422 AI423847 A1914618 H80534 BE301004 AL531791 A1435581 BF793112 A1577303AA373265 BE746965 BF743630 
BE879296 AI359493 BM018598 A1689260 AW072450 F20201 AW151405 AW517572 AA773468 BG259694 BE391 163 BG621529 AM21728 
BG767231 BM462953BG340524W52648AA113434BE785431 BI041981 BG832385BG253168BG759470BF369329BF981332BE259418 
BE785738BI091658 N72512W5B732W85690BG958989AI205206H19721 W17051 W77958 BI262010AA844319W74143W72214 N85194 
BE734033 BG164099 AA931069 F13645 R41394 AK025758 BG180977 BE349455 AA812018 M740241 AI027722 A1150356 AA88S395 AW977627 
BE220225 AA8B4082 AW5181 14 AI243844 AA809493 AA481029 AAB2571 8 AI347866 A1431 670 AA814436 AI251 109 R07704 AA765606 AA724593 
AI91B399 AI537550 AA491 103 AW008188 R07703 AA9891 20 AA746235 AW026983 AA789102 AU185751 AW971465 AA489681 AW971893 
AW612086 BE077935 BI860809 BE002760 BG746251 BE962912 BM454584 AL134894 BF104082 H80591 

AI334106 R63583 AI028079 Al 140098 AI91 1 625 AI890637 F3481 5 T65959 N40935 W52768 AA854747 AA861945 AA878472 AA778270 W32249 

AA026061 W52662 W15352 W79670 W95384 T94283 AA002155 R82052 BE825493 BE825520 

BE177661 H06215 BE144709 BE144829 

AW976537A!033582AA837085AA745261 AA648395 

AA430373AA968771 

BF03S043 AW1 90446 BG194731 AW662036 AI445021 BE937550 AW818972 AW3931 32 AA834685 BF1 12058 AV721682 H1 6423 A12701 67 
A1857345 AA937302 AW818444 BE929780 BG49867B BF155010 BI598271 BI599811 BE16172BAW578737 AW753711 AW379707 AW381918 
BG506608 AW028637 AW994240 BF887392 BF790073 AW381624 AV727105 BF439618 AA443174 AI018009 N42B50 AW573242 AI417258 
AA463483 AI676131 AI167170 AA836627 AA443828 AW592922 AA235129 AA730278 AW439062 AW474332 BI043239 AW474342 BG708553 
AW362423 BF090028 BE827256 R16550 R39478 R39479 R94368 BG540916 BM314745 AA251087 D54231 055274 BF085805 D31589 AW966405 
AW994425 D81879 BE093545 AW901 107 AA383529 BI021552 R56420 N39976 AA573281 H82595 AA234955 BE093539 AW367006 BF358697 
BF366318 AA563856 BE702099 BF035969 AI267384 A1267232 8E34B320 AA621574 AA861212 BF083343 BF083341 AV745131 053074 
AW954476 AW954472 AA376836 AV724531 D53063 C1 4928 AA093287 AA062638 BG483558 BE940050 AA765954 T70171 BE938775 BE940057 
D53502 AW373300 All 18798 BM128728AA193411 AW444709 AW952455 AI887612 BF431948 B1496876 AJ264159 BM128481 AI624657 
AI689301 AI969467 AA8616B5 AA251595 AA825761 AA872090 AI826790 AA328366 BE827416 R75951 D5691B R68122 BE827384 AL118797 
AI184164 AA16441 1 BI495332 BE8581 13 AI863860 H00660 T69849 AW780389 C14667 BE934995 BI01B652 R92801 AA164410 H00752 
AW373305 AW373299 AW373302 

BM475655 BE644917 AW770789 AW952971 N64863 BM263259 A1224545 AI184866 N691 14 AW518902 AI440169 AA809472 AV654440 
AA281 642 AU185230 AW337382 AIB72923 A15371 13 N73B82 T83378 H63731 BF671764 AW897824 AI81 1 204 M344646 BE0091 12 BG899664 
H91240 R60548N41701 

AK054860AV65219BAV652192AV652138AV652127AV6521948E9359U 

AV646179 AW880409 AA345002 BF155189 BE068931 X56197 AL603014 AW953629 BM253546 BE550772 AA701084 A1681 352 AA35B6B9 
AW938841 BF438147 W05391 H75313 BF326185 AV646335AV651589AV646340AV651992 AV646384 AV645364 AV687497 BF1551B3 
AV646370 AW797876 AI906821 X56196 BE833835 AA628440 BE833808 BF224205 M709126 BE673807 AI923886 AA947932 AI276125 AI185720 
AW510698 AA987230 BE467708 AW898628 AW898544 All 46984 AW043642 AI288245 A11 86932 AI635262 A1139455 A1298739 AI813854 
AI024768 BE699445 BE699444 AI707807 D52654 AI214518 AI004723 AI698085 AW087420 A1565133 AAB45571 AW898622 BF1 10144 AW51 3280 
A1061 1 26 BF362770 A1268939 AI435818 BF475318 AI024767 BE174213 AA757598 AA513019 AA902959 AI860794 AI334784 BF10841 1 
BM310532 AW513771 AJ951391 AI337671 BF095606 BF095601 BF095468 AW890091 BF095753 AW243400 AW898607 AW898616 BF362762 
AI922204 AW898625 BE699468 BE174196 AW102923 D52715 BE699456 052477 D55017 BF955933 BG623563 AV646254 AA463522 BI003244 
A1299190 W40186 BE174210 BF939091 BF434180 AW579001 T55662 H01811 T52522 BF945037 BF955938 054679 053933 R67100 BG925552 
BF999056 R83430 Z29922 T85791 W03942 H632B9 AI091537 BF086583 AA345570 H48870 H80720 T83523 BI039526 B1037700 R00353 
BF155184 N98343 N79072 H01812 T555B1 



TABLE 35C: 



Pkey: 
Ref: 

Strand: 
Nt^osifion: 

Pkey 
402550 
403244 
405452 



Unique number corresponding to an Eos probeset 

Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham, et al" refers to the publication entitled The DMA sequence of 
human chromosome 22" Dunham, el al (1 999) Nature 402:489495. 
Indicates DNA strand from which exons were predicted. 
Indicates nucleofide positions of predicted exons. 



502 



N^position 
7652009 Minus 80413-80673 
7637828 Plus 175792-176144 
7656638 Minus 93876-94275 



WO 03/042661 



PCT/US02/36810 



10 



15 



20 



25 



401447 


8574299 


Minus 


65053-65283 


405097 


8072599 


Plus 


171191-171360 


400712 


8118874 


Plus 


36087-36268 


403478 


9958258 


Plus 


116458-116564 


405827 


7109593 


Plus 


10279-10972 


405075 


7770506 


Minus 


124680-125321 


405267 


7528342 


Minus 


2570-2731 


402240 


7690131 


Plus 


104382-104527,106136-106372 


404811 


3702428 


Plus 


26424-26596.28854-28987 


403569 


8101229 


Plus 


5-330 


404088 


995B257 


Plus 


184131-184295 


401897 


8569218 


Plus 


604-767 


405453 


7656675 


Minus 


83710-83980 


402516 


9798099 


Minus 


195342-195511 


406256 


7528342 


Minus 


2365-2518 


404696 


9800109 


Minus 


60037-60144,62575-63081 


403533 


8076874 


Plus 


162922-163658 


405303 


8575868 


Rus 


173622-173786 


404240 


5002624 


Minus 


116132-116407,116653-116922 


404056 


3548785 


Plus 


75843-76980,77146-78263 


402736 


9212044 


Minus 


66876-57010 


405545 


1054740 


Plus 


118677-118807,119091-119296,121626-12182 


405441 


7408124 


Plus 


100952-101283 


400580 


8118752 


Rus 


118343-118684,120720-121013 


404277 


1834458 


Minus 


91655-91946 


404854 


7143420 


Plus 


14260-14537 



30 TABLE 36A About 52 genes upregulated in ron-spechTcMerefitelpneu^ 



35 



40 



Pkey: Unique Eos probesel identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

{{^gene^ 

90th percentile of NSIP Als divided by 90th percentile of IPF Als. where the minimum value for the numerator and denominator was set to 50. 



R2 



Pkey 





435140 




429504 




435375 


45 


420813 


425071 




421296 




419290 




408882 


50 


437318 


421823 




412228 




430536 




414009 


55 


446619 


430699 




413722 




433874 




429609 


60 


414290 


451678 




406785 




449048 




444179 


65 


430223 


451099 




439134 




418512 




457311 


70 


402274 


453222 




447261 




427297 




406714 


75 


418333 


404090 




444445 




414386 




439372 


80 


432606 


412472 




432894 




422060 




416971 



ExAccn UnigenelD Unigene Titte 

AA668123 Hs.134170 ESTs 

X99133 Hs.204238 lipocatin 2 (oncogene 24p3) (NGAL) 

AI733610 ESTs 

X51501 Hs.99949 protactin-induced protein 

NMJ)13989 Hs.154424 deiodmase, iodothyronine, type ll 

NM_002666 Hs.103253 periRpm 

AI128114 Hs.112885 spinal cord-derived growth fador-8 

H12084 Hs.31110 ESTs, Weakly similar to MA6E-B4 [Rsapie 

AW362939 Hs.120721 ESTs 

N40850 Hs.28625 ESTs 

AW503785 Hs.73792 complement component (3d/Epstein Ban vi 
AI809163 Hs.9908 nitrogen fixation duster-tike 
R67516 ESTs 

AU076643 Hs.313 secreted phosphoprotetn 1 (osteopontin, 
AW959847 Hs.292718 ESTs, Weakly similar to RET2JHUMAN RET1N 
BE247354 Hs.16400 ESTs, Weakly simflar to KIAA1 435 protein 
AW204429 Hs.155033 ESTs 

AF002246 Hs.21 0863 cell adhesion molecule with homology to 
AI568801 HsJ1721 ESTs 
AA374181 Hs.26799 DKFZP564D0764 protein 
AA5B8061 gbmk10d03*1 NCI_CGAP_Co2 Homo sapiens 

Z45051 Hs.22920 similar to S68401 (cattle) glucose indue 
W35132 Hs.267442 ESTs 
NMJJ02514 Hs.235935 nephroblastoma overexpressed gene 
R52795 Hs.25954 interleukin 13 receptor, alpha 2 
AA830599 ESTs 
AW498974 diacytglycerol kinase, zeta (104kD) 

AI49781 1 Hs.172753 Homo sapiens chromosome 19, BAC 41 1 95 (C 
C1900O498*:g1l4567179lgblAAD23607.1lAC00 
AA033929 Hs.19156 ESTs 

NM_006691 Hs.17917 extracellular link domain-containing 1 
AW292593 Hs.334907 Homo sapiens, clone MGC 17333, mRNA, com 
AI219304 Hs.266959 hemoglobin, gamma G 
W921 13 gb2h48e01 /1 Soares JetaUiverjspleen. 

Target Exon 

AA342329 Hs.115920 Homo sapiens cONA: FU22816 lis, done K 
X00442 Hs.75990 haptoglobin 
AF088033 Hs.159225 ESTs 

NM 002104 Hs.3066 granzyme K (serine protease, granzyme 3; 

AW975398 Hs.293836 ESTs 

AW167668 Hs.279772 brain specific protein 

R20B93 Hs.325B23 ESTs, Moderately simBar to ALU5_HUMAN A 

R34657 Hs.80658 uncoupling protein 2 (mUochondrial, pro 

503 



R1 


R2 


2.76 


276 


2.57 


1.00 


255 


255 


2.55 


1.35 


252 


0.73 


2.50 


245 


2.43 


1.79 


242 


1.77 


2.36 


1.61 


Z29 


0.56 


Z28 


0.89 


2.25 


2.80 


2.19 


1.86 


219 


0.33 


2.18 


1.24 


2.14 


1.95 


2.13 


1.72 


212 


0.91 


211 


0.81 


211 


1.01 


210 


1.61 


208 


0.85 


208 


1.13 


2.05 


0.80 


204 


0.79 


2.04 


1.89 


2.02 


2.02 


2.00 


1.45 


1.88 


2.24 


1.77 


2.00 


1.73 


2.02 


1.69 


1.69 


1.62 


2.47 


1.59 


Z04 


1.48 


2.03 


1.39 


Z06 


1.09 


1.44 


1.05 


2.13 


1.01 


208 


1.00 


2.26 


0.97 


1.19 


0.96 


206 


0.95 


1.08 



WO 03/042661 



PCT/US02/36810 



424310 


AA338648 


Hs.50334 


testes development-related NYD-SP22 
gastrirvreleasing peptide 


0.93 


1.47 


422109 


S73265 


Hs.1473 


0.92 


3.05 


420440 


NM.002407 


Hs.97644 


mamrnaglobin 2 


0.91 


2.11 


418196 


AI745649 


Hs.26549 


WAA1708 protein 


0.90 


2.25 


418707 


U97502 


Hs.87497 


butyrophflin, subfamily 3, member A2 


0.89 


1.11 


419231 


AL045294 


Hs.136245 


ESTs, Weakly similar to T17227 hypothec 


0.85 


1.74 


446608 


N7S217 


Hs.257B46 


ESTs 


0.82 


210 


418918 


X07871 


Hs.89476 


C02 antigen (p50), sheep red blood ceO 


0.73 


1.32 


412610 


X90908 


Hs.74126 


fatty acid binding protein 6, Seal (gas 


0.70 


1.76 



TABLE 36B: 

Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession: Gen bank accession numbers 



Pkey CAT Number Accession 

435375 130020 J AT733610 AI049989 AA678769 
414009 438978 J BE221268 R67515 AV730582 R67516 
406785 0_0 AA588061 
439134 2581476J AAB30599AA970659 AA883802 

418512 12225.6 BM046773 AA224297 T33786 T08951 T09274 T08592 T30935 AA350905 

418333 73080.1 AF264624 AW668618 AV731446 R93353 AA5B4550AV732728 BF802614 BF434359 AA077092 BI027317. AA 1998 12 AW629027 AA831618 AI124782 
AA765804 AA055698 AA677404 AA055366 AA889402 AA765530 BE503126 BE467367 AW139964 W81697 AI887845 W81696 AA447817 AA447667 
F13631 BF055573 AW268271 AW088477 BF677839 AL601859 AW5021 18 AW502624 AA574189 B1020104 



TABLE 35C: 

Pkey; Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. 'Dunham, eM." refers to the publication entitled 'The DNA sequence of 
human chromosome 22* Dunham, et al (1 999) Nature 402:489495. 

Strand: Indicates DNA strand from which exons were predicted. 

NLposition: Indicates nucleotide positions of predicted exons. 

Pkey Ref Strand NLposition 

402274 2935596 Plus 5604-6527 

404090 9967460 Minus 100815-100965 



TABLE 37A: About 206 genes downregulated in lung fibrosis retafive to normal lung 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Tide: Unigene gene title 

R1 : 90lh percentile of normal lung Als divided by the median of IPF Als, where the minimum value for the numerator and denominator was set to 50. 



Pkey 


ExAccn 


UnigenelD 


Unigene Title 


R1 


454229 


AW957744 


Hs.278469 


lacrimal proline rich protein 


11.67 


432128 


AA127221 


Hs39S502 


ESTs 


9.85 


421218 


NM_000499 


Hs.72912 


cytochrome P450, subfamily 1 (aromatic c 


7.69 


453310 


X70697 


Hs.553 


solute earner family 6 (neuratransmitte 


7.32 


420958 


AA309431 


Hs.66 


intarleukin 1 receptor-like 1 


7.13 


402608 






Homo sapiens defensin, alpha 1, myetoid- 


6.67 


406714 


AI219304 


Hs.266959 


hemogtobin, gamma G 


5.40 


406673 


M34996 


Hs.198253 


major histocompatMity complex, class 


5.22 


416539 


Y07909 


Hs.79368 


epithelial membrane protein 1 


5.04 


41B021 


M15881 


Hs.1137 


uromoduiin (uromuookJ, TamnvHorsfaR gly 


4.77 


409385 


AA071267 




gbzm51g01.M Stratagene fibroblast (937 


4.74 


450847 


NNL003155 


Hs.25590 


stanniocalcin 1 


4.46 


404518 






CD83 anSgen (acfivated B lymphocytes, i 


4.36 


413951 


AW051200 


Hs.75640 


natriureoc peptide precursor A 


4.32 


407570 


Z19002 


Hs.37096 


zinc finger protein 145 (KruppeWIke, e 


4.25 


456525 


AW46B397 


Hs.100000 


S1 00 caJcrum- binding protein A8 (calgran 


4.23 


429509 


AW614420 


Hs.204354 


ras homdog gene family, member B 


4.14 


445769 


AI741471 


Hs^3666 


ESTs 


4.10 


414002 


NN1006732 


Hs.75678 


FBJ murine osteosarcoma viral oncogene h 


4.06 


425571 


AJ007292 


Hs.158305 


ephrirvA2 


3.92 


423168 


R34385 


Hs.124940 


GTP-binding protein 


3.80 


401234 






mitogervacirvated protein kinase 6 inter 


3.78 


402181 






Target Exon 


3.77 


403479 






NM_007064:Homo sapiens serine/threonine 


3.68 


435424 


AW083883 


Hs.37896 


Homo sapiens cDNA FU 1 351 0 fis, done PL 


3.68 


402911 






NM.021 158*:Homo sapiens protein kinase d 


3.66 


442195 


NMJJ01430 




endothelial PAS domain protein 1 


165 


400089 






Eos Control 


3.60 
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413948 

438554 

413956 

431319 

434292 

401540 

426477 

402328 

401590 

403645 

403376 

447966 

417696 

413719 

401126 

408243 

412429 

426420 

449338 

401904 

401919 

406443 

458232 

406016 

450912 

451831 

450562 



451029 
421201 
439839 
439891 
418935 
418853 
429113 
410326 
407244 
459721 
416212 



C05145 

AA381553 

AIB21351 

M873350 

AF124368 

AA379464 



AA340605 
BE241624 
BE439580 

Y00787 
AV550262 
BE383808 
H73444 



BE217872 

AW939251 Hs.25547 
NM.001674 Hs.460 
AW136468 

Hs.25829 



437508 
437990 
443709 
423099 
416188 
404231 
434305 
445493 
418056 
404102 
440206 
403031 
413164 
459330 



Hs.75498 

Hs.624 
Hs.75765 



AA852097 
AW241940 
AA889354 
AL389940 
T28499 
NM-005236 
D28235 
AI368909 
M10014 
A1299050 
R40290 
AA431801 
A1204354 
AI686579 
A10B2692 

NM 002837 Hs.123641 
BE157260 Hs.79070 



Hs.75636 myosin fight chain 2a 
Ks.1 98253 major histocornpat'bOity complex, class 
Hs.1931 33 ESTs, WeaWy similar to ALU7.HUMAN ALU S 
Hs.302232 ESTs 

Hs.306551 Homo sapiens IMAGE Consortium ID 839832, 
NM_002675:Homo sapiens promyelocyfic leu 

Hs.154073 gb£ST923B6 Skin tumor I Homo sapiens cD 
Target Exon 
Target Exon 

NM_024513 4 :Homo sapiens FYVE and cofled- 
Target Exon 

Hs.105887 ESTs, Weakly similar to Homolog of rat Z 
Hs.82401 C069 anfigen (p60, early T-cell acGvati 
small Inducible cytokine subfamily A (Cy 
NM_006856*:Homo sapiens activating trans 
interieukin 8 
GR02 oncogene 
Hs.322430 NDRG famity, member 4 
Hs.394 adrenomedutfin 
Target Exon 

NfA_012448*:Homo sapiens signal transduce 
ENSP00000236574*:Hypothetical 21.8 kDa p 
Hs.279537 ESTs 

Target Exon 

v-fos FBJ murine osteosarcoma viral onco 
activating transcription factor 3 
Hs.202199 ESTs 

Target Exon 
ras- related protein 
Hs.102500 hypotheficat protein FU20481 
ESTs 

Hs.109968 ESTs 
Hs.89485 carbonic anhydrase IV 
Hs.89296 excision repair cross-complementing rode 
Hs.196384 piostaglandin-endoperoxide synthase 2 (p 
Hs.47650 ESTs 

fibrinogen, gamma polypeptide 
Hs.143835 gb:qn14d1Zx1 NCl_CGAP_Lu5 Homo sapiens 
Hs.124685 ESTs 

Hs.98764 ESTs. Weakly similar to A29861 actin gam 
Hs.121347 ESTs 
Hs.121784 ESTs 
Hs.1 34662 ESTs 



427602 

431367 

406059 

420575 

457275 

432559 

402483 

416069 

445445 

436232 

418773 

434038 

405448 

404439 

435724 

404026 

400881 

430314 

405429 

402642 

438575 

449293 

415157 

446122 

433291 

426795 

423503 

430768 



protein tyrosine phosphatase, receptor t 
v-myc avian myekxytomatosis viral oncog 
Target Exon 
AI018280 Hs.130189 ESTs 
A191 5771 metalbthbnein 1 E (functional) 

AA524886 gb:nh34fOZs1 NCLCGAP_Pr3 Homo sapiens 

Target Exon 
A1762232 Hs.46794 ESTs 

cathepsin D (lysosomal as party! protease 
gb:MR1-BT0371-05050(W)09-a12BT037l Homo 
gb:C16931 Oontech human aorta polyA mRN 
Hs.168357 T-box2 
Hs.98005 ESTs 
Hs.323817 DKFZP547E1010 protein 
Target Exon 

CCAAT/enhancer binding protein (C/EBP), 



BE068494 
C16931 
AW004056 
AI375258 
220964 

BE263301 
AA463422 
AW452948 

R37101 

AF236870 

AA7O7006 

T39748 

AA622104 



N39308 



AA369601 



BE304709 

AA001088 

NWL003243 

A1362790 

AF007191 

A1810474 

M92843 

ABO3O207 



Hs.99029 
Hs.209431 ESTs 
Hs.257631 ESTs 

NrA_020389:Homo sapiens putative capacita 
Hs.20982 ESTs 

Hs.275706 Homo sapiens done GLSH-3 similar to gl 
Hs.187863 ESTs 
Hs.325474 Target CAT 
ESTs 

Homo sapiens mRNA; cDNA DKF2p586l2022 (f 
ENSP00000067222*:Mitochondrial 28S ribos 
Hs.1 17898 ESTs 

Target Exon 

NM_02508f>.Horno sapiens hypothetical pro* 
Hs.2391 38 pre-B-cetl colony-enhancing factor 
Target Exon 

C1002295:gi|6677817|reflNP_033126.1| rep 
Hs.146550 myosin, heavy polypeptide 9, non-muscle 
Hs.29739 ESTs, Weakly similar to C34323 GTP-Wndi 
Hs.342874 transforming growth factor, beta recepto 
Hs.278639 WAA1684 protein; likely homotog of mous 

gb:Homo sapiens SIB 276 intestinal mucin 
Hs.196945 ESTs 

Hs.343586 zinc finger protein homologous to Zfp-36 
Hs.247888 guanine nucleotide binding protein 13. g 
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3.54 

3.54 

3.52 

3.48 

3.46* 

3.43 

3.42 

3.42 

3.37 

3.36 

3.35 

3.28 

3.27 

3.27 

3.23 

3.22 

3.21 

3.19 

3.16 

3.14 

3.14 

3.12 

3.12 

3.11 

3.08 

3.07 

3.04 

3.02 

2.98 

2.98 

2.96 

Z95 

2.95 

Z94 

2.88 

Z85 

Z84 

2.84 

Z83 

2.82 

2.82 

2.81 

Z80 

Z79 

2.78 

2.77 

2.76 

Z76 

Z75 

2.75 

2J5 

Z74 

Z74 

174 

Z74 

Z72 

Z71 

Z71 

2.71 

Z71 

Z70 

Z70 

Z69 

Z68 

Z67 

Z67 

Z66 

Z65 

Z65 

Z65 

Z64 

Z62 

Z62 

Z61 

Z61 

Z61 

Z60 

Z59 

Z59 

Z58 

Z58 

Z58 
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423387 


AJ012074 




442681 


A1809182 


Hs.130907 


4UODDZ 


R43409 


Hs.6829 


AfY)W7 






UU 


AA262294 


Hs.180383 




BE065941 






AA70S937 


Hs. 120802 




X75042 


Hs.44313 




AW444551 


Hs.35380 


456663 


BH251104 


Hs.113052 


440178 


AW502463 


Hs.196521 


457139 


Al 557280 


Hs.184270 


405857 




410204 


AJ243425 


Hs.326035 


412851 


AJ826502 


Hs.97269 


41996B 


X04430 


Hs.93913 


409209 


AA460160 


HsJ3217 


447173 


AW449385 


Hs.1 57294 


AAtVYiA 

44UU34 


AI908639 


Hs.246781 


418168 


R85350 


Hs.101368 


417295 


AW993524 


Hs.43148 


405305 




427686 


AA417083 


Hs.104789 


436409 


AJ238982 


Hs.183656 


413861 


BE 175424 


403605 






402594 






402803 






428336 


AA503115 


Hs.183752 


458568 


AJ769067 


Hs.127824 


442630 


AW572938 


Hs.130580 


409368 


AA071059 




405156 






448162 


AL039531 


Hs.323363 


403591 




406193 






4z0o13 


X51501 


Hs.99949 


442941 


AU076728 


Hs.8867 


400703 






415026 


AA1 59356 


Hs72308 


400334 


Y13187 , 




445878 


AI262974 


Hs.145587 


404975 




436370 


R01220 


Hs.185679 


400513 




424008 


R02740 


Hs.137555 


415405 


R59141 


407612 


U26403 


Hs.37142 


409837 


AW5O1504 




458637 


AV657446 




449125 


A1671439 


Hs.196029 


418922 


AW956580 


Hs.42699 


402404 




421993 


R22497 


Hs.110571 


413731 


BE243845 


Hs.75511 


456B55 


AF035528 


Hs.153863 


428193 


NM_004235 


422166 


W72424 


Hs.1 12405 


439453 


BE254974 


Hs.6566 


433883 


AI925688 


Hs.222312 


406564 




403581 






403716 






404758 






439500 


W73158 


Hs.170434 


448793 


AIB64581 




435857 


AF253468 


Hs.3736 


4/oo53 


AA530892 


Hs.1 71695 


402051 
409859 


AW501926 


417967 


BE244373 


Hs.1119 


405063 




405163 






402386 






406755 


N80129 


HsT199263 


409811 


AW500896 


454034 


NM.000691 


Hs.575 


400489 






428704 


M432007 


Hs.192090 


429307 


AU076592 


Hs.198951 


400115 




404795 






408053 


AW139474 


Hs.246B62 



vasoactive intesfina) peptide receptor 1 
ESTs 

Homo sapiens mRNA for MAA1644 protein, 

C19001662*:gi|6753872freflNP_034345.1| i 

dual specificity phosphatase 6 

gb:RC3-BT0319-100100-012-d12 BT0319 Homo 

ESTs, Moderately similar to A26641 Na?ex 

v-rel avian reficuioendolhefosrs viral 

x 001 protein 

RNA cyclase homolog 

ESTs 

capping protein (adin filament) muscle 

Target Exon 

early growth response 1 

ESTs 

interteukin 6 (interferon, beta 2) 

ESTs 

ESTs 

ESTs 

ESTs 

epithelial membrane protein 1 
transcriptional adaptor 3 (ADA3. yeast h 
ESTs 

VNN3 protein 

gb:RC44fT0578-17030(W)12-d01 HT0578Homo 

C30O0142*^i|45O3O15jref|NP_00390O.1| co 

C1M2603*^iJ9887091|gb|AAG0173B.1|AF24B 

NMJW1397:Homo sapiens endothefin conver 

microseminoprotein, beta- 

ESTs, Weakly similar to T28770 hypotheii 

ESTs 

gbzm66a10/1 Stratagene neuroepitheDum 

NM_003213':Homo sapiens TEA domain fan* 

hypothefical protein RJ22169 

Target Exon 

Target Exon 

prolactirHnduced protein 

cysteine-rich, angiogenic inducer, 61 

C11001794-:giI10946612fref|NPJ67286.1| 

ESTs 

Homo sapiens dmd gene, intron 1 1 
ESTs 

uncharacterized hypothalamus protein HT0 
ESTs 

Target Exon 

putative chemokine receptor; GTP-binding 
gb:yg96d11.r1 Scares infant brain 1NIB H 
ephrin-A5 

gb:UmF-8P0p-aj*-h44-0-Ulj1 NIH MGC 5 
gbAV657446 GLC Homo sapiens cDNA clone 
Homo sapiens mRNA for KIAA1 657 protein, 
ESTs 

NM_024967*:Homo sapiens hypothetical pro 

growth arrest and DNA-damage-indudble, 

connective tissue growth factor 

MAD (mothers against decapentapieglc, Dr 

Kruppel-Bke factor 4 (gut) 

S100 cakaimwbinojng protein A9 (calgran 

thyroid hormone receptor interactor 13 

ESTs 

msh (Drosophila) homeo box homolog 2 
Target Exon 
Target Exon 
Target Exon 

Homo sapiens cDNA FU 14242 fis, clone OV 
ESTs 

delta-like 4 homolog (Drosophila) 
dual specificity phosphatase 1 
Target Exon 

gb:Ul-HF-BR0p-ajp+O6MWJIj1 NIHJ/IGC_5 
nuclear receptor subfamily 4, group A, m 
Target Exon 

<^00561*:gi|7513700|pirlIT14l51 Invpro 
Target Exon 
metaflothionein 1L 

gb:UI-HF^P0r>air-a-03-<RJI.r1 NIH_MGC_5 
aldehyde dehydrogenase 3 family, member 
Target Exon 
ESTs 

jun B proto-oncogene 
Eos Control 
Target Exon 
ESTs 
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2.57 

2.56 

Z56 

2.56 

Z55 

Z56 

Z55 

Z55 

2.54 

Z53 

2.52 

Z51 

Z50 

Z49 

Z49 

Z49 

Z48 

Z44 

Z43 

Z43 

Z42 

Z42 

Z42 

Z40 

Z37 

Z37 

Z37 

Z36 

Z36 

Z35 

Z33 

Z31 

Z31 

Z31 

Z30 

Z30 

Z28 

Z27 

Z25 

Z18 

Z18 

Z18 

Z17 

Z16 

Z15 

Z15 

Z12 

Z06 

Z07 

2.00 

1.98 

1.98 

1.98 

1.96 

1.96 

1.93 

1.92 

1.92 

1.91 

1.91 

1.90 

1.90 

1.90 

1.89 

1.84 

1.83 

1.82 

1.81 

1.78 

1.78 

1.78 

1.75 

1.73 

1.73 

1.70 

1.70 

170 

1.69 

1.67 

1.65 

1.65 

1.65 
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414580 
428800 
451676 
402394 
404818 
436354 
420369 
405590 
402448 
433495 
409020 
405443 

TABLE 37B: 



BE386918 
M57627 
R84770 



X0609S 
U96769 



AW373784 
AA062549 



Hs.193717 
Hs.33538 



Hs.97220 



Hs.71 
Hs.21162 



gb:601275386F1 MH.MGC.20 Horno sapiens c 
mterieukinlO 

ESTs. Weakty similar to oxygen-regulated 
Target Exon 
Target Exon 

gb:Human macrophage aJphal-anUtrypsin c 
chondroadherin 

CX001497*:gi|4557543lrefINPJOl384.1| ex 
Target Exon 

alpha-2-glycoprolein 1, zinc 

relbindin 

Target Exon 



1.63 
1.63 
1.62 
1.61 
1.60 
1.55 
1.54 
1.54 
1.53 
1.51 
1.51 
1.12 



Pkey: Unique Eos probesel identifier number 
CAT number. Gene cluster number 
Accession: Genbank accession numbers 



Pkey 

409385 
442195 



439839 
445493 
418056 
413164 



459330 
434038 
433291 
423387 



455674 
413861 
409368 
415405 
409837 
458637 
428193 



448793 
409859 
409811 
400116 



CAT Number Accession 



110758.1 
15007.1 



2594580J 
423456.1 
286199.1 
1492512J 



105725.1 
630986.1 
73706.1 
2612.2 



1490762.1 

1561647 1 

110612J 

1872126.1- 

915621.1 

395206.1 

430.1 



1 

916430.1 
58948.2 
5269.1 



414580 
436364 

TABLE 37C: 



623093.1 
1414.37 



T65940 T6451 5 AA071267 AA071 334 

U81984 NM.001430 BE907085 BI333232 AI021 986 AU 138476 C1B601 U51626 AU100517BI054387 AU076970 BE786454BG010080AW377189 

BF998789 AA368139 R11396 T83613 BG006324 B1012404 BG001643 BF757957 AL549361 AL544018 BE002870 BE929314 BE090199 AL046650 

BI053717 BE929315 BI054967 BF960055 BF925432 R05421 BF922073T70331 BI004403 

AI023587 AA889354 AA846791 

AV71 1317 AI809938 A1808768 AI240593 A1915771 

AW971347 AA524886 AA211537 BF903005 BF357120 

8E068758 BE068745 BE06B689 BE068778 BE068529 BE068683 BE068445 BE068392 BE068719 BE068473 BE068521 BE068628 BE068422 
BE068618 BE068354 BE068390 BE068414 BE068433 BE068369 BE068384 BE068661 BE068324 BE068301 BE068436 BE06B754 BE068329 
BE068672 BE058494 BE068596 BE058332 BE06B347 BE0685B8 BE068328 BE068493 BE068740 BEC58685 BE068759 BE068307 BE068429 
BE068303 BE068593 BE068374 BE068295 BE068625 BE068302 BE068663 BE068575 BE068579 BE068311 BE068674 BE068547 BE068602 
BE068605 BE068352 BE068306 BE068401 BE068537 BE058552 BE068450 BE068723 BE068393 BE068671 BE068748 BE068317 BE068447 
BE068568 BE068532 BE068357 BE06B330 BE06B498 BE06B631 BE068540 BE068410 BE068626 BE0B8591 BE06B522 BE06B676 BE068499 
BE068361 BE068598 BE068350 BE068299 BE068580 BE068567 BE068692 BE068321 BE06B327 BE058739 BE068526 BE068538 BE068765 
BE068340 BE068733 BE068293 BE068565 BE058480 BE068476 BE068761 BE068712 BE068706 BE068549 BE068419 BE0BB383 BE068434 
BE06B418 BE068525 BE068543 BE068752 BE068550 BE068623 BE068470 

BG563152 BF846777 BF849354 BF849359 BF846636 BF849201 BF849356 C16931 AA056717 AW864542 AW882724 AA056567 
AI910738 AW139227 M932891 AA622104 
AF007191 AW820706 BG978594 BF872238 

L1 3288 AA9287B5 A1608912 AW872978 AA565655 AJ02291 5 A1304920 A1554366 A1668793 AI094557 T60038 R72302 H45409 AA508805 R46356 
AA418798 BM129553 BM129126 BM1 29292 BM128865 AI808418 AI689932 A1806573 BF431808 AW872985 AW166269 H73241 T16182 AI264547 
R73391 R72085 R72840 T83751 X75299 BF754348 R94105 AW449B39 R73300 NWL004624 AI797007 BE045543 BF1 10021 BF754250 T83923 
AW884084 AA903896 AA418962 U0295 R72351 H4509B AA961010 R73210 R46451 AW8B4085 8I022902 BI763932 BI910138 
BE065941 BE055997 BE066O03 BE066070 BE066098 
BF352282 BE175424 BE175418 BE175383 
AA071059 AA085201 AAOB5020 

W18191 R59141 R54142 R12130 F11362 Z42794 F08242 F07925 H21084 R54090 R59142 
AW501 504 AW501656 AW5O3048 AW502449 AW502098 
AV657752 AV657446 

AF105036 U70663 NM 004235 AF022184 AU141767 AU141 1 10 ALO40569 D44830 BI01 1351 AL575805 AI290876 AI01 4784 A1393429 AI25621 1 
AW074303 AA620711 BF1 97792 AW008766 D25944 A1687397 AA6216B0 AV714408 BF446905 BM314505 BF514079 BM314197 AA845201 
AW874084 BE720622 AI127241 AA236239 A1579709 AI679135 A1572470 AA573434 AI568487 BE049325 AA687950 BG925989 AI338031 
AI365073 AI024576 AA298805 H04001 H45668 BG682146 AL552388 BI462361 BG547513 BG896863 BI256661 
AI936948AI864581AI570S41 
AW501926 AW502566 AW501927 

AK057581 AW500962 AW500896 AW501 105 , A 

D42041 NM 014610 AJ000332 Br758702 BG720650 AU141129 AU13071 1 AU141380 AU132402 BM048556 AU127520 BE259984 AU128952 
BE614151 AL601516 BM146777 AU128103 BM194094 BE937951 BE696396 AK026997 AK026567 BF969293 BE798100 BI086881 BG166248 
BE877845 BG385414 AW886747 BF093789 AW390159BF820311 AA421676 AW880845 AW404827 BF726465 BE161190 BE254102AW406002 
BE161223 AI912055 BF930228 AW374357 AW794531 BE720524 BE933982 BE933658 BE933594 BE933978 BE933654 BE933583 BE166557 
BE933874 BE933641 BE933859 BE933626 BE933B66 BE933633 BE933864 BE933631 BE933867 BE933634 BE933857 BE933624 BE933883 
BE933650 BE720491 AA420426 BE720410 BE720458 BE720444 BE720411 AW358748 BF874616 BE933498 BE835979 BF926667 AW849921 
AW850O25AW850022AW849977AW849900 BG250251 W87689 AI192B25 AI692824AA426263AI090315 A1309537 AA877437AA478438 
AI538868 AW2761 62 AI279916 AA600318 A1188835 AW562284 AI262619 AA293457 BF347442 AA421677 AA658063 AA565510 AA937060 
A1142684 AA788940 AAB27426 AU1526 1 4 AI342784 AU1 48738 AA2 19664 AA047835 H99450 AA018563 AJ073634 BM475120 BG875251 
BG248778 U46372 AA383858 AU140356 BG821891 BF935049 BI760656 BI054103 BF982309 BE872215 BI257291 AU 158469 AU160599 
AU1 52469 AU152375 AU152059 AU148575 N32267 AU149554 AI627459 A1719840 AW779017 A1291493 AW304181 AW470055 A1086491 
A131 1387 AI634232 All 51241 A1288848 AW050588 AW589580 A1241353 AI880219 AA039309 AA026517 AA016238 AA013444 H86822 R87530 
AA058462 N27082 Z39679 BE544309 W52619 AAD18076 AI813668 AW189907 A141 81 04 AU 159878 AU1 50087 R21754 AA015932 H67274 
AU153097 AI961344 AA01820B W32429 R45344 R77453 BM470129 AU1 30415 BI227374 BE298179 AW844963 AWB44983 AI904066 AA379005 
BF850571 AA355641 BG747156 AL547262 AW367941 BE560004 BI116061 BG899031 BE560318 BF174177 BI051456 BE001967 BE386446 
BF969325 BF808765 BF684480 BG421617 A1940607 AW875483 BE7B9632 BF808711 B1192691 AW904249 BI911430 BE265407 BE730343 
BE397808BI226516 

BG333973 BE385437 BE408833 BE387650 

X05826 X0S096 BG468890 AW951851 W23562 T28392 H56742 H58030T69205 



Pkey: Unique number corresponding to an Eos probeset 
Ret Sequence source. The 7 digit numbers in this column are Genbank Idenfifier (GO numbers. "Dunham, et at' refers to the 

human chromosome 22" Dunham, et at. (1999) Nature 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 
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publication entitled 'The DNA sequence of 
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NLposUion: Indicates nucleotide poaSons of predicted exorrs. 



Pkey 


Ref 


Strand 


Nt^posiBon - - — • 


402608 
404518 


9910096 


Plus 


3749S-37669 


8151988 


Plus 


84494-84603 . 


401234 


9929642 


Plus 


120173-120337 


402181 


8575912 


Plus 


449746450040 


403479 


7329292 


Mmus 


148369-148533,150678-150809 


402911 


7253904 


Plus 


142689-142979 


401540 


8072433 


Phis 


105838-107310 


402328 


4454283 


Minus 


13758-13922,14558-14752 


401590 


9966320 


Minus 


33547-33649 


403S45 


8699714 


Minus 


4433-4582 


403376 


9369545 


Minus 


108698-108830 


401126 


8699701 


Minus 


68290-68487 


401904 


8671966 


Phis 


60959^1603.62570-62890,63778-63838 


401919 


9502466 


Phis 


67535-67666 


406443 


9280765 


Phis 


85951-87327 


406016 


8272661 


Plus 


41341-41940 


405938 


6758795 


Minus 


166671-167411 


404231 


8218035 


Minus 


61077-61322 


404102 


7229900 


Phis 


97685-98018 


403031 


7768597 


Minus 


.1308-1416 


405059 


9103984 


Minus 


13856-14004 


402483 


7574980 


Minus 


65578-66119 


405448 


7582529 


Plus 


136347-136532 


404439 


7139680 


Plus 


55316-55585 


404026 


7582549 


Minus 


79674-79968 


400881 


2842777 


Minus 


91446-91603,92123-92265 


405429 


7321905 


Minus 


51577-51723 


402642 


995B129 


Minus 


125599-125756 


402217 


9795981 


Minus 


21521-21757 


405857 


6758728 


Plus 


26564-26819 


406305 


8575869 


Plus 


108239-108386,112216-112378,115388-11557 


403605 


6862654 


Phis 


91614-91718 


402594 


7705170 


Plus 


103082-103414 


402803 


3287156 


Minus 


55923-56033 


405156 


9966228 
8101229 


Phis 


146733-146B60,147899-147961,153127-15325 


403591 


Plus 


"4201-4833 


406193 


7289992 


Plus 


30183-30662 


400703 


8118859 


Plus 


63657-63857,64802-64905 


404975 


3419864 


Minus 


86096-86605 


400513 


9796593 


Plus 


74613-74823 


402404 


3970932 


Plus 


53154-53280 


406564 


7711604 


Minus 


52788-53013 




0101182 


Phis 


6794-7395 


403716 


7239669 


Phis 


B5899^87122 


404758 


7706327 


Minus 


130204-130806 


402051 


8082020 


Minus 


19346-19480,20041-20119 


405063 


7658414 


Minus 


111047-111666 


405163 


9966267 


Minus 


161171-161299 


402386 


9799769 


Plus 


22069-22303 


400489 


8954013 


Plus 


131475-131652 


404795 


4826439 


Plus 


147501-147780 


402394 


9929690 


Plus 


33308-33482 


404818 


2769655 


Phis 


33671-33839 


405590 


6960456 


Plus 


90492-90818 


402448 


9796640 


Plus 


112942-11X69,114303-114521 


405443 


7408143 


Phis 


90716-90887,101420-101577 



TABLE 38A: About 207 genes upregulated In hing fibrosis relaSve to normal tissues 

Pkey: Unique Eos probeset identifier number 
ExAccn: Exemplar Accession number, Genbank accession number 
UnigenelD: Unigene number 
Unigene Title: Unigene gene title 
R1: 



Pkey 

437275 
407891 
414020 
410219 
434666 
425009 
406617 
420568 
425873 



90th percentile of lung fibrosis Als divided by 70th percentile of normal tissue Als, where the minimum value for the 
ExAccn UnigenelD Unigene Title 



numerator and denominator was set to 50. 



AW976035 Hs.292396 

AA486620 Hs.41135 

NM_002984 Hs.75703 

T98226 Hs.171952 

AF151103 Hs.1 12259 

X58288 Hs.154151 

F09247 Hs.247735 

NMJK3390 Hs.160417 



ESTs, Weakly stmflar to A47582 B-ceD gr 
endomucin-2 

small inducible cytokine A4 (homologous 
ocdudin 

T cell receptor gamma locus 
protein tyrosine phosphatase, receptor t 
Target Exon 
protocadherin alpha 10 
transmembrane protein 2 



R1 

4.28 
4.14 
4.07 
3.96 
3.88 
3.87 
176 
370 
3.69 
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438797 

410315 

445714 

412326 

430259 

412790 

424338 

412654 

414366 

451035 

436473 

406714 

414586 

427274 

427527 

452813 

442831 

427774 

445330 

436001 

431681 

432314 

435129 

407151 

422607 

421205 

428582 

423582 

4248B0 

421233 

429350 

428727 

434850 

414602 

446505 

416114 

435869 

444212 

422442 

442870 

424456 

429673 

445107 



C16161 

Al 638871 

W73818 

R07566 

BE550182 

NMJJ14767 

W78816 

AI093480 

X00442 

AU076785 

AI193122 

A1219304 

AA306160 

NM.005211 

AI809057 

U54727 



428106 
428403 
431830 
417512 
423067 
437457 
415000 
437145 
418838 
419660 



414493 
416883 
417675 
418318 
432841 
429640 
449843 
401958 
416926 
433691 
441892 
439453 
417165 
414291 
417696 
435913 
422050 
451356 
442085 
427704 
427247 
441965 



AA278583 
R52656 
AW903849 
AK00037B 
AA533447 
AI381659 
H25836 
Z45471 
AL137540 
BE336699 
BE000831 
NMJJ00328 
AA209534 
AJ754634 
AF078847 
Z43161 
AW630088 
A1123118 
AI595549 
AF255910 
AW503976 
AA324998 
N45018 
AA341017 
AA884407 
AI208121 
AI134275 
BE620016 
A1393048 
Y16645 
X76534 
AA321355 
AA757900 
AW025529 
AFO07216 
AW385224 
BE280337 
AW103364 
AL133921 
AW140128 
AI808607 
U47732 
M93425 
U83508 
R85337 



Hs.283040 
Hs.152519 
Hs.110028 
Hs.73817 
Hs.127826 
Hs.74583 
Hs.49943 

Hs.75990 
Hs.430 
Hs.132275 
Hs.266959 
Hs.16488 
Hs.174142 
Hs. 153261 
Hs.191445 
Hs.131686 
Hs.180737 
Hs.21691 
Hs.173840 
Hs.267566 
Hs.312989 
Hs.267085 
Hs.301527 
Hs.118684 
Hs.102541 
Hs.185055 
Hs.23837 
Hs.153614 
Hs.284243 
Hs.131987 
Hs.191356 
Hs.283714 
Hs.76550 
Hs.15159 
Hs.183868 
Hs.54650 
Hs.10649 
Hs.147066 
Hs.8769 
Hs.25549 
Hs.211595 
Hs.147313 
Hs.6434 
Hs.182470 
Hs.326159 
Hs.271387 
Hs.82226 
Hs.285401 
Hs.270823 
Hs.239812 
Hs.5462 
Hs.35198 
Hs.194693 
Hs.727 
Hs.76272 
Hs.184902 
Hs.3781 
Hs.84072 
Hs.62 
Hs.2463 
Hs.24030 



450056 
407245 
41B941 
446601 
432195 



H03109 

AA605012 

AB028981 

BE264974 

R80137 

A1289619 

BE241624 

W95006 

AA302741 

AA748418 

AA975688 

AW971063 

AW504221 

AA972712 

AK000737 

BE047394 

X90568 

AA452970 

AI312783 

AJ243669 



Hs.263395 

Ks.8021 
Hs.6566 
Hs.302738 
Hs.13040 
Hs.82401 



Hs.25786 
Hs.164577 
Hs.159955 
Hs.292882 
Hs.174103 
Hs^69737 
Hs.237480 
Hs.8208 
Hs.172004 
Hs.239527 
Hs.155772 
Hs.8127 



hypothetica) protein PR02543 
Homo sapiens cDNA: RJ22524 fe, clone H 
ESTs • 

small inducible cytokine A3 (homologous 
RalGEF-fike protein 3, mouse homotog 
KlAA0275gene product 
ESTs. Weakly similar to S65657 alpha-1 C 
hypothetica] protein RJ 1 1 896 
haptoglobin 
plastin 1 (lisoform) 
ESTs 

hemoglobin, gamma G 
lymphocyte cytosolic protein 1 (L-ptesG 
colony stimulaUng factor 1 receptor, fo 
immunoglobulin heavy constant mu 
ESTs 
ESTs 

Homo sapiens clone 23664 and 23905 mRNA 
ESTs 

HUEL(C4orf1Hnteracting protein 
hypothetical protein FU20371 
ESTs 
ESTs 

ESTs, Moderately similar to unknown [Us 
stromal celWerived factor 2 
netrin4 
BENE protein 

Homo sapiens cDNA RJ11812 lis, done HE 
retinitis pigmentosa GTPase regulator 
tetraspan NET-6 protein 
ESTs 

general transcription factor IIH, polype 
30 kOa protein 

Homo sapiens mRNA; cDNA DKFZp56481264 (f 
chemokine-u'ke factor, alternatively spl 
glucuronidase, beta 
junctional adhesion molecule 2 
basement membrane-induced gene 
signal transducer and activator of trans 
hypothetical protein DKFZp761J17121 
hypothetical protein FU20898 
protein tyrosine phosphatase, norwecept 
ESTs, Weakly similar to 138022 hypothec 
hypothetical protein DKFZp761F2014 
PTD010 protein 

leucine rich repeat (in FUI) interaciln 
smalt inducible cytokine subfamily A (Cy 
glycoprotein (transmembrane) nmb 
colony stimulating factor 2 receptor, be 
ESTs, Weakly simitar to S65657 alpha-1 C- 
Homo sapiens serologically defined breas 
solute carrier family 4, sodium bicarbon 
ecto nucleotide pyrophosphatase/phosphodi ' 
solute carrier family 7 (cationic amino 
inhibin, beta A (actjvin A, activm AB a 
refinobtastoma-bmding protein 2 
ESTs 

similar to murine leucine-rich repeat pr 
transmembrane 4 superfamfly member 3 
protein tyrosine phosphatase, norwecept 
angiopoietin 1 

solute carrier family 31 (copper transpo 
Target Exon 
HT018 protein 
ESTs 

WAA1058 protein 

thyroid hormone receptor interactor 1 3 
Homo sapiens cDNA: RJ21425 fis, done C 
G proteirHCOupted receptor 86 
CD69 antigen (p60, early T-cen acfivati 
ESTs, Weakly simitar to S65657 alpha-1C- 
ESTs, Moderately similar to JC5238 gaix 
ESTs 
ESTs 
ESTs 

integrin, alpha L (antigen CD11A (p180), 
ESTs 

hypolhetical protein FU 20730 
ESTs. Weakly similar to S71512 hypotheB 



E1B-55kDa-associated protein 5 

Homo sapiens thymic stromal co-transport 

WAAD144 gene product 



3.68 

3.65 

3.64 

3.61 

3.58 

3.56 

3.56 

3.56 

3.54 

3.52 

3.51 

3.46 

3.45 

3.45 

3.39 

3.36 

3.35 

3.34 

3.31 

3.31 

3.29 

3.28 

3.28 

3.24 

3.21 

3.20 

3.20 

3.19 

3.17 

3.17 

3.16 

3.16 

3.13 

3.12 

3.11 

3.10 

3.09 

3.08 

3.08 

3.08 

3.07 

3.07 

3.06 

3.04 

3.04 

3.04 

3.03 

3.02 

3.01 

2.96 

2.95 

2.96 

2.96 

2.96 

2.95 

Z94 

2.92 

2.92 

2.92 

Z92 

2.91 

2.91 

2.90 

2.90 

288 

2.87 

2.87 

2.87 

2.87 

287 

2.86 

2.85 

2.85 

2.84 

2.83 

2.83 

2.82 

282 

280 

2.80 

2.80 

2.80 

2.80 



509 



WO 03/042661 



PCT/US02/36810 



10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



449083 


AI654048 


Hs.1 96556 


ESTs 


2.80 


iHCC4 1 
41 Dbll 


NNLUU6762 


Hs.79356 


Lysosomal- associated mutfis panning membr 


2.80 


406648 


AA56373Q 


Hs.277477 


major rastoccmpatfoility complex, class 


2.79 


412116 


AW4U21D0 


Hs.784 


Epstein-Ban virus induced gene 2 (lymph 


2.78 


433793 


AWU75959 


Hs.107513 


ESTs, Moderately similar b KIAA1058 pro 


2.78 


440255 


A! 932285 


Hs.1 60569 


ESTs 


Z78 


410057 


R66634 


Hs.268107 


rrtulSmerin 


2.77 


417497 


AW402482 


Hs.82212 


CD53anfigen 


2.77 


446733 


AA863360 


Hs.26040 


ESTs, Weakly similar to fatty acid omega 


Z76 


431884 


AA5Z1245 


Hs.210792 


ESTs, Weakly similar to ALU8_HUMAN ALU S 


2.75 


Anrtnon 
4Q93b9 


_ AW514568 


Hs.1 94258 


ESTs, Moderately similar to ALU5_HUMAN A 


2.75 


436729 


BE621807 




transmembrane 4 superf amity member 1 


Z75 


431451 


AA76137B 


Hs.192013 


ESTs 


Z74 


413517 


N76712 


Hs.44829 


ESTs, WeaHy similar to 138022 hypotheti 


2.74 


447818 


W79940 


H&21906 


Homo sapiens done 24670 mRNA sequence 


Z74 


418818 


AA228899 


Hs.101307 


Homo sapiens HUT1 1 protein mRNA, partial 


Z74 


424673 


AA345051 


Hs^94092 


ESTs, Weakly similar to 138022 hypotheti 


2.74 


443194 


AI954966 




matrix Qa protein 


2.71 


443804 


AL135352 


Hs.255883 


ESTs, WeaHy similar to B8022 hypotheti 


Z71 


452870 


AW502761 


Hs.30909 


KIAA0430 gene product 


2.70 


430334 


AI824719 


Hs.143251 


ESTs . 


Z7D 


437187 


AL080208 


Hs.306325 


Homo sapiens mRNA; cDNA DKF2p586C1523 (f 


2.70 


432279 


N95104 


Hs.274260 


ATP-htnding cassette, sub-family C {CFTR 


Z70 


413950 


AA249096 


Hs.32793 


ESTs 


Z70 


430016 


NMJJ04736 Hs.227656 


xenotroplc and poiytroptc retrovirus rec 


Z70 


431710 


AI735482 




ESTs* - ' 


Z70 


448749 


AW859679 


Hs.21902 


Homo sapiens clone 25237 mRNA sequence 


Z69 


451154 


AA015879 


Hs.33536 


ESTs 


Z69 


424541 


AW392551 


Hs.180559 


ESTs, Weakly similar to A561 94 thromboxa 


Z69 


446899 


NM.005397 


Hs.16426 


podocaiyxin-fike 


Z68 


418031 


AA648744 


H*269493 


ESTs 


Z68 


453902 


BE502341 


Hs.3402 


ESTs 


Z68 


405121 






mitogerwct'rvated protein kinase 8 inter 


Z68 


410163 


AF151977 


Hs.59260 


NTT5 protein 


Z67 


429632 


AW195336 


Hs.148910 


ESTs 


Z67 


437191 


NMJJ06846 Hs.331555 


serine protease inhibitor, Kazal type, 5 


Z67 


455004 


AW850303 




gb:ll3CT0219-191199-030-F09 CT0219 Homo 


Z67 


444933 


NMJJ16245 Hs.12150 


retina) short-chain dehydrogenase/reduct 


Z67 


401113 






solute carrier family 22 (organic cation 


Z66 


419462 


AF071076 


Hs.112255 


nudeoporin 98kD 


Z65 


407635 


AW370213 


Hs.295232 


ESTs. Moderately simaar to A4601 0 X-frn 


Z66 


419175 


AW270037 




K1AA0779 protein 


Z66 


408988 


AL1 19844 


Hs.49476 


Homo sapiens clone TUA8 Cri-du-chat regi 


Z66 


452721 


AJ 269529 


Hs.301871 


solute carrier family 37 (gjycerol-3-pho 


Z66 


430592 


AJ224864 


Hs.96B8 


leukocyte membrane anfigen (IRC1J 


Z65 


446830 


BE179030 




Human DMA sequence from clone RP5-1 174N9 


Z64 


433327 


AI674779 


Hs.126744 


ESTs 


Z64 


424868 


AI568170 


Hs.96886 


ESTs 


Z64 


429854 


R555C8 


Hs.99472 


ESTs 


Z63 


427080 


AW068287 


Hs.301175 


ras-re!ated C3 botuGnum toxin substrate 


Z63 


456711 


AA033699 


Hs.83938 


ESTs, Moderately similar to MAS2JWMAN M 


Z63 


419777 


D60134 


Hs.270975 


ESTs 


Z63 


414577 


A1056548 


Hs.72116 


hypothetical protein FU20992 similar (o 


Z62 


427595 


AA449505 


Hs.270143 


extracellular glycoprotein EMIUN-2 prec 


Z62 


452445 


AB002438 


Hs.29596 


Homo sapiens mRNA from chromosome 5q21-2 


Z62 


447482 


AB033059 


Hs.18705 


WAA1233 protein 


Z62 


419110 


AA234171 


Hs.187626 


ESTs 


Z62 


450353 


A1244661 


Hs.103296 


ESTs, Weakly simaar to S65657 alpha-1 C- 


Z62 


419828 


T81422 


Hs.14922 


ESTs 


Z62 


427202 


BE272922 


Hs.173936 


tnterieukin 10 receptor, beta 


Z62 


412491 


W31589 


Hs.73957 


RAB5A, member RAS oncogene family 


Z61 


436496 


AA281959 


Hs.5210 


gfia maturation factor, gamma 


Z61 


435053 


AW629386 




ESTs 


Z61 


435029 


AF167706 


Hs.19260 


cysteme-rich motor neuron 1 


Z61 


425976 


C75094 


Hs.334514 


NG22 protein 


Z60 


412561 


NM_002286 Hs.74011 


lyrnphocyte-actjvaHon gene 3 


Z60 


430539 


AK001489 




ADP-ribosytaBon factor-Eke 1 


Z60 


419825 


AI754011 


Hs.7326 


ESTs 


Z59 


412577 


Z22968 


Hs.74076 


CD1 63 antigen 


Z58 


425894 


AW954011 


HS.1B0711 


ESTs 


Z58 


410883 


D43767 


Hs.66742 


uuli i cnemoiane [ i aku) (oijtai f) 


Z58 


441028 


AI333560 


Hs.17558 


Homo sapiens cDNA FU14446 fis, clone HE 


Z58 


413949 


AA316077 


Hs.75639 


Human TB1 gene mRNA, 3 end 


Z58 


434943 


AI929819 


Hs.92909 


chromosome 21 open reading frame 50 


Z58 


443605 


H05865 


Hs.134131 


ESTs 


Z57 


425017 


AL1 19305 


Hs.26409 


ESTs 


Z57 


440334 


BE276112 


Hs.7165 


zinc finger protein 259 


Z56 


426075 


AW513691 


Hs.270149 


ESTs, Weakly similar to 2109260A B cell 


Z56 


425345 


AU077297 


Hs.155894 


protein tyrosine phosphatase, norwecept 


Z56 


407174 


T79938 


Hs.77062 


leukocyte immunoglobufin-Iike receptor, 


2.56 


443834 


A1741510 


Hs.173548 


ESTs 


Z55 


427557 


NMJXJ265S 


I Hs.179657 


plasminogen activator, urokinase recepto 


Z55 


420539 


AA2B2735 


Hs.44004 


AD031 protein 


Z55 
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421177 


AW070211 


Hs.102415 


II. _ . mnntnwm -DMA. AftMA ni/C7r%CRR M01 9 1 {{ 

Homo sapiens mKNA, cUNA uitttpoooNuui \\ 


437952 


D63209 


Hs.5944 


solute carrisr family 1 1 (proton-coupled 


422994 


AW891802 


Hs^96276 


ESTs 


411992 


AW816214 


Hs.143055 


ESTs 


451160 


H61899 


Hs.1 71937 


steroid dehydrogenase-like 


415775 


H00747 


Hs.29792 


ESTs, WeaWy similar 10 loouzi nypoinea 


429752 


H52348 


Hs.36636 


ESTs 


414612 


BE274552 


Hs.76578 


protein mnibitor 01 acuvaiea oiai j 


453329 


T97205 


Hs.1 93400 


ESTs, WeaKiy strnuar to ziuszdua b ceu 


436503 


AJ277750 


Hs.1 83924 


ubtquiSn assoriaied and SH3 domain cent 


445911 


A19B59B7 


Hs.145645 


ESTs. Moderately similar to AIUI.human a 


433332 


AI367347 


Hs.44898 


Homo sapiens done TCCCTAOUlbt mKNA sequ 


435943 


R60194 


Hs.31141 


Homo sapiens mRNA for KlAAIaoo prolan, 


452253 


AA928891 


Hs.28608 


Homo sapiens cDNA: FUZZiib ns, done n 


442S06 


BE566411 


Hs.41726 


ESTs 


419972 


AL041465 


Hs.1 82982 


golgin-67 


431074 


BE072772 


Hs^997 


ESTs, Moderately similar to A46010 X-Tm 


449129 


AI631602 


Hs.258949 


ESTs 


440524 


R71264 


Hs.16798 


ESTs 


419203 


AA488719 


Hs.1 901 51 


CCTe 

cols 


404370 






Target Exon 


432828 


AB042326 


Hs.287402 


chondroitin 4-sulfotransferase 


439219 


N33883 


Hs.41322 


ESTs 


428044 


AA093322 


Hs.301404 


RNA binding motif protein 3 


433681 


AI004377 


Hs.200360 


Homo sapiens cDNA FU13027 fis, done NT 


437644 


AA748575 


Hs.136748 


lecfin-Iike NK eel receptor 


442566 


R37337 


Hs.12111 


ESTs 


409317 


U20165 


Hs.53250 


bone rnorphogenefc protein receptor, typ 


450506 


NM .004460 Hs.418 


fibroblast activafion protein, alpha 


447484 


AA464839 


Hs.292566 


hypothetical protein FU14697 


415165 


AW8B7604 


Hs.78065 


complement component 7 


435284 


AA879470 


Hs.96849 


Homo sapiens cDMA FU1 1492 fis, done HE 



2.54 

154 

154 

154 

154 

153 

153 

153 

153 

152 

152 

152 

152 

152 

152 

152 

152 

152 

151 

151 

151 

151 

151 

150 

150 

150 

150 

150 

2.50 

150 

150 

150 



TABLE 38B: 

Ptey: Unique Eos probeset identifier number 
CAT number Gene duster number 
Accession: Genbank accession numbers 



Pkey 
412654 



433691 
436729 



CAT Number Accession 



1350.1 



2203511J 
6624.1 



443194 19335.1 



BG743181 A1830050 BE69568B AA126591 AI903503 R26045 N62894 N63950 AA131619 A1681480 N79626 AA461603 R78979 AW60M65 N66622 
BF448B38 AW79000 AA460314 A1092721 AI870182 A1436284 AI494151 Al 1 27704 A11Z7702 BE349350 A1093480 AA1 15264 AA131567 R26840 
R78885 

^^^A^7^67^l44^S^Al453743 A1983655 AI564644 AA977180 AI6941 1 1 A1591358 AW071625 AI678712 A)720939 A1927769 BE439796 
SSm^^m^^mM^SJ BF222B20 BF593608 BE501957 AA524S26 BE044134 AW572531 AW015724 BE349186 

aXsi^ 

AW75WM182M0AM7832^ 
Ara^AA724739AM11100M191349 M757735M 
aS2aS9390M^ 

Sl8^AS78AI261359Al500576BF477735Al032569AI97^ 
BETO^BE™SBE773495A165033B 

BE811388 BEB11352 BE773501 BE773494 BE773486 BE773474 BE773473 BE773470 BE773461 BE811350 BEB113T7 ' BF HK7 BGKWTI 
S45 0)5782 Ai589264 D57558 AM68237 AI4320M 

ALS7a810BG498381 AI928364BE879732M479834AA479712C17732BM091258BF843901 AW^C1W6B3^AA1^4 
AA136645 BF843900 AW806193 AA502B32 AA649494 AL568520 AL547960 BE706937 BE811360 BE773498 BE81140 1 BE7734W 
BE811380 BE811399 BF997171 BF757734 BE926037 A1377596 C06111 AW088968 BEB11404 BE811472 A1865912 A1925607 AI8719H AI093510 
BiMK27BE8114^M191387AW772O)0BB11453BB 

BE773483 A1567995 W60075 BF941 183 A1738844 BE81 1458 BE773481 AI262930 AA948565 BE706942 BE156360 T^t^^JM**** 
BeSm7^344943AI348877A!334860BE621 

AAV8Z734 AAB77242 AW372926 H27252 R38114 BFB5185B BE1 5621 4 M1 90427 T91 762 AA035Gtt^^ 
^6731^084428(310166 AU^ 

BG741786 BUSB522 AU135866 B155Z770 BI259210 BI256520 BI255569 BG485098 B125822B BG498501 Bmj^MH 

BE745111 B1222633 AU133917 BG288151 BI260715 BI550550BG500773BI551761 BG707601 BI818593 BPB91W ^21^ 

BE906666 BG751098 BI224135 BG400746 BG478065 BE790436 AW080238 AU137549 BG429896 BE392486 AW961686 BG721056 BH08365 

BE546656BG541235AW583735BG528290BI260895AW651691 BM048974BM043805BG142185AA315188AI446615 C06300 BG497644 

AA088544AI615987BG528631 BE619182AW239185 AW062910AW062902AA347236F11933AA488005 AA301631 AA376800 D56 20 

AA343K2 AA3re636 ^00242 AA376086 AA316968 AA343799 B1870221 BE910282 BG538748 AW960564 AV732879 D16854 AA192519 BF922148 

AA216013 BG624091 BE544387 BG507008 AW176446 BF790033 BE088925 BE088854 AA921353 R21800 AA011222 T97525 

BI754027 BF696071 AI351939 BG151298 AI919334 A1401620 B1770165 W72057 T96156 T2947B AA181252 BG927793 AA7 1 «31 AA6M749 

AA1 81247 A^^756AA081 092 H52207 BG926934 BF222579 BG899001 N6424S AA953040 AI8324G6 AA1 02441 BG928081 AA993445 AM«41 

BG699770 BE439699 BE440148 AV704365 AV733652 BG212015 BG184149 BG200180 BG212690 B1761222 BG182079 AW^8822 ^5631 
AI423041 AW071 181 AI889836 AW129112 BG925339 A1017633 AA568964 BF725590 A1004210 AI809799 BE083097 BG896220 AWWran 
BF668788 BE083134 AW631281 BG193052 BG1 83095 BE440088 BG1 85728 A1499579 AA188162 AA864282 B1493352 AA1 55854 M836749 
AA836844 AA98547BAW082299AI816747AA450221 AA971294 BE327509AI719662BG576669 A1479382 BF824747 A1741800 ^82962 

AW473324 BG901177 BE439998 AW023259 BE813871 AW999947BE839108AW07983AA369722AW796627A^90608 
SlM302459BW93353AA356332A^ 

AW591063 BG203275 BG21 1093 AI334791 AA9165B9 AW058266 A1362370 Al 143352 AA508721 A1928079 D57214 BE045265 AA541785 

511 
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10 



15 



20 



431710 
455004 
419175 



1611592J 
1089114 1 
35058 1 



446830 41421.1 



435053 
430539 



124009 1 
31268 1 



25 TABLE 38C: 



BG219510 BG201586 BG195572 AW0 19904 AW089242 AA953322 AI686698 F27562 AA514749 056645 F20774 F30660 F25646 AWQ23S4? 
AA827300 AA582214 Al 701 289 AA228293 AI906950 AA230156 AA384572 AW438988 AA742516 BI490938 AA731082 BF665869 BG10K18 
AV704158 BE439643 AA9 1 0686 AA 1559 13 AA923097 AA975721 AA985555 BG927032 AA948389 AA451625 AA916141 USSwSSm 
AW083733 AA128053 AI953789 AI91 1993 AA421798 BG429150 AJ91530S 230130 AA1 26929 BG926630 AMBW 
BG924321AI039722AI954968A1372839AM01406AI538215 iu i J AA^Jbik, AAyi6094 

AJ422419 AA514370 AI741678A1735482 AI735081 AJ371436 
AW850587 AW850589 AW8503 1 8 AW850303 

AB018322 BC012480 BI524873 AW665554 AI934469 AI479916 BF096179 BF096162 BF096132 AA744972 AI951988 A1858339 BE07G331 
AA886998AJ5705^AI916688A1678811A1693109AI308135M669C^ 

Z44671 BI0S2776 BFB82486 BG2B6t84 AI5B9S5B AA9316B3AA534979 AI275392 AI273455 RS25S3 AMOm mSotS PTOW^ 
AW953566 AW176773 H85527 AA765570 AA081927 BF093262 BG743753 AL037576 AA534314 BE814964 BE9^N494MkS 
BE005630 AW270037 AA234765 AI334004 BF057179 AJ857450 A1341 191 AI434143 AI917449 AW517207 AA255424 AWOO^ AA£47572 
X^IS^^A^^^^^^^ N55645AA319869 R36911 AA25555.1 AW044188 AJ^TsS W9403 
BC020595 BI488430 BG168023 BE 179030 AW294203 BF849776 AA459054 AI917452 AW4O3072 W27419 BF914568 BF798468 AW3705S8 
SSSS 232 ^ 4221 AW80298? BF9 ™™ TO ™ 19597A ^ 
A1332638 AA66321 5 AW629386 

AK001489 AU129447 BF959274 BG555452 AJ245327 AU1 16848 BF358559 BF358554 BF358570 8G6781 19 AL515852 AU1 54607 AI357567 
AVW^ AI122SS4 AA406478AI091013 AI86G679 AI6B6163 AA6G2158AA9115B0 D310B5 AD02576 BF588781 AU1S1» W14^ AI291fi10 
AW169600 D31161 AA905362 C21179 BE327258 D3U74 AW439053 D31309 BF756901 BI838626 Bra^AU14^Sl^16^1S6^ 
M45202eAW473?72AW458490AA410271AJ475944BF821859AA65B188Al360390AA^ 
BF375775AW821784AW9750MW16475D31031 BG696392AW86(^ 



30 



35 



40 



Pkey: Unique number corresponding to an Eos probeset 

Ref. Sequence source. The 7 digit numbers in this column are Genbank Identifier (GO numbers 'Dunham et ai ' 

human chromosome 22* Dunham, et al. (19991 Nature 402:489495. ' 
Strand: Indicates DNA strand from which exons were predicted. 
NLposiBon: Indicates nucleotide positions of predicted exons. 

Pkey 

406617 
401958 
405121 
401113 
404370 



refers to the publication entitled The DNA sequence of 



Ref 


Strand 


NLposition 


8439858 


Plus 


36430-36552 


3258613 


Phis 


10841 1-108629 


8102330 


Minus 


35816-36004,36587-36684 


9966541 


Minus 


19419-19959 


7631003 


Plus 


127868-128244 



45 



50 



55 



60 



65 



70 



75 



80 



TABLE 40A 656 genes unregulated in fibrosis relative to normal body tissues 

™^ fe *j* out 556 9en ^S^ d ?J?? sis to norrnal body tissues that are likely to encode proteins amenable to modulation by small molecules, peptides or 
antibody. These genes were selected from 59680 probesets on the Eos/Affymetrix Hu03 Genechip array. Gene expression data for each probeset obtained tan uSSsfe was 

nSll^l^^ ° r rf ^ modulatab{8 iwfcota, peptides, or anMes (e.g. pkinaseTea^n^^ 

phosphatase, or ionjrans porter). Certain predicted protein domains are noted. H ' ^ 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar accession number, GenBank accession number 

UniGenetD: UniGene number 

PredProtIX)rrtains: Certain predicted protein domains. Abbreviations used: TM. transmembrane domain; SS, signal sequence; =Y, very likely to contain- =M. 
UniGene Tifle- Ke^gSof ^ ^ ^ ^ PFAM (Nudeic Research - 2Q02 < 30:276-280). 

R1 rSeSSd ?raStor $ ** M * ^ ^ tte ldth V**®* of ^ nom,a3 ^ ^ was subtracted from both the 

Pkey; ExAccn; UnigenelD; Unigene Title; Pred.ProLDomans; R1 

442275; AW449467; Hs.54795; Homo sapiens secretogiobin, family 3A, rrr, Uteroglobln;TM=M;SS=Y; 39.47 
428434; AW363590; Hs.65551 ; Homo sapiens. Similar to DNA segment, Ch; LBP BPi CETP C;TM=M;SS=Y: 32.35 
439335; AA742697; Hs.62492; NM J)52863:Horno sapiens secretoglobin, fa; nonei; 28^9 " 
406964; M21305; ; FGENES predicted novel secreted protein; none,none; 27.90 
42521 1 ; M1 8667; Hs.1 867; progastricsin (pepsinogen C); asp;TM=M;SS=M; 27.90 

^iKSJS ^]^f^? 5 ^ la ? ) J. end 2723 
445921. AB0121 13; Hs.1 6530; small mducibfe cytokine subfamfly A (Cy; IL8;; 24.97 

428330; L22524; Hs.2256; matrix metaftoproieinase 7 (matrOysin, ; Peptidase M10;; 24.38 

431723; AW058350; Hs.278966; Homo sapiens mRNA; cONA DKFZp554B20~62 ft PMP22_Oaua7n none: 2135 

409153; W03754; Hs.50813; hypothefca! protein FU20022; fibrinogen Q; 23.29 

431089; BE041395; Hs.374629; ESTs. Weakly similar to unknown protein ; none none- 18 23 

425371; D49441; Hs.155981; mesothetin; none;TM=M;SS=M; 18.17 

448133; AA723157; Hs.73769; folate receptor 1 (aduH); Folate rec,MlP;TM=M;SS=M; 17.64 

^lll^i H i™ 3 ? solutecarrierfam3 y 34 Whim Ptospha; rabcsorral_L20,Na_Pi_cotrans;TM=Y;SS=N; 17.33 
4^1798; N74880; Hs.355462; N-acylsphingosine amido hydrolase (acid c; SAPA.SurfactantB none; 16 61 
155? U29515: "s- 9109 * 1 (chitotriosklase); GJyco^hydro_18,CBM_14;TM=M;SS=Y; 1624 

419092; J05581 ; Hs.89603; mucin 1 , transmembrane; SEA;TM=Y;SS=M; 1 6.06 
4261 74; AA547959; Hs.1 15838; Homo sapiens similar to EchinoirJin (LOC1; none none; 15 84 

? ^ii 1 :,^-. 1982531 Wstooompatibi^ complex, class ; g,MHCJLalpha;TM=M;SS=M; 15.42 
4211 10; AJ250717; Hs.1355; cathepsin E; asp:; 15.08 

444342; NMJJ14398; Hs. 10887; similar to lysosorr^asra^ 14.94 
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406521; X57809; Hs.181125; immunoglobulin lambda locus; ig,HSP70,Ppx-GppA;TM=M;SS=N; 14.36 
443709; AI082692; Hs.134662; ESTs; SNF,fn3,none; 14.05 

428970; BE276891; Hs.194691; refinoic acid induced 3 (RA1G1); metabo; 7tm_3;TM=Y;SS=M; 13.8B 
457200; U33749; Hs.197764; thyroid transcription factor 1; horneobox;TM=M;SS=N; 13.86 
5 432519; A1221311; Hs.130704; ESTs, WeaWy similar to BCHUIA S-100 pro; none,none; 13.82 
422355; AW403724; Hs.300697; coagulation factor VII (serum protrtfombr. none,ig; 13.62 
430280; AA361258; Hs.237B68; inlerleukin 7 receptor, (n3,none; 13.47 

415457; AW081710; Hs.7369; Homo sapiens tastes specific A2 homolog ; MORN,sugar.tr;TM=Y;SS=M; 13.35 
431164; AA493650; Hs44367; thyroid transcription factor 1; none,homeobox; 13.32 
1 0 414998; NMJJ02543; Hs.77729; oxidised low density lipoprotein (lectin; lectm_cr.TM=Y;SS=M; 12.83 
400269; ; Hs.253495; Eos Control; lectin.cCotlagen^ink;; 1230 

424310; AA338648; Hs.50334; testes development-related NYD-SP22; none;TM=M;SS=N; 11.61 
451558; NM.001089; Hs.26630; ATP-binding cassette, sub-family A (ABC1; ABCJran,SRP54;TM=Y;SS=M; 1 1.79 
452304; AA025386; Hs.6131 1; ESTs, Weakly sirdar to S10590 cysteine ; none.none; 1 1.68 
1 5 445537; AJ245671; Hs.12844; EGF-Ike-dornain, multiple 6; EGF.MAM;; 11.56 

423778; Y09267; Hs.132821; flavin containing monoaxygenase 2; FMOtike.pyr_redox;TM=Y;SS=M; 11.41 
414812; X72755; Hs.77367; monokine induced by gamma interferon; IL8;TM=M;SS=Y; 11.31 
430832; A1073913; Hs.100686; ESTs, WeaHy similar to JE0350 Anterior ;none,none; 11.25 
407910; AA650274; Hs.41296; fibronectin leucine rich transmembrane p; fn3.LRRLRRCT,U*RNT;TM=Y;SS=M; 1 1.15 
20 451497; H83294; Hs.284122; Wnt inhibitory factor-1; EGF.WIF;: 11.07 

430250; NM.016929; Hs.283021; chtoride intracellular channel 5; none;TM=M;SS=N: 1 1.07 
411020; NML00677Q; Hs.67726; macrophage receptor with colagenous stn SRCR,Collagen;TM=Y;SS=M; 11.05 
446619; AU076643; Hs.313; secreted phosphoprotein 1 (osteopontin, ; Osteopontin;; 11.01 
438091; AW373062; Hs.351546; nuclear receptor subfamily 1, group I, m; hormone_rec,zf-C4,none; 10.97 
25 413048; M93221; Hs.75182; mannose receptor, C type 1; m2,lec6n_*Rfcin _BJecfin,Xlink;TM=Y;SS=M; 10.93 
432231; AA339977; Hs.274127; aST 11240 protein; none;TM=M;SS=M; 10.81 
416402; NM_000715; Hs.1012; complement component 4-binding protein, ; sushi;TM=M;SS=M; 10.77 
41B156; W17056; Hs.83623; nuclear receptor subfamily 1, group I, rrr, hormone_reo.2MM.none; 10.63 
436553; AW407157; Hs.181 125; immunogtobulin lambda locus; ig,HSP70,Ppx-GppA;TM=M;SS=N; 10.58 
3 0 421071; AI311238; Hs.104476; ESTs, Weakry similar to CGHU1E collagen ; none;TM=Y;SS=M; 10.57 

418007; M13509; Hs.83169; matrix metaDoproteinase 1 (interstitial: hemopexm,Peptidase_M10 l Astadn l PG3»odingJ;; 10.33 
419085; NM 000216; Hs.89591; Kallmann syndrome 1 sequence; fn3,wap;; 10.30 
407786; AA687538; Hs.38972; telraspan 1; transmembrane4;TM=Y;SS=M; 10.28 
441384; AA447849; Hs.288660; refinoic acid induced 3; 7tm_3,none; 10.26 
35 453914; NM.000507; Hs.574; fructose-1,6-bisphosphatase 1; FBPase;TM=M;SS=N; 10.22 

435523; T62849; Hs.1 1090; rnembrane-spanning 4-domains, subfamily A; none;TM=Y;SS=M; 10.09 
423354; AB01 1130; Hs.1 27436; calcium channel, voltage-dependent, alph; vwa,Cache;TM=M;SS=N; 10.03 
415323; BE269352; Hs.949; neutrophil cytosofic factor 2 (65kD, chr; SH3JPR;TM=M;SS=N; 1 0.02 
408562; AI436323; Hs.31 141; roundabout (axon guidance receptor, Dros; ig,fn3;TM=M;SS=N; 1 0.02 
40 448782; AL050295; Hs.362806; WAA0758 protein; 7tm_2,ig,GPS,SEA;TM=Y;SS=N; 9.86 
419235; AW470411; Hs.288433; neurotrimin; none,none; 9.79 
415992; C05837; Hs.145807; hypothefical protein FU13593; none;TM=Y;SS=M; 9.74 
418883; BE387036; Hs.1211; acid phosphatase 5, tartrate resistant; Metaltophos;TM=M;SS=M: 9.70 
439018; AW300B87; Hs^6638; membrane-spanning 4-domains, subfamily A; none;TM=Y;SS=M; 9.69 
45 442652; AI005163; Hs.201378; Homo sapiens cDNA FU40427 fis; none;TM=M;SS=N; 9.68 

445291; BE397753: Hs.14623; interferon, gamrnaHnducibte protein 30; GILT;TM=M;SS=Y; 9.64 
408380; AF123050; Hs.44532; diubiquifin; ubiquilm;TM=M;SS=N; 9.54 

438089; W05391; Hs.351546; nuclear receptor subfamily 1, group I, m; hormone_rec^C4,none; 9.52 
449494; AW237014; Hs.315369; aquaporin 4; MIP,none; 9.51 
50 456062; A1866286; Hs.71962; ESTs, Weakly similar to B36298 profine-r; none.none; 9.42 

446428; AW082Z70; Hs.12496; ESTs, Weakly similar to ALU4JHUMAN ALU S; none,none; 9.41 
421952; AA300900; Hs,98849; dynein fight chain 2B (DNLC2B); none.none; 9.19 

407949; W21874; Hs.247057; ESTs, Weakty similar to 21 09260A B cell ; Ribosornal_S14,ank,pkinase,death,none; 9.16 
456034; AW450979: ; gb:UI-H-BI3^la-a-12-0-UU1 NCLCGAP_Su; none.none; 9.15 
5 5 407788; BE514982; Hs.38991; S100 calciur^binding protein A2; emand.SJOO.S JOO.efhand; 9.15 
416965; N26223; Hs.160436; MDAC1; none;NA;NA; 9.03 
443324; R44013; Hs.164225; ESTs; none,none; 9.03 

435575; AF213457; Hs.44234; triggering receptor expressed on myeloid; ig;TM=Y;SS=M; 9.00 
440273; AI805392; Hs^25335; Homo sapiens cONA: FU23523 fis, clone L; none.none; 8.99 

60 424527; AW138558; Hs.334873; ESTs, Weakly similar to 154374 gene NF2 ; Zn janWpeptnone; 8.80 
409203; AA780473; Hs.687; cytochrome P450. subfamily IVB. polypept; p450;TM=M;SS=Y; 8.76 
423387; AJ012074; Hs.34B50Q; vasoactive intestinal peptide receptor 1; 7tm_2,HRM,CSD;TM=Y;SS=M; 8.74 
443907; AU076484; Hs.9963; TYRO protein tyrosine kinase binding pro; none;TM=M;SS=Y; 8.73 
425367; BE271 188; Hs.155975; protein tyrosine phosphatase, receptor t none;TM=M;SS=Y; 8.68 

65 418918; X07871; Hs.89476; CD2 antigen (p50), sheep red blood ceU ; ig;TM*Y;SS=M; 8.56 
421563; NM.005433; Hs.105806; granulysin; none;; 8.55 

450726; AW204600: Hs.355462; HUMPSPBA Human pulmonary surfactant-asso; SAPA.SurfactanLB.none; 8.51 
419693; AA133749; Hs.301350; FXYD domain-corrtaining ion transport reg; ATP1G1_PLM_MAT8;TM=Y;SS=M; a51 
424450; AL137526; Hs^74425; dynein intermediate chain 2; WD40;; 8.42 

70 402474; ; ; NMJXM079:Homo sapiens cathepsin S (CTSS; Peptidase_C1n 8.41 

458079; A1796870; Hs.54277; Homo sapiens similar to RIKEN cDNA 28100; none;TM=M;SS=N; a40 
424779; AL046851 ; Hs.153053; C037 antigen; transmembrane4;TM=Y;SS=M; 8.36 
453310; X70697; Hs.553; solute carrier family 6 (neurotransmirie; SNF,5HT_transportenTM=Y;SS=N; 8.34 
448140; AF146761; Hs.20450; BCM-Uke membrane protein precursor; ig;TM=Y;SS=N; 8.33 

7 5 404240; ; ; NML01 8950:Homo sapiens major histocompat; ig,MHC_l;TM=Y;SS=M; 8.28 
459702; A1204995; ; gban03c03jt1 Stratagene schi20 brain 81; none,none; ai7 
449523; NM 000579; Hs.54443; chemokine (C-C motH) receptor 5; 7tmJ;TM=Y;SS=M; 8.17 
442994; AI025718; Hs.1 6954; ESTs; ank,pkmase.deam,Ribosomal_S14; 8.12 

. . 446998; N99Q13; Hs.278965; Homo sapiens mRNA; cDNA DKFZp564B2062 (f; PMP22_Cl3udin.none; 8.07 

80 4201 37; AA306478; Hs.95327; C03D antigen, delta polypeptide (TiT3 co; ITAM;TM=Y;SS=M; a01 
435472; AW972330; Hs.283022; triggering receptor expressed on myeloid; ig;TM=M;SS=M; 7.99 
432441; AW292425; Hs.163484; Intron of hepatocyte nuclear factor-3 ah. ForK.head.none; 7.99 

409208; Y00093; Hs.172631; Inlegrin. alpha X {antigen CD11C (p150).; vwa.FG-GAP/mteg^XAvwa.mtegrin^A.FG^AP; 7.94 
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432606; NMJM2104; Hs.3056; granzyme K (serine protease, granzyme 3;; trypsin;TM=Y;SS=M; 7.92 
442832; AW206560; Hs.253569; ESTs; none,none; 7.90 

412104; AW205197; Hs.240951; Homo sapiens. Similar to RIKEN cDNA 2210; none;TM=M;SS=N; 7.89 

427337; Z46223; Hs.176663; Fc fragment of Igfc low affinity Mb, r, ig;TM=Y;SS=M; 7.85 
5 443951; F13272, Hs.356835; ferritin, light polypeptide: PMP22J3auajn.none; 7.84 

418299; AA279530; Hs.83968; integrin. beta 2 (anfigen C018 (p95), ry. integrin B,EGF',PSI;TM=Y;S$=M; 7.79 

447131; NM.004585; Hs.1 7466; refinofc acid receptor responder (tazaro; fion^TM=Y;SS=N; 7.78 

423961; D13666; Hs.136348; periosfih (OSF-2os); Fasocfin;TM=M;SS=M; 7.73 

424917; AI636208; Hs.96901; hypothetical protein FU23049; none;TM=M;SS=N; 7.72 
1 O 438564; AA381553; Hs.198253; major rustocompatibflity complex, class ; tg,MHC (I atpha,none; 7.65 

456672; AK002016; Hs.11 4727; Homo sapiens, clone MGG16327, mRNA, com; nore,PK.PK_C,myosin_head l RhoGAP; 7.64 

427792; M63928; Hs.180B41; tumor necrosis factor receptor supertarni; SRP14,TNFR_c6;; 7.63 

436954; M740151; Hs.130425; ESTs; none^tone; 7.58 

429732;U2015B;Hs.2488;lymphocytecytosoIicpro^ 
1 5 407601; AC002300; Hs.371 29; sodium channel, nonvoltage-gated 1 . beta; ASQTM=Y;SS=M; 7.55 

417105; X60992; Hs.81226; CD6 anfigen; SRCR;TM=Y;SS=M; 7.51 

414821; M63835; Hs.77424; Fc fragment of tgG, high affinity la, re; ig;TM=Y;SS=M; 7.46 

444381; BE387335; Hs^83713; hypolhefical protein BC014245; Collagen;TM=M;SS=M; 7.40 

432222; Al 204 995; ; gb:an03c03 x^ Slratagene schizo brain SI; none,none; 7.38 
20 422667; H25S42; Hs.132821; ESTs; FMCHike,FM<>Gke; 7.37 

444527; NMJXJ5408; Hs.1 1383; small inducible cytokine subfamily A (Cy; IL8;; 7.36 

45741 1; AW085961; Hs.1 30093; iroquois-ctass homeobox protein IRX2; none,none; 7.32 

439237; AW408158; Hs.318893; ESTs, Weakly similar to A47582 B^cel! gr; FurirvlD©,pWr^ ) Recep_l_dornain,YLP,none; 7.32 - 

419231; AL046294; Hs.136245; ESTs. Weakly similar to T17227 hypothec nonejone; 7.30 
ZD 438873; AI302471; Hs.1 24292; Homo sapiens cDNA: FU231 23 fc, clone L; none,none; T.27 

424027; AW337575; Hs.201591; ESTs; 7tm_2.HRM.none; 7.26 

428927; AA441837; Hs.90250; Homo sapiens hypotheSca! protein FU231 ; none.none; 7.24 

432435; BE218886; Hs.282070; ESTs; none.none; 7.22 
_ 428467; AK002121; Hs.184465; hypothetical protein FU11259; none;TM=Y;SS=M; 7.21 
30 416030; H15261;Hs.21948; ESTs; none,none;7.20 

433293; AF007835; Hs.32417; hypotheScal protein MGC2742; none;TNt=M;SS=N; 7.18 

418741; H83265; Hs.8881; ESTs, Weakly similar to S41044 chromosom; pkinase^Dvin.recp.pkinaseArtivin^recp; 7.16 

420656; AA279098; Hs.187636; ESTs; none^ione; 7.14 

427698; AW972594; Hs.335499; ESTs; none,none; 7.1 1 
3 5 432268; BE31 1 856; Hs.274230; 3 , -phosphoadenosine S-phosphosulfale sy; APS_kinaseATP-sutfury(ase:TM=M;SS=N: 7.06 

413859; AW992356; Hs.8364; Homo sapiens pyruvate dehydrogenase kina; SAM_PNT.none; 7.04 

430413; AW842182; Hs.241392; small inducfole cytokine A5 (RANTES); ILS;TM=M;SS=Y; 7.04 

452353; AI582743; Hs.94953; Homo sapiens, Similar to complement comp; Clq.CoBagenn 7.03 

421481; AW391972; Hs.104696; WAA1324 protein; none;TM=M;SS=M; 7.01 
40 418945; BE246762; Hs.89499; arachidonate 5-lipoxygenase; Dpoxygenase.PLAT;TM=M;SS=N; 6.97 

452281; T9350O; Hs.28792; Homo sapiens cDNA FU11041 fis. done PU TGFbj)ropeptide,TGF-beta.none; 6.96 

458124; AW005548; Hs.1 24590; ESTs; none.none; 6.94 

422846; BE513934; Hs.15B3; neutrophH cytosolic factor 1 (47kD, chr, SH3,PX;TM=M;SS=N; 6.93 

41 1027; AF072099; Hs.67846; leukocyte inimuroglobulin-lite receptor. ; inostoI_P^g;TM=M;SS=N; 6.92 1 
45 428820; AA436187; Hs.172631; integrin, alpha M (complement component ; vwajntegrin_A,FG^AP;TM=Y;SS=M; 6.90 

423575; C18863; Hs.163443; mtron of penosfin (OSF-2os); FascicSn.none; 6.89 

419490; NML006144; Hs.90708; granzyme A (granzyme 1, cytotoxic T-lymp; trypsin;TM=M;SS=M; 6.89 

450954; A19Q474Q; Hs.25691 ; receptor (calcitonin) activity modaying; none;TM=Y;SS=M; 6.87 

425976; C75094; Hs.334514; NG22 protein; voltage_CLC;TM=Y;SS=M; 6.84 
50 425555; AA359291; Hs.130767; Homo sapiens cONA: FU23553fe. done U LRR;TM=M;S$=N; 6.81 

414991; C17898; ; Homo sapiens up-regulated by BCG-CWS (10; Zip.none; 6.80 

410342; R31350; Hs.743; Fc fragment of tgE, high affinity I, req ITAM;TM=Y;SS=M; 6.80 

422153; AF027208; Hs.1 12360; pTorninin (mouseHixe 1; none;TM=Y;SS=M; 6.79 
_ 4458B5; A1734009; Hs.127699; KIAA1603 protein; none.none; 6J7 
55 436575; AI458213; Hs.77542; ESTs; 7tm J.DnaJ; 6.77 

417079; U65590; Hs.81134; interteuktn 1 receptor antagonist; IL1;; 6.76 

424711; NM.005795; Hs.152175; caldtonm receptor-like; 7tm_2,HRM;TM=Y;SS=M; &75 

416847; L43821; Hs.80261; enhancer of fflamentafon 1 (cas-Bke do; SH3;TM=M;SS=N; 6.73 

426251; M24283; Hs.168383; mterceflular adhesion molecule 1 (CD54); ig,ICAW_N;TM=M;SS=M; 6.71 
00 417929; R27219; Hs.74647; Human T-cefl receptor acfive alpha-chain; ig,abhydrdase; 6.70 

412584; X54870; Hs.74085; DNA segment on chromosome 12 (unique) 24; none.lec&i q 6.70 

428227; AA321649; Hs.2248; small inducible cytokine subfamBy B (Cy; !L8;TM=M;SS=Y; 6.68 

421445; AA91 3059; Hs.104433; Homo sapiens, done IMAGE:4054868, mRNA; tonJrans,KJetra,asp; 6.65 

439750; AL359053; Hs.57664; Homo sapiens mRNA full length insert cON; IMPDH C,lMPDH_N.CBS,integrin B.Ridn_B iectki; 6.62 
OD 428582; BE336699; Hs.185055; BEME protein; none;TM=Y;SS=M; 6.60 

453142; AA033648; Hs.7473; Homo sapiens gap junction protein, alpha; connexta;TM=Y;SS=M; 6.60 

432374; W68815; Hs.301885; Homo sapiens cDNA FU11346 fis, done PL; noncnone; 6^6 

448569; BE382657; Hs.21486; signal transducer and acfivator of trans; SHZSTAT,STAT_bind.STATjrot;TM=M;SS=N; 6.54 

424321; W74048; Hs.1 765; lymphocyte-spedfo protein tyrosine kin; SHZSH3,pkin3se;TM=M;SS=N; a51 
70 446932; M981459; Hs.125644; ESTs; none,LRR,LRRNT; 6.50 

427247; AW504221; Hs.174103; Integrin, alpha L (anfigen C011A (p180)^ vwa,inlegrin A/G-GAP;TM=Y;SS=M; 6.48 

425998; AU076629; Hs.1 65950; fibroblast growth factor receptor 4; ig,pkinase;TM=M;SS=M; 6,47 

447232; AW499834; Hs.327; irrterleukin 10 receptor, alpha; none;TM=M;SS=lv1; 6.46 

431745; AW972446; Hs.163425; Novel FGENESH predicted cadherin repeat ; none.none; 6.43 
75 417370; T28651; Hs.374466; tryptophanyMRNA synthetase; WHEP-TRS,tRNA^ynLtbr. 6.41 

422241; Y00062; Hs.170121; protein tyrosine phosphatase, receptor t kinesir^fn3.Yj)hosphatase;TM=M;SS^ 6.40 

429610; AB024937; Hs.211092; LUNX protein; PLUNC (palate lung and nas; none;; 6.39 

409340; BE174529; Hs.321 130; hypolhefical protein MGC2771; 
o A ^ J>ermeases,pyridoxal_deC,rjromo(torn^ 6.37 
00 413385; M34455; r^840; todolearriine-pyrrole 2.3 ^oxygenase; IDO;TM=M;SS=N; 6.36 

451820; AW058357; Hs.199248; ESTs; 7tm_1;TM=Y;SS=M; 6.34 

408369; R38438; Hs.118747; SLC15A2 Solute carrier family 15 <H+/pep; PTR2;TM=Y;SS=N; 6.32 
424247; X14008; Hs.234734; lysozyme (renal amyloidosis); lys^g.FAD_Synth,ldh.ldh_C,pkinaser, 6.32 
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444090: S69115; Hs.10308; natural kUler cell group 7 sequence; PMP2^aaudiruTM=Y;SS=M; 6.31 

416819: U77735: Hs.80205; pim-2 oncogene: pkinase- 6.30 

421659; NMJJ14459; Hs.10651 1; protocadherin 17; cadherin;TM=M;SS=M; 6.27 

4151 98; AW009480; Hs.943; natural Hler cell transcript 4; none;TM=M;SS=N; 6.26 

424273; W40460; Hs.144442; phosphofipase A2. group X; phosip;TM=M;SS=Y; 6.24 

429083; Y09397; Hs.227817; BCL2-related protein A1; Bd-2;TM=M;SS=N; 6.23 

452194; AI694413; Hs.373599; olfactory receptor, family 2, subfamily ; none.none; 6.22 

424144; AA454033; Hs.41644; AKAP-associated sperm protein; Rila;; 6.21 

4141 42; AW368397; Hs.334485; herneenBn (fibutin 6); EGF4g,tspJ.horrnone4^quash,TlL t Adeno_E3_CR1 ;TM=M;SS=M; 6.21 

442006; AW975183; Hs.372210; ESTs, WeaWy similar to S72482 hypotheti; none,none; 6.20 

420256; U84722; Hs.76206; cadherin 5, type 2, VE-cadherin (vascuia; cadherin,Cadherin_C_terni;TM=Y;SS=M: 6.19 

421379; Y15221; Hs.103982; small inducible cytokine subfamily B {Cy; 1L8;TM=M;SS=Y; 6.17 

440452; A1925136; Hs.55150; ESTs, Weakly similar to CAYP.HUMAN CALCY; ncne;NA;NA; 6.17 

421462; AF016495; Hs.104624; aquaporin 9; MIP;TM=Y;SS=M; 6.16 

452960; AK001335; Hs.31137; protein tyrosine phosphatase, receptor t Yj>hosphatase,none; 6.15 

410381; BE391804; Hs.62661; guanylate binding protein 1, interferon-; GBP,GBP_C;TM=Y;SS=M; &13 

415765; NM 005424; Hs.78824; tyrosine kinase with immunoglobulin and ; EGF^n3^,pkinase,laminin^EGF;TM=M;SS=Y; 6.12 

430478; NMJM349; Hs.241535; apofipoprotein L, 3; MotAJExbB;TM=Y;SS=M; 6.12 

413869; NM 000878; Hs.75596; Interleukin 2 receptor, beta; none;TM=Y;SS=M; 6.09 

446608; N75217; Hs.175622; ESTs; Armadillo_.seg,HEAT_PBS;TM=M;SS=M; 6.08 

430378; Z29572; Hs.2556; tumor necrosis factor receptor superfami; IL2;; 6.08 

426116;AA868729; Hs.144694; ESTs; nonejone; 6.06 

445033; AV652402; Hs.72901; cycfin-dependent kinase inhibitor 2B (p1; anfc 6.05 

425721; AA383588; Hs.288545; ESTs, Weakly similar to T29012 hypothec zf£2H2;TM=M;SS=N; 6.05 

429228; A1553633; Hs.356828; ESTs; none.none; 6.05 

421757; Z20897; Hs.296259; paraoxonase 3; Arytesterase;; 6.04 

437669; A1358105; Hs.123164; ESTs, Weakly similar to match to ESTs AA; none,pkinase.pkinase_C; 6.03 

419508; AW997938; Hs.90786; ATP-bincfing cassette, subfamily C (CFTR; ABC_tranABC_membrane;TM=Y;SS=M; 6.02 

428667; AI375550; Hs.346868; nucteotar protein p40; homolog of yeast ; none,none; 6.01 

432731; R31178; Hs.287820; fibronectin 1; fn1.fn2.fn3.none; 5.95 

446566; H95741; Hs. 17914; membrane-spanning 4-domains, subfamily A; none;TM=Y;SS=M; 5.95 

450656; AA010539; Hs.18912; unnamed protein product; zf-C2H2;; 5.94 

418460; M26315; Hs.85258; COB anfigen.alpha polypepfide (p32); ig;TM=Y;SS=M; 5.94 

424054; AA33451 1; Hs.26538; membrane-spanning 4-domains, subfamily A; none;TM=Y;SS=M; 5.94 

408048; NM.007203; Hs.42322; A kinase (PRKA) anchor protein 2; Para!emrnin;TM=M:SS=N; 5.94 

438670; AI275803; Hs.123428; ESTs; none;NA;NA; 5.91 

424238; AA337401; Hs.137635; ESTs; none;TM=M;SS=M; 5.90 

444143; AW747996; Hs.160999; ESTs, Moderately similar to A561 94 throm; Bd-2,none; 5.89 

423690; AA329648; Hs.23B04: ESTs, WeaWy similar to PN0099 son3 prot iorLtrans.ICUone; 5.B8 

409799: D1 1928; Hs.76845; phosphoserine phosptatase-Cke; Hydrolase;TM=M;SS=N; 5.81 

407239; AA076350; Hs.67846; leukocyte immunoglobulin-tike receptor, ; ig;TM=Y;SS=M; 5.81 

411125; AA151647; Hs.68877; cytochrome b-245, alpha polypeptide; none;TM=Y;SS=M; 5.80 

420340; NMJ100734; Hs.97087; CD3Z anBgen. zeta polypeptide {TiT3 com; fTAM;TM=M;SS=M; 5.79 

431681; AK000378; Hs.267566; hypothefical protein FU20371; sugar Jr;TM=Y;SS=N; 5.79 

413441; AI929374; Hs.75367; Src-fik*adapter; SH2,SH3;TM=M;SS=N; 5.79 

443257; A1334040; Hs.1 1614; HSPC065 protein; bypsin;TM=M;SS=N; 5.76 

415801; R24219; Hs.278443; Fc fragment of IgG, low affinity lib, re; ig;TM=Y;SS=N; 5.70 

435299; AI745458; Hs.343026; ESTs, WeaWy similar to T20593 hypotheS; none;NA;NA; 5.69 

415995; NMJMW573; Hs.355888; phosphofipase C, beta % C2,R-PLC-Y t PI-PLC-X;TMFM;SS=N; 5.67 

436772; AW975688; Hs.348918; metafiolhionein 1E (functional); 7tm_2,HRM,none; 5.67 

431385; BE178536; Hs.11090; membrane-span nbg 4-domains, subfamHy A; none,none; 5.66 

419833; AA251 131; Hs.220697; Homo sapiens tryplophanyMRNA synthetas; WHEP-TRS.tRNA-synt1b.none; 5.66 

421859; AA356620; Hs.108947; KIAA0050 gene product; ank,PHMGap;; 5.64 

407756; AA1 1 6021 ; Hs.38260; ubkpfin specific protease 1 8; UCH-1 .UCH-2;; 5.63 

425354; U62027; Hs.155935; complement component 3a receptor 1; 7tmJ;TM=Y;SS=M; 5.63 

423533; N&L014339; Hs.129751; interteukin 17 receptor; none;TM=Y;SS=M; 5.63 

419577; L36531; Hs.91296; integrin, alpha 8; Megrin_A,FG-GAP;TM=Y;SS=N; 5.61 

452561; A1692181; Hs.49169; KIAA1634 protein; TPR,POZ,WW,Guanylate_kln;TM=M;SS=N; 5.61 

428677; A1657119; Hs.351582; troponin t, cardiac; none;TM=M;SS=N; 5.60 

425509; AF079363; Hs.158213; sperm associated antigen 6; ArmadiRo_segJlEAT_PBS;TM=M;SS=N; 5.58 

453852; AW951818; Hs.211592; MUM2 protein; pkinase,DAGJ'E-bmd,C2 1 plwase_C,none; 5.57 

421924; BE514514; Hs.109606; coronin, acfirvtindlng protein, 1A; WD40,ldh_C;TM=M;SS=N; 5.57 

448030; N30714; Hs.325960; membrane-spanning 4-domains, subfamily A; none;TM=Y;SS=M; 5.55 

431630; NM.002204; Hs.265829; integrin, alpha 3 (anfigen C049C, alpha ; F&GAP.Rhabd jlycop,integrin_ J A;TM=Y;SS=M; 5.53 

410257; BE244044; Hs.61469; hypothetical protein; none,none; 5.53 

441965; AA972712; Hs.269737; ESTs; pkinaseA*vtn^recp,TSPN,Col!ageri; 5.52 

413934; U03O56; Hs.75619; hyaluronc^hjcosaminidase 1; integ*_B.GIyco_hydro_56;; 5.52 

424517; AI539443; Hs.137447; Homo sapiens cDNA FU12169 fis. done MA; SH2,STAT,STAT_bind,STAT_prot,none; 550 
447357; AI375922; Hs.132821; ESTs; FMO-Dke^MCWike; 5.46 

422109; S73265; Hs.1473; gastrirweleasing peptide; Bombesin,Defensinj)ropep;TM=M;SS=M; 5.46 

447033; AI357412; Hs.157601; Predicted gene: Eos cloned; secreted wA/; none,none; 5.45 

417412; X16896; Hs.82112; interteukin 1 receptor, type I; ig,TIR;TM=M;SS=M; 5.45 

436057; AJ 004832; Hs.5038; neuropathy target esterase; cNMPJ>inding,ionJrans,Patatin;TM=Y;SS=M; 5.41 

417497; AW402482; Hs.82212; CD53 antigen; transmernbrane4;TM=Y;SS=M; 5.41 

439285; AL133916; Hs.47860; hypothetical protein FU20093; ig.pkinase.LRR t UVlNT,LRRa,none; 5.40 

452698; NM 001295; Hs.301921; chemokine (C-C motif) receptor 1; 7tm_1;TM=Y;SS=M; 5.40 

443623; AA345519; Hs.9641 ; complement component 1, q subcomponent ; C1q,Collagenn 5.40 

446272; BE26B912; Hs.14601; hematopoietic cell-specific Lyn substrat; SH3,HS1_rep;TM=M;SS=N; 5.38 

437275; AW976035; Hs.292395; ESTs. Weakly similar to A47582 B-cell gn none.Frizzled.Fz; 5.37 

419660; BE280337; Hs.194693; solute carrier family 7 (cafionic ammo ; aaj)ermeases;TM=Y;SS=M: 5.37 

449853; AF006823; Hs^4040; potassium channel, subfamily K. member 3; ton„trans;TM=Y;SS=M; 5.36 

442434; AA995787; Hs.129583; ESTs; IRK.none; 5.36 

428065; AI634046; Hs.157313; ESTs; ICEj)20,DED.ICE_p10.ICE_p20,DED; 5.36 
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445333; BE537641; Hs.44278; hypothetical protein FU12538 similar to; ras.arf.TK;; 5.33 

425538; KM_012337; Hs. 158450; nasopharyngeal epithelium specific prate; none;TM=M;SS=N; 5.32 

419034; NM_002110; Hs.89555; hemopoietic cell kinase; SHZSH3,pWnase;TM=M;SS=N; 5.32 

452416; AA0261 15; Hs.114777; ESTs; rwra.Porphobil^deam; 5.29 

425205; NM_005854; Hs.155106; receptor (catalonm) activity modifying; none;TM=Y;SS=N; 529 

440475; AI807671; Hs.24040; potassium channel, subfamily K, member 3; ion trans^one; 578 

417355; D13168; HsJ2002; endofhefin receptor type B; 7tmJ^HC4,m3,^RY,KRA3 f zf-^^ 5 28 

436120; AI248193; Hs.119860; ESTs; hemej.none; 527 

418307; U70867; Hsl83974; solute carrier family 21 (prostaglandin ; OATP_N,OATP C;TM=Y;SS=M; 527 

409745; AA077391; ; gb:7B14E1 2 Chromosome 7 Fetal Brain cDNA; 7trn_1^f-C3HC4 ( m3,SPRY F KRAB f zf-C2H2 l rve^B bcxTM=Y SS=M: 5 26 
421554; AW1 37676; Hs.97775; ESTs; nonejtone; 523 

408308; AL033377; Hs.44197; hypothetical protein OKFZp564D0462; noruywne; 522 

410434; AF051 152; Hs.63668; to!* receptor Z LRIURRCT t TlR;TM=M;SS=M; 521 

421585; U95626; Hs:302043; chemokine (C-C motif) receptor-See 2 (; 7tm 1;TM=Y;SS=M; 5.19 

400261; ; Hs.1802; Eos Control; rg,MHC_ll beta;TrVhY;SS=M; 5.19 

436856; AI469355; Hs.127310; ESTs; pkinase/rm;T^M;SS=N; 5.18 

408761; AA057264; Hs.238936; ESTs, WeaWy similar to {defline not ava; 7tm_1,none; 5.17 

425023; AW956889; Hs.154210; EDG-1 (endothelial dffierentiafon, sph; 7tm_1;TM=Y;SS=tyl; 5.16 

452203; X57522; Hs.352018; transporter 1, ATP-binding cassette, sub; A3C_trOTABCjTTembrar^SRP54 l Tr^idytate kin;TM=Y;SS=M: 5.16 

451220; AF124251; Hs.26054; novel SH2-containing protein 3; SH2;TM=M;SS=N; 5.15 

417771; AAB04698; Hs.82547; refinoic acid receptor res ponder {tazaro; rtone,none; 5.14 

424925; NM_002432: Hs. 153837; myeloid cell nuclear differenfialion ant; PAAD_DAPIN,HIN;; 5.14 

451099; R52795; Hs25954; interleukin 13 receptor, alpha 2; fn3;TM=Y;SS=M; 5.13 

427509; M62505; Hs2161; complement component 5 receptor 1 (C5a fc 7tm 1;TM=Y;SS=M; 5.12 

423196; AK001866; Hs.125139; hypothetical protein FU11004; none;TM=M;SS=N; 5.12 

433671; AW138797; Hs.132906; 19A24 protein; ig;TM=M;SS=M; 5.11 

426457; AW894667; Hs.380138; chtmerin (chimaerin) 1; 0AGJ^-btitf,RhoGAP,SH2;TI^SS=N; 5.06 

431890; X17033; Hs271986; integral, alpha 2 {CD49B. alpha 2 suburtfe waJntegnXAF&GAP;TM=Y;SS=M; 5.05 

41 8185; AW958272; Hs.347326; intercellular adhesion molecule 2 (1CAM; none;TM=Y;SS=M; 5.05 

437352; AL353957; Hs284181; hypothetical protein DKFZp434P0531; DUF221;TM=Y;SS=M; 5.03 

457918; AL359590; Hs.162S04; hyjwthetical protein DKFZp762M186; PLDc;TM=M;SS=N; 5.02 

452924; AW580939; Hs.97199; complement component C1q receptor EGF.Ieclin c.Trssue faj,Xfink,Tll;TM=Y;SS=M; 5.02 

426535; AU07701 2; Hs2885B2; ESTs, Weakly similar to ubiquitous TPR m; Kunii.BPTI f KunIt?_BPTI,7tm 2,HRM; 4.99 

432805; X94630; Hs.3107; CD97 anfigen; 7trru2.EGF,GPS.FecCD;TM=Y;SS=M; 4.95 

434683; AW381538; Hs.19807; hypothetical protein MGC12959; SH3,PH,WW,RhoGAP;; 4.95 

414291; A1289619; Hs.13040; G protein-coupled receptor 86; 7tm 1;TM=Y;SS=M; 4.94 

428981; BE31 3077; Hs.93135; ESTs, Weakly simflar to ALUJ^HUMAN ALU S; none.rrm; 4.92 

451154; AA015879; Hs.33536; ESTs; TIMP^ione; 4.92 

435730; AB02O635; Hs.4984; WAA0828 protein; AdoHcyase,TrkA-N2-Hacid_DH C;TM=M;SS=N; 4.90 

413011;AW068115; Hs.821; biglycan; LRR.LRRNT^ 4.90 

422732; AA577455; Hs.24937; translbrmer-2 alpha (htra-2 atoha); rrm,ig; 4.89 

417015; M83772; Hs.80876; flavin containing monooxygenase 3; FMOIB(e,pyr_redox;TM=Y;SS=M; 4.88 

41 2773; H15785; Hs.74573; simflar to vaccinia virus Hindlll K4L OR; PLDc;TM=M;SS=N; 4.88 

439659; AW970780; Hs.59483; leucine-rich repeat-containing G protein; 7tmJ ,LRR;TM=Y;SS=N; 4.87 

405102; ; ; C15001220*:gi|4469558|gb|AAD21311.1| (AF; DAG_PE-bind,PH,RhoGEF,DC1;: 4.86 

422795; AB033109; Hs.375610; WAA1283 protein; 7tm 1 Jcazal r A2M f A2M_N;TM=Y;SS=M; 4.84 

432581; AU076465; Hs.278441; WM0015 gene product; PP2C;TM=M;$S=N; 4.83 

414936; C14774; ; gb:C14774 Ctontectr human aorta potyAmRN; ank,pkjnase,deaih,none; 4.82 

4301 52; AB001325; Hs.234642; aquaporin 3; MIP,TM=Y;SS=M; 4.82 

444838; AV651680; Hs.208558; ESTs; integnKA,FGW,none; 4.81 

410423; AW402432; Hs.63489; protein tyrosine phosphatase, non-fecept; SH2,Y_phosphatase,DSPc;TM=M;SS=N; 4.81 

453107; NMJH61 13; Hs.279746; vanflloid receptor-like protein 1; anlgon trans;TM=Y;SS=N; 4.80 

433376; AI249361; Hs.74122; caspase 4, apoptosis-related cysteine pn OVRD,ICE_p10,ICEj)2D-,; 4.80 

422010; AA302049; Hs.31181; Homo sapiens cDNA: FU23230 lis, clone C; none.SDF^ugar tr; 4.78 

41 9542; AA366037; Hs.9091 1 ; solute carrier family 16 (monorarboxyfic; none.none; 4.76 

43B899; AF085833; Hs.1 35624; ESTs; nor«,PI3 - PI4Jdnase,PI3Ka t R3K.C2 t PI3rerbd,PI3Kj)85B; 4.75 

427418; AA402587; Hs.356667; LAT1-3TM protein; none,none; 4.75 

431924; AK000850; Hs.272203; Homo sapiens cDNA FU20843 fis, clone AO; SH3,none; 4.73 

424218; AF031824; Hs.143212; cystattn F (teukocystatin); cystafin- 4.72 

414888; AL039185; Hs.77558; thyroid hormone receptor interactor 7; HMG14 17,none; 4.72 

416178; AI808527; Hs.192822; serologically defined breast cancer anti; none;TM=M;SS=N; 4.71 

430037; BE409649; Hs227789; mitogen-activated protein kmase-activat; pWnase;TM=M;SS=N; 4.71 

451 527; AF02281 3; Hs2651 8; transmembrane 4 superfarnfly member 7; none,none; 4.71 

453870; AW385001; Hs.8042; Homo sapiens cDNA: FU23173 fis. done L; FG-GAP,integrin_ANIF; 4.71 

4081 13; T82427; Hs.194101; Homo sapiens cDNA: FU20869 fis, clone A; 7biL3,none; 4.70 

438543; AA810141; Hs.192182; ESTs; SH2,pWnase t none; 4.70 

424943; AU077260; Hs.153924; death-associated protein kinase 1; ank.pkinase.death.SPRY.SAP.Rfoosom^ 4.70 
4381 13; AI467908; Hs.8882; ESTs; 7tm_1,none; 4.70 

422164; NM.014312; Hs.112377; corfic al mymocyte receptor (X. laevis ; tg,Gennr«_mov;TM=Y;SS=M; 4.69 
414482; S57498; Hs.76252; endotheRn receptor type A; 7tm_1;TM=Y;SS=M; 4.69 
425069; AA687465; Hs298184; potassium voltage-gated channel, shaker-; aWo.keUed.none; 4.67 
432314; AA533447; Hs285173; ESTs; XGnk,none; 4.66 

453518; AW503205; Hs.27268; gb:UI-HF^Nf>akt-g-03^UI j1 N!H_MGC 50; SH3,PKLRhoGEF;TM=M;SS=M; 4.66 

41 8613; AA744529; Hs.86575; rnilooervactivated protein kinase kinase ; pkinase,CNH;TM=M;SS=N; 4.66 

446063; AI720140; Hs.151079; ESTs; ISK.Charmel.none; 4.65 

454034; NWL000691; Hs.575; aldehyde dehydrogenase 3 family, member ; aWedh;; 4.65 

431441; U81961; Hs.2794; sodium channel, nonvoltage-gated 1 alpha; ASC;TM=Y;SS=N; 4.65 

443402; U77846; Hs.9295; dastin (supravalvular aortic stenosis, ; none f PD£uHpidnase; 4.65 

414809; AI434699; Hs.77355; transferrin receptor (p90, CD71); PA;TM=Y;SS=N; 4.64 

427535; R29543; Hs,2164; pro-platelet basic protein fmdudes pJa; IL8;TM=M;SS=M; 4.64 

437119; AI379921; Hs.177043; XPJ71387srm2ar to rhotekin; none.none; 4.63 

41 1 779; AA29281 1; Hs.72050; rwn-meiastatic cells 5, protein expresse; NDK;; 4.63 

429784; M89796; Hs.30; membrane-spanning 4-domains, subfamily A; none;TM=Y;SS=N; 4.62 
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41 5934; NMJH092B; Hs.992; phospholipase A2. group IB (pancreas); phosDpn 4.61 
408873; AL046017; Hs.356216; calmodurin 2 (phosphoryte kinase, delt none.none; 4.61 
426432; AF001601; Hs.169857; paraoxonase 2; Arvtesterase;TM=M;S$=N; 4 59 

444805- AB007899-HS 12017 homdog of yeasUbiquiiin-protein Ilgas; VVW.HECT.R^jwIAnone, 4.59 — • » J-k 

S «*» 1 1 (23(V240kD); *andj|»ata^^ 

L2.M.ldh_C,CH^IP3;TM=M;SS=N; 4.59 
431087; H12723; Hs.290791; ESTs; tonjrans.none; 4.58 noo T1I . . . . . , fl 

425465- L18964; Hs.1904; protein kinase C, iota; pkinase,DAG_PE^rKl,pfenase_C > OPR;TM=M;SS=N; 4.58 
422427;AA310514;Hs.96692;ESTs;PH,Ets 1 C^^ 

441527; W19504; Hs.7B84; solute carrier family 21 {organb anion ; ^P.N,OATP^T^Y;SS=r^4^6 

416464; NM 000132; Hs.79345; co-agulaOon factor VII, procoagulantco; Cu-oxidase,F5_re^rpe«Cn 4.&t> 

421233; AA209534; Hs.284243; tetraspan NET-6 protein; trans rnembrarie4;TM=Y;SS=M; 4.56 

422311; AF073515; Hs.114948; cytokine receptor-like factor 1; fn3;TM=M;SS=N; 4.55 

444895- A1674383; Hs.22891 ; solute carrier family 7 (cationic amino ; ASC,death,TNFR_c6; 4.55 

428141; D50402;Hs.182611; solute carrierfamily 11 (protoii^our^; Nramp;TK^Y;SS=N; 4^5 

410290; M402307; Hs.322844; hypothetical protein DKFZp564A176; Sema.PSI,TlGjntegnn_B;TM=Y;SS=M; 4.54 

426437; BE076537; Hs.169895; ubiquiGn-conjugafing enzyme E2L6; Amiadiilo_seg.UQ_con.none; 4.54 

450086; AW016343; Hs.233301; ESTs; anKdeath^U5,NMU.none; 4.54 

438209; AL120659; Hs.6111; aryl-hydrocarbori receptor nuclear transt; HLH,PAS,IL8;TM=M,SS=N, 4.54 
414788; X78342; Hs.77313; cycnn-dependent kinase (CDC2-fflce) 10; pkinase;TM=M;SS=N; 4.53 
429109; AL008637; Hs.196352; neutrophil cytosofc factor 4 (40kD); SH3.0PRPX:TM=M;SS=N; 4.53 
427557- NM_002659; Hs.179657; plasminogen activator, urokinase recepto; UPAFLLY6,ET,PLA2>rnru; 4.5J 
411213- AA676939; Hs.69285; neuropffin 1; ^F5_F8_tyfje_CXCUB ( aiB,MAM 1 F5_F8_type_C; 4.53 
434158; TB6534; Hs. 14372; ESTs; adenylatekinase,none; 4.52 

431941 • AK000106- Hs.272227; Homo sapiens cDNA FU20099 fis, clone CO; pkinase f urin-Bke,Recep_U.doman.none, 4.52 

447341*; AF106941; , Hs.18142;arrestin > beta Z anestin f ajresfin.C t P)CPHPLpc;452 

447656; N^.003726; Hs.19126; src Wnase-associaled phosphoprotem of ; ^,PH;TM=^S=N,4^i 

417018; M16038; Hs.80887; v-yes-1 Yamaguchi sarcoma viral related ; SH2,SH3.pkinase;TM=M;SS=N; 4.51 

422893; X93411; Hs3B0077; myosin IF; SH3,myositLhead,iaTM=M;SS=N; 4.51 

407202; N58172; Hs.109370; ESTs; F5 J8_^_C l r^nase,Ets ( rione; 4 51 tu=m.qs=w- . „ 

447079; AA280057; Hs.105280; ESTs. Weakly similar to (JJ963K23.2 (Rsa; zf-C2H2^f-C3HC4.UlM;TM=M;SS-N; 4.51 
450747; A1064821; Hs.129953; ESTs. Highly sircar to 1818357A EWS gen; rrm.zf-RanBP.GAS2: 4.50 
419452; U33635; Hs.90572; PTK7 protein tyrosine kinase 7; ig.pkinase;TM=Y;SS=M; 4.50 
453856; AA804789; Hs.379109; PD2-UM protein mystique; UM,PDZ;TM=M;SS=N; 4.49 
432744; M988835; Hs.38664; ESTs; none.none; 4.49 ^aa* 
419032; WB1330; Hs.99877; ESTs. Kghry similar to JAK3B (H^apiens; pkinase,SH2 t lnsunn.pkinase 1 SH2; 4.48 
444009; AI380792; Hs.135104; ESTs; TNFRjSJMone; 4.48 

426416- AW612744; Hs.169824; killer cell lectin-tike receptor subfami; lectn_c;TM=Y;SS-M; 4.4B 

412802; U41518; Hs.74602; aquaporin 1 (channetfonring integral pr, M1P;TM=Y;SS=M; 4.48 

447217; BE465754; Hs.17778; neuropilin 2; CUB.MAM.F5_F8_type_C;TM=M;SS=M; 4.47 

408771; AW732573; Hs.47584; potassium voltage-gated channel, delayed; efhand.wnJrans.KJatra.rwne; 4.4/ 

435049; AL122067; Hs.4746; hypothetical protein FU21324; none;TM=M;SS=N; 4.46 

413278; BE563085; Hs.833; interferon-stimulated protein, 15 kDa; ubiquifin;; 4.45 dd .tu.u.cc=u. a « 

423804; AW403448; Hs.1706; interferon-sfimulated transcription fact; IRF,zf-C3H W.lBR^RanBP;TM=M;SS--N, 4.45 
434308; N51517; Hs.47282; ESTs; pWnase.pkinase.Cnone; 4.45 

434448- W26667; Hs.1 84581; Homo sapiens cDNA FU14821 fis. clone OV; pkinase.pkinase_Q; 4.45 
417426; NM.002291; Hs.82124; laririn, beta 1; tarniran_EGF.laminin_Nterm^ 4.44 
417389; BE260964; Hs.82045; midkkie (neurits growtivprornoting factor «f. t . 

430259; BE550182: Hs.375142; RalGEF-like protein 3, mouse homolog; fh3,RA,RasGEF;TM=M;SS-M; 4.44 
436001; AW903849; Hs.173840; HUEL(C4orf1Hnteracting protein; lg;TM=M;SS=M; 4.44 
452355- M54926; Hs.29202; G protein-coupled receptor 34; 7tmJ ,OATP_C;TM=Y;SS=N; 4.43 
41875V BE389014; Hs.372548; phosphoinositide-SWnase. regulatory sir. SH2,none; 4.43 
410068; A1633888; Hs.58435; FYN-binding protein (FYB-120/130); SH3;TM=M;SS*N; 4.43 
449961;AW265634;Hs.133100^ESTs;pkinase,Furin-«ke,Recep 

451734; NMJW6176; Hs.26944; neurogranin (protein kinase C substrate,; IQ,7trrU;TM=M;SS*N; 4.4. 

410598; A1817130; Hs,9195; Homo sapiens cDNA FU13698 fis, done PL; RasGEF,PRK; 4.42 , w ^_, t . „ 

43941 1; AA044876; Hs.58043; ESTs, WeaWy similar to CYA2_HUMAN ADENY; guanylate_cyc;TM=Y;SS=M; 4.42 

433179; AW362945; Hs.162459; ESTs; ArmadOlo_seg,none; 4.42 

414849; AW372721; rk291623; ESTs, Weakly simaar to unnamed proton ; pkinase none; 4.42 

409512; AW979187; Hs.293591; melanoma differenBalion associated on* DEAD,heTicase^C.CARD;TM=M;SS=N, 4.41 

445903; AI347487; Hs.132781; class t cytokine receptor; fn3;TM=Y;SS=N; 4.41 

438507; AA809052; Hs.356627; ESTs; none,none; 4.41 

409524; AW402151; Hs.54673; tumor necrosis factor (Qgand) superfamt; TNF;TM=Y;SS=M; 4.40 
453037; AA0451 75; Hs.17914; ESTs; none;TM=Y;SS=M; 4.40 u:tii vpo _ 

412228; AW503785; Hs.73792; complement component (3d/Epstem Barr vt; susrn;TM=Y;bb=M; 
451035; AU076785; Hs.430; ptastin 1 (I isoform); elr-and.CH.Adaplin._N;; 4.40 
415149: XI 2451 ; Hs.7B056; cathepsin L; Pepfidase.CI;; 4.39 

408105; AW152207; Hs.270977; ESTs,WeaWy similar to 138022 hypothefi; Yjp^phatase.car^ It^^ ^SLm z « 

423099; NWL002837; Hs.123641; protein tyrosinephosphatase, receptor t fn3,Yj»hosphatase t DSPc,COX6C,TM=M,SS-M 1 4.39 

438330; AW450572; Hs.257316; ESTs*. pkinase^C4.ERM.CNanone; 4.39 

433437; U20536; Hs.3280; caspase 6, apoptosis-related cysteine pr. IC^l WCfcjpZfc 4.39 

429747; M87507; Hs.2490; caspase 1, apoptosisHelated cysteine pr, CARD,ICEj)10.ICEj)20;; 4.39 

426410; BE298446; Hs.305890; BCL2-Iike 1; Bd-2.BH4.none; 4.38 

434511; R28982; Hs.18106; ESTs; pWnase,Glyco_hydro_39; 4.38 

448888; AW196663;rte^242; caspase recmitmenldwn^ 

447827; U73727; Hs.19718; protein tyrosine phosphatase, receptor t fn3,ig,Y j)hosphatase,^;TM=Y.S^M. 4.Jb 
432583; AW023S24; Hs.162282; potassium channel TASK-4; potassium chan; ton_trans^;TM=Y;SS-M; 4.36 
413472; BE242870; Hs.75379; solute carrier family 1 (glial high sffi: SDF;TM=Y;SS=M; 4.36 
426828- NM.000020- Hs.172670; activin A receptor type ll-Gke 1; plun-Ke/ctrvin_recp;TM=M;SS=M; 4.36 
449444! AW818436;rte.351306;sdutecameTl^16(mono^ 

437145; AF007216; Hs.5462; solute carrier family 4, sodium bicarbon; HC03.cotrarep;TM-Y;S S=N^ 

42967ui L01087; Hs.211593; protein kinase C, Iheta; DAG.PE-bind,pldnase.pWnase_C ( DNAjol,viral,N.PHr^^ 4.35 

421195; BE464560; Hs.133017; ESTs; none,none; 4^5 
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415758; BE270465; Hs.78793; prolan kinase C. zeta; pldnase T DAG_PE-bind,pkin3se_C.0PR; 4.35 

457001; J03258; Hs.2062; vilanrin D (1,25- dJhydroxyvilamin 03) re; hormone rewfC4.MetaIlolhio_5;TM=M;SS=N; 434 

419150; T29618; Hs.89640; TEK tyrosine kinase, endothelial (venous; EGF,fnl,pkiriase 1 (9jamiriin_EGF,DSL;TM=Y;SS=M; 434 

440675; AW005054; Hs779788; ESTs, Weakly similar to KCC1 HUMAN CALQ; pWnase,none; 434 

429657; D13626; Hs.2465; WAA0001 gene product putative G-pratei; 7tmJ;TM=Y;SS=M; 4.34 

414509; AW16131 1; Hs.76294; CD63 anfigen (melanoma 1 anfigen); transmernbrane4;TM=Y;SS=M; 434 

425771; BE561776; Hs.159494; Bnrton agammaglobuOtiemia tyrosine kinas; SH2,SH3,pkinase.PH.BTK;TM=M;SS=N; 4.34 

452124; AA454220; Hs.61 170; ESTs; pkinase.none; 4.33 

407775; NMJJ04914; Hs.38772; RAB38, member RAS oncogene family; ras.arf;TM=M;SS=N; 4.33 
452688; AA721140; Hs.49930; ESTs, Weakly similar to putafive p150 [H; SH3,none; 4.33 
434164; AW207019; Hs.148135; serineflhreonine kinase 33; pkinase;TM=M;SS=N; 4.32 
445330; R52556; Hs.21691; ESTs; 7tm_1.none; 432 
437527; AI241019; Hs.145644; ESTs; RP5K.none; 432 

437763; AA469369; Hs.5831; tissue inhibitor of metafloproteinase 1 ; TlMP,rjkinase.DAG_PE-bind,RBD; 4.31 
416714; AF283770; Hs.79630; CD79A anfigen rtrnrrmnogiobuErwssociated; ig i rTARZn^dus;TM=Y;SS=M; 4.31 
416269; AA177138; Hs.161671; ESTs; pkinase,DAG PE-bind I RBO,none; 4.30 
425458; H89317; Hs.182889; ESTs; fonJrans.none; 430 

424206; NMJ)03734; Ks, 198241; amine oxidase, copper containing 3 (vase; ^amirie_oxia\Cu_amme_oxirJN2,Cu amine oxidN3;TM=M;SS=M; 4.29 

451876; T63141; ; gb:yb99a11s1 Stratagene lung (937210) H; SH3,none; 4.29 

417B01; AA417383; Hs.82582; inlegrin, beta-like 1 (with EGF^ce rep; EGF;; 4.29 

435240; AI025435; Hs.1 17532; ESTs; GHMPJdnases,none; 477 

444051; N48373; Hs.10247; activated leucocyte cell adhesion molecu; none,none; 476 

423523; AW299828; Hs.193580; ESTs; none.none; 476 

426274; D38122; Hs.2007; tumor necrosis factor (ligand) superfamt; TNF;TM=Y;SS=N; 4.26 

425356; BE244879; Hs.155939; inositol poryphosphate-5f hosphatase, 14; Exo_enoo_phos,SH2;TM=M;SS=N; 476 

448386; AB037750; Hs.21061; KIAA1329 protein; PKD,BNR;TM=Y;SS=M; 4.26 

418318; U47732; Hs.84072; transmembrane 4 superfarnily member 3; transmembrane4;TM=Y;SS=M; 476 

427274; NM_00521 1; Hs.174142; colony stimulating factor 1 receptor, fo; ig,pkinase;TM=Y;SS=M; 476 

416602; NM_006159; Hs.367895; Protein kinase Obinding protein NELL2; EGF.vwc.TSPN;; 4.25 

436729; BE621807; Hs.351316; transmembrane 4 superfarnily membef 1; none;TM=Y;SS=M; 4.25 

436494; AA720997; Hs.128295; ESTs; tume,CAP_GLY,HC03_cotransp,avcoJydro 63.PH; 474 

439668; AI091277; Hs.302634; frizzled (DrosophDa) homolog 8; Frizz!ed.Fz,7tm_2,toxin_2;TM=Y;SS=M; 4.24 

418255; AW135405; Hs.37251; ESTs; pkinase.none; 474 

400328; X87344; ; transporter 2, ATP-binding cassette, sub; none;TM=Y;SS=N; 4.24 

405121; ; ; mitog en-activated protein kinase 6 inter; Cys_knot,TGF^a,vwa,vwc,vwd,TlL,DUF139;; 474 

425795; AJ000479; Hs.159543; ED&6 (endothelial tfrfferenBafion, &p; 7tm_1;TM=Y;SS=M; 4.23 

406786; AW161678; Hs.11 1334; terrain, light polypepBde; ferrifin;TM=M;SS=N; 4.23 

449843; R85337; Hs74030; solute carrier famBy 31 (copper transpo; none;TM=Y;SS=M; 4.23 

445657; AW612141; Hs779575; Homo sapiens Gijratein coupled receptor ; 7tm 1;TM=Y;SS=M; 473 

413795; AL040178; Hs.142003; ESTs; none,pkinase,LRR,LRRCT; 4.22 

409142; AL136B77; te.50758;SMC4(stnjctura1r^^ N.SMC C,DUF164,none; 4.22 

447887; AA114050; Hs.211610; caspase 8, apoptosis-related cysteine pn IC^j)10,ICE_p20,DED;TM=M;SS=N; 4.22 

417318; AW953937; Hs740845; ESTs; SH3,PH,RhoGEF;; 471 

424291; AL120051; Hs.144700; ephrin-B1; Ephrin;TM=Y;SS=M; 4.21 

408279; AF216965; Hs.44095; Homo sapiens, clone MGC.12617, mRNA, com; none,none; 470 

432636; AA340864; Hs.278562; dautfin 7; PMP22 w aaudin;TM=Y;SS=H 4.20 

424618; L29472; Hs.1802; major histocompatibility complex, class ; ig,MHCJLbeta;TM=Y;SS=M; 4.19 

445633; AI453386; Hs.17287; ESTs, Weakly similar to S26689 hypotheti; IRK.none; 4.19 

432882; NMJJ13257; Hs.279696; senjrr^ucocorticoid regulated kinase^ ptdnase,PX,pkmase C;; 4.19 

425481; AW978162; Hs.37281 1; ESTs; none,OxysteroLBP; 4.19 

429061; Y14039; Hs.195175; CASP8 and FADWIke apoptosis regulator; ICEj)20,DED;TM=M;SS=N; 4.18 

401083; ; ; NM_01658T:Homo sapiens peptide transpor; PTR2;TM=Y;SS=M; 4.18 

420676; AI434780; Hs.424B; vav 2 oncogene; RhoGEF,PH,CH f SH2,SH3,DAG_PE-blnd,none; 4.18 

424377; AF081675; Hs.146322; taller ceil tecfin-fike receptor subfamt; lectin c;TM=Y;SS=M; 4.17 

424148; BE242274; Hs.1741; tntegrin, beta 7; integrin_B,EGF^netalthio,PSI;TM=Y;SS=M; 4.17 

421391; AW304350; Hs.191958; Immunoglobufin superfarnily receptor tran; ig,none; 4.17 

452100; AI658668; Hs.379032; inositol poiyphosphale-5-phosphatase, 75; Exo.endo _phos,RhoGAP,none; 4.17 

413969; X14034; Hs.75648; phosphoSpase C. gamma 2 (phosphatidyhn; SH2,Sm,C2,PH,Pl-Pl(>Y 1 R-PLC-X.PDGF;; 4.17 

42231 0; AA316622; Hs.98370; cytochrome P450, subfamily IIS, pdypept none I pkinase,fh3,ig; 4.17 

444034; AL161957; Hs.10177; pJeckstrin homology domain Interacting p; E1- 

E2_ATPase,CationJ\TPaseJXCaticmJ^^ 
450056; BE047394; Hs.502; ESTs, Weakly similar to S71512 hypothefi; ABCJnmABCjnembran^ig.MHCX^ 4.16 
407245; X90568; Hs.172004; Win; m3^SGXXSG,pkrnase;TM=M;SS=N;4.16 
418962; AA714835; Hs.271863; ESTs; RhoGAP,SH2,pkinase l POLO box,none; 4.15 
410590; BE615216; Hs.64746; chloride intracellular channel 3; none;TM=M;SS=N; 4.15 
425743; BE396495; Hs,15942B; BCL2-associated X protein; Bd-2;TM=Y;SS=N; 4.15 
446967; A1699629; Hs.156781; ESTs; none.none; 4.14 
432176; AW090386; Hs.1 12278; arrestin, beta 1; anesfin.arresfin Cnone; 4.14 
452571; W31518; Hs34665; ESTs; none;TM=M;SS=N; 4.14 

425421; L11669; Hs.157145; tetracycRne transporterJike protein; siigarJnTM=Y;SS=M; 4.14 

410687; U24389; Hs.6543B; iysyl oxidase-Jike 1; Lysytoxidase^ 4.14 

417871; AA521368; Hs.24252; ESTs; IBB.ArrnadiIlo_seg.none; 4.13 

429819; AL133011; Hs.253920; Homo sapiens mRNA; cDNA W<FZp434P201 (fr; none.none; 4.12 

424522; AL134847; Hs.149957; ribosornal protein S6 kinase, 90kD, polyp; pWnase,pkinase Cn 4.12 

429623; NML005308; Hs.21 1569; G protein-coupted receptor kinase 5; pWnase,RGS;TM=M;SS=N; 4.12 

41^)19; BE281604; Hs.75140; low density Gpoprotein-related protein-; none;TM=M;SS=Y; 4.12 

434071; AF1 16553; Hs.34192; Homo sapiens PRO0823 mRNA, complete cds; none;TW=M;SS=N; 4.11 

434779; AF153815; Hs.50151; potassium bwanJy-recBlying channels; IRK;TM=Y;SS=N; 4.11 

449656; AA002008; Hs.188633; ESTs; PlP5IOione; 4.1 1 

406403; ; ; NM_002162*:Homo sapiens intercellular ad; ig;TM=Y;SS=M; 4.10 

427732; NM_002980; Hs.2199; secretin receptor 7tm_2,HRM;TM=M;SS=M; 4.10 

437608; AA761605; Hs.292308; ESTs, Weakly similar to ALU1_HUMAN ALU S; pWnase.Rl01,none; 4.10 

432885; AA595607; Hs.368129; ESTs, Weakly similar to AIU1_HUMAN ALU S; pkinase.pkinase C.none; 4.10 
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411190: AA306342; Hs.69171; protein kinase OGke 2; p)dnase l plunase_C^R1^WSS=N; 4.10 

418342; BE002723; Hs.334330; tepfin receptor tttj>2Q.DED,ICEj>10,ICEj>20 l DED; 4.10 

424909; S78187; Hs.153752; cell division cyde 25B; Rhcdanese;; 4.10 

435905; AW997484; Hs.5003; KIAA0456 protein; SH3.RhoGAP,FCH;TM=M;SS=N; 4.10 

422278; AF072873; Hs.114218; frizzled (Drosophila) homolog 6; Fz,Frizzted,7tm.2;TM=Y;SS=M; 4.10 

437952; DS3209; Hs.5944; solute carrier fantfy 11 (proton-coupled; none;TM=Y;SS=M; 4 10 

432827; Z68128; Hs.3109; Rho GTPase activafing protein 4; FCH.RhoGAP,SH3;TM=M;SS=N; 4.09 

42B483; AI908539; Hs.184592; WAA0344 gene product none,none; 4.08 
446232; A1281848; Hs.194691; retinoic acid induced 3; 7tmJ,none; 4.07 

431674; AA098901; Hs.301842; ^protein coupted receptor; u AQ „ . ^^k^ia-am 

409686; AK000002; Hs.55879; Homo sapiens mRNA; cDNA DKFZp434L0827 (f; ABC_tran,ABC_membrane,TM=M;SS-M, 4.07 

441518; AW161697; Hs.294150; ESTs; Yj>hosphaiase,DSPc,none; 4.07 

442599; AF078037; Hs.324051; ReJA-associaled inhibitor; SH3,ank;TM=M;SS=N; 4.06 

436982; AB 01 8305; Hs.5378; spondin 1, (f-spondin) extracellular mat tsp_1,Reeier;; 4.05 

420361; N92054; Hs.194718; zinc finger protein 265; zJ-RanBP,7tmJ; 4.05 

439549; AW937885; Hs. 137314; ESTs; SH2,none; 4.04 

419981* AA897581; Hs.128773; ESTs; pkiriase,DAG.re-biral f pWnase_C,OPR.none; 4.04 

418836; AI655499; Hs.161712; ESTs; pklriaseA*virurecp l PDUU5,death; 4.04 

408806; AW847814; Hs.75608; Homo sapiens cONA: FU21532fis, clone C; SH3 ( PDZ,GuarnteteJm,none; 4.04 

432106- N58323- Hs.269098; ESTs, Weakly similar to RETR0V1RUS-RELAT; SH3,PDZ t Guanylate.lan 1 none; 4.03 

426086; T94907; Hs.18B572; ESTs; PaEts 1 CH,spectrin 1 Ca_channel3.none; 4.03 

418203; X54942; Hs.83758; COC28 protein kinase 2; CKS;; 4.03 

412270; AC005262; Hs.73797; guanine nucleotide binding protem (G pr. G-arpha.artTM=M;SS=N, 4.03 
416350; AF1 88825; Hs.1 89507; phospholipase A2. group HD; pboslip;TM=M;SS=Y; 4.02 
434457' AF141 332; Hs 200333; apolipoprotein B48 receptor; none;TM=M;SS=N; 4.02 

414271; AK000275; Hs'.75871; protein kinase C binding protein 1; brorrcxtomai^PHD.PWW^^ 4.02 

425694- U51333; Hs.159237; hexokinase 3 (white cell): hexokinase,hexokhase2;TM=M;SS=N; 4.02 
) 449943; AF104266; Hs.24212; ratrophilin; 7rjn_2.GPS 1 GalJ^.OLF,Latropr^ 4.01 

408938; AA059013; Hs.22607; ESTs; fnlY jjr^hatase^m.anhydrase.none; 4.01 

426B39, M74782; Hs.172689; interleukin 3 receptor, alpha (low affin; none;TM=M;SS=M; 4.00 

422282; AF019225; Hs.1 14309; apolipoprotein L; MotA^ExbB;TM=Y;SS=M; 4.00 

410726; A1623B59; Hs.15936; ESTs; pltee.projsomerase.none; 4.00 
i 428318; BE3001 10; Hs.183842; ubiquiun B; lipocarm,atdedh,ubiqu*rtin.lRK;; 4.00 

440188; AKD01812 Hs.7036; N-Aceiy!glucosarre^ , , iftll/41 ., ,. ,. 

429952; AF080158; Hs.226573; inhibitor of kappa light polypeptide gen; ridnase,ubiqritin,Enteroto^^ 3.99 

414700; H63202; Hs.38163; ESTs; 7tmJ;TM=Y;SS=M; 3.99 CC=M . - QQ 

432269- NMJM2447; Hs.2942; macrophage stimulating 1 receptor (c-met pkmase,Sema t PSI.TIGA4.EXTRA,TW=M l SS-M t 3.99 
tv) 456362; AW973003; Hs.179909; hypothetical protein RJ22995; none;TM=M;SS=N; 3.98 

427541; A1798983; Hs.375835; sotute carrier family 35 (CMP-siaHc acq none,none; 3.98 

440248; AA876138; Hs.369458; ESTs; SH2,none; 3.98 

437400; AB01 1542; Hs.5599; EGF-likfrdomain, multiple 5; TNFRj£,tarrunm_EGF;TM=Y;SS=N; 3.98 
425262; D87119; Hs.155418; GS3955 protein; pkhase;; 3.98 _ ,_. v .... . QR 

45 420166' AW732276; Hs.95583; transmembrane 4 superfamay member (tetr; transmembrane4;TM=Y t bt>=M I d.5» 
437151; AA745618; Hs.380121; BANP homolog, SMAR1 homolog; none,none; 3.98 
443574; U83993; Hs.321709; purinergc receptor P2X, Egand^g ated io; ^^^^J.^y^gj 
449027; AJ271216;rfc2288Mpe|*^ 

41 1574- BE242842; Hs.6780; protein tyrosine kinase 94ike (A6*elat LRR,LRRCT,TlR I cofilin^DF;TM=M;SS* I N; 3.97 
50 432639; AW973785; ; gb:EST385886 MAGE resequences, MAGM Homo; noneJRK; 3.97 
457675; AF1 19917; Hs.306574; Homo sapiens PRO3098 mRNA. complete cds; noner, 357 
445701; AF055581; Hs.13131; lymphocyte adaptor protem; SH2,PH;TM=M;SS=N; 3.96 
437157; BEQ48860; Hs.17287; ESTs; IRK,none; 3.96 

453641; AA444140; Hs.90960; ESTs; CblJi,CbLN2,CbLN3,UBAjf-C3HC4.none; 3.96 
55 446714; W73818; Hs.110028; ESTs; 7tm_1,7tmJ; 3.96 

427648; AI376722; Hs.1 80062; poteasome O^rosome, macro 

453686* AL1 10326; Hs.304679; ESTs, Moderately similar to 2195.HUMAN Z; none,leclmj:,fig_cnan; 195 

457718; F18572; rk22978; ESTs, Weakly similar to ALU4_HUMAN ALU S; pWnase.pkinase; 3.95 

428727; AF078847; Hs.78452; general transcripfion factor IIH, polype; PH04.UM;TM=M;SS=N; 3.95 
60 43541 1; AW444619; Hs.13821 1; ESTs; none.pkinase; 3.94 

440209; H05049; Hs.247837; neurexin 3; laminin_G,EGF,none; 3.94 

416536; N32536; Hs.42645; solute carrier family 16 (rnonorarboxylic; none,none; 194 

435272; AA906415; Hs.110041; ESTs; none,pkinase; 3.93 

402550;;; Target Exon; none,none; 3.93 
65 425233; Z17861; Hs.155218; E1B-55!0a4SSOciated protein 5; SPRY,SAP,pkinase,fn3 1 tg; 3.93 

410073; AW408163; Hs.58488; catenin (cadherin-associated protein), a; Stethminytncufoi;; 3.92 

453548; AUD79983; Hs.1 16774; integrin, alpha 1; none,vwa,FG<3AP4iitegrin^; 3.92 

417226; AW505054; Hs.4283; ESTs; pWnase,RGS,PH,myosiruhead,Myosin_tail; 3.92 

446755; AW451473; Hs.16134; serine/threonine kinase 10; pkinase,TYA;TM=M;SS=N; 352 

423069; W15613; Hs.1613; adenosine A2a receptor; 7tm_1;TM=Y;SS=M; 3.91 w ^ u , ft4 

414443; AU077268; Hs.75144; plateleWerived growth factor receptor,; ig,pkinase;TM=Y;SS=N; 3.91 

434392; AW983709; Hs.250824; Homo sapiens cDNA: FU23435 fis. clone H; pkinasejione; 3.91 
75 429615; AF25B627; Hs.211552; ATP-binding cassette. suWamfly A (ABC1; ABC_tran;TM=Y;SS=M; 3.91 

414774; X02419; Hs.77274; plasminogen activator, urokinase; Idngte.trypsin.planLthionins;; 191 

442831; AI796959; Hs.131686; ESTs; ABC_tran,PRK,ABC„tran; 3.91 

441657; BE314696; Hs.7936; BAl1-associated protein 2; SH3;TM=M;SS=N; 191 

438598; AW297855; Hs.361 171; ESTs, Weakly similar to 138022 hypotheti; Kpoxygenase.PLAT.none; 3.90 
80 447560; AF065214; Hs.18858; phospholipase A2. group WC (cytosoBc ; PIA2_B;TM=M;SS=N; 3.90 

437897; AA770561; Hs.146170; hypothetical protein FU22969; zH)HHC,none; 3.89 

429379; NM_014840; Hs.200598; K1AA0537 gene prodxt pldnase,Rl01;TM=M;SS=N; 3.89 

410179; W27723; Hs.59498; ceD division cyde 24ike 5 (choBneste; pkinase- 3.89 
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428713; AA432067; Hs.268551; ESTs. Moderately similar to CYA4 RAT ADE; pkfoase;; 3.89 

456629; AW891965; Hs.367942; histone deacetylase 3; HSP90,HATPase c,rf-C2H2,PHD,none; 3.89 

425190; AW028302; Hs.155079; protein phosphatase 2. regulatory subunh. B56;TM=M;SS=N; 3.89 

426752; X69490; Hs.172004; Gun; m3,ig I pkinase,SGXXSG;TM=M;SS=N; 3.89 

417767; BE242241; Hs.82542: acytaxyacyt hydrolase (neutrophil); IJpaseJ3DSLTM=M;SS=M; 3.88 

414029; BE297731; Hs. 75709; manncse-^phosphate receptor (canon dep; Man-6-P^recep;TM=M;SS=M; 3.88 

416140; AI918035; Hs.301 198; roundabout (axon guidance receptor, Dros; none,none; 3.88 

434224; AA380731; Hs.84; interteukin 2 receptor, gamma (severe co; fti3;TM=Y;SS=M; 3.88 

410011; AB020641; Hs.57856; PFTAIRE protein kinase 1; pkinase;TM=M;SS=N; 3.87 

406908; Z25437; ; gfcRsapiens protan-tyrosine kinase gen; none .none; 3.87 

425289; AW139342; Hs.155530; interferon, garnma-induciUe protein 16; PAAD_DAPIN,H1N; 187 

441859; AW1 94364; Hs.9877; interteukin-4 induced gene-1 protein (Ft; Amino_o^ase,FAD_bindng_3 l TBC;TM=M;SS=N; 3.87 

439975; AW328081; Hs.6817; inosine triphosphatase (nucleoside triph; Hamlp Bke;TM=M;SS=N; 3.87 

415392: Z44067; Ks. 10957; ESTs; PP5K,none; 3.86 

416033; NMJH2201; Hs.78979; Golgi apparatus protein 1; cysjich FGFR;TM=Y;SS=M; 3.86 
414649; A1672727; Hs.76753; endogfin (CO105 anGgen) (ENG); none;TM=Y;SS=M; 3.85 
42573; L22647; Hs. 159360; prostaglandin E receptor 1 (subtype EP1); 7trnJ;TM=Y;SS=M; 3.85 
414496; W73853; Hs.355424; ESTs; pMnase,F5 F8 type C,adh shortnone; 3.84 
412204; AI125507; Hs.24937; ESTs; ig.rrm,none; 184 

434375; BE277910; Hs.3833; 3'-phosphoadenosrne ff-phosphosutfate sy; APS_kinase f ATP-sulfurvlase WThymidyrate ton;; 3.84 

444981; AW855398; Hs.12210; hypothetical protein FU13732 simflar to; SH2;TM=M;SS=N; 3.84 . 

412309; M23892; Hs.73809; arachidonate 15-Bpoxygenase; lipoxygenase,PLAT;; 3.84 

405545; ; ; Target Exon; ABC^tran.SRP54^C_rnembrane;TM=Y;SS=M; 184 

407143; C14076; Hs.332329; EST; none;TM=Y;SS=M; 184 

420593; AA280356; Hs.187634; ESTs; B56,none; 3.84 

413420; AW410235; Hs.75348; proteasome (prosome, macropain) activato; PA28^atpha,PA28 beta,biopterin_H;; 3.83 
448253; H25899; Hs^01591; ESTs; 7tm_2 t KRM t none; 183 

444042; NM.004915; Hs. 10237; ATP-blnding cassette, sub-famjry G (WHIT; ABC_tran,PRK t GBP;TM=Y;SS=N; 3.83 

430397; AI924533; Hs.105607; bicarbonate transporter related protein ; HC03_cotransp;TM=Y;SS=N; 3.83 

423067; AA321355; Hs.2B5401; colony stimulating factor 2 receptor, be; m3;TM=Y;SS=M; 3.83 

458168; AW297226; Hs.137840; ESTs, Moderately similar to SIX4 HUMAN H; pkinase,WD40; 3.82 

426486; BE178285; Hs.170056; Homo sapiens mRNA; cDNA DKFZp586B0220 (t; pkinase.none; 182 

428791; AA435661; Hs.264750; ESTs; zf-C3HC4,none; 3.82 

438068; AI927209; Hs.305210; Homo sapiens cDNA: FU231 33 fis, done U NusG," 182 

453370; A1470523; Hs. 139336; ATP-bcnding cassette, sub-family C (CFTR; ABC tran,ABCjnembrane;TM=Y;SS=N; 3.82 

419250; AW770185; Hs.356066; U5 snRNP-specific protein, 1 16 kD; 7tmJ .BAH^f-CXXCDNAjnethylase; 182 

410017; AW952426; Hs.109438; Homo sapiens clone 24775 mRNA sequence; none,none; 3.82 

420679; X57152; Hs.165843; fibriHarin; CK_U_beta,RbnTlarin,VVTJ40;TM=M;SS=N; 182 

417916; NM_006416; Hs.82921; solute earner family 35 (CMP-sialic aci; DUF6;TM=Y;SS=M; 181 

425923; NM_005026; Hs.162808; plwspridnosifide-3-kinase. catalytic, de; none,none; 3.81 

417365; D50683; Hs.82028; transforming growth factor, beta recepto; pkinase,WD40;TM=Y;SS=N; 164 

414521; D28124; Hs.76307; neuroblastoma, suppression of tomorigenr, DAN;TM=M;SS=M; 3.52 

422398; AI476149; Hs.334489; hypothetical protein RJ21992; SH2.SH3;; 151 

418432; M14156; Hs.85112; 'msuIMke growth factor 1 (somatomedi; Insulin;; 150 

459705; BE0B2764; Hs.270252; ESTs, WeaWy similar to androgen recepto; none,C2.WW,HECT; 3.48 

425009; X58288; Hs.154151; protein tyrosine phosphatase, receptor t fn3^g,Yjjhosphatase,MAM;TM=Y;SS=M; 138 

415817; U88957; Hs.78867; protein tyrosine phosphatase, receptor-t fn3,Y_phosphatase,carb anhydrase;TM=Y;SS=M; 3.37 

433336; AF017986; Hs^1386; secreted m^ed-related protein 2 (str. Fz,NTRn 124 

426125; X87241; Hs.166994; FAT tumor suppressor (DrosophOa) homolo; EGF,cadherinJaminin_G;TM=Y;SS=M; 3,11 

419721; MvL001650; Hs.315369; aquaporin 4; MlP^one; Z99 

433147; AF091434; Hs.43080; platelet derived growth factor C; PDGF.CUB;; 2.91 

417976; BE565892; Hs.83077; interieukm 18 Ctnterferon-garnrnanndudn; none;TM=M;SS=N; 2.89 

439180; AI393742; Hs.199067; v-erb-b2 avian erythroblastic leukemia v; Furin^,pkinasB,RecepJ^domain,Furin-H^ M24; 2.59 

426158; NMJM1982; Hs.199067; v-erb-b2 avian erythroblastic leukemia v; Furto4tke,pkiriase,RecepJ^domain < Fur^ Ldomain.Peptidase M24; 2.23 

411089; M456454;Hs.355702; cellar H " 

428800; M57627; Hs.193717; interteukin 10; IL10;; 1.10 

TABLE 40B 



Pkey: Unique Eos probeset identifier number 
CAT number Gene duster number 
Accession: Genbank accession numbers 



Pkey 

456034 
459702 
432222 
414991 
409745 



CAT Number Accession 



.1 

539529 1 
539529.1 
1785136J 
MH1944_5 



414936 
451876 
432639 

TABLE 40C 



1782849J 
2328579 1 
1237887J 



AA136553 AA136656 AW450979 AA984358 AA809054 AW238038 AA492073 BE168945 
BG207209 BE166299 AI204995 BG199355 AW959908 AA528756 AW440776 BI044354 
BG207209 BE166299 AI204995 BG199355 AW969908 AA528756 AW440776 BI044354 
D78831C17898D78863 

B1030997 AA921874 AW188822 BI027862 AI347618 AI361453 A1088754 AW207491 AA077391 BG01 2775 BG997382 AA286833 AA1 50722 B1007625 
BI027864 BI009100 BI006275 B1006270 B1031000 BI029864 BI006277 BI007627 BI006266 B1006991 BI006990 81007763 B1007762 BG997377 
AA150780 B1033518 BI027818 BG015789 BI033807 AA341445 
C14774C17911D79033 

T63141 AI821021 BF370092BF370127 BF370060T62998 " 
AW973785 H60163AA557608 



Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. Dunham I. et at' refers to the publication entitled The DNA 

sequence of human chromosome 22." Dunham L et al„ Nature (1 999) 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposifion: Indicates nucleotide positions of predicted exons. 
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Pkey 


Ref 


Strand 


402474 


7547175 


Minus 


404240 


5002624 


Minus 


405102 


8076881 


Moms 


405121 


8102330 


Minus 


401083 


3242744 


Plus 


405403 


9255305 


Minus 


402550 


7652009 


Minus 


405545 


1054740 


Plus 



NLposffion 

53526-53628,55755-5592057530-57757 

116132-116407.116653-115922 

120922-121296 

35816-36004.36587-36664 

33192-33360 

151426-1516B0 

6041360673 

118677-118807,119091-119296,121626-12182 



15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



TABLE 41 A: 556 GENES UP-REGULATED IN PANCREATIC TUMORS OR PANCREATITIS RELATIVE TO NORMAL TISSUES 
TabMIAfefcabou.SSSge,*^^ 

Hu03 Genechip array. 

Pkey: Unique Eos probeset identifier number 
ExAcctt Exemplar Accession number, Genbank accession number 
UnigenelD: Unlgene number 

Unigene Title: Unigene gene title . _ 

R1: 90th percenlite ol pancreatic cancer/median of norma) pancreas 

Ptey ExAcai UnigenelD Unigene Title 



412228 
431462 
444995 
453863 
441031 
421344 
416018 
438091 



418969 
443162 
423098 
413719 
448243 
421044 
407788 
422867 
432467 
457059 
451945 
453354 
443247 
410132 
416984 
413835 
433790 
414774 
410539 
410541 
427722 
429612 
407604 
431193 
442080 
427670 
446921 
419551 
441633 
407792 
419216 
416913 
416384 
452355 
419481 
407230 
418526 
427585 
411498 
445517 
445619 



AW503785 
AW583672 
AJ272265 
X02544 
AI110684 
AW631030 
AW138239 
AW373062 
AU076801 
W33191- 
T49951 
AA732584 
BE439580 
AW369771 
AF061871 
BE514982 
L32137 
T03667 



448663 
405867 
417426 



BE504055 

W55946 

BE614387 

NM_003480 

H38765 

AI272727 

BE298215 

X02419 

BE269047 

AA065003 

AK000123 
AF062649 
AW191952 
AW749505 
AW444761 
BE612888 
AB012113 
AW582256 
AW958544 
A1077715 
AU076718 
AW934714 
AW149266 
N54926 
AI879195 
AA157857 
BE019020 
031152 
NMJD14210 
AF208B55 
AU076643 
AF112213 
BE614599 
AA157857 
NWL002291 



Hs.73792 
Hs.255311 
Hs.12230 
Hs.572 
Hs.7645 
Hs.103665 
Hs.78977 
Hs.83623 
Hs.89436 
Hs.28907 
Hs.9029 
Hs.278428 
Hs.75498 
Hs^2620 
Hs.311735 
Hs.38991 
Hs.1584 
Hs.239388 
Hs,177677 
Hs.211420 
Hs.234863 
Hs.333893 
Hs.300946 
Hs.80708 
Hs.249163 
Hs.288968 
Hs.77274 
Hs.65234 
Hs.64179 
Hs.180479 
Hs.252587 
Hs.249239 
HSJ296770 
Hs.44565 
Hs.180224 
Hs.16530 
Hs.91011 
Hs.112242 
Hs.39384 
Hs.164021 



complement component (3d/Epstem Barr vi 
grarrin-like neuroendocrine pepfide precu 
secreted phosphoprotein 2, 24kD 
Qrosomucoid 1 

fibrinogen, B beta polypeptide 
vUGn-tike 



nuclear receptor subfamily 1, group I, m 

cadherin 17, U cadherin (fiver-inteslin 

hypothetical protein FU20258 

DKFZP434G032 protein 

progestin induced protein 

small inducible cytokine subfamily A (Cy 

integral, beta 8 

Human DMA sequence from done RP1-238D15 
S100 calcium-binding protein A2 
cartilage oligomers matrix protein (COM 
Human DMA sequence from done RP1-304B14 
exosome component Rrp40 
ESTs 

Homo sapiens cDMA FU12082 fis, done HE 
c-Myc target JP01 
Microfibril-assodated glycoprotein-2 
diaphorase (NADH/NADPH) (cytochrome b-5 
fatty acid hydroxylase 
RAB22A, member RAS oncogene family 
plasminogen activator, urokinase 



Hs.25130 

Hs.29202 

Hs.90606 

Hs.182265 

Hs.85838 

Hs.179729 

Hs.70499 

Hs.12830 

Hs.313 

Hs.1 84062 

Hs.106823 

Hs.182265 

Hs.82124 



syntenln-2 protein 
hypothetical protein FU201 16 
pituitary tumor-trareforming 1 
cotegen, type Vlil, alpha 2 
K1AA1719 protein 
ESTs 

myosin regulatory light chain 
small indudble cytokine suWamily A (Cy 
anterior gradient 2 (Xenepus laevis) horn 
normal mucosa of esophagus specific 1 
putative secreted Bgand homologous to f 
small indudble cytokine subfamily B (Cy 
gb:RC1-DT0001-031299-011-a11 DT0001 Homo 
Homo sapiens cDNA FU14923 fis, done PL 
G protein-coupled receptor 34 
15 kDa selenoprotein 
keratin 19 

solute carrier family 16 (rnonocarooxyRc 
collagen, type X, alpha 1 (Schmid metaph 
ecotropic viral integration site 2A 
hypothetical protein 

secreted phosphoprotein 1 (osteopontin, 
putative Rab5-interacting protein 
hypothetical protein MGC14797 
keratin 19 
teminin,beta1 
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"Ri 

7.25 

I. 54 
3.58 
114.18 
922.40 
2.19 
61.10 
607.40 
228.20 
4.97 
38.01 
189.60 

II. 06 

116.90 

21.52 

8.74 

111 

307.70 

33.60 

7.31 

133.70 

349.10 

330.00 

3.78 

3.53 

73.90 

3.39 

1.72 

1029 

6.79 

4.62 

366.30 

6.99 

118.00 

Z73 

647.30 

738.90 

68.43 

3.03 

7.73 

227.30 

115.60 

192.20 

119.90 

12.11 

6.63 

592.10 

120.40 

117.40 

4.25 

3.12 

135.20 

11.32 

406.20 
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406366 


AF026592 


Hs.105700 




#{N0CAT) 






ArU7Z711 


Hs.99918 


405556 


Y09306 


HsJ0148 


442776 


AW959498 


HsiJ709 


405555 


Y09306 


Hs.30148 


403207 


#{N0CAT) 




427858 


NMJHM971 


Hs.21 


426004 


AW600300 


Hs,124123 


401541 


NA 




429793 


AI417638 


Hs.1 14648 


423068 


M25529 


Hs.123107 


433110 


D56494 


Hs.3191 


425988 


BE045897 


Hs 774454 


416768 


AA363733 


Hs.1032 


412470 


M93283 


Hs.73923 


431969 


AA366217 


Hs.2879 


419219 


AW583139 


Hs,89717 


412688 


AW583062 


Hs.74502 


427811 


MB 1057 


Hs.180884 


420937 


AW966719 


Hs.1340 


41 80 88 


AW971155 


Hs.293902 


410839 


NMJJ06849 


Hs.665B1 


437986 


AA774575 


Hs.121776 


415934 


NM_000928 


Hs.992 


427965 


D00306 


Hs.181289 


406399 


#{N0CAT) 




426230 


AA367019 


Hs.241395 


414051 


NMJJ00699 


Hs.300280 


421243 


AW873803 


Hs.102876 


419263 


AW583874 


Hs.89832 


424208 


AW583123 


Hs.143113 


408983 


NM_000492 


Hs.663 


436217 


T53925 


Hs.107 


435975 


ALU 8990 


Hs.41997 


431330 


X69532 


Hs2777 


414463 


T69078 


Hs.76177 


415003 


M11437 


Hs.77741 


422281 


M36803 


Hs.1 504 


414910 


X12662 


Hs.289057 


417296 


L36196 


Hs.81884 


400836 


#{N0CAT) 




452S83 


L32140 


Hs.531 


419768 


T72104 


Hs.93194 


413841 


M34276 


Hs.75576 


400560 


#{N0CAT) 




419502 


AU076704 


Hs.90765 


425746 


NMJM1701 


Hs.159440 


426205 


063521 


Hs.167877 


414590 


NM_000506 


HSJ6530 


443614 


AV655385 


Hs.7645 


429023 


NM_000312 


Hs.2351 


428311 


NMJJ05651 


Hs,183671 


425260 


L47726 


Hs.1870 


443316 


AI478463 


Hs.18443 


413318 


AU076607 


Hs.75285 


413829 


NM_001872 


Hs.75572 


421126 


M74587 


Hs.102122 


407731 


NM_000066 


Hs-38069 


413585 


AI133452 . 


Hs.75431 


452624 


AU076606 


Hs.30054 


416402 


NM_000715 


Hs.1012 


425573 


AB006423 


Hs.1 58308 


421905 


AI560247 


Hs.32699 


405672 


M26041 


Hs.198253 


431369 


BE184455 


HsJ251754 


421712 


AK000140 


Hs.107139 


417233 


W25005 


Hs^4395 


442896 


R37725 


Hs-26110B 


410566 


AA373210 


Hs.43047 


428486 


AW5B3497 


Hs.184604 


457489 


/Mas 00 ID 


Hs.1 27179 


404865 


NA 


432874 


W94322 


Hs.279651 


445891 


AW391342 


Hs.199460 


404682 


NA 


429547 


AW009166 


Hs.99376 


441085 


AW136551 


Hs.181245 


422397 


AJ223365 


Hs.1 16051 


446888 


AV660737 


Hs.135100 


404287 


NA 




443267 


AW450630 


Hs.133851 


451635 


AA018899 


Hs.1 27179 



secreted frizzted-related protein 4 
Target Exon 

carboxyl ester lipase (bOe sall-sfimuta 
rromeodomaWnteracung prolan kinase 3 
chymocypsin C(caldecrin) 
horneodornain-interacfing protein kinase 3 
C2000960^131432Jsp|P23132IUTH_BOVlN 
elastase 1, pancreatic 

ESTs, Moderately similar to SYNL RAT SYN 
Target Exon 

estrogen regulated gene 1 
kalfikrein 1, renaVpancreas&alivary 
rat regenerating isleWeriveoMike, hum 
ESTs, Weakly similar to 138022 hypothefi 
regenerating islet-derived 1 alpha (pane 
pancreatic lipase-related protein 1 
carooxypepfidase A1 (pancreatic) 
carboxypepfidase A2 (pancreatic) 
chymotrypsinogen B1 
carboxypepGdase B1 (tissue) 



ESTs. Weakly similar to ISHUSS protein d 
protein disulfide feomerase 
testis expressed sequence 1 1 
phosphofipase A2, group IB (pancreas) 
elastase 3, pancreatic (protease E) 
NMJHHWtfomo sapiens serine protease 
protease, serine, 1 (trypsin 1) 
amylase, alpha 2A; pancreatic 
pancreatic lipase 



pancreatic Bpase-related protein 2 
cystic fibrosis transmembrane c 
fibrinogen-fike 1 
alpha-1-B glycoprotein 
inter-alpha (gbbufin) inhibitor, H1 pol 
alpha-t^'ciogtobunn/bikunin precursor 
Idninogen 
hemopexin 
arginase, liver 

sulfbtransferase family, cytosoRc, 2A, 

Target Exon 

afamin 

apolipoprotein A-l 
plasminogen 

^^030878*^01110 sapiens cytochrome P450, 
fibrinogen, A alpha polypeptide 
bile acid Coenzyme A amino acid N-acytt 
leukocyte ceWerived chemotaxm 2 
coagulation factor II (thrombin) 
fibrinogen, B beta polypeptide 
protein C (i reactivator of coagulation fa 
tryptophan 2,3-dioxygenase 
phenylalanine hydroxylase 
aldehyde dehydrogenase 8 family, member 
inter-alpha (globulin) inhibitor, H2 pol 
(arrjoxypeptidase B2 (plasma) 
insulin-tike growth factor binding prate 
complement component 8, beta polypeptide 
fibrinogen, gamma polypeptide 
coagulation factor V (proaccelerin, lab! 
complement component 4-bJndbig protein, 
serine (or cysteine) proteinase inhWto 
ESTs, Weakly similar to LiV-1 protein [H 
major histocompatibility complex, class 
secretory leukocyte protease inhibitor ( 
hypotheticai protein 

small inducible cytokine subfamily B (Cy 
ESTs 

Homo sapiens cDNA FU13585 fis. clone PL 
pancreatic polypeptide 
cryptic gene 

ENSP00000251 1 1 2':Soolirr^tasshjm-transp 

melanoma inhibitory activity 

ESTs 

C9001188*^i|12738842|refINPJ73725.1| p 
ESTs 

Homo sapiens cONA FU12532 fis, clone NT 
Homo sapiens cDNA FU22495 fis, clone H 
ESTs 

C6001 909:^704441 |dbjfBAA1 8909.1 1 (D298 
ESTs 

cryptic gene 
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1.60 

2.02 

1.82 

3.83 

2.14 
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2.47 

117.10 

4.87 

374.00 

144.50 

266.50 

77.80 

169.80 

3.60 

400.40 

4.72 

5.26 

73.78 

182.20 

335.X 

173.40 

565.30 

88.20 

477.20 

201.50 

426.10 

1.10 

0.62 

4.02 

5.34 

5.62 

8.B5 

157.70 

137.70 

2.59 

3.23 

Z84 

Z48 

70.38 

1.38 

6.85 

5.21 

1.74 

10Z10 

24170 

98.90 
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417801 AA417383 Hs.82582 
414142 AW368397 Hs.150042 
425921 NM 007231 Hs.162211 
410309 BE043077 HsJ>78153 
5 425842 A1587490 Hs.159S23 
431938 AA938471 Hs.54431 
449592 A1655494 Hs.195718 
414259 W44533 Hs.301296 
406585 M1S728 
10 411573 AB029000 Hs.70823 
429201 X03178 Hs.198246 
418318 U47732 Hs.84072 
428698 AA852773 Hs.334838 
444754 T83911 Hs.11881 
15 432596 AJ224741 Hs.278461 
428824 W23824 • Hs.173059 
444006 BE395085 Hs.10086 
424971 AA479005 Hs.154036 
418394 AF132818 Hs.B4728 
20 448844 A15B1519 Hs.1771&4 
420908 AU049974 Hs.1 00261 
423685 BE350494 Hs.49753 
42B392 H10233 Hs.2265 
429597 NMJJQ3816 Hs.2442 
25 452571 W31518 Hs.34665 
443646 AI085198 Hs.1 64226 
436032 AA150797 Hs.109276 
448030 N30714 Hs.325960 
422109 S73265 Hs.1473 
30 430407 H23551 Hs.30974 
419235 AW470411 Hs.268433 
449048 Z45051 Hs.22920 
444301 AK000136 Hs.10760 
427333 AF067797 HS.17665B 
35 417931 W95642 Hs.82961 
407777 AA161071 Hs.71465 
435652 N32388 Hs.334370 
421341 AJ243212 Hs.279611 
453935 AI633770 Hs.42572 
40 431629 AU077025 Hs.265827 
439737 A1751438 Hs.41271 
426227 U67058 Hs.168102 
413554 AA319145 HsJ5426 
412104 AW205197 Hs^40951 
45 410310 J02931 Hs.62192 
440484 BE328156 Hs.150356 
447395 AM18412 Hs.184793 
440099 AL080058 Hs.6909 
434665 AA642125 
50 452194 A1694413 Hs.332649 
408915 NM.016651 Hs.48950 
424411 N^.005209 Hs.146549 
426575 M74826 Hs.170808 
445417 AK001058 Hs.12680 
55 426322 J05068 Hs.2012 
429010 Y18198 Hs.194725 
414420 AA043424 Hs.76095 
422565 BE259035 Hs.1 18400 
414004 AA737033 Hs.7155 
60 441350 AB020690 Hs.7782 
406173 #{NOCAT) 
403776 #{NOCAT) 
403574 NA 

428832 AA578229 Hs.324239 
65 458449 H04482 Hs.29019 
409958 NMJKJ1523 Hs.57697 
437100 AI761073 Hs.14535 
451181 AI796330 Hs.207461 
440508 BE267911 Hs.196970 

70 429636 AA455692 Hs.163232 
419570 W6873B 
431779 AW971178 Hs.268571 
431723 AW058350 Hs.16762 
428330 L22524 Hs.2256 

75 423961 013666 Hs.136348 
414359 M62194 Hs.75929 
440482 AA886658 Hs.50873 
414602 * AW630088 Hs.76550 
423401 NMJW1992 Hs.128087 

8 0 452239 AW379378 Hs.1 701 21 
433364 A1075407 Hs.296083 
409335 NM.001502 Hs.53985 
420876 AA918425 Hs.1 77744 



integrm, beta-like 1 (with EGF-like rep 
Homo sapiens cDKA RJ 14438 6s, done HE 
solute carrier family 6 (neurotransmitte 
ESTs 

NK-2 (Drosophila) hornotog B 
specific granule protein (28 kDa); cyste 
ESTs 

Homo sapiens cDNA: RJ23131 fis. done L 
gb:Human nonspedfic crossreading anfig 
K1AA1077 protein 

group-specific component {vitamin D bind 
transmembrane 4 superfamily member 3 
WAA1866 protein 

transmembrane 4 superfamily member 4 
matrilki 3 
ESTs 

type 1 transmembrane protein Fn14 
tumor suppressing subtransferable candid 
Kruppel-fike factor 5 (intestinal) 
ESTs 

Homo sapiens mRNA; cDNA DKFZp564B222 (fr 
uveal autoantigen with coiled coil domai 
secretory granule, neuroendocrine prota 
a disintegrin and metalbproteinase doma 
ESTs 
ESTs 



membrane-spanning 4-domains, subfamily A 

gastrirKBleasing peptide 

ESTs 

neuratrimin 

similar to S68401 (cattle) glucose Indue 

asporin(LRRctassl) 

aquaportn8 

trefoil factor 3 (intestinal) 
squalene epoxidase 

uncharacterized hypothalamus protein HBE 
ddeted in malignant brain tumors 1 
ESTs 

interferon, alpha-inducible protein (do 
Homo sapiens mRNA full length insert cDN 
Human proteinase activated receptor-2 mR 
secretogranin 11 (chromogranin C) 
Homo sapiens, Similar to R1KEN cDNA 2210 
coagulaiion factor 111 (thromboplastin, 
ESTs 

Homo sapiens cDNA: FU21880 fis, done H 
DKFZP564G202 protein 

gb:nr60c0U1 NCI_CGAPJ.ym3 Homo sapiens 
olfactory receptor, family 2, subfamily 
heptaceUutar carcinoma novel gene-3 pro 
crystaltm,betaA2 

glutamate decarboxylase 2 (pancreatic is 
Homo sapiens cDNA RJ10196 fis. done HE 
transcobalamin I (vitamin B12 binding pr 
one cut domain, family member 2 
immediate early response 3 



ESTs, Moderately similar to 21 15357A TYK 
paraneoplastic antigen MA2 
ENSP00000250148*:Growlh hormone variant 
ENSP00000226542*:SmaU inducible cytokln 
Target Exon 

ESTs. Moderately similar to ZN91.HUMAN Z 
ESTs 

hyaluronan synthase 1 

Homo sapiens cDMA: FU 22314 fis, done H 

ESTs 

ESTs 

ESTs 

gbzd37g06.s1 Soares_tetal_hearLNbHH19W 
apdipoprotein C-i 

Homo sapiens mRNA; cDNA OKF2p564B2062 (f 
matrix metalloproteinase 7 (MMP7; uterin 
osteoblast specific factor 2 (fasciclin 
cadherin 11, type 2. OBodherin (osteob 
ESTs 

Homo sapiens mRNA; cDNA DKF2p564B1264 (f 
coagulation factor II (tiirornbin) recepto 
protein tyrosine phosphatase, receptor t 
ESTs. Moderately similar to I54374 gene 
glycoprotein 2 (zymogen granule membrane 
ESTs 
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128.70 

9190 

108.80 

170.10 

75.70 

4.58 

188.50 

1123.60 

995.60 

1132 

8.38 

662.00 

4.00 

283.50 

4.55 

3.01 

4.21 

4.80 

362.80 

133.90 

128.20 

13.83 

316.00 

245.50 

189.40 

291.10 

252.20 

278.20 

6.20 

423.50 

4.01 

499.90 

1.05 

4.33 

3.64 

1.47 

3.98 

2.08 

3.84 

14.21 

315.70 

8-53 

3.13 

9.33 

1.03 

1.09 

14.74 

0.98 

2.23 

329.40 

1.71 

2.69 

1.70 

3.19 

1.96 

254 

3.30 

312.80 

177.80 

1.46 

121.80 

16,12 

3.94 

71.60 

1.77 

3.13 

68.00 

38.00 

30.70 

1.02 

3.36 

10.20 

3.94 

1171.10 

809.50 

9.95 

3070 

82.90 

26.01 

5.38 
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430154 
401732 
404142 
424165 
413880 
407007 
426300 
432855 
424503 
445730 



435849 
426784 
430272 
412374 
413276 
415448 
423541 
428355 
425551 
455630 
428786 
420726 
451253 
420923 
413881 
431930 
421379 
419354 
422237 
437145 
414386 
425247 



436624 

409187 

428874 

405849 

405281 

419078 

422095 

425834 

452304 

407244 

450400 

413916 

444632 

415906 

410197. 

417366 

436961 

446319 

427899 

419092 

421515 

452340 

406319 

404286 

419183 

406293 

431912 

409327 

425200 

418738 

416661 

434699 

429921 

428758 



418478 
420001 
449038 
423184 
428505 
444783 
445593 
450701 
424420 



417940 
434206 



432542 



AW583058 
#(NOCAT) 
NA 

AW582904 

AI660842 

U22961 

U15979 

AF017988 

NM_002205 

AI624342 

V00495 

BE305242 

U03749 

X04898 

X01388 

BE165909 

T68645 

AA296922 

BE256452 

AA359252 

AV655701 

Y16577 

K02402 

H48299 

AF097021 

L00190 

AB035301 

Y15221 

MS2839 

M13149 

AF007216 

X00442 

NIUL005940 

F33868 

T64297 

AF154830 

W32133 

#(NOCAT) 

#{NOCAT) 
M93119 

A1868372 

NMJJ01639 

AA025386 

M10014 

AI694722 

N49813 

AI184027 

AI751357 

NM_005518 

BE185289 

AW375974 

AW207590 

AA829286 

J05581 

Y11339 

NMJJ02202 

NA 

NA 

U60669 
NA 

A1660552 

L41162 

BE255203 

AW388633 

AA634543 

AA643687 

AA526911 

AA433988 

N99013 

U3894S 

J05054 

AL133084 

NM.004428 

AU035461 

AK001468 

AW203963 

H39960 

BE614743 

AA525775 

R28205 

AW136973 

H05430 

AW083920 



Hs.234726 



Hs.142255 
Hs.1 10915 

Hs.169228 

Hs379565 

Hs.149609 

Hs.170042 

Hs.184411 

Hs.16098 

Hs.172216 

Hs337658 

Hs.73849 

Hs.306881 

Hs.952 

Hs.129778 

Hs.2257 

Hs.126485 

Hs.75183 

Hs.2314 

Hs.1330 

Hs36126 

Hs373321 

Hs.75599 

Hs372211 

Hs.103982 

Hs.1252 

Hs.1498 

Hs.5462 

Hs.75990 

Hs.155324 

Hs384176 

Hs.5241 

Hs.50966 

Hs.194366 



Hs.89584 

Hs382804 

Hs.1957 

Hs.61311 

Hs.75431 

Hs.279744 

Hs.75615 

Hs.146986 

Hs.288741 

Hs.59889 

Hs.1076 

Hs.156704 

Hs.160711 

Hs.332053 



serine (or cysteine) proteinase inhiKto 

NWL001 176*itomo sapiens Rho GDP dssocia 

Target Exon 

istet amytoid polypeptide 

rrrterteukin 22 receptor 

gb:Human mRNA clone with similarity to L 

delta-tike homolog {DrosophflaJ 

secreted frizzteoWelated protein 5 

integrin. alpha 5 (fibronedin receptor, 

ESTs 



Hs.105352 
Hs.505 



Hs.89663 

Hs.154903 

Hs.53563 

Hs.155101 

Hs.6682 

Hs.79440 

Hs.149425 

Hs.82772 

Hs. 98502 

Hs.16762 

Hs.1174 

Hs.1 282 

Hs32908 

Hs.1624 

Hs.2281 

Hs.62180 

Hs.150896 

Hs.288467 

Hs.146688 

Hs392523 

Hs.24230 

Hs.288516 

Hs388433 

Hs.16098 



claudin 2 

chrornogranin A (parathyroid secretory pr 
apoiipoproteinA-tl 
apoOpoprotein C-lfl 
MSTP043 protein 

solute carrier family 10 (soaium/bBe ac 
gastrointestinal peptide 
vitronectin (serum spreading factor, som 
hypothetical protein FU 12604; K1AA1692 
cytochrom8 P450, subfamiiy UE (ethand- 
rnannose-binding lectin (protein C) 2, so 
coagulation factor IX (plasma thrombopla 
claudin 10 

differenfiaUy expressed in hematopoiefj 
serine (or cysteine) proteinase inhibit© 
cadherin 7, type 2 

small inducible cytokine subfamily B (Cy 

apoGpoprotein H (beta-2-glycoprotein 0 

histidine-rich glycoprotein 

solute carrier family 4, sodium bicarbon 

haptoglobin 

matrix metalloproteinase 11 (MMP1 1; stro 
transferrin 

fatty acid binding protein 1, liver 
carbamoytyhosphate synthetase 1 , rrritoch 
transthyretm (prealbumiri, arrrytridosis t 
Target Exon 

NI^002864:Homo sapiens pregnancy-zone pr 

fosuTiriorna-associated 1 

hypothetical protein FU22704 

amytoid P component, serum 

ESTs, Weakly similar to S10590 cysteine 

fibrinogen, gamma polypeptide 

ESTs 

apofipoprotein C-ll 

ESTs, Weakly similar to FATH.HUMAN CADHE 
Homo sapiens cDNA: FU 22256 Ms, clone H 
34Tydroxy-3^lhylg!utarYl-Coenzyme A sy 
small proTrne-rich protein IB (comifui) 
ESTs 
ESTs 

serum amyloid A1 
mucin 1, transmembrane 
GatMAc aIpha-2, 6-siaty! transferase I, l 
ISL1 transcription factor, UMmorneodorna 
CX000780:gi|6679197IrefiNP-032800.1| pol 
C600190ftgil704441rdbjlBAA18909.1l (D298 
cytochrome P450, subfamily XXTV (vitarnin 
Target Exon 

ESTs, WeaJdy similar to A56154 AH subst 

collagen, type IX, alpha 3 

ATP synthase, H transporting, mitochondr 

solute carrier family 7, (cafionic amino 

IGF-II rnRNA-binding protein 3 

Homo sapiens cOMA FU11980 fe. done HE 

collagen, type XI, alpha 1 

hypothetical protein FU14303 

Homo sapiens mRNA; cONA DKF2p564B2062 (f 

cycftrvdependent kinase inhibitor 2A (me 

complement component 6 

Homo sapiens mRNA; cONA DKF2p434J1027 (f 

ephnn-A1 

chrornogranin B (secretogranin 1) 
anflBn (Drosophila Scraps homotog), act 
ESTs 

Homo sapiens cDNA Fill 12280 fe, done MA 

prostaglandin E synthase 

ESTs, Moderately similar to PC4259 fern 

ESTs 

ESTs. Weakly similar to S69890 mitogen i 
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1.13 

1.33 

255 

1.34 

1.57 

1.48 

1.28 

1.31 

2.14 

2.95 

1.96 

Z49 

129 

2.42 

83.40 

152 

3.16 

634 

14.67 

4.30 

92.10 

203.30 

1.37 

3.38 

7.04 

5.84 

2.65 

9.28 

34.26 

1.92 

8.32 

1.74 

6.51 

35.08 

170.30 

2.34 

103.10 

31.20 

6.28 

2.89 

3.80 
1.82 
13.15 
5.22 
8.60 
71.30 
1.70 
4.65 
3.01 
. 164.60 
1.88 
6.98 
Z12 
13230 
6.23 
51.50 
1.75 
52.90 
68.30 
10143 
206.30 
5.76 
200.10 
97.70 
3.96 
30.00 
4.66 
193.80 
3.05 
159.00 
39.10 
Z39 
327.90 
90.50 
4930 
3.12 
1.93 
39.90 
5730 
Z51 
1.91 
3.47 
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10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



410418 
415989 
414987 
400024 
418067 
424687 
405909 
448811 
430044 
406690 
418245 
423733 
450154 
422487 
424902 
422330 
436749 
423634 
430691 
401682 
422440 
431441 
442560 
414812 
425211 
421430 
419693 
409420 
448437 
406671 
411558 
424586 
428227 
438746 
456032 
431808 
423472 
439759 
442295 



D31382 Hs.63325 
A1267700 Hs.317584 
AA524394 Hs.294022 



AU27958 Hs.83393 
J05070 Hs.151738 
NA 

AI590371 Hs.174759 
AM64510 Hs.152812 
M29540 Hs.220529 
AA088767 Hs.83883 
AA330281 

R15891 Hs.281587 
AJ010901 Hs.1 98267 
NMJ03865 Hs.153667 
D30783 Hs.115263 
AA584890 Hs.5302 
AW959908 Hs.1690 
C14187 Hs.103538 
NA 

NM.004812 Hs.116724 
U81951 Hs.2794 
AA365042 Hs.228598 
X72755 Hs.77367 
M18667 Hs.1867 
AW207555 Hs.97093 
AA133749 Hs.301350 
Z15008 Hs.54451 
AW470125 

AA129547 Hs.285754 
AA102670 Hs.70725 
NMJXJ3401 Hs.150930 
AA321649 Hs.2248 
AI885815 Hs.1B4727 
AW957446 Hs.301711 
M30703 Hs.270833 
AF041260 Hs.129057 
AL359055 Hs.67709 
A1827248 Hs.224398 
BE409838 Hs.194657 
437157 BE048860 Hs.120655 
404285 NA 

424035 AA770SB8 Hs.28777 
422026 U80736 Hs.110826 
428664 AK001666 Hs.18S095 
437935 AW939591 Hs.5940 
423575 C18863 Hs.163443 
422956 BE545072 Hs.122579 
406722 H27498 Hs.293441 
413278 BE563085 Hs.B33 
439750 AL359053 Hs.57664 
434377 AW137148 Hs.306593 
42542B AL1 10261 Hs.157211 
421298 AW172431 Hs.13012 
422424 A1186431 Hs.296538 
421582 A1910275 Hs.1405 
401480 NA 

409269 AA576953 Hs.22972 
409757 NMJM1898 Hs.123114 
449722 BE280074 Hs.23960 
452240 A1591147 Hs.61232 
415165 AW887604 Hs.78Q65 
423673 BE003054 Hs.1695 
428450 NM_014791 Hs.184339 
409041 AB033025 Hs.50081 
453331 A1240665 Hs.8895 
400288 X06256 Hs.149609 
453160 A1263307 Hs.239884 
444015 A1472865 Hs.135534 
421308 AA687322 Hs.192843 
448045 AJ297436 Hs.20166 
422426 W79117 Hs.58559 
450737 AW007152 Hs.203330 
429504 X99133 Hs^04238 
456553 AA721325 Hs.189058 
413281 AA861271 Hs.222024 
417866 AW057903 Hs.82772 
431630 NWL002204 Hs.265829 
400298 AA032279 Hs.61635 
431753 X76029 Hs.2841 
428651 AF196478 Hs.188401 
424905 NM 002497 Hs.153704 
433132 AB026264 Hs.284245 



transmembrane protease, serine 4 
ESTs 

hypothetical protein FU14950 
AFFX control -HUMRGE/M1 0098.5 
cystatinE/M 

matrix rretafloproteinase 9 (gelatin ase B 
Target Exon 
ESTs 
ESTs 

carcmcembryonic antigen-related cell ad 
transmembrane, prostate androgen induced 
gb:EST33985 Embryo, 12 week II Homo sapi 
Human (clone CTG-A4) mRNA sequence 
mucin 4, tracheobronchial 
inositol polyphosphate-phosphatase, ty 



lectin, gaiactoside-binding, sotubte, 4 
heparin-binding growth factor binding pr 
ESTs 

Target Exon 

aldc-kelo reductase family 1 , member B1 0 
sodium channel, nonvoltage-gated 1 alpha 
ESTs, Weakly similar to 2004399A chromos 
monokine Induced by gamma interferon 
progastricsin (pepsinogen C) 
Homo sapiens cDNA: FU23004 fis, done L 
FXYO domain-containing ion transport reg 
laninin, gamma 2 (nicein (100kD). katini 
gbDcw60c04jc1 NCt_CGAP_Pan1 Homo sapiens 
met proto-oncogene (hepatocyte growth fa 
gamma-aminobutyric acid (GABA) A recepto 
X-ray repair complementing defective rep 
small inducible cytokine subfamSy B (CX 
ESTs 

amphiregufin (schwannoma-derived growth 
breast carcinoma ampTdied sequence 1 
Homo sapiens mRNA full length insert cDN 
Homo sapiens cDNA FU11469 fe, done HE 
cadherin 1, type 1. E-cadherin (epttheli 
ESTs 

O001909:giI704441|dbilBAA18909.1| (D29B 
H2A histone family, member L 
trinucleotide repeat containing 9 
similar to SALL1 (sal (DrosophaaH&e 
mucin 13, epithelial transmembrane 
Homo sapiens cDNA FU11576 fis, done HE 
hypothetical protein FU10461 
Homo sapiens SNC73 protein (SNC73) mRNA, 
interferon-sfimulaled protein. 15 kDa 
Homo sapiens mRNA full length insert cDN 
Homo sapiens cDNA FU 11382 fis, done HE 
DKFZP586B0621 protein 
ESTs 

prostate differentiation factor 
trefoil factor 1(pS2) 
Target Exon 

hypothetical protein FU 13352 
cystatin SN 
cydm B1 
ESTs 

complement component 7 

matrix metalloproteinase 12 (macrophage 

WAA0175 gene product 

KIAA1 199 protein 

ESTs 

integrin, alpha 5 (fibronectin receptor, 
H2B histone family, member L 
ESTs 

leudne zipper protein FKSG1 4 
prostate stem cell antigen 
ESTs 
ESTs 

Rpocafin 2 (oncogene 24p3) 
ESTs, Highly similar to Similar to a Ce 
transcription factor BMAL2 
coDagen,typeXl, alpha 1 
integrin, alpha 3 (antigen CD49C. alpha 
six transmembrane epithelial antigen of 
neuromedin U 
annexinAlO 

NIMA (never hi mitosis gene ablated k 
hypothetical protein IMPACT 



3.82 

182.50 

2.84 

4.82 

4.19 

292 

71.80 

6.74 

14.91 

757.80 

1.65 

104.70 

143.00 

311.80 

63.00 

141.70 

259 

181.90 

95.80 

6.17 

318.60 

2.51 

3.90 

434.60 

6.58 

35.10 

2.45 

8.56 

79.80 

147.30 

30.07 

55.10 

405.20 

3.57 

136.80 

36.10 

9.93 

146.40 

20.60 

1.58 

91.80 

123.80 

5.26 

130.40 

48.80 

3.15 

253.20 

80.00 

3.05 

1.66 

23.02 

78.10 

1.74 

133.10 

2.65 

5.17 

73.70 

137.70 

9.36 

162.70 

151.90 

2.85 

290.30 

6.69 

334.10 

1185 

12.42 

156.40 

14.60 

87.20 

526.20 

58.30 

281.00 

31.25 

78.00 

212.10 

3.40 

3.48 

281.50 

60.50 

508.30 

85.80 

55.30 
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435039 AW043921 Hs. 130526 

447033 AD57412 Hs.157501 

433578 BE336886 Hs.3416 

422511 AU076442 Hs. 117938 

5 411274 NM.Q02776 Hs.69423 

452705 H49805 Hs.246005 

428479 Y00272 Hs.184572 

425397 J04088 Hs, 156345 

422562 AI952060 Hs.118397 

10 428579 NMJJ05756 Hs.1B4942 

428242 H55709 Hs.2250 

440B58 R79707 Hs.263339 

421493 BE300341 Hs.104925 

410199 AW377424 Hs.205126 

15 426320 W47595 Hs.169300 

419290 AI128114 Hs.112885 

459309 AA040620 Hs.5672 

415138 C18356 Hs.295944 

422553 A1697720 Hs.171455 

20 432375 BE536069 Hs.2962 

400534 #{NOCAT) 

428970 BE276891 Hs.194691 

423739 AA398155 Hs.97600 

450375 AA009847 Hs.8850 

25 423554 M90516 Hs.1674 

407001 U12471 Hs.247954 

419261 X07876 Hs.89791 

419948 A8041035 Hs.93847 

428471 X57348 Hs.184510 

30 427051 BE178110 Hs.173374 

425234 AW152225 Hs.165909 

419842 M765489 Hs.104350 

418007 M13509 Hs.83169 

444207 A1565004 Hs.79572 

35 442432 BE093589 Hs.38178 

413753 U17760 Hs.75517 

441384 AA447849 Hs.288S60 

418327 U70370 Hs.84136 

452401 NM_007115 Hs.29352 

40 438199 AW016531 Hs. 122147 

422420 U03398 Hs.1524 

431183 NM_006855 Hs.250696 

417389 BE260954 Hs.82045 

421937 AI878857 Hs.109706 

45 427961 AW293165 Hs.143134 

422043 AL133649 Hs.110953 

' 426711 AA383471 Hs.180869 

450983 AA305384 Hs.25740 

410268 AA316181 Hs.61635 

50 433001 AF217513 Hs.279905 

424086 AI351010 Hs.102267 

432731 R31178 Hs.287820 

416209 AA236776 Hs.79078 

414085 AA114016 Hs.75746 

55 417308 H60720 Hs.81892 

438146 Z36842 Hs.57548 

424800 AL035588 Hs.153203 

416143 AI955650 Hs.79033 

408380 AF123050 Hs.44532 

60 412140 AA219691 Hs.73625 

422963 M79141 Hs.13234 

409956 AW103364 Hs.727 

407756 AA116021 Hs.38260 

424897 D63216 Hs.153684 

65 421110 AJ250717 Hs.1355 

411789 AF245505 Hs.72157 

421485 AA243499 Hs. 104500 

409632 W74001 Hs.55279 

406837 R70292 Hs.156110 

70 426440 BE382756 Hs.169902 

421470 R27496 Hs.1378 

407242 M18728 

432101 AJ918950 Hs.123642 

406687 M31126 Hs.272620 

75 429170 NM.001394 Hs.2359 

408308 AL033377 Hs.44197 

435202 A1971313 Hs.170204 

407216 N91773 Hs.102267 

409231 AA446644 Hs.692 

80 407881 AW072003 Hs.40968 

407811 AW190902 Hs.40098 
420899 NMJJ01629 Hs.100194 

441020 W792B3 Hs.35962 



ESTs 
ESTs 

adipose differenliaiicrvreJated protein 
collagen, type XVII, alpha 1 
kanikrein 10 (KLK10) (PRSSL1) (nesl) 
ESTs 

cell division cycle 2, G1 to S sad G2 to 
topoisornerase (DMA) II alpha (17TM>) 
AE-birufing protein 1 
G protem-coupied receptor 64 
leukemia inhtbStory factor {choline rgpc 
ESTs, Moderately similar to 138022 hypot 
edodermal-neural cortex (wjth BTB-fike 
Homo sapiens cDNA: RJ22667 fis, done H 
trarsforming growth factor, beta 2 
spinal cord-derived growth fador-B 
hypothetical protein AF 140225 
tissue factor pathway inhibitor 2 
ESTs, Weakly simSar to T31613 hypolheti 
S100 cateimvtirafrng protein P 
(2M00015^il12741327]refIXP.008833.2i z 
retinoac add induced 3 
ESTs 

a disintegrin and metalbproteinase doma 
gtutamrne-mxtose^prwsphate transamin 
Human thromrjosrxndin-1 gene, partial cds 
wingless-type MMTV integration site farm 
NMJ)16931:Homo sapiens NADPH oxidase 4 ( 



Homo sapiens cDNA FU 10500 fis, done NT 
ESTs, Weakly similar to I38022 hypothefi 
ESTs 

matrix metalloproteinase 1 (MMP1; inters 
cathepsin D (lysosomal aspartyl protease 
hypothetical protein FU23468 
laminin. beta 3 (nicein (125kD), kafinln 
Homo sapiens cDMA: RJ221 82 fis, done H 
paired-fike horneodomain transcription fa 
tumor necrosis factor, alpha-induced pro 
ESTs 

tumor necrosis factor (figand) superfaml 
KDEL (Lys-Asp-Glu-Leu) endoplasmic rebc 
mkJkine (neurits p^owth-promoSng factor 
hematological and neurological expressed 
ESTs 

refinoic acid induced 1 

conserved gene amplified in osteosarcoma 

ER01(S.cerevisiae)-Gke 

six transmembrane epithelial antigen of 

doneHQQ310PRO0310p1 

lysyl oxidase 

fibronecfjnl 

MAD2 (mitotic arrest deficient, yeast, h 
aldehyde dehydrogenase 1 family, member 
KIAA0101 gene product 
ESTs 

MyoDfamSy inhibitor 
flhitarnlnyl-pepfirJe cydotransf erase (gtu 
dhifaiquitin 

RAB6 interacting, kinesin-fike (rabkines 
ESTs 

inhibin, beta A {acthrfn A, actjvm AB a 
ubtquitin spedfic protease 18 
frizzled-related protein 
cathepsin E 

DKFZP564I1922 protein 
hypothetical protein FU1Q134 ■ 
serine (or cysteine) proteinase inhibtto 
irmnimoglobulin Kappa constant 
solute carrier family 2 (facilitated glu 
annexin A3 

gbiHuman nonspecific cross reacting antig 
EphA3 

matrix metafloprotemase 1 1 (MMP1 1; stro 
dual specificity phosphatase 4 
hypothetical protein DKFZp564O0462 
WAA0551 protein 
lysyl oxidase 

GA733-2 antigen; epithelial glycoprotein 
heparan sulfate (glucosamine) 3-O-sulfot 
cysteine knot superfamtfy 1, BMP antagon 
arachidonate 5-tipoxygenase-acfivating p 
ESTs 



64.00 

123.20 

9.22 

525.70 

4436 

120.10 

9130 

29.37 

3.84 

27.80 

4.09 

76.30 

237 

144 

138.10 

3.45 

127.80 

361.20 

136.60 

6.87 

89.00 

4.78 . 

135.60 

148.50 

87.70 

76.80 

110.60 

234.60 

3.72 

437.90 

219.20 

3.80 

606.80 

262 

258.70 

304.80 

&78 

10.95 

199.70 

67.70 

107.20 

3.59 

3.45 

3.17 

109.30 

2.98 

276.50 

5.28 

27.85 

34130 

213.50 

185.10 

105.10 

2.27 

405.30 

8.38 

172.10 

45.70 

11.18 

149.10 

33.60 

6.73 

8.96 

31Z40 

790.80 

117 

8.52 

55B.00 

4.36 

2.83 

24Z90 

36.91 

221.60 

5.34 

29Z0O 

184.90 

64.80 

73.70 

3.20 

288.70 

502.60 

6.13 

178.90 
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453857 AL080235 Hs.35861 
428956 AF059214 Hs.194687 
413435 X51405 Hs.75360 
436476 AA32610B Hs.33829 
5 406747 A1925153 Hs.217493 
455800 R22479 Hs.167073 
431211 M85849 Hs.323733 
431890 X17033 Hs.271986 
431958 X63629 Hs.2877 
10 444655 BE613126 Hs.47783 
437763 AA469369 Hs.5831 
418870 AF147204 Hs.89414 
424560 AA158727 Hs.150555 
436396 AI683487 Hs.152213 
15 407137 T97307 

410668 BE379794 Hs.65403 
427660 A1741320 Hs.114121 
408826 AF216077 Ks.48376 
442577 AA292998 Hs.163900 
20 416498 U33632 Hs.79351 
447343 AA256641 Hs.236894 
451277 AK001123 Hs.26176 
445133 AW157646 Hs.153506 
414799 AI752416 Hs.77326 
25 431806 AF186114 Hs.270737 
437330 AL353944 Hs.50115 
410687 U24389 Hs.65436 
417409 BE272506 Hs.B2109 
426471 M22440 Hs.170009 
30 458809 AW972512 Hs.20985 
448625 AW970786 Hs.178470 
450506 KM_004460 Hs.418 
433336 AF017986 Hs.31386 
408491 A1088063 Hs.7882 
35 437802 A1475995 Hs.122910 
408296 AL117452 Hs.44155 
421155 H87879 Hs.102267 
451310 AW250651 Hs.26213 
439867 AA847510 Hs.161292 
40 417771 AA804698 Hs.82547 
410763 AF279145 Hs.8966 
431385 BE178536 Hs.11090 
457180 R26022 Hs.194662 
424408 A1754813 Hs.146428 
45 452679 Z423B7 Hs.83883 
425139 AW630488 Hs.325820 
432978 AF126743 Hs.279884 
406850 A1624300 Hs.1 72928 
421991 NM 01491B Hs.1 10488 
50 421814 L12350 Hs.108623 
409703 NM_006187 Hs.56009 
452281 T93500 Hs.28792 
413048 M93221 Hs.75182 
404210 #<NOCA7) 
55 452862 AW378065 Hs.8687 
447072 D61594 Hs.17279 
426935 NM 000088 Hs.172928 
427390 AI432163 Hs.268231 
417259 AW903838 Hs.81800 
60 451295 A1557212 Hs.17132 
448569 BE382657 Hs.21486 
417148 AA359896 Hs.293885 
432359 AA076049 Hs.274415 
422278 AF072873 Hs.114218 
65 422545 X02761 Hs.287820 
442379 NMJXW613 Hs.8265 
417412 X16896 Hs.82112 
422110 A1376736 Hs.1 11779 
'431512 BE270734 Hs.2795 
70 417433 BE270266 Hs.82128 
426369 AF134157 Hs.169487 
437470 AL390147 Hs.134742 
417944 AU077196 Hs.82985 
428797 AA496205 Hs.193700 
75 434423 NMJJ06769 HsJ844 
426125 X87241 Hs.1 66994 
422573 AW297985 Hs.295726 
421552 AF026692 Hs.105700 
424730 NM 003358 Hs.23703 
80 400133 NA 

444381 BE387335 Hs.283713 
422048 NMJ12445 Hs.288126 
446019 AJ362520 Hs.279789 



OKFZP586E1621 protein 
cholesterol 25-hydroxyiase 
carboxypepSdaseE 
bHLH protein DEC2 
annexin A2 

Homo sapiens cDNA FU 13047 fis. done NT 
gap junction protein, beta 2, 26kD (conn 
integral, alpha 2 (C049B, alpha 2 subuni 
cadherin 3, type 1, P-cadberin (placenta 
B aggressive lymphoma gene 
Cssue inhibitor of metalloproteinase 1 
chemokine (C-X-C motH), receptor 4 (fus 
protein predicted by done 23733 
wingless-type MMTV integration site tami 
g b:ye53b05.s1 Soares fetal Over spleen 
hypothetical protein 

Homo sapiens cDMA: FU23228 fis, done C 
Homo sapiens clone HB-2 mRNA sequence 
ESTs 

potassium channel subfamily K. member 1 
ESTs, Highly similar to S02392 alpha-2-m 
hypothetical protein FU 10261 
ESTs 

insulin-like growth factor binding prote 
tumor necrosis factor (Bgand) superfami 
Homo sapiens mRNA; cDNA OKF2p761J1 1 12 (f 



syndecanl 
transforming growth factor, alpha 
sin3-assodated polypeptide, 30kD 
hypothetical protein FU 22662 
fibroblast acfjvalbn protein, alpha 
secreted frizzred-related protein 2 
ESTs 
ESTs 

DKFZP586G1 517 protein 
fysyl oxidase 

Human DNA sequence from clone RP3-447F3 
ESTs 

refinoic acid receptor responder (tazaro 
hypothetical protein FU21775 
membrane-spanning 4-domains, subfamily A 
calponin 3, acidic 
collagen, type V, alpha 1 
transmembrane, prostate androgen induced 
protease, serine, 23 
DNAJ domain-containing 
collagen, type I, alpha 1 
KIAA0990 protein 
thrombospondin 2 

2*-S-otigoadenylate synthetase 3 (100 k 
Homo sapiens cONA FU11041 fis, done PL 
mannose receptor, C type 1 
NM_005936:Homo sapiens myeloidyfymphoid 
ESTs 

tyrosylprotein suffotransferase 1 

collagen, type 1, alpha 1 

Homo sapiens cDNA: FU231 1 1 fis, done L 

chondroiCn sulfate proteoglycan 2 (vers 

ESTs, Moderately similar to 154374 gene 

signal transducer and activator of trans 

hypothetical protein FU14902 

Homo sapiens cDNA FU 10229 fis, done HE 

frizzled (Drosophila) homolog 6 

fibronectin 1 

transglutaminase 2 (C polypeptide, prote 

inierleukin 1 receptor, type I 

secreted protein, acidic, cysteine-rich 

lactate dehydrogenase A 

574 oncofetal trophoblast glycoprotein 

Kretsler (mouse) makelated leucine zip 

hypolheficai protein DKFZp547D085 

collagen, type V, alpha 2 

Homo sapiens mRNA; cDNA DKFZp586l0324 (f 

UM domain only 4 

FAT tumor suppressor (Drosophila) homob 
integrin, alpha V (vitronectin receptor 
secreted frizzled-reteted protein 4 
ESTs, Moderately similar to CEGT .HUMAN C 
Eos Control 

ESTs. Weakly similar to S64054 hypolheB 
spondin 2, extracellular matrix protein 
histone deacetytese 3 
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504.30 

24Z10 

7.30 

247.20 

110.00 

11Z10 

583.90 

6.56 

460.90 

204.40 

7.75 

14.61 

99.80 

242.20 

17.88 

4.18 

116.40 

60.30 

4.18 

334.20 

8.16 

375.30 

29140 

4.38 

89.00 

322.10 

9.10 

4.05 

138.60 

250.50 

4.89 

11.76 

4.79 

&25 

4.54 

175.10 

170.10 

2.91 

261.60 

723.00 

251.70 

155.50 

68.00 

17.19 

5.32 

371.90 

7.27 

19.30 

190.50 

15.02 

28.57 

519.20 

240.60 

404.60 

364.20 

226.20 

4.31 

10.41 

22.46 

23.74 

5.68 

190.80 

230.50 

361.90 

8.81 

7.30 

267.20 

5.07 

270.10 

504.60 

10.62 

2.80 

14.01 

9.15 

297.30 

486.20 

9.73 

76Z90 

7.81' 

357.00 

1150.30 

4.50 

11.26 
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426490 NMJXJ1621 Hs.170087 

422687 AW068823 Hs.1 19205 

432401 NMJH3330 Hs.274479 

437223 C15105 Hs.330716 



aryl hydrocarbon receptor 459.50 

insuCn-Uke growth factor binding prote 2.68 

NME7 4.99 

Homo sapiens cONA FU 14368 fc, done HE 7.65 



Table 41 B 



Pkey: Unique Eos probeset identifier number 
CAT number Gene duster number 

Accession: Genbank accession numbers 

Ptey CAT Number Accessions 

416913 163001 1 AW934714 BE161007 BE162500 AW749902 AW749864 8E162498 BE161005 AA190449 AW513465 BE161006 BE162499 

419570 1860604 1 W68738 W68831 

423733 231476 T AA330281 OAA330232AW952521 

434665 390530.1 AAS42125 AA554516 

448437 763310.1 AW4701 25 AI734B72 AI749559 AW856504 A1583942 AW779036 AW843429 AW844876 AI52071 3 AW847235 



Table 41C 

Pkey: Unique number corresponding to an Eos probeset 

Ref. Sequence source. The 7 digit numbers in (his column are Genbank Identifier {&) numbers. "Dunham I. el at" refers to the publication entitled The DNA sequence of 

human chromosome 22." Dunham I. et at. Nature (1999) 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposifion: Indicates nudeolide positions of predicted exons. 



Pkey 


Rd 


Strand 


Ntposition 


400534 


6981826 


Minus 


278637-279292 


400560 


9843598 


Plus 


94182-94323,97056-97243.101095-101236,102824-103005 


400836 


8954179 


Plus 


677-1188 


401201 


9743387 


Minus 


138534-138629,139234-139294,140121-140335,142033-142479 


401480 


7321503 


Plus 


166120-166347,166451-166557,169651-169832 


401541 


8072607 


Minus 


50018-50158 


401682 


4755167 


Phis 


13022-13473 


401732 


1200312 


Bus 


19346-19525,19625-19708,19897-19973^0067-20130,20215-20414 


403207 


7630829 


Plus 


89914-90033,90729-90855,91131-91198 


403574 


8101156 


Plus 


5542-6176 


403776 


7770611 


Minus 


1414-1513,1624-1756 


404142 


9856692 


Minus 


80316-80459 


404210 


5006246 


Plus 


169926-170121 


404285 


2326514 


Plus 


32282-32416 


404266 


2326514 


Plus 


51086-51301 


404287 


2326514 


Plus 


53134-53281 


404682 


9797231 


Minus 


40977-41150 


404866 


9366919 


Minus 


11743-11929 


405281 


6139075 


Minus 


34202-34351,35194-35336,4541245475.4573M5958,4729W74tf^^ 


405849 


7651817 


Minus 


17705-18287 


405909 


7705180 


Minus 


85985-87233 


406173 


7230224 


Plus 


12925-13213 


406293 


5686274 


Mnus 


17646-17953 


406319 


9211730 


Minus 


82320-82561 


406399 


9256288 


Minus 


63448-63554 



TABLE 42A: 574 genes unregulated in pancreatic cancer relative to normal body tissues 

Table 42A lists about 574 genes unregulated In pancreatic cancer relative to normal body tissues that are likely to encode proteins amenable to modulation by small molecules, 
peptides, or anfibodies. These genes were selected from 59680 probesets on the Eos/Aflymetrix Hu03 Genechtp array. Gene expression data for each probeset obtained from this 
analysis was expressed as average intensity {Al), a normalized value reflecting the relative level of mRNA expression. The protein products of these genes often contain one or more 
domains indicative of have oncogenic function or of transducing intracellular signals, or of being modulatable by small molecules, peptides, or antibodies (e.g. pkinase, death-domain, 
7tm, phosphatase, or tonjransporter). Certain predicted protein domains are noted. 

Pkey. Unique Eos probeset Identifier number 

ExAccn: Exemplar accession number, GenBank accession number 

UnlGenelD: UnlGene number 

Pred.ProLDomains: Certain predicted protein domains. Abbreviations used: TM, transmembrane domain; SS. signal sequence; =Y, very likely to contain; =M, likely to contain; other 

protein domain abbreviations are from PFAM (Nudeto Adds Research. 2002, 30:276-280). 
UnlGene Title: UniGene gene title 

R1 90th percentile of pancreatic cancer Ais divided by the 50th percentile of normal tissue Als 

R2 90lh percentile of pancreatic cancer Als divided by the 90th percenfile of normal pancreas AJs, where the 1 5th percentile of all normal tissue Als was subtracted 

from both the numerator and denominator 

Pkey; ExAccn; UnigenelD; Unigene Title; Pred.ProtDomains; R1; R2 

426230; AA367019; Hs.241395; protease, serine. 1 (trypsin 1); trypsm,toxm_4;SS=M; 107.29; 1.07 

415934; NMJJ00928; Hs.992; phosphoBpase A2, group IB (pancreas); phosEp;SS=M; 83.67; 1.05 

421995; AW583807; Hs.1460; glucagon; hormone2;SS=M; 59.35; 1.61 

406399; ; ; NMJH31 22*:Homo sapiens serine protease ; kazal;SS=M; 55.49; 1.08 

444381; BE387335; Hs.283713; hypothetical protein BC014245; Collagen;TM=M;SS=M; 53.65; 43.61 
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406685; M18728; ; gb:Human nonspecific crossrexOng anlig; ig;TM=M;S$=M; 52.73; 22.83 
428698; AA852773; Hs.334838; KIM1866 protein; none;NA;NA; 32.44; 13.11 
437145; AF007216; Hs.5462; solute canier family 4. sodium bicarbon; HC03_cotransp;TM=Y;; 29.80; 1.46 
428874; W32133; Hs.194386; Iranslhyrclin (prealbumin, amyloidosis t; Transthyrefln;SS=M; 29.42; 1.94 
444754; T8391 1; Hs.374341; transmembrane 4 superfamfly member 4; none;TM=Y;SS=M; 28.78; 3.13 
418068; AW971 155; Hs.293902; ESTs. Weakly similar to ISHUSS protein d; none;TM=M;SS=M; 28.61; 0.98 
438091; AW373062; Hs.351546; nudear receptor subfamily 1, group I. m; hormone_rec^C4,none; 25.38; 3.63 
413719; BE439580; Hs.75498; smaD Inducible cytokine subfamily A (Cy; IL8;SS=M; 24.64; 7.21 
417771; AA804698; Hs.82547; retinoic acid receptor respond* (tazaro; none,none; 23.77; 6.74 
414998; NML002543; Hs.77729; oxidised low density lipoprotein (lectin; tectin_c;TM=Y;SS=M; 22.96; 4.57 
418318; U47732; Hs.84072; transmembrane 4 superfamily member 3; transrnernbrane4;TM=Y;SS=M; 2231; 5.42 
425573; AB006423; HS.15B308; serine {or cysteine) proteinase inhibito; serpin,GCV_H;TM=M;SS=M; 21.91; 1.03 
4331 10; D56494; Hs.3191; rat regenerating IsleWerived-Uke, hum; IecGn_c;TM=M;SS=M; 21.90; 0.60 
426490; NM.001621; Hs. 170087; aryl hydrocarbon receptor, PAC,PAS;TM=fita 21.41; 19.89 
453863; X02544; Hs.572; orosornucoid 1; «(X)cafin t aldedh,ubiquitin,IRK;SS=M; 20.80; 8.12 
421 126; M74587; Hs.102122. insulin-like growth factor binding prate; thyroglobufinJ,IGFBP;SS=Y; 20.60; 8.48 
451035; AU076785; Hs.430; ptasfln 1 0 isoform); efhand,CH,Adap&LN;SS=M; 19.25; 3.53 
413859; AW992356; Hs.8364; Homo sapiens pyruvate dehydrogenase kina; SAM_PNT,none; 18.38; 2.53 
420332; NM 001756; Hs.1305; serine (or cysteine) proteinase inhibito; serpin;TM=M;SS=M; 18.19; 2^9 
438089; W05391; Hs351546; nuclear receptor subfamily 1, group I, irr, hormone_reczf-C4,none; 17.67; 4.80 
417426; NWL002291; Hs.82124; laminin, beta 1; laniinin^EGF4aniinh_NterrnJnteg^„B;SS=^ 17.08; 6.37 
427509; M62505; Hs.2161; complemenl component 5 receptor 1 (C5a 1; 7tmJ;TM=Y;SS=M; 16.89; 7.15 
441031; AI110684; Hs.7645; fibrinogen, B beta polypeptide; fibrincflen_C.6-alrjrja,arf;TM^SS=M; 16.59; 7.74 
445033; AV652402; Hs.72901; cydin-dependent kinase inhibitor 2B (pi ; anfc 16.28; 9.22 

431183; N^.006855; Hs.250696; KDEL (lys-Asp-Glu-Leu) endoplasmic retic; ER_lumen_receptTM^SS=M; 15.96; 238 

444784; D12485; Hs.11951; ectonucleoDde pyrophosphatase/phosphodi; Somatomedin3.Erejonudease,Phosphodiest;TM=Y;SS=M; 15.65; 1.33 

408243; Y00787; Hs.624; interieukin 8; HLH,PAS,IL8;TM=M^ 15.53; 4.34 

419355; AA428520; Hs.90061; progesterone binding protein; hemeJ;TM=Y;SS=M; 15.45; 10.50 

426006; R49031; Hs.22627; ESTs; pkinase.TBC; 15.17; 0.58 

433376; AI249361; Hs.74122; caspase 4, apoptosis-related cysteine pr; CARD,ICEj>1Q.ICE_p20;SS=M; 14.84; 3.04 
422260; AA315993; Hs.105484; regenerating gene type IV; !ecfin_c;SS=M; 14.71; 289 
430280; AA361258; Hs.237868; interieukin 7 receptor; fn3.none; 14.28; 11.47 

408983; NM.0OO492; Hs.663; cystic fibrosis transmembrane conductanc; ABC_tranABC^membrampRK,Bac_exporL3;TM=Y;; 13.98; 1.18 
414812; X72755; Hs.77367; monokine induced by gamma interferon; IL8;TM=M;SS=Y; 13.81; 7.69 

429170; NM 001394; Hs.2359; dual specificiiy phosphatase 4; toaJanese,DSPc.Yj)hosphatase 1 Ribosomal_S3J<;TM=^; 13.59; 2^4 

425988; BE045897; Hs.53985; ESTs, Weakly similar to I38022 hypothec"; none,none; 1 3.54; 0.95 

409512; AW979187; Hs.293591; melanoma differentiation associated prot; DEAD,heIicase_C,CARD;TM=M;; 13.48; 3.59 

429556; AW139399; Hs.98988; ESTs; none;TM=hfc 13.20; 1.16 

417079; U65590;Hs.81 134; interieukin 1 receptor antagonist; IL1;SS=M; 12.83; 7.72 

4272BS; AW732802; Hs.2132; epidermal growth factor receptor pathway; SH3,TonB_boxC;TM=M;; 12.72; 9.01 

431912; AI660552; Hs.3561B3; ESTs, Weakly similar to A561 54 AW subst rraneAcyl-CcA_dh,Acyl-CoAj^ 12.72; 6.72 

412116;AW402166; Hs.784; Epstein-Barr virus Induced gene 2 (lymph; 7tmJ;TM=Y;SS=M; 12.71; 12.56 

425397; J04088; Hs.156346; topdsomerase (DNA) II alpha (170kD); DNA^raseB,rm>topoisolV,HATPase_c;SS=M; 12.52; 4.92 

409142; AL136877; Hs.50758; SMC4 (structural maintenance of chromoso; ABC_tran,M ( SWC - .N,SMC_C,DUF164 l none; 1238; 7.59 

428157; AI738719; Hs.198427; hexokinase 2; r«xokinase,hexokinase2.none; 1134; 11.53 

424273; W40460; Hs.144442; phosphofipase A2, group X; phosfip;TM=M;SS=Y; 1232; 3.02 

414821; M63835; Hs.77424; Fc fragment of IgG, high affinity la, re; ig;TM=Y;SS=M; 12.29; 2.21 

415323; BE269352; Hs.949; neutrophil cytosoGc factor 2 (65kD, chn SH3,TPR;TM=M;; 12.16; 4.14 

427283; AL1 19796; Hs.174185; ectonudeotidepyroptrasphatase/phosphodi; Suttatase,Sc>matomedm_Bf hosphcidi^ 5.93 
434779; AF153815; Hs.50151; potassium inwardly-rectifying channel, s; IRK;TM=Y;; 11.76; 1.58 
426227; U67058; Hs.154299; Human proteinase activated receptor-2 mR; 7tmJ;TM=Y;SS=M; 1 1.75; 3.56 
412228;AW503785; Hs.73792; complement component (3d/Epstein Barr vi; sushi;TM=Y;SS=M; 11.67; 3.77 
450737; AW007152; Hs.63325; transmembrane protease, serine 4; trypsin,ldljecepLa,none; 1 1.65; 4.52 

439750; AL359053; Hs.57664; Homo sapiens mRNA full length insert cDl* IMPDH_C,ll^DHJ<.CBS l lntegrin_B.Ricin_B_tectin; 11.56; 5.46 
431512; BE270734; Hs.2795; lactate dehydrogenase A; ldhJdh_C,SH3,pkinase,UBA;TM=Mr, 11.55; 5.11 

429538; AI916662; Hs.21 1577; kmecfin 1 (kinesin receptor); bZIP Jropomyreirwpectrin 1 LBP„BPLCETP,B56 t M;TM=Y;SS=M; 1 1.47; 4.65 

445133; AW157646; Hs.198689; ESTs; efharKi,srjectrin.GAS2 t Srtt,M^ 12.62 

411352; NMJJ02890; Hs.758; RAS p21 protein activator (GTPase acfiva; SH2,SH3,C2,PH,RasGAP;TM=M;SS=M; 11.24; 9.95 

447343; AA256641; Hs.236894; ESTs, Highly similar to S02392 alpha-2-rn; none.none; 11.19; 4.16 

422616; BE300330; Hs.118725; selenophosphate synthetase 2;AIRS^IRS„C;TM=M;; 11.17; 5.98 

422241; Y00062; Hs.170121; protein tyrosine phosphatase, receptor t Wnesin,fh3,Y_phosphatase;TM=M;; 11.14; 9.09 

440594; AW445167; Hs.126036; ESTs; none,none; 11.05; 16.45 

425289; AW139342; Hs.155530; interferon, garmria-inducible protein 16; PAADJ3ARN,H1N;SS=M; 11.05; 10.38 
427700; AA262294; Hs.180383; dual specificity phosphatase 6; Rhodanese,DSPc;TM=M;; 1 1.05; 4.70 
448811; A1590371; Hs.199460; ESTs; none;TM=Yn 10.85; 9.69 

424321; W74048; Hs.1765; lymphocyte-specific protein tyrosine Ion; SH2,SH3,pWnase;TM=M;; 1 0.72; 8.65 
4290B3; Y09397; Hs.227817; BCl2-related protein A1; Bcl-2;TM=Mr, 10.51; 12.97 

424247; X14008; Hs.234734; lysozyme (renal amyloidosis); lys,iaFAD^SyritWdhJdh„C,pkmase;SS=M; 1037; 6.35 

436856; AI469355; Hs.127310; ESTs; pkinase.rrm;TM=M;; 1036; 2.74 

427337; 246223; Hs.176663; Fc fragment of IgG, low affinity Hlb, r; Jg;TM=Y;SS=M; 1034; 3.14 

417018; M16038; Hs.80887; v-yes-1 Yamaguchi sarcoma viral related ; SH2,SH3,pkinase;TM=M;; 10.34; 4.47 

418299; AA279530; Hs.83968; mtegrin, beta 2 (antigen CD18 (p95), ry; mtegrin_B,EGF,PSl;TM=Y;SS=M; 1021; 4.58 

451820, AW058357; Hs.199248; ESTs; 7bnJ;TM=Y;SS=M; 10.18; 2.67 

413048; M93221; Hs.751 82; mannose receptor, C type 1; fn2,lectin.c,Ridn3_tectin,Xfink;TM=Y;SS=M; 10.17; 8.35 
429752; H52348; Hs.36636; ESTs; pkmase.pkinase; 10.13; 12.35 

452721; AJ269529; Hs.301 B71; solute carrier family 37 (gtyceroU-pho; MORfisugar_tr;TM=Y;SS=M; 10.08; 8.74 
421462; AF016495; Hs.104624; aquaporin 9; MIP;TM=Y;SS=M; 10.05; 6.06 
452698; NM_001295; Hs.301921; chemoWne (OC motiO receptor 1; 7tm_1;TM=Y;SS=M; 9.98; 3.16 
416389; AA180072; Hs.149846; integrin, beta 5; integrin_B,none; 9.85; 9.59 

421 044; AF051871; Hs.1 01302; Human DNA sequence from done RP1-238D15; fn3,vwaCollagen,TSPN;TM=M;SS=M; 9.78; 5.96 

446620, AA1288D8; Hs.179902; transporter-lfte protein; none;TM=Y;SS=M; 9.75; 2.64 

405102; ; ; C1 5001 220*:giJ4469558|gblAAD21 311.1 1 (AF; 0AG„PE-bind.PKRhoGEF,DC1;SS=M; a74; 1.88 

418693; AI750878; Hs.87409; thrombospondin 1; EGF,tspJ,vwc,TSPN,tsp_3;SS=M; 9.72; 6.94 
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425535; AU077012; Hs 788582; ESTs, Weakly similar to ubiquitous TPR m; Kunitz^BPTl ,Kun{U_BPTl f 7tni_2,HRM; 9.68; 10.5B 

448105; AW591433; Hs. 298241; Transmembrane protease, serine 3; M_recerXatrypsm;TM=Y;SS=M; £67; 4.08 

456266; L29073; Hs.198726; cold shock domain protein A; 7rjn_2.HRM,CSD;TM=Y;SS=M; 9.62; 2.36 

410240; AL157424; HsX1289; synaplojanin Z Exo_enfoj>rre,SyjaJiiTm,Gra^ 9.62; 3.77 

457001; J 03258; Hs.2062; vitamin D (1,25- cfihydroxyvitamin D3) re; honnone_rec,z^C4.Meta!bthio_5;TM=M;; 9.60; 8.05 

456373; BE247706; Hs.B9751; membrane-spanning 44omains. subfamily A; none;TM=Y;; 9.57; 3.77 

416847; L43821; Hs.80251; enhancer of fflamentaiion 1 (cas-Jike do; SH3;TM=M;; 9.56; 10.50 

437158; AW090198; Hs^48709; K1AA1 150 protein; none;NA;NA; 9.55; 8.87 

426108; AA622037; Hs.16646B; programmed cell death 5; DUF122;TM=M;; 9.47; 5.67 

403344; ; ; NM 000341:Homo sapiens solute earner fa; atpha-amytase;TM=Yn 9.47; 1.42 

449543; AF070532; Hs.23729; Homo sapiens done 24405 mRNA sequence; rOena^nJrans.none; 9.45; 3.1 2 

433233; AB040927; Hs.301804; WAA1494 protein; SH3,2*C3HC4;TWNfe 9.42; 4.01 

444838; AV651680; Hs.208558; ESTs; integrin.A.F&GAP.none; 9.42; 1.87 

439803; AA001021; Hs.6685; Ihyroid hormone receptor interactor 8; none.none; 9.41; 5.55 

428505; AL035461; Hs.2281; chromogranin B (secretogranin 1); Granm;SS=M; 9.40; 3.46 

411213; AA676939; Hs.692B5; neuropiHn 1; rVmF5_F8_^C,CUB 1 CUB,fMM,F5_F8„type_C; 9.38; &32 

432810; AA853400; Hs.374489; ESTs; none,Skp1,AAA; 9.38; 4.36 

427581; NMJM4788; Hs.179703; WAA0129 gene product SPRY^B_box;TM=Rt 9.34; 8.26 

413109; AW389845; Hs.1 10855; ESTs, similar to leukemia virus receptor. PHCM.none; 9.34; 4.67 

428450; NM 014791; Hs.184339; WAA0175 gene product KA1,pkinase;TM=M;; £31; 4.24 

408113;T82427; Hs.194101; Homo sapiens cDNA: FU20869fis, clone A; 7tjrL3,none; 9.24; 7.12 

448030; N30714; Hs.325960; membrane-spanning 4-domains. subfamily A; none;TM=Y;SS=M; 9.23; 6.03 

437672; AW748265; Hs.5741;flavoherropmlein b5?; henrcJ.NADJjindTng.lipoxygenase^ 9.22; 10.72 

416498; U33632; Hs.79351; potassium channel, subfamily K, member 1; ion_trans;TM=Y;SS=M; 9.20; 4.46 

409956; AW103364; Hs.727; mhibin, beta A (activtn A, acfivin AB a; TGF-beta,T6Fbj)ropeptidB 1 Tub;SS=M; 9.19; 16.46 

41 3095; AA494359; Hs.3071 5; potassium voltage-gated channel bk-ref; none,START; 9.15; 2.18 

418838; AW385224; Hs.35198; ectonucleofide pyrophosphaiase/phosphodi; PhosphodiestTM=Y;SS=M; 9.14; 3.03 

452960; AK001335; Hs.31 137; protein tyrosine phosphatase, receptor t Y_phosphatase,none; 9.14; 1 1.75 

417821; BE245149; Hs.82643; protein tyrosine kinase 9; cofifinJVDF;SS=M; 9.1 1; 4.29 

427157; U51166; Hs.173824; mymine-DNAgrycosyiase; UDG;TM=M;; 9.06; 9.68 

431341; AA307211; Hs.251531; proteasome (prosome, macropain) subunit,; proteasome;TM=M;; 9.05; 5.61 

413367; NM 006517; Hs.75317; solute carrier family 16 (moriocarboxyfic; sugar Jr,TM=Y;; 9.04; 5.79 

437296; AA350994; Hs^0281; WAA1700; Rruxlanese 1 DSPc;TM=M l -; 9.02; 5.75 

41 8888; AU076801; Hs.89436; cadherin 17, U cadherin (liver-intestin; cadherin;TM=Y;SS=M; 8.94; 5.01 

446406; A1553681; Hs.348490; Aro/AbUnteracling protein ArgBP2; Sorb,none; 8.91; 1.77 

428820; AA436187; Hs.172631; integrin, alpha M (cwnplement component ; vwa,mtegrin_A,FG-GAP;TM=Y;SS=M; 8.85; 4.74 
434398; AA121098; Hs.3838; semnvinducible kinase (SNKJ; pkinase,POLO_box;TM=Mr, 8.78; 4.54 
453902; BE502341; Hs.3402; ESTs; none.none; 8.72; 3.71 

433334; A1927208; HsJ?31958; matrix rnetetloprotehase 28; Pepfidase_.M10.none; 8.71; 4.28 

446488; AB037782; Hs.15119; K1AA1361 protein; pkmase;SS=M; 8.70; 3.71 

450247; AF123303; Hs.24713; hypothetical protein; efoand.rrito_carr;TM=Y;SS=M; 8.68; 3.40 

432101; A1918950; Hs.123642; EphA3; m3,p!dnase,SAM.EPHJbd;TM=Y;SS=M; a62; 5.62 

410763; AF279145; Hs.8966; hypothetical protein FU21776; none/ione; 8.61; 13.53 

422278; AF072873; Hs.1 14218; frizzled (Drosophila) homolog 6; Fz.Frizzled.7tm_2;TM=Y;SS=M; 8.55; 4.82 

425465; L18964; Hs.1904; protein kinase C, iota; pWnase,DAG_PE-bind,pkinase_C,OPR;TM=M;; 8.50; 3.18 

4191 1 1; AA234172; Hs.137418; ESTs; none.IRK; &47; 7.51 

430024; AI808780; Hs^27730; integrin, alpha 6; integrin_A,FG-GAP;TM=Y;SS=M; 8.45; 3.46 

447574; AF162666; Hs.1 8895; tousleoMike kinase 1; pkinase;TM=M;; 8.45; 5.30 

447217; BE465754; Hs.17778; neuropifin 2; CUB,MAM,F5_F8 - type_C;TM=M;SS=M; 8.44; 6.30 

419034; NMJ102110; Hs.89555; hemopoietic ceil kinase; SH2,SH3,pkinase;TM=M^ 8.43; 4.87 

405555; ; ; homeodomain-interacfing protein kinase 3; trypsin;TM=M;; 8.39; 0.68 

417412; X16896; Hs.821 12; interieukin 1 receptor, type I; ig,TIR;TM=M;SS=M; 8.35; 4.74 

405556; ; ; hoirteodomairMnteracting protein kinase 3; trypsin;TM=M,-; 8.31; 0.87 , 

407687; AK002011; Hs.37558; hypothetical protein FU11149; lys,lg,FAD_Synft,Wh,ldrLC,pkinase;SS=M; 8.28; 3.12 

408051; AI623351; Hs.172148; ESTs; PriRhoGAP,none; 8.27; 5.65 

449523; NMJW0579; Hs.54443; chemokme motif) receptor 5; 7tm_1;TM=Y;SS=M; 8.26; 5.49 

429732; U20158; Hs^488; lymphocyte cytosofc protein 2 (SH2 doma; SH2;SS=M; 8.24; 8.91 

405204; ; ; NM 002086*:Homo sapiens growth factor re; SH2.SH3;TM=M;; 8.23; 6.43 

426806; T19228; Hs.172572; hypothetical protein FU20093; ar^pkinase l UPFO073;SS=M; 8.20; 6.11 

428428; AL037544; Hs.1 B4298; eyenn-dependent kinase 7 {homolog of Xe; pkinase;TM=M;; 8.1 8; 8.37 

450375; AA009647; Hs.352537; a disintegrin and metalloproteinase doma; Reproryan,PepjmBj>ropep,{fislntegr^ 8.17; 12.24 

443303; U67319; Hs.9216; caspase 7, apoptosis-reiated cysteine or, pkmase,ICE_p10.ICEj)20;TM=M;SS=M; 8.15; 4.61 

413132; NM 006823; Hs.75209; protein kinase {cAMP-dependent, catafytr, PKtSS=M; &15; 11.12 

428513; BE220806; Hs.184697; Homo sapiens clone 23785 mRNA sequence; PSl^one; 8.13; 13.28 

429345; R11141; Hs.199695; hypothetical protein; KJeira,SAM; 8.13; 1.15 

425838; NM_014071; Hs.159613; nuclear receptor coactivator RAP250; per; none;TM=M;; 8,12; 4.54 

425836; AW955696; Hs.90960; ESTs; CbLN.Cbl_N2,Cbl_N3,UBA^f-C3HC4,none; 8.11; 7.47 

406366; ; ; secreted frizzled-related protein 4; uypsin;SS=M; 8.05; 0.69 

429663; M68874; Hs.21 1 587; phosphofipase A2, group IVA (cytosolic ; C2,PLA2_B;TM=M;; 8.04; 5.20 

458946; AA009716; Hs.4231 1; ESTs; none.DSPC.Y.phcsphatase; 8.02; 1.93 

425280; U31519; Hs.1B72; rphosphoendr#ruvate carboxykinase 1 (sol; PEPCK;TM=M^ 7.97; 19.33 

445800; AA126419; Hs.32944; inositol polyphosphates-phosphatase, ty; none.none; 7.90; 11.44 

449444; AW818436; Hs.351306; solute carrier family 16 (monccarboxyfic; none;TM=Y;SS=M; 7.89; 7,00 

426167; AF039023; Hs.167495; RAN binding protein 6; Armadiito_seg,HEAT_PBS- 7.83; 11.16 

400408; S75765; ; Homo sapiens delta CCK-B gene, partial c; 7tm_1,none; 7^1 ; 0.78 

448362; AA641767; Hs.21015; hypothetical protein DKFZp564L0864 sural; sugar_tr.TM=Y;SS=M; 7.78; 7.02 

457670; AF1 19666; Hs.23449; insulin receptor tyrosine kinase substra; SH3;TM=M^ 7.75; Z63 

409799; D1 1 928; Hs.76845; phesphoserine phosphatase-fike; Hydro! ase;TM=M;; 7.72; 2.68 

447887; AA114050; Hs.19949; caspase 8, apoptosis-related cysteine pr, lCEj)10,ICe_p20,OED;TM=M;; 7.68; 240 

421684; BE281591; Hs.106768; hypothetical protein FU10511; ArmadiJto_seg;SS=M; 7.49; 6.57 

434699; AA643687; Hs.149425; Homo sapiens cONA FU11980CS, done HE; Nucteoside_tra2,none; 7.47; 2.53 

417680; BE241595; Hs.82848; seleclin L (lymphocyte adhesion molecule; EGF^ecrjn.c^ushi;TM=M;SS=M; 7.38; 5.60 

436729; BE621807; Hs.351 316; transmembrane 4 superfamfly member 1; none;TM=Y;SS=M; 7.29; 5.78 
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428970; BE276891; Hs.194691; reOnoicadd Induced 3; 7trnJJ;TM=Y;SS=M; 7.26; 11.00 

426761; A1015709; Hs.172089; PORIMIN Pro-cncosis receptor inducing me; none;TM=Y;SS=M; 7.25; 7.22 

41 3880; AI660842; Hs.1 1 091 5; mterteukin 22 receptor; Ttssiie Jac;TM=Y;SS=M; 7.24; 0.98 

418945; BE246762; Hs.89499; arachidonale Wpoxygenase; lipoxygenase,PLAT;TM=M;; 7.22; 6.45 

413441; Al929374;HsJ5367;Src4ike^apte^^ n % . r . _ , . . MHaM U9i . 7 „. , Q7 

426158; NM 001982; Hs.199067; v-erb4>2 avian erythroblastic leukemia v; Furin4fl«^pWnase.RecepJ-jto^ 3.97 

428474; AB023182; Hs.184523; K1AA0965 protein; pkinase;TM=M;; 7.13; 5.43 

421582; AI910275; Hs.350470; trefoil factor 1 (breast cancer, estroge; trefofl,Gastrin;S$=M; 7.08; 21.61 

449843; R85337; Hs.24030; solute carrier farnfly 31 (copper transpo; none;TM=Y;SS=M; 7.07; £18 

4521 10; T47667; Hs.280O5; Homo sapiens cDNA FU1 1309 lis, done PL; pWnase.Acrjvin_recp,none; 6.94; 4.82 

451295- AI557212; Hs.17132; ESTs, Moderately similar to 154374 gene ; pWnase,DAG.PE-birKl,|Jdnase_C.OPR,none; 6.92; 1534 

43068ui AW138724; Hs.168974; ESTs, Highly similar to ALU7_HUMAN ALU S; Yj)hosph3taseAjaptin_N.Yj)hosphatase; 6.88; 1.94 

441600; AA939347; Hs.127223; Homo sapiens cysteine knot protein (ZSIG; 7tm J ,ldLrecepLa.LRR;SS=M; 6.86; 0.97 

410687! U243B9; Hs.65436; lysyl oxidase4ike 1; Lysylj>xU3se;SS=M; 6.B3; 7.24 

425009; X58288; Hs.154151; protein tyrosine phosphatase, receptor t; frd.ig.Yjtaphatase.MAMJM^Y^M; 6.83; 11.43 
400539; ; ; Target Exon; none;TM=M;; 6.70; 1.19 

431 1 13; AK000673; Hs.274337; hypothetical protein FU20666; pWnase;TM=M;; 6.65; Z21 

445280; AW055063; Hs.343220; v-crk avian sarcoma virus CT10 oncogene ; SH2.SH3.none; 6.61; 10.66 

425834; MA.001639; Hs.1957; amyloid P component serum; pentaxin;TM=KSS=M; 6.57; 2.20 

435706; W31254; Hs7045; GL004 protein; PDEase,GAF,none; 6.55; 11.44 

415906; A1751357; Hs.288741; Homo sapiens cONA: FU22256 lis, clone H; Ephrin.none; 6.45; 5.25 

408308; AU033377; Hs.44197; hypothetical protein DKFZp564O0462; none,none; 6.42; 9.14 

432336; NM 002759; Hs.274382; protein kinase, interferon-inducible dou; dsrm,pWnase;TM=M;; 6.42; 4.12 

417874; BE616160; Hs.82829; protein tyrosine phosphatase, non-recept; Y_phosphatase;TM=Y;; 6.42; 2.26 

446872; X97058; Hs.1 6362; pyrimidinergic receptor P2Y, G-protein c; 7tm_1;TM=Y;SS=M; 6.41 ; 4.54 

444006; BE395085; Hs, 10086; type I transmembrane protein Fn14; !dl_recepLa,PKD,MHCJ;TM=M;SS=Y; 6.38; 3.55 

412970; AB026436; Hs. 177534; dual specificity phosphatase 10; Rhodanese,DSPc;SS=M; 6.35; 4.95 

422583; AA410506; Hs.27973; WAA0874 protein; ank.G*lpha;TM=M;; 6.35; 3.56 

452355; N54926; Hs^9202; G protein-coupled receptor 34; 7tm_1,GATP_C;TM=Y;; 6.32; 11.02 

422282; AF019225; Hs.1 14309; apoBpoprotein U MotA_ExbB;TM=Y;SS=M; 6.32; 5.15 

407235; 020569; Hs.169407; SAC2 (suppressor of actin mutations 2, y; none,Ribosomai_S13,Galactosyl_T,Zip,adh_shc>rUl^HW; 6.30; B-Jb 
428486; AW5B3497; Hs.184604; pancreatic polypeptide; hormone3;TM=M;SS=Y; 6.29; 3.51 
40B847; AW290997; Hs.30348; ESTs; pkmasejg,none; 6.28; 3.63 

428179; AI127772; Hs.279696; serum/glucccorticoid regulated ktnase-li; pkinase,PX,pkinase_C;SS=M; £28; 3.50 

443614; AV655386; Hs.7645; fibrinogen, B beta polypeptide; none,none; 6.26; 7.48 

425354; U62027; Hs.155935; ramplemenl component 3a receptor 1; 7tm J;TM^Y;SS=M; 6.25; 3.98 

4488B8; AW196663; Hs.200242; caspase recruitrnent domain protein 6; CARD;TM=M;; 6.21; 4.10 

428180; All 29767; Rs. 182674; guanine nucleotide birxfing protein (G pn G-alpha,arf;TM=M;; 6.18; 4.62 

409245; AA361037; Hs.356436; tRNA isopentenylpyrophosphate transferas; Armadillojseg;TM=M;; 6.17; 11.15 

417952; All 92838; Hs.372643; duaJ-spedficity t^ne-(Y>phosphoryl; pWnase.none; 6.17; 3.05 

445701; AF055581;Hs.13131; lymphocyte adaptor protein; SH2.PH;TM=M;; 6.16; 11.90 

425910; AA830797; Hs.184760; CCAAT-box-binding transcription factor, none;TM=M;; 6.10; 2.95 

426797; AW936258; Hs.342849; ADP-ribosyiaBon factor-tike 5; arf,Ca_channeLB r SH3; a03; 3.17 

408331; NMJJ07240; Hs.44229; dual specificity phosphatase 12; DSPc;TM=M;; 5.99; Z55 

441384; AA447B49; Hs.288660; Homo sapiens cDNA: FU22182 fe, clone H; 7tm_3,none; 5.97; 1 3.12 

414217; AI309298; Hs.279898; Homo sapiens cONA: FU23165fis f done L; none;NA;NA; 5.92; 6.47 

418506; AA08424B; Hs.85339; Unknown protein for MGC:29643; none.none; 5.91; 1.94 

436345; AAB73008; Hs.121572; ESTs; CARD,BlR^f-C3HC4,CARD,BlR^f-C3HC4; 5.90; 1.40 

414087; W19712; ; gb^6d03.r1 Soares j>arau^ 

430396; D49742; Hs.241363; hyaiuronan-bmding protein 2; ank,death^U5 l EGF,kringie,trypsin,Nebunn 1 UM;SS=M; 5.77; 1.24 

431385; BE178536; Hs.11090; meinbrane-spanning 4-domains, subfamily A; none.none; 5.71; 4.00 

427557; NM 002659; Hs.179657; plasminogen activator, urokinase recepto; UPARJ.Y6,ET t PLA2jnh;SS=M; 5.71 ; 3.83 

414171- AA360328; Hs.865; RAP1A, member of RAS oncogene family; pkinase.DAG.PE-bind.RBaras.DCI.GFPiTM^M;; 5.69; 3.07 

418870; AF147204; Hs.89414; chemokine (C-X-C molif), receptor 4 (fus; 7tmJ,7tm_2;TM=Y;SS=M; 5.68; 1232 

425317; AW205118; Hs.210546; interleukin 21 receptor; none;TM=Y;SS=M; 5.60; 5.45 

417863; AB000450; Hs.82771; vaccinia related kinase 2; pWnase;TM=M;; 5.59; 4.19 

400151; ; ; Eos Control; AT_hook,DNA_misj-epair,HATPase_c,UQ_con;TM=M;; 5.53; 8.13 

450139; AK001838; Hs.355608; serum/glucocorficoid regulated kinase; none.none; 5.52; 8.61 

418203; X54942; Hs.83758; COC28 protein kinase 2; CKS; 5.52; 10.04 

433556; W56321; Hs.1 11460; caWurnJcalrnodurin-dependent protein kin; pkinase,none; 5.51; 6.75 

424701; NM_005923; Hs.151988; mitogen-activated protein kinase kinase ; pkinase;TM=M;; 5.47; 4,58 

415875; AA894876; Hs.5687; protein phosphatase 1B (formerly 2C), ma; PP2QTM=M;; 5.43; 5.30 

408761; AA057264; Hs.238936; ESTs, Weakty similar to (deffine not ava; 7tmJ,none; 5.42; 2.59 

415444; BE247295; Hs.78452; solute carrier famly 20 (phosphate tran; PH04.UM;TM=Mn 5.37; 8.69 

444184- T87841; Hs.282990; Human DMA sequence from clone RP1-28H20 ; pkinase.RIOI ^PH,KOW;TM=M;; 5.36; 3.32 

410434; AF051152; Hs.63668; toIHike receptor 2; LRR.LRRCTJ1R;TM==M;SS=M; 5.36; 3.94 

429023; NM.000312; Hs.2351; protein C (inaclivator of coagulation fa; EGF.trypsin.gtaiSS^M; 5.31; 4.30 

421559; NWL014720; Hs.105751; Ste20-related serine/threonine kinase; pkinase,UVR;TM=M;; 5.31; 3.26 

429922; Z97630; Hs.226117; H1 histone family, member 0; linkerJiistone;TM=M;; 5.27; 3.12 

4406B2;AW362152;Hs.27181; nuclear receptor bimling fador-2; cycTin.b2lP;TM=M- 5u?6; 4.82 

411558; AA102670-, Hs.70725; gamma-aminobiitync add (GABA) A recepto: Neur_chan.LBD,NeuLChan_memb;TW=Y;SS=M; 5.25; 11.26 
428234; U93553; Hs.183123; nudear receptor subfamily 5, group A, m; hcmunejec^f-C4;SS=M; 5.20; 1.11 
408683; R58665; Hs.46847; TRAP and TNF receptor-assodated protein; Exo_endo_phos;TM=M;; 5.19; 6.25 
408657; AA782601; Hs.173328; ESTs; B56.none; 5.18; 5.47 

438746; A1885B15; Hs.184727; Human melanoma-assodated anfigen p97 (m; transfemn,Guanylale^kin,PDZ.SH3; 5.17; 4.02 

438698; AW297855; Hs.361 171; ESTs, Weakly similar to 138022 hypotheO; lipoxygenase,PUT,none; 5.16; 2.91 

442200; AW590572; Hs.235768; ESTs; none.none; 5.1 1; 4^2 

418738; AW388633; Hs.6682; solute carrier family 7, (caBonic amino; none,none; 5.08; 171 

419088; A1538323; Hs.367688; integrin, beta 8; integrin_B.none; 5.07; 3.53 

414555; N98569; Hs.76422; phosphdtoase A2, group I1A (platelets, ; phosGp;TM=M;SS=Y; 5.05; 3.42 

408414; A11 14688; Hs.1 93400; ESTs, WeaWy similar to 2109260A B cell ; fn3.ig;TM=Y;SS=M; 5.05; 3.41 

430407; H23551; Hs.30974; ESTs; pkinase.PBO,none; 5.03; 1.63 

427127; AW802282; Hs^2265; pyruvate dehydrogenase phosphatase; PP2C,none; 5.00; 5.14 
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452194; A1694413; Hs.373599; UbquMke protein FAT10??? - diubiq; rone,none; 4.9B; Z65 
410073; AW408163; Hs.58488; catenin (cadherin-associated protein), a; Staflirwn,VinaiIm;SS=M; 4.97; 10.60 
409430; R21945; Hs.346735; splicing factor, argjnine/serbe-rich 5; DSPcRhodanese.none; 4.96; 2.87 
432841; M93425; Hs.62; protein tyrosine phosphatase, non-recept Y_phosph3tase;SS=M; 4.88; 21.69 
433470; AW960564; Hs.351316; transmembrane 4 superfamOy member 1; none;TM=Y;SS=M; 4.88; 4.60 

418529; AW005695; Hs.250897; TRK-fused gene; Bandj*1,Er^pkinase,UWJTOT,^ 4.79; 
5.47 

421425; AKO0 1564; Hs.1 04222; hypotheficaJ protein FU10702; emand.kazaUf.ras l 7tm_1;TM=M;; 4.75; 5.41 

414135; NK/L004419; Hs^128; dual specificity phosphatase 5; r^anese t DSr^Yj)hosphatase;TM=Mn 4.74; 9.76 

417640; D30857; Hs.82353; protein Creceptor, endothelial (EPCR); none;TM=M;SS=M; 4.73; 4.68 

430630; AW269920; Hs.2621; cyslafin A (stefin A); cystafin;TM=Nt 4.66; 5.61 

452239; AW379378; Hs.356289; protein tyrosine phosphatase, receptor t none,rtone; 4.63; 6.62 

427333; AF067797; Hs.176658; aquaporin 8; Mlf>TM=Y;SS=M; 4.63; 0.80 

431890; X17033; Hs.271985; integrin, alpha 2 (CD49B, alpha 2 subuni; vv^integnXA,F&<SAP;TM=Y;SS=M;4.58; 11.38 

428065; AI634046; Hs.157313; ESTs; lC£^20,DED,ICE_p10.lCE_p20,DED; 4.55; 4.51 

428582; BE336699; Hs.185055; BENE protein; none;TM=Y;SS=M; 4.54; 8.76 

416224; NMJJ02902; Hs.79088; reficuiocalbin 2, EF-hand calcium bindin; efhand;SS=M; 4.54; 19.57 

450056; BE047394; Hs.8208; ESTs. WeaHy similar to S71512 hypothetr. ABCJraaABCjrombrane;ig.MH^ 4.49; 10.47 

414987; AA524394; Hs.294022; hypothetical protein FU14950; SH2;TM=M;; 4.41; 7.27 
447232; AW499834; Hs.327; interieukin 10 receptor, alpha; none;TM=M;SS=M; 4.41; 10.25 
433208; AW002834; Hs.24095; ESTs; arf,Ca_channeLB,SH3; 4.39; 12.14 
403208; ; ; Target Exon; lecfin_c,none; 4.37; 0.76 

440486; BE243513; Hs.7212; hypothetical protein PP1044; LRR,PAAD_DAPIN^AA,CARD ( NB-ARC;NA; NA; 4.36; 10.34 

414278; AA3301 16; Hs.355877; Human glucose transporter pseudogene; none,none; 4.35; 7.95 

424833; NMJMJ3894; Hs.153405; period (Drosophila) homotog 2; PAS;SS=M; 4.34; 6.23 

422573; AW297985;Hs.295726; integrin, alpha V (vitronecOn receptor F&GAP,integrin_Anone; 4.32; 5.85 

418721; NH_002731; Hs.87773; protein kinase. cAMP-<lependent catatyti; pkmase,pkmase_C;SS=M; 4.31; 3.09 

412330; NMJJ05100; Hs.788; A kinase (PRKA) anchor protein (gravin) ; none;TM=M;; 4.25; 1Z74 

421939; BE169531; Hs.109727; TAK1-binding protein ^ K1AA0733 protein; zf-RanBP,CUE;TM=M- 4.25; 12.54 

414774; X02419; Hs.77274; plasminogen activator, urokinase; kringle f trypsin,planLthionins;SS=M; 4.24; 6.91 

418526; BE019020; Hs.85838; solute carrier famfly 16 (inonaarboxyTic; none;TM=Y;SS=M; 4.22; 5.27 

415801; R24219; Hs.278443; Fc fragment of IgG, low affinity lib, re; ig;TM=Y;;4.16; 7.22 

417856; AW067903; Hs.82772; collagen, type XI, alpha 1; C^llagen,a)LFl,TSPN,lamiran_.G,CorA;SS=M; 4.16; 9.27 

445496; AB007860; Hs.12802; development and differentiation enhancin; SH3,ank,PHMGap;TM=M;; 4.15; 23.43 

436075; BE090176; Hs.179902; transporter-like protein; none;TM=Y;SS=M; 4.14; 3.76 

414462; BE622743; Hs.301064; arfaptin 1; none,none; 4.08; 13.43 

435730; AB020635; Hs.4984; KIAA0828 protein; AdoHcyase.TrkA-N, 2-Hacid_DH_C;TM=M;; 4.06; 9.12 

431681; AK000378; Hs.267566; hypotheticaJ protein FU20371; sugarJnTM=Y;; 4.04; 10.05 

429379, NM 014840; Hs.200598; WAA0537 gene product pkinase,Rl01 ;TM=M- 4.00; 6.35 

429061; Y14039; Hs.1 95175; CASP8 and FADD-Dke apoptosis regulator; ICE_p20,DED;TM=M;; 3.98; 5.66 

405203; ; ; NM_002086*:Homo sapiens growth factor re; SH2.SH3;TM=M;; 3.95; 17.71 

409335; NM_001502; Hs.53985; glycoprotein 2 (zymogen granule membrane; zona_pelludda;TM=M;SS=M; 3.94; 0.58 

446006; NMJJ044Q3; Hs.13530; deafness, autosomal dominant 5; none;TM=M;SS=M; 3.89; 7.59 

413899; AF083892; Hs.75608; fight junction protein 2 (zona occludens; SH3,POZ,Guanylate_kin;TM=M;; 3.84; 8.89 

438000; A1825880; Hs.5985; non-kinase Cdc42 effector protein SPEC2; none;TM=*4;; 3.83; 4.22 

418054; NMJH32318; Hs.83354; tysyl oxidase-lfte 2; SRCR.Lysyij>xidase;TM=M;SS=M; 3.81; 6.45 

450285; AW383256; Hs.24752; spectrin SH3 domain binding protein 1; SH3;TM=M;; 3.78; 8.49 

417141; U22662; Hs.347353; nuclear receptor subfarniry 1, group H, m; hormone_rec4-C4;SS=M; 3.77; 4.22 

456376; AA663904; Hs.89862; TNFRSF1 A-assoctated via death domain; dealh;TM=M;; 3.68; 4.92 

438113; AI467908; Hs.8882; ESTs; 7tm_1,none; 3.59; 1Z12 

414883; AA926960; Hs.348669; COC28 protein kinase 1; CKS^ 3.58; 10.93 

429952; AF080158; Hs.226573; Inhibitor of kappa light polypepfide gen; rjkinase,ublau]un,EmerotoxinAFW 3.57; 5.1 0 

415088; AI077288; Hs.374374; serum/glucocorticoid regulated kinase; none,none; 3.56; 4.60 
418478; U38945; Hs.1 1 74; cycTm-dependent kinase Inhibitor 2A (me; ank;; 3.55; 4.52 

448569; BE382657; Hs.21486; signal transducer and activator of trans; SH2,STAT,STAT_bind,STATj)rot;TM=M;; 3.54; ai9 

434608; M805443; Hs.179909; hypothetical protein FU22995; none;TM=M;; 3.52; 9.70 

400288; X06256; Hs.149609; integrin. alpha 5 (fibronectin receptor,; integrm_A.FG.GAP;TM=Y;; 3.45; 6,44 

445350; AF052112; Hs.12540; rysophospholipase I; abr^drolase_2;TM=M;; 3.41; 6.03 

41 B255; AW135405; Hs.37251; ESTs; pkinase.none; 3,41; 13.97 

408822; AW500715; Hs.57079; Homo sapiens cDNA FU13267 lis, done OV; PlP5K,none; 3.40; 6.97 i 

426432; AF001601; Hs,169857; paraoxonase 2; Arytesterase;TM=M;; 3.39; 11.24 

431629; AU077025; Hs.265827; interferon, alpha-indudble protein (do; none;TM=M;SS=Y; 3.39; 5.10 

414291; AI289619; Hs.13040; G protein-coupled receptor 86; 7tm_1;TM=Y;SS=M; 3.38; 10.25 

457329; AI634860; Hs.247043; type 1 tumor necrosis factor receptor sh; PeptkJase_M1;SS=M; 3.38; 13.78 

41 1125; AA151647; Hs.68877; cytochrome b-245. alpha polypeptide; none;TM=Y;SS=M; 336; 4.17 

443710; A1928136; Hs.9691; Homo sapiens cONA: FU23249 6s, done C; G*lpha,none; 3.32; 20.33 

454294; AB000734; Hs.50640; JAK binding protein; SH2;TM=M;; 3.31; 6.94 

408912; AB01 1084; Hs.48924; KIAA0512 gene product ALEX2; Armadaio_seg:TM=M;SS=M; 3.29; 3.07 

426728; NWL007118; Hs.367689; triple functional domain (PTPRF interact SH3,ig,pkinase l PH l spectrin,RhoGEF;TM=M;; 3.27; 14.90 

427202; BE272922; Hs.173936; interieukin 10 receptor, beta; TissueJac;TM=Y;SS=M; 3^4; 4.49 

413076; U10564; Hs.75188; weel (S. pombe) homolog; pkinase;TM=Mn 3^4; 12.27 

425976; C75094; Hs.334514; NG22 protein; vdtage_CLC;TM=Y;SS=M; 3.23; 13.40 

417534; NM.004998; Hs.82251; myosin IE; SH3,myosin_head 1 lQ;TM=M;; 3.21; 15^1 

458097; AW341 135; Hs.58104; ESTs; none.SH3.PID; 3.21; 734 

437928; NM_005476; Hs.5920; LJDP-N-acetvl9lucosamine-2-€p5rnerase/H-ac; hexokinasa t FGGY,ROK,Epirnerase_2;SS=^4; 3.20; a38 
425177; AF127577; Hs.155017; nuclear receptor interacting protein 1; none;SS*M; 3.19; 5.09 
416094; AW995512; Hs.225977; nuclear receptor coactivator 3; none,none; 3.18; 4.17 

453489; AA300067; Hs.102000; hypothetical protein DKFZp434N185; F5^F8_type_Cpkinase,Ets,F5_F8.type_C,pkin3se,Ets; 3.17; 7.B8 
414914; U49844; Hs.77613; ataxia telangiectasia and Rad3 related; FAT,FATC,Pl3^PI4_kinase;TM=M;; 3.16; 4.71 

412767; AA233808; Hs.286241; protein kinase. cAMP-dependent regulate; SH3,7tm_2^adherin,GPS,larninin„G,EGF,lamin^ 3.16; 
7.19 

415662; AW972481; Hs.170610; ESTs, Highly similar to G01887 MEK kinas; pkinase.none; 3.16; 7.21 
407786; AA687538; Hs.38972; tetraspan 1; trarismernbrane4;TM=Y;SS=M; 3.15; 2Z66 
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437175; AW95807B; Hs.87773; prolan kinase. cAMP-dependent, catatyti; pWnase.pWnase__C.none; 3.14; 11.72 

409270; BE090051; Hs.23120; PIST; fn3,pWnase,PDZ,DUF139;TM=Y;SS=M; 3.09; 7.81 

419591; AF09090O; Hs.91393; Homo sapiens cDNA: FU21887 fis, done H; PDZ,127;TM=M;; 3.06; 5.46 

447225; R52676; Hs. 17620; Rho-associated, coded-coil containing p; PH,pWnase,HR1,none; 3.04; 1105 

412692; AF044288; Hs.74515; aryi hydrocarbon receplor nuclear transl; HLH,PAS,PAC;TM=M,- 2.95; 1128 

409274; NM__003930; Hs.52644; SKAP55 homologue; SH3,PH;SS=M; 190; 14.62 

417707; AU0357B6; Hs.82425; adin related protein 2/3 complex, subun; none;TM=M;; 190; 1 1.00 

427045; H86504; Hs.173328; protein phosphatase 2, regulatory subunr, B56;TM=M;; 189; 6.12 

431 177; NM.003304; Hs.250687; transient receptor potential channel 1; fonJrans.ank;TM=Y;; 2.89; 6.53 

443426; AF098158; Hs.9329; chromosome 20 open reading frame 1; none;TM=M;; 2.87; 9.18 

418546; AA224827; ; gb:nc32g04.s1 NCI CGAP_Pr2 Homo sapiens ; vwa,integnn_AFG^3AP.none; 2.86; 9.94 

446658; W5B353; HsJ285123; Homo sapiens mRNA full lenglh insert cDN; NDK.PH,Oxysterol_BP;SS=M; 2.85; 14.25 

454080; AI19971 1; Hs.576; fucosidase, alpha-L- 1. tissue; AlphaJJucos;TM=M;SS=M; 1B1; 28.84 

432874; W94322; Hs.279551; melanoma inhibitory activity; SH3;TM=M;SS=Y; 2.80; 10.53 

433000; U26710; Hs.3144; Cas-Br-M (murine) ectopic retroviral tr; z^C3HC4,UBA,CbLriCbLN2,Cbl_N3;; 2.77; 10.93 

444488; AW192879; Hs.355660; ancient conserved domain protein 4; none,none; 2.77; 1158 

417904; AI75Q761 Hs.82911; protein tyrosine phosphatase type IVA, m; Y4Jhosphatase.DSPc;TM=M;; 2.76; 1178 

425204; NWL002436; Hs.1861; membrane protein, palrritoyiated 1 (55kD); SH3.POZ.Guanytate_kin;SS=M; 174; 5.71 

419262; AA834564; Hs.29131; nuclear receptor coadivator t, PAS4-C2H2.SET; 2.73; 12.50 

410793; AW581906; Hs.65392; inlersecSn 1 (SH3 domain protein); SH3 t elhand,C2,PH ( RhoGEF l M;SS=M; 173; 9.84 

446081; AA972412; Hs.13755; t-box and WD40 domain protein 2; WD40.F-box.RiDosorna1_L14;TM=M;; 2.71; 12.29 

414443; AU077268; Hs.76144; platelet-derived growth factor receptor,; ig.pkinas^TMsY;; 2.71; 10.53 

452683; A1089575; Hs.374574; progesterone membrane binding protein; homeobox.none; 169; 12.53 

423533; NMJ)14339; Hs.129751; interieuWn 17 receptor; none;TM=Y;SS=M; 2.67; 8.59 _,_«___...„ „ „ 

422627; BE336857; Hs.1 18787; transforming growth factor, beta-induced; Fasdrfm^C_tjan^BCjnembrane 1 GTP_EFrU;TM=M;SS=M; 2.67; 1122 

45391 5; AA588721; Hs.12284; ribosomal protein 144; nonej-box; 165; 6.38 

416810; AF035606; Hs.80019; programmed cell death 6; efhand;TM=M;; 161; 13.89 

439658; AA332057; Hs.6639; hypothetical protein MGC15440; none;TM=M;SS=M; 158; 10.19 

449924; W30681; Hs.146233; Homo sapiens cDNA: FU22130 hs. done H; SH3,none; 156; 19.04 

412926; AI879076; Hs .75061; macrophage myristoylated alanine-rich C ; MARCKS;SS=M; 155; 14.99 

439237; AW40B158; Hs.318893; ESTs, Weakly similar to A47582 B-cell gr; Furin-like.pkinase.topXdomain.YlP.none; 152; 14.71 

409098; AA132672; Hs,7984; pleckstrin homology, Sec7 and roiled/cot; PH.Sec7;TM=M;; 151; 14.51 

413040; AA1 93338; Hs.12321; sodium calcium exchanger Na_Ca_Ex;TM=Y;SS=M; 149; 9.28 

42207O, AF149785; Hs.111126; pituitary tumor-transforming 1 interadi; TCTP;TM=M;SS=Y; 145; 1149 

452289; BE568205; Hs.28827; mitogen-activated protein kinase kinase ; pkinase;TM=M^ 144; 6.68 

427657; AV652249; Hs.180107; polymerase (DNA directed), beta; none;TM=Mr, 143; 7.97 

446287; BE247683; Hs.14611; dual spedfidty phosphatase 11 (RNA/RNP; DSPc;SS=M; 141; 9.51 

410017; AW952426; Hs.109438; Homo sapiens done 24775 mRNA sequence; none,none; 141; 1401 

424756; AW504657; Hs.152931; lamin B recepton ERG4_ERG24,FKBP;TM=Y;; 140; 5.98 

447580; AI953360; Hs.88201; ESTs; none.none; 136; 1 1.63 

426276; AW881411; Hs.169078; hypothetical protein FU23018; hormorejec^KM;TM=M;; 134; 13.34 
424441; X14850; Hs.147097; H2A histone family, member X; histone,CBFD__NFYB__HMF;; 133; 1117 
429623; NM 005308; Hs.21 1569; G proteln-coupted receptor kinase 5; pKnase,RGS;TM=M;; 2.32; 15.80 
439865; AA280717; Hs.6727; Ras-GTPase activating protein SH3 domain; rrm,NTF2;TM=M;; 2.32; 1148 
453648; W21493; Hs.28329; hypothetical protein FU14005; none,none; 131; 13.19 
443951; F13272; Hs.356835; ferrifjn, fight polypeptide; PMP22_Ciaudin,none; 131; 8.51 
453327; AW500180; Hs.356109; tryptophanyWRNA synthetase; rrrn.vwa.F&GAP; 130; 13.02 
439256; AA322302; Hs.183302; PCTAIRE protein kinase 2; none.none; 126; 10.36 

424467; AI929392; Hs.350026; DnaJ (Hsp40) homolog, subfamily B, membe; DnaJ.pkinase,UBA,pkinase_C;SS=M; 2.26; 11.82 

426440; BE382756; Hs.169902; soiule carrier family 2 (fadfitated glu; sugarJnTM=Y;SS=M; 126; 1154 

456607; AI66019O, Hs.106070; cycRiKlependent kinase Inhibitor 1C (p5; CDI;TM=M^ 125; 13.11 

423960; AA164516; Hs.136309; SH3Kxmfcaning protein SH3aB1; SH3,none; 120; 20.05 

424058; AL1 21516; Hs.138617; thyroid hormone receptor interactor 12; HECT,WWE;TM=lvt;; 120; 13.38 

446644; NM_003272; Hs.15791; transmembrane 7 superfamiry member 1 (up; none;TM=Y;SS=M; 118; 15.68 

411218; H46440; Hs.180628; dynamin 1-like; dynarr^^.dynamin.GED^one; 118; 13.83 

414721; X90392; Hs.77091; ribosomal protein L10; Exojendo_r^s,Ribosorr^J.10<^A^ 114; 11.24 

421759; AA027968; Hs.107979; small membrane protein 1; none;TM=Y;SS=M; 114; 14.03 
416240; NMJXH981; Hs.79095; epidermal growth factor receptor pathway; efhand.DUF164;TM=M;; 113; 12.86 
435521; W23814; Hs.6361; mitc^en-acfivated protein kinase kinase ; none,none; 112; 11.08 
409340; BE174629; Hs.321130; hypothetical protein MGC2771; aajenmeases.pyridoxaLdeC.brom^ 
112; 14.05 

453064; R40334; Hs.89463; potassium large conductance catdurn-acti; noncnone; 112; 8.96 

409223; AA312572; Hs.362852; phosphofoositxie-3-kin3se, regulatory su; SH2,SH3,RhoGAP,none; 108; 11.60 

414482; S57498; Hs.76252; endotheBn receptor type A; 7tm_1;TM=Y;SS=M; 106; 14.23 

414495; W73853; Hs.355424; ESTs; pkinase^5J : 8_type_C.adh - shortnone; 105; 13.45 

450455; AL1 17424; Hs.25035; chloride intracellular channel 4; noneJNF; 105; 19.04 

449906; NM_005638; Hs.24167; synafitobrevin-fike 1; synaptobrevin 1 NTF2;TM=Yn 104; 13.34 

422112; BE540240; Hs.111783; Um1 protein; Sm,BAG;SS=M; 103; 1160 

434935; BE561824; Hs.273369; uncharacterized r^atopoieticsterrtfproge; none;TM=Mn 102; 10.52 

433427; A1816449; Hs.171889; chormephosphotransferase 1; SH2.COP-OH_P-transf;TM=M,-; 2.02; 16.87 

410850; AW362867; Hs.302738; Homo sapiens cDNA FU21425 fis. done C; Sulfate_transp,STAS,HMG_box; 102; 9.37 

440481; AA182907; Hs.7200; Homo sapiens, clone MGC:16714. mRNA, com; pkinase.RCC1;TM=M;; 102; 1131 

434545; AF 255303; Hs.1 12227; nrembrane-assodated nucleic acid binding; zf-CCCH,gpdhAteno^E1B_55K,2f-C3HC4;TM=M;; 100; 9.15 

410113; AVY995564; Hs.250824; Homo sapiens cDNA: FU23435 fis, clone H; pkinase,none; 1.99; 10.64 

414636; AL120259; Hs,76691; stannin; none;TM=M;SS=Y; 1.95; 7.72 

408176; AK001553; Hs.43436; adenylate kinase 3 alpha Eke; adenylatexlnase,none; 1.95; 14.95 

422690; AU077275; Hs.119222; suppression of bimorigenidty 13 {colon ; TPR;TM=M;; 1.94; 10.91 

427881; BE538296; Hs.323B34; cytochrome c oxidase subunit Va; none.GKAP; 1.93; 20.57 

433387; L76528; Hs.3260; preseniGn 1 (Alzheimer disease 3); PreseniTm.7tm_3 1 o»dored_.q5 - N;TM=Y;; 1.92; 1158 

453938; AF082569; Hs.36794; D^rpe cycTin-interacfing protein 1; B56;TM=Mr, 1.90; 1174 

433591 NM.004642; Hs.3436; deleted in oral cancer {mouse, homolog) ; none;TM=M;; 1 .89; 23.27 

447791; BE241859; Hs.19575; CGI-11 protein; V-ATPase_H^madnio_seg;TM=M;; 1.88; 1182 

426359; AA376409; Hs.10862; Homo sapiens cDNA* FU23313 fis. clone H; adenylateHnase.none; 1.88; 14.95 
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432650; D00860; Hs.56; phosphoribosyl pyrophosphate synthetase ; none,none; 1.B8; 12.70 

424250; AF073310; Hs.143648; insulin receptor substrate 2; PH,tRS;TM=M^ 1 .85; 19.50 

424482; BE268621; Hs. 1491 55; voltage-dependent anion channel 1; Eukj»nn;SS=M; 1.85; 11.29 

425335; BE394327; Hs.296267; foffistaUn-Gke 1; efhand,kazaI,arf,ras,7trrut;TM=M;; 1.85; 13.62 

426122; NMJKJ6925; Hs. 166975; splicing factor, arginine/seririe-rich 5; rrm;SS=M; 1.83; 10.88 

451579; AW607731; Hs.26670; Human PAC clone RP3-515N1 from 22q11^ kringle;TM=Y;SS=M; 1.83; 20.35 

428901; A1929568; Hs.145668; KtM1253proUyrq7tm_2,UPF0073,^^ 1.B3; 19.00 

453963; AA040311; Hs.28959; ESTs; pkinase^ctivin.recp^one; 1.82; 15.25 

417414; AA434589; Hs.367676; dUTP pyrophosphatase; dUTPaseJ<RAB;; 1.81; 1420 

414521; D28124; Hs.76307; neuroblastoma, suppression of tumorigeni; DAN;TM=M;SS=M; 1.81; 2229 

425356; BE244879; Hs.155939; inositol poJyphosphate-5-phosphatase, 14; Exo_endo_phos,SH2;TM=M;; 1.80; 1130 

41 7733; AL048678; Hs.82503; Rsapiens mRNA for 3UTR of unknown prat; norte;NA;NA; 1 .80; 628 

424805; AF230904; Hs. 153260; oCbWnteracfing protein; SH3;TM=M;; 1.80; 1 1.99 

420747; BE294407; Hs.99910; phosphofructokinase, platelet; PFK;TM=Ms 1.79; 25.25 

416819; U77735; Hs.80205; pim-2 oncogene; pkinase;SS=M; 1 .78; 15.25 

437708; AB033020; Hs.5801; KJAA1194 protein; LRR.Exo_endo_phos;TM=ftt; 1.77; 11.11 

439877; H39685; Hs.258730; tryptasebeta 1; pkinase;SS=M; 1.77; 21.91 

440256; U23841; Hs.18851; hypothetica! protein FU10875; none.UBA.UBX; 1.76; 12.95 

425367; BE271 188; Hs.155975; protein tyrosine phosphatase, receptor t; none;TM=M;SS=Y; 1 .76; 21.01 

414703; BE243877; Hs.374366; ATPase, Na? transporfing, beta 3 polypep; Na_K-ATPase;TM=Y;SS=M; 1.75; 20.03 

443693; AI344782; Hs.349261; DnaJ (Hsp40) homolpg, subfamily C. membe; rrm, DnaJ ,TPR;TM=NI;; 1.75; 1329 

437412; BE069288; Hs.34744; Homo sapiens mRNA; cDNA DKF2p547C1 36 (fr; ABC_lran,GTP_ERUABC_membrane ( none; 1 .75; a75 

413795; AW40B094; Hs.75545; interieuldn 4 receptor, m3,granufin;TM=M;SS=M; 1.74; 14.73 

438438; AA257992; Hs.50651; Janus kinase 1 (a protein tyrosine ldnas;pkinase,SH2^denytatekinase/ione; 1.73; 24.10 

429655; U48959; Hs.211582; myosin, light pdypepBde kinase; pWnase,fn3,rg,norie; 1.73; 31.59 

421456; AW579842; Hs.104557; hypothetical protein FU10697; zf-C2H2,DUF18,efhand,C2,Pi-PLC-Y,PI-PLC-X;TM=M;; 1.73; 16.B7 
444252; R21135; Hs.54985; ESTs; none.none; 1.71; 10.40 

442819; BE622721; Hs.284275; Homo sapiens PAK2 mRNA, complete cds; none,pkinase,PBD; 1.69; 14.02 
447918; AI129320; Hs.1 15175; ESTs, Highly similar to JC5818 gamrrcwct; pWnase,SAM,none; 1.69; 17.14 
429279; AB018271; Hs.198689; KIAA0728 protein; Myosin>1,emarid r spedrin,GAS2 t Myosin_taa; 1.68; 1421 
450440; AB024334; Hs.25001; tyrosine 3-monooxygenaseftryplophan 5-mo; 14-3-3;TM=M;; 1.67; 24.67 
413423; AU076684; Hs.75350; vincufin; Vincutin,none; 1.65; 29.28 

420972; AW814616; Hs.31431; hypothetical protein FU12171; FrudosaminJdn;SS=M; 1.65; 10.75 

416884; W60484; Hs.80350; protein phosphatase 2 (formerty 2A), cat Metatophos;SS=M; 1.63; 24.55 

436719; Y11192; Hs.5299; aldehyde dehydrogenase 5 family, member ; Ppa^m,aldedh t ubiquiBn l IRK;SS=M; 1.61; 11.20 

419223; X60111; Hs.1244; CD9 antigen (p24); transmembrane4;TM=Y;SS=M; 1.61; 14.93 

414176; BE140638; Hs.75794; EDG-2 (endothelial differentiation, tys; 7tmJ,CRC8;TM=Y;; 1.61; 8.03 

431476; BE612705; Hs.256697; hislidine triad nucleoCde-binding prole; HFT;SS=M; 1.60; 24.37 

41 2347; AW970026; Hs.73818; ubiquircrf-cytcduome c reductase hinge p; UCR„hinge,G^ipha,aif;TM=M;; 1 .59; 1 8.09 

423804; AW403448; Hs.1706; interferon-stimulated transcripfion fact; IRF,zf-C3HC4,lBR,zf-RanBP;TM=M;; 1.59; 10.99 

426552; BE297660; Hs.170328; moesin; Band 41,ERM,pldn3se,LRRLRRCT I IMM,Nud^ 1.58; 25.97 

428216; M1846B; Hs.183037; protein kinase, cAMP-dependent, regulate; cN^_binding,RIIa;SS=M; 1.56; 10.58 

421251; Z28913; Hs.102948; enigma (UM domain protein); UM,PDZ;SS=M; 1.56; 13.51 

448581; NM 002709; Hs.21537; protein phosphatase 1, catalytic subunii; none,none; 1.55; 12.33 

417098; AB017365; Hs.173859; frizzled (Drosophila) homolog 7; Frizzled,Fz,7tm_2,tQxin_2;TM=Y;SS=M; 1.55; 13.77 

437076; AA961260; Hs.5443; BCL2-associated athanogene 5; BAG T Hanta_nucleocap;TM=M;; 1.54; 10.93 

426653; AA530892; Hs.171695; dual specificity phosphatase 1; Rhodanese,DSPc,Yj>hosphatase;TM=M;; 1.54; 1 1.88 

421143; AB024535; Hs.102171; immunoglobulin superfamfly containing le; ig,LRR,LRRNT,LRRCT;TM=M;SS=M; 1.53; 23.05 

414457; AW514320; Hs.761 59; ATPase, H transporfing, lysosomal (vacuo; pWnase,ATP-synLC,none; 1 .53; 32.59 

414382; AW380339; Hs.8058; hematopoietic PBX-interading protein; M;TM=Mn 1.52; a66 

450998; BE387614; Hs.25797; splicing factor 3b. subunit4, 49kD; rrm;TM=M;; 1.52; 1 1.74 

402705; ; ; activator of S phase kinase; AhpC-TSA;TM=M;SS=M; 1.51; 26.85 

426268; AF083420; Hs.1 68913; serineAhreonine kinase 24 (Ste20, yeast; pkinase;SS=M; 1.50; 24.04 

414604; AU076649; Hs.76556; growth arrest and DNA-damage4nducib1e 3; none;TM=M;; 1.50; 14.35 

445584; AF217518; Hs.8360; PTD012 protein; none;SS=M; 1.49; 1Z00 

407232; X04526; ; gb:Human fiver mRNA for betasubunit sig; WD40;TM=M;; 1 .49; 19.32 

424206; NM_003734; Hs.198241 ; amine oxidase, copper containing 3 (vase; Cu_an^ne_owd,Cu_amne_oxidN^Cu_amine_oxidN3;TM=M;SS=^ 1.48; 13.21 
458761; AF090922; Hs.152738; mitochondrial ribosomat protein L11; ER^Iurnen_receptRibosomaLl-1 1 ,Ribosomal_L11_N;TW=Y;SS=M; 1.48; 12.50 
426340; 297989; Hs.169370; FYN oncogene related to SRC, FGR, YES; BNR,SH2 1 SH3.pkinase;TM=Y;SS=M; 1.48; 17.75 
414166; AW888941; Hs.75789; N-myc downstream regulated; DEAD,hericasej;,nm,Ndr^^ 

beta,OUF139,TPR.DSPc.tspJ,Ribosomal_S21 l rvp;TM=M;; 1.4ft 20.47 
452S16; AA05B630; Hs29759; RNA POLYMERASE I AND TRANSCRIPT RELEASE ; none;SS=M; 1.46; 12.72 
414240; AL046742; Hs.75842; dual-specificity tyrosire^hosphoryt; pkinase;SS=M; 1.45; 14.38 
420532; AA248016; Hs.194110; hypothetical protein PRO2730; pkmase,WD40;SS=M; 1.43; 13.92 
402575; ; ; Rho GTPase activating protein 1; PAP2;TM=Y;SS=M; 1,43; 13.71 
414765; X07854; Hs.77269; guanine nucleotide binding protein (G pn G-alprta,arf;TM=M,~ 1.41; 24.62 
448423; BE390905; Hs21198; translocase of outer rnhochondrial rnembr; TPR;TW=M;SS=M; 1.41; 10.70 
422587; AI879352; Hs.1 18625; hexokinase 1;hexoWnase^exokrnase2;TM=M^ 1.41; 19.31 
415995; NM_004573; Hs.35588B; phosphoTrpase C, beta 2; C2.Pl-PLC-Y,Pl-PLC-X;TM=M.- 1.40; 1121 
446108; AL036595; Hs.42322; A kinase (PRKAJ anchor protein 2; Paralemmin;TM=M;; 1.40; 13.98 
427721; AI582843; Hs.180455; RAD23 (S. cerevisiae) homolog A; ubiqui6n.UaA,integrin3;SS=M; 1.39; 15.01 
417891; W79410; Hs.82887; protein phosphatase 1, regulatory (inhfo; none;TM=M;; 1.39; 15.97 
427373: AB007972; Hs.130760; myosin phosphatase, target subunA 2; ank;TM=M;; 1.39; 14.49 
446334; U52427; Hs.14839; polymerase (RNA) II (DNA directed) polyp; 

COX8,SHMT,MlF,GST C.EF1G domaUGSTJJ,S1,Fz,Frizzled l calr^^ 
447042; AB035863; Hs.182217; succinaie-CoA Bgase, ADP-forming, beta ; rgase-CoA^TP-grasp^ip,CPSase_L_D2,GARS_B;TM=Y;SS=^ 1.37; 11.37 
427705; AI870421; Hs.180394; signal recognition particle 1 4kD (homolo; SRP14.TNFR_c5;SS=M; 1.37; 2Z05 
425969; AW576265; Hs.301763; WAA0554 protein; SH3,FCH,HR1;TM=Mn 1.37; 13.68 
433572; AL046859; Hs^407; protein kinase (cAMP-dependent catalyB; PK!;SS=M; 1.35; 1Z43 

410597; W16518; Hs.27951B; amyloid beta (A4) precursor-Eke protein; Kimitz_BPTl^4_EXTRACoprogen_oxidas;TM=Y;SS=M; 1.35; 22.54 
418424; Y13622; Hs.85087; latent transforming growth factor beta b; EGF,TB^pidertoxin,granulir^ANF_rBceptor;SS=M; 1^4; 12.09 
442603; AL035719; Hs.303091; pleckstrin homology, Sec7 and cofledAai; PH.Sec7;TM=M;; 1.34; 11.40 
418043; AW377752; Hs.83341; AXL receptor tyrosine kinase; fn3jg f pkinase;TM=Y;SS=M; 1.31; 10.79 
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439278; AF077046; Hs.6518; gangDoside expression factor 2; MAPI _lC3,ammotrarL3;TM=Mr, 1.31; 15.89 

425875; AU077333; Hs.1 60483; erythrocyte membrane protein band 7.2 (s; PBP.Band_7;TM=M;; 1.31; 17.93 

407744; AB020629; Hs.38095; ATP-bindlng cassette, sub-family A (ABC1; ABC_tran t PRK;TM=Y;SS=M; 1.29; 10.95 

420679; X57152; Hs.99853; Marin; CK_n_beta,RbnIlarifi.WD40;TM=M;; 1.29; 18.69 

427397; AI929685; Hs.177656; calmodulin 1 (phosphorylase kinase, deft; efhand.RmaAD;SS=M; 1.29; 15.68 

424661; M29551; Hs.151531; protein phosphatase 3 (formerly 2B), cat Metatlophos;TM=M;; 1.28; 13.39 

428950; BE31 1879; Hs.194673; phosphoprolein enriched in astrocytes 15; DED;TM=M^ 1.27; 11.15 

440820; AL031B46; Hs.356416; plakophln 4; none.none; 1.26; 10.65 

448153; Y10805;Hs.2O521; HMT1 (hnRNPmetriyltrareferase,S.cerevi;NusG;SS=^ 125; 1107 

447386; NM 006289; Hs. 375001; KIAA1027 protein; BandJU_LWEQ^poprotein,lRS;SS=M; 122; 10.65 

433053; BE301909; Hs.279952; glutathione S-transferase subunil 13 horn; HCC*jsomerase;TM=Nfc 1.20; 15.78 

440708; AF038962; Hs.7381; voltag dependent aruon channel 3; Eukjwrin.EnterotoxinJ^PHM^^^ „ OAO n . voe 

417069; AA442192; Hs.374980; cytochrome c oxidase subunit Vlll; (BX8,SHOT,MIF 1 GST_C,EF1G^ 
1.18; 16.91 

402559; ; ; Rho GTPase activating protein 1; PAP2;TM=Y;SS=M; 1. 16; 1 5.49 1 

426536; BE242634; Hs.2055; ubiquifin-adhrafing enzyme El (A1S9T an; ThiF, UB ACT;TM=M;; 1.14; 10.99 

428773; BE256238; Hs.193163; bridging integrator 1; BAR,SH3;SS=M; 1.14; 11.38 

406906; Z25424; ; gb:Rsapiens protein-serine/lhreorune Id; none.none; 1.13; 12.97 

443932; AW888222; Hs.9973; lensin; SH2.YVW\PID,none; 1.07; 15.41 

421995; AW583807; Hs.1460, glucagon; hormone2;SS=M; 5935; 1.61 

414998; NM 002543; Hs.77729; oxidised low density Dpoprotein (lectin; lectin_c;TM=Y;SS=M; 22.96; 4.57 

442573; H93356; Hs.7567; branched chain aminotransferase 1, cytos; arnmotran_4,none; 21.41; 1.15 

451035; AU076785; Hs.430; plastin 1 (t isoform); efhand,CH,Adaptin..N;SS=M; 19.25; 3.53 

408243; Y00787; Hs.624; fnterteuWn 8; KIH,PAS,IL8;TM=M;; 15.53; 4.34 

421340; F07783; Hs.1369; decay accelerating factor for complement sushi;SS=M; 14.84; 19.59 

422260; AA315993; Hs.105484; regenerating gene type IV; lectin_c;SS=M; 14.71; 2.89 

430280; AA361258; Hs.237868; interleukin 7 receptor; fn3,none; 14.28; 11.47 

412116; AW402166;Hs.784; Epstein-Barr virus induced gene 2 (lymph; 7tm_1;TM=Y;SS=M; 1171; 12.56 

451820; AW058357; Hs.199248; ESTs;7trnJ;TM=Y;SS=M; 10.18; 2.67 

418693; A1750878; Hs.87409; thrombospcndm 1; EGF,tspJ.vwc,TSPN,tsp_3;SS=M; 9.72; 6.94 

448105; AW591433; Hs.298241; Transmembrane protease, serine 3; lal jecepLa,trypsin;TM=Y;SS=M; 9.67; 4.06 

456266; L29073; Hs.198726; cold shock domain protein A; 7tm_2.HRM,CSD;TM=Y;SS=M; 9.62; 136 

413095; AA494359; Hs.30715; potassium voltage-gated channel, Isk-rel; none,START; 9.15; 118 

417933; X02308; Hs.82962; thymidyiate synthetase; tJiyrrrxlylaLsynLMrU^ 8.97; 5.01 

433334; A1927208; Hs231958; matrix metalloproteinase 28; Peptidase_M10,none; 8.71; 4.28 

418030; BE207573; Hs.83321; neuromedin B; Bombesin;TM=M;SS=Y; 8.38; 1.55 

433437; U20536; Hs.3280; caspase 6. apoptosis-related cysteine pr; ICGj>1 0,ICE_p20;SS=M; 131; 4.23 

449523; NM 000579; Hs.54443; chemokine (C-C motif) receptor 5; 7tmJ;TM=Y;SS=M; 8.26; 5.49 

428513; 8E220806; Hs.1 84697; Homo sapiens clone 23785 mRNA sequence; PSI,none; 8.13; 1328 

449444; AW818436; Hs.351306; solute carrier family 16 (monocarboxylic; none;TM=Y;SS=M; 7.89; 7.00 

453459; BEO47032; Hs257789; ESTs; nonenone; 7.40; 0.60 

436729; BE621807; Hs.351316; transrrembrane 4 superfamily member 1; none;TM=Y;SS=M; 7.29; 5.78 
426761; AI015709; Hs.172089; PORIMIN Pro-oncosis receptor inducing me; none;TM=Y;S&=M; 725', 7.22 

426158; NM_001982; Hs.199067; v-erb-b2 avian erythroblastic leukemia v; RjMke,pkinase,RecepJ-Jorn^ 7.13; 3.97 

419968; X04430; Hs.93913; interleukin 6 fmterferon, beta 2); IL6;SS=Y: 6.93; 3.43 

457133; M54968; Hs.351221; v-Ki-ras2Kirsten rat sarcoma 2 viral on; ras,idh;SS=M; 6.90; 2.85 

420344; BE463721; Hs.97101; putafjve G protein-coupled receptor; MethyltransL5;TM=Y;SS=M; 6.88; 3.10 

417874; BE6161 60; Hs.82829; protein tyrosine phosphatase, non-recept; Y jmosphatase;TM=Y;; 6.42; 126 

427969; NMJW1963; Hs.2230; epidermal growth factor (beta-urogastron; EGF,WI_recept_b,EB;TM=M;SS=M; 6.37; 1.07 

430396; D49742; Hs.241363; hyaluronan-bincfing protein 2; ank,ceath v ZU5,EGF,krirqte 1 try^ 5.77; 1.24 

427557; NMJX12659; Hs.179657; plasminogen activator, urokinase recepto; UPAR_LY6,ET,PLA2Jnh;SS=M; 5.71; 3.83 

418283; S79895; Hs.83942; cathepsin K(pycnodysostosis); Peptidase_C1;SS=M; 5.59; 38.68 

458471; AV648609; Hs.194240; ESTs; none^one; 5.23; 1.05 

433470; AW960564; Hs.351316; txansmernbrane 4 superfamily member 1; none;TM=Y;SS=M; 4.88; 4.60 
433293; AF007835; Hs.32417; hypothetical protein MGC4309; none;TM=M;; 4.56; 4.96 
410867; X63556; Hs.750; fibrillin 1 (Marfan syndrome); EGF,TB,wnt,EB,TIL;SS=M; 4.32; 26.87 
417512; X76534; Hs.82226; glycoprotein (transmembrane) rrmb; PKD;TM=Y;SS=M; 4.26; 9.04 

414825; X06370; Hs.77431 epidermal growth factor receptor (avian ; Furin-lfl«,pWnase,Recep„Ljk)rnain;TM=M;SS=M; 3.94; 1.16 

439180- A1393742; Hs.199067; v-erb-b2 avian erythroblastic leukemia v; Furin4fee,pWnase,f^pJ^domain,FOT^^ 3.76; 121 

419508; AW997938; Hs.90786; ATP-binding cassette, sub-family C (CFTR; ABC_tranABC_membrane;TM=Y;SS=M; 3.47; 2.24 
419749; X73608; Hs.93029; sparcrosteonecfin, cwcv and kazaUike d; kazal.myroglobulrnJ;SS=M; 3.37; 7.10 
436576; A1458213; Hs.77542; ESTs; 7tmJ,DnaJ; ai5; 3.27 
428093; AW594505; Hs.104830; ESTs; nonejone; 181; 3.40 

459583; A1674906; Hs.199460; gbrwc73f01x1 NCJ_CGAP_Pan1 Homo sapiens; none;TM=Y;; 177; 1.36 
414443; AU077268; Hs.76144; plateleWerived growth factor receptor,; ig,pkinase;TM=Y;; 2.71; 10.53 
430451; AA836472; Hs.297939; cathepsin B; Pep6dase_C1,pro^lsomerase;SS=M; 128; 14.59 

428953; AA306610; Hs.348183; tumor necrosis factor receptor superfami; 60s_nTwsomal.Ribosornal_L10 l TNFK_c6,DEADn 121; 6.33 
435496; AW840171; Hs.265398; PAR-6 beta; none,none; 117; 100 

418641; BE243136; Hs.86947; a disintegrin and metalloproteinase doma; disintegrin,Reprorysin ( Pep_M12B_propep t EGF;TM=Y;^ 1.91; 13.06 

414521; D28124; Hs.76307; neuroblastoma, suppression of tumongeni; DAN;TM=M;SS=M; 1.81; 2129 

419452; U33635; Hs.90571 PTK7 protein tyrosine kinase 7; ig,pkinase;TM=Y;SS=M; 1.52; 8.40 

452795; AW392555; Hs.18878; hypothetical protein FU21620; 20G-Fetl_Oxy;TM=M;; 1.49; 329 

432199; A1693815; Hs.127179; cryptic gene; none;TM=M;SS=M; 1 23; 1.60 

453966; BE148734; Hs.63325; transmembrane protease, serine 4; trypsinJdLrecepta.none; 1.00; 3.92 

445418; AW139377; Hs.127179; cryptic gene; none,none; 1.00; 2.45 

451106; BE382701; Hs.25960; M-MYC oncogene; HLH,Myc_N_term;TM=M;; 1.00; 1.87 

447993; AW139525; Hs.170362; ESTs; none.none; 1.00; 1.30 

TABLE 42B 



Pkey: Unique Eos probeset identifier number 
CAT number. Gene cluster number 
Accession: Genbank accession numbers 
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Pkey CAT Number Accession 

406685 0.0 M18728 

414087 1632850J W19712BE247277 

400151 9575.21 BC006850 U07418 KM.000249 U07343 AL574783 BI090482 BG684481 AA385302 BG196167 BI091720 BG195132 A1680106 A1457552 AA402478 

BG249688AA347119BG755996BG822578 
418546 242836J T59708 AA224827 T59843 BE 156903 

TABl£42C 

Pkey: Unique number corresponding to an Eos probeset 

Ref. Sequence source. The 7 digit numbers in this column are Genbank Identifier (GQ numbers. Dunham Lei at" refers to the pubGcaSon entitled The DMA 

sequence of human chromosome 22." Dunham I. etal., Mature ( 1 999) 402:489-495. 
Strand: Indicates DNA strand from which exorts were predicted. 
NLpcsifion: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposition 


406399 


9256288 


Minus 


63448-63554 


405102 


8076881 


Minus 


120922-121296 


403344 


8569726 


Plus 


70823-70990 


405555 


1552511 


Plus 


153405-153564.154623-154876.155272-1554O 


405556 


1552511 


Plus 


163497-163623.164715-164958,165369-16550 


405204 


7230116 


Pius 


125569-126754 


406366 


9256126 


Minus 


10639-10800,10890-11023.11113-11293 


40C539 


7574902 


Ptus 


8559-8721 


403208 


7630829 


Minus 


147706-147903,148657-148804 


405203 


7230116 


Pius 


125295-125463 


402705 


8782736 


Plus 


89961-90114,90773-90895,91131-91261 


402575 


9884830 


Minus 


109742-109883 


402559 


9864273 


Pius 


33539-33715 



TABLE 43A: 43 genes upregulated in pancreatic cancer relative to norma) body tissues 

Table 43A lists about 43 genes upregulated in pancreatic cancer relative to normal body tissues that are likery to encode proteins parficularty useful far diagnostic or prognostic 
applications. These genes were selected from 59680 probesets on the Eos/Affymetrix Hu03 Genechip array. Gene expression data for each probeset obtained from this analysis 
was expressed as average intensity (At), a normalized value reflecting the relative level of mRNA expression. The protein products of these genes often contain one or more domains 
indicative of have oncogenic function or of transducing intracellular signals, or of being modulatabte by small molecules, peptides, or antibodies (eg. pkinase, death-domain, 7tm, 
phosphatase, or ionjtransporter). Certain predicted protein domains are noted. 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar accession number, GenBank accession number 

UniGenelD: UnJGene number 

Pred.Prot Domains: Certain predicted protein domains. Abbreviations used: TM, transmembrane domain; SS, signal sequence; =Y, very likely to contain; =M, fikely to contain; other 

protein domain abbreviations are from PFAM {Nucleic Acids Research, 2002, 30:276-280). 
UrriGene Title: UniGene gene title 

R1 90th percentile of pancreatic <^er Ate divided by the 50th rjen^ntfe of normal tissue Als 

R2 90th percentile of pancreatic cancer Als divided by the 90lh percentile of normal pancreas Ats, where the 1 5th percentile of all norma) tissue Als was subtracted 

from both the numerator and denominator 

Pkey; ExAccn; UnigenelD; Unigene Title; PredProt Domains; R1; R2 



446619; AU076643; Hs.313; secreted phosphoprotein 1 (osteoponrjn, ; Osteoponfjn;SS=M; 44.95; 2.17 

421552; AF026692; Hs.105700; secreted frizzled-related protein 4; Fz,NTR;SS=M; 35.40; 29.13 

411274; NMJJ02776; Hs.69423; kaffikrein 10; trypsin;TM=Mn 30.10; 13.59 

446921;AB012113;Hs.1653O; small inducible cytokme subfamily A (Cy; IL8;SS=Y; 29.33; 16.08 

413719; BE439580; Hs.75498; small inducible cytokine subfamily A (Cy; IL8;SS=M; 24.64; 7.21 

452281; T93500; HS.2B792; Homo sapiens cDNA FU11041 fis. clone PU TGFbjjropeptjde,TGF-beta,none; 23.81; 1 0.74 

407811; AW190902; Hs.40098; cysteine knolsuperfamiiy 1. BMP antagon; TGF-beta,DAN;SS=Y; 22.33; 10.20 

404682; ; ; C9001188*:gi|12738842|ref|NP.073725.1j p; none;TM=M; 17.72; 1.40 

413554; AA319146; Hs.75426; secretogranin II (chromogranin C); Granin;TM=M;SS=Y; 17.36; 201 

428392; H10233; Hs.2265; secretory granule, neuroendocrine protei; none;TM=M;SS=M; 16.82; 1.70 

408243; Y007B7; Hs.624; interteukin 8; HLH,PAS.IL8;TM=M;; 1 5.53; 4.34 

419216; AU076718; Hs.164021; small inducfcle cytokine subfamily B (Cy. IL8;SS=M; 15.40; 3.70 

428242; H55709; rte^250; leukemia inhibitory factor (choEnergic ; UF_OSM;SS=M; 14.85; 6.58 

421340; F07783; Hs.1369; decay accelerating factor for complement; sushi;SS=M; 14.84; 19.59 

409757; NM.001898; Hs.123114; cystaBn SN; cystatin;SS=M; 14.61; 12.75 

425071; NMJH3989; Hs.154424; deiodinase, iodolhyronine, type It; T4_deiodinase;TM=M;SS=Y; 14.35; 17.22 
414812; X72755; Hs.77367; monokine induced by gamma interferon; IL8;TM=M;SS=Y; 13.B1; 7.69 
409420; Z15008; Hs.54451; laminin, gamma 2 (nicein (100kD), kafinr, laminm_B,laminin_EGF;SS=M; 13.05; 7.72 
432596; AJ224741; Hs.278461; matrirm 3; EGF,vwa;SS=M; 1280; 9.91 

422109; S73265; Hs.1473; gastrhweleasing peptide; Bombesin, Defensin _propep;TM=M;SS=M; 1279; 4.69 

421379; Y15221; Hs.103982; small inducible cytokine subfamily B (Cy; IL8;TM=M;SS=Y; 11.36; 222 

429547; AW009166; Hs.99376; FGENESH predicted novel secreted protein; none,none; 10.25; 5.62 

422424; A1186431; Hs.295638; prostate difterentiafion factor; TGF-beta;SS=M; 9.96; 1.88 

428505; AL035461; Hs.2281; drorogranin B (secretogranin 1); Granin;SS=M; 9.40; 3.46 

409956; AW103364; Hs.727; inhib'm, beta A (activin A, acfivin AB a; TGF-beta,TGFbj}ropeptide,Tub;SS=M; 9.19; 16.46 

418030; BE207573; Hs.83321; neuromedin B;8ombesm;TM=M;SS=Y; 8.38; 1.55 

452401; NM.0071 15; Hs.29352; tumor necrosis factor, alpha-induced pro; XEnk,CUB;SS=M; 7.46; 4.96 
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421582; AI910275; Hs.350470; trefoil factor 1 (breast cancer, estroge; trefoB.Gastrin;SS=M; 7.08; 21 .61 

423S34; AW959908; Hs.1690; heparin-binding growth factor binding pr. norte;TM=M;SS=M; 5.78; 12.19 

428486; AW583497; Hs.184604; pancreatic polypeptide; hormone3;TM=W;SS=Y; 6.29; 3.51 

443646; AI085198; Hs.164226; ESTs; EGF,tspJ.vwc,TSPN.tsp_3,none; 6.17; 4.25 

457489; AI693B15; Hs.127179; cryptic gene; none;TM=M;SS=M; 5.19; 2.79 

450983; AA305384; Hs.25740; EROI (S. cerevisiaeHike; none;SS=M; 5.01; 7.43 

422867; L32137; Hs. 1584; carfBage oBgomeric matrix protein Ipse; tsp_3.EGF;SS=M; W ^9.40 

426322; J05068; Hs.2012; transcobaiamin I (vitamin B12 binding pn Coba1aminJ)ind;SS=M; A71; ; 11.74 

414774; X02419; Hs.77274; plasminogen activator, urokinase; taingle,trypsin.planUhtoins;SS=M; 4.24; 6.91 

428758; AA433988; Hs.98502; CA125 antigen; mucin 16; SEA;TM=Y;; 3.52; 8.43 

422048; NMJJ12445; Hs.288126; spondin 2, extracellular matrix protein; tsp_1;TM=M;SS=M; 3.45; 7.69 

424687; J05070; Hs.151738; matrix rrietaltoproteinase 9 (getatinase B; frt2,hemopexin 1 Pepfidase_NI10;SS=M; 3.43; 10.J7 

417931; W95642; Hs.82981; trefoS factor 3 (intestinal); trefoil;SS=M; 238; 9.65 

445417- AK001058- Hs 1268a, Homo sapiens cDNA FU1019S fis, done HE; tspJ,Reprdysin,Pep_M12Bj)ropep,none; 2.97; 5.74 . 
432874; W94322; Hs.279651; melanoma inhibitory activity; SH3;TM=M;SS=Y; 2.80; 10.53 
431462; AW5B3672; Hs.25631 1; granin^ke neuroendocrine peptide precu; none,none; Z70; 1.99 

TABLE 43C 

sequence of human chromosome 22.* Dunham I. et aU Nature (1999) 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposifion: Indicates nucleolide positions of predicted exons. 

Pkey Ref Strand NLposition 

404682 9797231 Minus 40977-41150 



TABLE 44A: 754 GENES UP-REGULATED IN RHEUMATOID ARTHRITIS COMPARED TO NORMAL BODY 

Table 44A lists about 754 genes up-regulated in rheumatoid arthritis. These were selected from 35403 probesets on the AffymetrixTEos Hu01 GeneChip. 



Pkey: Unique Eos p 

ExAccn: Exemplar Accession number, Genbank accession number 
UrigenelD: Unigene number 
Unigene Trite: Unigene gene title 



Pkey 


ExAccn ■ 


UnigenelD 


100042 


M10098 




101577 


M34353 


Hs.1041 


103353 


X89399 


Hs.1 19274 


104743 


AA021157 


Hs.33619 


104996 


AA1 12307 


Hs.105894 


105437 


AA252191 


Hs^5199 


10825B 


AA063269 




109086 


AA166695 


Hs.270737 


109279 


AA196625 


Hs^soao 


109779 


F10527 


Hs.3353 


111794 


R32647 


Hs.23545 


112531 


R69798 


Hs.29036 


112784 


R96306 


Hs.191290 


113293 


T67026 


Hs.187403 


115416 


AA283893 


Hs.337079 


11654B 


D20433 




116565 


D45533 


Hs.129691 


118104 


N55332 


Hs.39785 


119243 


T12603 




119336 


T55340 


Hs.208238 


120101 


W95414 


Hs.55497 


120715 


AA292700 




120872 


AA357993 


Hs.96996 


121010 


AA398355 


Hs.97330 


121509 


AA412092 


Hs.97888 


121722 


AA419482 


Hs.98874 


122265 


AA436838 


Hs.9B906 


123206 


AA4896B1 


Hs.102248 


123490 


AA599723 




12419B 


H53099 


Hs.198271 


124294 


H90573 


Hs.102298 


125067 


T86429 


Hs.1 11725 


125153 


W38294 




125330 


AA401804 


Hs.1 14574 


125335 


TB6620 


Hs.16230 


125361 


T90348 


HS.1B3404 


125439 


AA826305 




125535 


R17430 


Hs.22215 


125583 


R22272 


Hs.86022 


125590 


R23858 


Hs.143375 


125742 


H81181 


Hs.261023 



Unigene Title 

AFFX control - HUMRGEVM1 0098 J 
v-ros avian UR2 sarcoma virus oncogene h 
RAS p21 protein activator (GTPase activa 
Homo sapiens cDNA RJ20096 fis, clone CO 
hypotheUcal protein FU21 91 9 
hypothetical protein 

gb:zmO2a09.s1 Stratagene corneal stroma 
tumor necrosis factor (figand) superfarrri 
ESTs 

beta-1 ,3-glucuronyllransferase 1 (giucur 

ESTs 

ESTs 

ESTs 

ESTS 

ESTs 

gb:HUMGS01407 Human promyetocyle Homo sa 

hypothetical protein FU21 603 

ESTs 

gb:CHR90123 Oiromosome 9 exon II Homo sa 

ESTs 

EST 

gb:zs59a06.s1 NCLCGAP_GCB1 Homo sapiens 

ESTs 

ESTs 

ESTs 

similar to profine-rich protein 48 
EST 

Homo sapiens cDNA: FU22105 fis, done H 
gb:ag1 1c07.s1 Gessler Wilms tumor Homo s 
NADH dehydrogenase (ubiquinone) 1 alpha 
EST 
ESTs 

ESTs 

hypothetical protein FU2061 9 
ESTs 

gb:PMO-LTOQ17-03129WX)1-c07 LT0017 Homo 

secretogranin 111 

ESTs 

Homo sapiens, done IMAGE:3840937, mRNA, 
hypolheCcal protein FU2095B 
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25795 
25858 
25665 
126039 
125143 
128177 
2S219 
126221 
26262 
26277 
26292 
26293 
26353 
126556 
26559 



26616 
26628 
26S36 
26861 



127017 
27049 
27209 
27331 
27357 
I27368 
27374 
I27429 
I27490 
I27502 
I27647 
27650 
27676 
27746 
127812 
I27B24 
27933 
28006 
28011 
28038 
28058 
128199 
128308 
128389 
128410 
129199 
I30998 
134409 
34576 
134644 
00262 
00676 
00704 
00787 
00873 
00943 
00996 
01046 
101371 
01461 
101697 
101909 
102199 
I02275 
02295 
102319 
1 02383 
I02470 
I02544 
I02649 
I02798 
I02804 
102851 
102852 



T98190 

HI 1549 

H12876 

AA160575 

M29315 

H93164 

N3S358 

A1248169 

C75147 

N39132 

AA491328 

Z18870 

AI243114 

AA491325 

R15866 

W87435 

AA3485B1 

AI357886 

AA001527 

AA742428 

AA215510 

AA740146 

AA235966 

AA305023 

F20186 

AA452788 

AA434362 

AA448728 

AA961490 

W52891 

M614422 

A1087279 

AA873776 

D31237 

AI239495 

AA749094 

AI208365 

AA811102 

AA058693 

A1347067 

AA868782 

AI126617 

AI073548 

AI079496 

AI142639 

AA452788 

H90914 

C00810 

AA281600 

AA194724 

S83308 

D38500 

HG3044-HT3742 
HG3242-HT3419 
HG3872-HT4142 
HG4333-HT4603 
HG8804TO80 
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M22430 
M64358 
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U34587 
U40622 
U49835 
U57721 
U68133 



103262 
103484 
103559 
103658 
03719 
03876 



U89942 

VM532 

V00571 

X00368 

X78565 

Y08374 

Z19585 

Z74615 

AA054109 

AA226865 

AA248870 



Hs.7756 

Hs.31055 

Hs.283078 

Hs.181102 

Hs.266331 

Hs. 129750 

Hs. 2934 83 

Hs.172955 

Hs.143764 

Hs.15441 

Hs.248121 

Hs.94031 

Hs.112227 

Hs.170263 

Hs.186802 

Hs.134605 

Hs.170994 

Hs.144432 
Hs.191650 
Hs.251946 
Hs^91811 
Hs.81964 



Hs.193326 

Hs.312110 

Hs.293751 

Hs.7278 

Hs.183502 

Hs.148410 

Hs.261957 

Hs.279938 

Hs.120189 

Hs.291434 

Hs.127811 

Hs.303581 

Hs.129908 

Hs.124636 

Hs,137024 

Hs.132449 

Hs.164597 

Hs.134169 

Hs.146662 

Hs.200332 
Hs^93981 
Hs.164915 
Hs^24137 
Hs.87224 
Hs378468 
Hs^87820 
Hs.166110 
Hsl302063 
Hs.173S4 

Hs.14623 

HsJ6989 
Hs.76422 



Hs.79914 
Hs.17752 
Hs.168052 
Hs.66578 
Hs.150930 
Hs.154138 
Hs.169139 



Hs.83354 
Hs.93907 
Hs.75294 

Hs.289114 

Hs.75184 

Hs.75774 

Hs.172928 

Hs.4273 

Hs.8203 

Hs^5058 



proteasome (prosoma, macropain) 26S subu 

ESTs 

hOAT4 

p30 DBC protein 
hypothetical protein MGC4595 
hypothetical protein FU10546 
ESTs, Weakly similar to similar to C. el 
ESTs 

ESTs. Weakly similar to unknown (Rsapi 

Crm (Cramped Drosophila)-tike 

gbaa65d09j1 NQ_CGAP_GCB1 Homo sapiens 

G protein-coupled receptor 22 

ESTs 

membrane-associated nucleic acid binding 
tumor protein p53-binojng protein, 1 
ESTs ■ 
ESTs 

hypothetical protein MGC10946 
gb:zf55g09.r1 Scares refina N2b4HR Homo 
ESTs 
ESTs 

pory{A)-binding protein, cytoplasmic U 
ESTs 

SEC24 (S. cerevisiae) related gene famil 

gb:HSPD05873 HM3 Homo sapiens cDNA clone 

gb2v80d10.r1 Scares jDtalJeius_Nb2HF8_. 

fibroblast growth factor receptor-Eke 1 

ESTs. WeaWy similar to 138022 hypothet 

ESTs, Moderately simflar to TPTE^HUMAM P 

cryptochrome 2 (photolyase-fike) 

ESTs 

ESTs 

ESTs 

HSPC067 prolan 

ESTs 

ESTs 

ESTs 

ESTs, Moderately similar to ALU INHUMAN A 

K1AA0591 protein 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

gbzv80d10.r1 SoaresJotalJetus_Nb2HF8_ 
hypothetical protein FU20651 
guanine nucleotide binding protein (G or 
small nuclear RNA activating complex, p 
hypothetical protein 
SRY (sex determining region Y)-box 5 
postmeiotic segregation increased 2-lfce 
fibronectinl 

calcium channel, voltage-dependent, atph 
imrrnmoglobufm heavy constant mu 
zinc finger protein 79 (pT7) 
gb:PM0-SN0019.28030(WK)1-O11 SN0019 Homo 
interferon, garrura-indudbte protein 30 

coagulation factor VII (serum prothrombi 
phosphoDpase A2, group IIA (platelets, 
gb:Hirman rhom-3 gene, exon. 

honican 

phosphatittyserine-srjecific phospholipas 
WAA0421 protein 

corticotropin releasing hormone receptor 
X-ray repair complemenBng defective rep 
chiGnase 3-Eke 2 

kynureninase (l-kynurenlne hydrolase) 
gb:U68133 Human ceO Rne PO-06A Homo s 
gb:Human endogenous retrovirus H proteas 
tysyl o»dase-6ke 2 
interferon, alpha 14 
corticotropin releasing hormone 
gb:Human prolactin gene 5* region, 
hexabrachion (tenasdn C, cytotactin) 
chifinase 3-tike 1 (cartilage glycc prate 
thrombospomfm 4 
collagen, type I, alpha 1 
hypothetical protein FU13159 
endomembrane protein emp70 precursor tso 
EH-domain containing 4 
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107882 
108005 
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108115 
108214 
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108409 
108436 
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108763 
108852 
108931 
108976 
109026 
109170 
109303 
109326 
109345 
109404 
109473 
109725 
109794 



AA249437 
AA3138B0 
AA397529 
AB000221 
H41895 
H53555 



R60100 
R81267 
AA004701 
AAQ07633 
AA009832 
AA017254 
AA034111 
AA047437 
AA053348 
AA058532 
AA136532 
AA151B72 
AA195660 
AA233926 
AA280687 
AA291012 
AA302657 
AA347964 
AA400292 
AA400490 
AA4O0766 
AA418046 
AA418909 
AA419609 
AA423987 
AA436186 
AA449199 
AA460936 
M465657 
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109896 
109918 
109950 
110078 
110182 
110213 
110310 
110354 
110413 
110422 
110433 



AA500152 

AA621169 

C20974 

D59299 

W74158 

AA001903 

AA005039 

AA019433 

AA020781 

AA021057 

AA024687 

AA025630 

AA037769 

AA045961 

AA047291 

AA058661 

AA074885 

AA075578 

AA078801 

M101983 

M102553 

AA127539 

M133131 

AA147186 

AA151480 

M157811 

AA180352 

AA206126 

AA210719 

AA213774 

AA224594 

AA233151 

F10003 

F10684 

H00615 

H04794 

H05641 

H08200 

H15054 

H20402 

H23216 

H38209 

H41280 

H4B124 

H48467 

H49425 



HS.317403 

Hs.99872 

Hs.58297 

Hs.16530 

Hs.144164 

Hs.36790 

Hs.132909 

Hs.323817 

Hs.98640 

Hs.18978 

Hs^0010 

Hs.34500 

Hs.32794 

Hs.124187 

Hs.22988 

Hs.339699 

Hs.28774 

Hs.29475 

Hs.87016 

Hs.7882 

Hs.52620 

Hs.4069 

Hs.37617 

Hs.192028 

Hs,269873 

Hs.81988 

Hs.334907 

Hs.30512 

Hs.35124 

Hs-169333 

Hs.170121 

Hs.7567 

Hs.30662 

Hs.21342 

Hs^7056 

Hs.29205 

Hs.32425 

Hs.29419 

Hs.B687 

Hs.12114 

Hs.34727 

Hs.103189 

Hs.59962 

Hs.60171 

Hs.285803 

Hs.60847 

Hs.60836 

Hs.61208 

Hs.231967 

Hs.194293 

Hs.184029 

Hs.165216 

Hs.60764 

Hs.67726 



Hs.283022 
Hs.334337 
Hs.281397 



Hs.91202 
Hs.191472 



Hs.203396 

Hs.B6941 

Hs.81796 

Hs.79658 

Hs.23687 

Hs.170044 

Hs.30489 

Hs^16701 

Hs.258770 

Hs.318773 

Hs.31746 

Hs.86905 

Hs.32728 

HS.225B6 

Hs.279454 

Hs.36094 

Hs^01D62 



hypolheUcal prolan MGC2744 
fetal Alzheimer antigen 
CULB protein 

small inducible cytokine subfamily A (Cy 
ESTs, Moderately similar to ALU8.HUMAN A 
ESTs, WeaHy similar to putafive p1 50 (H 
ESTs 

OKFZP547E1010 protein 

hypothetical protein FU21069 

Homo sapiens cDNA: FU22822 fis, done K 

ESTs 

ESTs 

ESTs 

ESTs 

Homo sapiens done IMAGE:451939, mRNA se 

growth differentiation factor 11 

ESTs, Weakty simaar to I38022 hypotheii 

ESTs 

hypothetical protein FU22938 
ESTs 

tntegnn, beta 8 

glucocorticoid modulatory element bindin 
ESTs. Weakly simBar to A53933 myosin I 
ESTs 

Homo sapiens done IMAGB297403, mRNA se 
disabled (Drosophila) homoiog 2 (mitogen 
Homo sapiens, done MGC:17333, mRNA, com 
Homo sapiens mRNA for KIAA0556 protein, 
ESTs 

hypothetical protein DKFZp761E2110 
protein tyrosine phosphatase, receptor t 
Homo sapiens cDNA: FU21962 fis, clone H 
ESTs 
ESTs 

K1AA1284 protein 

alpha Integrm binding protein 63 

ESTs 

ESTs 

ESTs 

van'm 1 

ESTs, Moderately similar to I38759 zinc 



ESTs 

Homo sapiens cDNAFU 10674 fe. dene NT 

ESTs 

ESTs 

ESTs 

ALL1 fused gene from 5q31 

ESTs, WeaWy similar to 154374 gene NF2 

hypothetical protein DKFZp761A052 

ESTs 

ESTs 

macrophage receptor with cdlagenous str 
gb:zm88h03.r1 Stratagene ovarian cancer 
gb3m94a09.s1 Stratagene colon HT29 (937 
triggering receptor expressed on myeloid 
ESTs 



gb2m25d03.s1 Stratagene pancreas (93720 
gb2o3Bd0Ul Stratagene endothelial eel 
ESTs 

gbzo35d07.s1 Stratagene colon (937204) 
ESTs, Weakly similar to ALU 1 .HUMAN ALU 
ESTs 

gb:zr88e04.s1 NC1_CGAP_GCB1 Homo sapiens 

ESTs 

ESTs 

ESTs 

casein kinase l.epsilon 

ESTs 

ESTs 

ESTs 

Homo sapiens mRNA; cDNA DKFZp564l0816 (f 
ESTs, WeaWy similar to 2004399A chromos 
WAA1836 protein 

hypothetical protein OKFZp547F072 

ATPase, H+ transporting, lysosomal (vacu 

EST 

ESTs 

ESTs 

EST 

UDP^-acetyl^ha-r^alactosamine:poryp 
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110434 


H49446 


Hs .26299 


ESTs 


110553 


H58934 




■ COlS 


110750 


N20522 


Ks-ouyo 1 - 


to IS 


110627 


N30077 


Hs.1 4855 




110829 


N30198 


Hs.^obZb 


CCTe 
CoiS 


110917 


N46363 


Hs.5170 


ESTs 


111100 


N62522 


ml. oriiicn 


BCM-Gke membrane protein precursor 


111112 


N53281 


HS.JMt>£ 


CO IS 


111179 


N67239 


HS.lU/bO 


asporin (LRR class 1) 


111185 


N67551 


Hs.12844 


b(jMtxe-oorriam, rnuiupie 0 


111223 


N68921 


Hs.334838 


KIAA1865 protein 


111275 


N70970 


Hs.35006 


CblS 


111443 


R01901 




gb:Homo sapiens endogenous retrovirus W 


111573 


R10305 


Hs.185683 


ESTs 


111590 


R11157 


Hs.75425 


ubiquitin associated protein 


111671 


R19368 


Hs.229084 


Homo sapiens cDNA FU1 1666 6s, clone H 


111732 


R25153 


Hs.163813 


ESTs 


111809 


R33616 


Hs.24688 


EST 


111B29 


R36070 




goLnorno sapiens tuu lengw msen cuna 


111944 


R40606 


Hs.21263 


suppressor of potassium transport defect 


112015 


R42836 


Hs.23198 


ESTs 


112023 


R43020 


Hs.236223 


EST 


112055 


R43621 


Hs.26139 


ESTs 


112334 


R56239 


Hs.205469 


CCTV Mb^Uu rlr^n-*- fn Al 1 IC lit IMAM Al 1 1 C 

to I s, weawy similar to ALUo_nUMAN alu o 


112340 


R55602 


Hs.8904 


Ig superfamiry protein 


112353 


R58985 


Hs.26613 


Homo sapiens mRNA; cUNA uw-ipooor i iio (f 


1124B7 


R65706 , 




gb:yi16g12x1 Scares placenta ND2HP Homo 


112478 


R66067 


Hs.28664 


ESTs 


112533 


R69886 




gb:yi47fD3.s1 Soares placenta ND2HP Homo 


112588 


R77302 




gbyi75h08.s1 Soares placenta Nb2HP Homo 


112595, 


R77763 


Hs.22404 


protease, serine, 12 (neuro trypsin, moto 


112676 


R86976 


Hs.34060 


ESTs 


112744 


R93206 


Hs.293762 


ESTs, Weakly similar to 138022 hypotneiJ 


112777 


R95869 


Hs.35467 


EST 


112817 


R98491 


Hs.14584 


ESTs 


11302 


T09262 


Hs.1 29190 


Human DMA sequence from clone RP5-104661 


113009 


T23699 


Hs.7246 


ESTs 


113151 


T51620 


Hs.9326 


EST 


113297 


T67161 


Hs.13059 


ESTs 


113398 


T82280 


1 1 A7A4 £ 

Hs.87016 


hypothetical protein RJ22938 


113484 


T87795 


Hs.1 87543 


ESTs . 


113769 


U55966 


Hs.22985 


a]pna2,8-slaryfti3nsrerase 


113794 


W37382 


Hs.1 1090 


membrane-spanning 4-domains, subfamily A 


113971 


W86760 


Hs.269172 


ESTs 


114066 


238152 


Hs.26920 


ESTs 


114178 


Z39063 


Hs.17930 


chromosome 6 open reading frame 11 


114206 


Z39294 


Hs.27339 


EST 


114371 


Z41835 


Hs.27810 


ESTs 


114428 


AA017130 


Hs.84790 


KIAAQ225 protein 


114465 


AA026970 


Hs.135150 


lung type-l cell membrane-associated gly 


114625 


AA084362 




gb:zn05b10.r1 Stratagene hNT neuron {937 


114862 


AA235174 


Hs.106432 


Homo sapiens cONA FU13410 fis, clone PL 


11490B 


AA236545 


Hs.54973 


cadherin-Bke protein VR20 


114973 


AA250845 


Hs.87762 


ESTs 


115009 


AA251561 


Hs.48689 


ESTs 


115055 


AA253005 


Hs.61753 


ESTs 


115098 


AA256161 


Hs.1 61729 


ESTs 


115321 


AA280805 


Hs.1 91 540 


ESTs 


1153B5 


AA282540 


Hs.1 09694 


KIAA1451 protein 


115^66 


AA287008 


Hs285655 


ESTs 


115479 


AA287596 


Hs.278188 


ESTs, Moderately similar to 154374 gene 


115663 * 


AA405838 


Hs.40507 


ESTs 


115689 


M410645 


Hs.1 99014 


ESTs, Moderately similar to ALU7_HuMAN A 


115748 


AA418B35 


1 1 ^ AAAAA 

Hs.90286 


ESTs 


115810 


AA426026 


Hs.1 87615 


ESTs 


115827 


AA427890 


Hs.83583 


actin related protein 2(3 complex, subun 


115881 


AA435577 


Hs.1 84942 


G protein-coupled receptor 64 


116148 


AA460708 


ti_ coonc 
Hs.DZBub 


nypoinetjcai protein ru 14S34 


116257 


AA481493 


Hs.88537 


ESTs 


116365 


AA521080 


Hs.46765 


ESTs 


116941 


n/ /o3o 


Ue '307X0 


to IS 


116982 


HB1933 


Hs.312582 


ESTs 


116995 


H83928 




gbrys64b03^1 Soares retina N2b4HR Homo 


116997 


H84214 


Hs.40594 


ESTs 


117016 


K87171 


Hs.52170 


ESTs 


117097 


H93508 


Hs.41919 


EST 


117101 


H94043 


Hs.24341 


transcriptional co-acuValor with PDZ-H 


117238 


N20815 


Hs.173337 


ESTs 


117303 


N22776 


Hs^64079 


ESTs 


117399 


N26480 


Hs.43805 


lipoma HMQC fusion partner-like 3 


117503 


N31963 


Hs.44286 


ESTs 


117544 


N33222 


Hs.44451 


• ESTs 


117594 


N34929 


Hs.171984 


ESTs 
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117653 
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117766 
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118074 
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118151 

118270 

118291 

118358 

118383 

118412 

118433 

118600 

118641 

118643 

118695 

118915 
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119105 
119154 
119241 
119269 
119310 
119345 
119353 
119390 
119423 
119428 
119529 
119795 
119817 
119B31 
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120039 
120256 
120284 
120350 
120379 
120383 
120420 
120437 
120461 
120594 
120611 
120526 
120696 
120747 
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120752 
120851 
120866 
120949 
120996 
121038 
121055 
121057 
121071 
121082 
121172 
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121354 
121393 
121399 
121479 
121498 
121704 
121736 
122198 
122220 
122250 
122279 
122286 
122330 
122338 
122355 
122590 



N36113 
N38970 
K40953 
N40976 
N47807 
N48701 
N48872 
N50101 
N51935 
N54188 
N56875 
N58276 
N62868 
N63076 
N64017 
N64529 
N64856 
N66248 
N69222 
N70298 
N70324 
N71781 
N91481 
R02591 
R27619 
R42357 
R61293 
T12559 
T16367 
T40427 
T63474 
T66867 
T89122 
T99544 
W02129 
W3B053 
W73370 
W74257 
W78050 
W86471 
W92548 
M169801 
AA182626 
AA211300 
AA227849 
AA228030 
AA236031 
AA243427 
AA251301 
AA282054 
AA284178 
AA285064 
AA291503 
AA302976 
AA303235 
AA311972 
AA349662 
AA350718 
AA397830 
AA398281 
AA398536 
AA39B658 
AA398662 
AA398678 
AA398722 
AA400013 
AA400205 
AA405384 
AA405981 
M406059 
AA411911 
AA412033 
AA418743 
AM21131 
AA435892 
AA436011 
AA436692 
M437209 
AA437259 
AA442870 
AA443311 
AA443789 
AA453264 



Hs.44789 ESTs, WeaMy simlar to B34087 hypolhet 

Hs.194214 ESTs 

u- 45Q93 EST 

g b:yy80b06.s1 Soares_mutliple.sderosis. 

Hs.45767 EST 

Hs 46523 EST 

gfcyy77a05.s1 Soaresjnulliple_sderosls_ 

Hs.301406 hypothefical protein PP3501 

S*47374 Homo sapiens cDNA FU 13551 fis. done PL 

Hs.130323 Homosapiens.clonelMAGE:3960432. mRNA 

Hs.1 43212 cystafin F (teutecystafin) 

Hs.229119 EST 

Hs.48653 ESTs 

Hs^44633 * hypothetic^ protein DKFZp434F2322 

Hs.49001 EST 

Hs.97437 centrosomai protein 1 

t£ 1 238936 ESTs, Weakly similar to (defline not av 

Hs.49829 ESTs 

Hs.49840 ESTs 

Hs.50081 K1AA1199 protein 

Hs.284294 Breakpoint duster region protein, uteri 

Hs,231046 EST 

HS " 91453 g b7h07aQ5.s1 Soares infant brain 1NIB H 

gb:CHR90079 Chromosome 9 exon !i Homo sa 

HS " 65327 gb%a06^2 Stratagene lung (937210) H 

Hs.90696 EST 

£SSm E ffTs,WeaklysirrtotoALU1.HUMANALU 

£l73734 ESTs, Weakly similar to ALU1_HUWIAN ALU 

Hs.55242 EST 

Hs.339722 ESTs, Highly similar to S03917 fibronec 

Hs.159690 ESTs 

Hs 58419 DKFZP586L2024 protein 

H S .151624 hypocrelin(orexin) receptor 2 

Hs.94985 ESTs 

Hs 98710 hypothetical protein 

g b2p54e1 1 *1 Stratagene NT2 neuronal pr 

Hs 108614 WAA0B27 protein; Drosophfla multiple as 

gb:DKFZp434B1822j1 434 (synonym: htes3) 

Hs 123122 FSH primary response {LRPR1, rat) homota 

Hs 1 1 2885 spinal cord-derived growth factor-B 

Hs 10431 1 novel protein wift MAM domain 

Hs.293369 ESTs 

Hs.5094 ring finger prolan 10 

Hs. 110637 homeoboxAlO 

Hs!l04485 EST 

H5L97249 ESTs 

Hs 9B672 ESTs 

gb:EST14544 Testis tumor Homo sapiens cD 

Hs.22895 hypothetical protein FU2354B 

Hs.174248 ESTs 

Hs 291272 ESTs 

Hs'.98347 ESTs. Weakly similar to JC5308 tesfe-sp 

Hs.308114 ESTs 

Hs.97365 ESTs 

Hs.97300 ESTs 

Hs.97302 ESTs 

Hs 139355 ESTs 

gbzt75h07.s1 Soares_tesli5_NHT Homo sap 

HsS7750 EST, WeaWy similar to MPL3 RAT MICROTUS 

Hs.104447 ESTs 

Hs.193737 ESTs 

Hs.262643 ESTs 

Hs.332700 EST 

Hs.98110 ESTs 

Hs.178045 ESTs 

Hs.98306 KIAA1862 protein 

Hs.148515 Human done 23564 mRNA sequence 

HS37541 ESTs 

Hs.98187 ESTs 

Hs.98892 EST 

Hs.234016 ESTs 

u. 104944 ESTS 

HI98628 Homo sapiens, done IMAGE:4214491. mRNA, 

Hs.98998 ESTs 

Hs, 19978 CGJ-30 protein 

Hs.99310 ESTs 
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AA460702 


Hs.82772 


collagen, type XI, alpha 1 


122841 


AA461536 


Hs.288908 


WAS protein family, member 2 


122899 


M469960 


Hs.1 78420 


ESTs, Highly simflff to WASP interacting 


122933 


AA476728 


Hs.1 07537 


chromosome 7 open reading frame 2 


123005 


AA479726 


Hs.52620 


integrin, beta 8 


123142 


AA487504 


Hs.105718 


EST 


123153 


AA488349 


Hs.334808 


hypothetical protein MGC4189 


123163 


AA488881 


Hs.105218 


EST 


123188 


AA489092 


Hs.1 77726 


ESTs 


123276 


AA491270 


Hs.187946 


ESTs 


123305 


AA496133 




gb:zv51e1_Ls1 Soares_tesfis_NHT Homo sap 


123328 


AA496958 




gb.aa42g0ls1 Soares_NhHMPu_S1 Homosapi 


123450 


AA598913 


Hs.1 11207 


ESTs 


123464 


AA599014 


Hs.1 53321 


Homo sapiens cDNAFU 10577 fis, clone NT 


123650 


AA609332 


Hs.1 80696 


ESTs 


123700 


AA609606 


Hs.191956 


ESTs 


123858 


AA620821 


Hs.112911 


EST 


123863 


AA620873 


Hs.1 12916 


ESTs 


124046 


F10243 




gb:HSC3CC122 normalized infant brain cDN 


124059 


F13673 


HS.2&3713 


ESTs, Weakly similar to S64054 hypothefi 


124196 


H52617 


Hs.144167 


ESTs 


124197 


H52921 




gb:yq76c09.s1 Scares fetal Over spleen 


124229 


H62793 


Hs.268945 


ESTs 


124230 


H63111 


Hs.6555 


Homo sapiens EST from done 208499, full 


124241 


H65947 


Hs.165355 


ESTs, Moderately similar to ZN91_HUMAN 2 


124251 


H68286 


Hs.107924 


ESTs 


124400 


N30597 


Hs.179152 


toft-Tike receptor 7 


124416 


N34042 


Hs__71674 


ESTs 


124570 


N67117 


Hs.102608 


ESTs 


124575 


N68168 




gbza11c01.s1 Soares fetal Ever spleen 


124588 


N69197 


Hs.191361 


ESTs, Weakly similar to 138022 hypothec 


124598 


N70294 


Hs-269137 


ESTs, Weakly similar to A56194 thromboxa 


124655 


N93176 


Hs.102914 


ESTs 


124706 


R07499 


Hs.193612 


ESTs, Weakly similar to ALU8_HUMAN ALU 


124848 


R60135 


Hs2Q3498 


EST 


124882 


R74041 


Hs.101539 


ESTs 


124898 


R82846 


Hs.273789 


ESTs 


125086 


T91161 


Hs.173880 


mterleukin 1 receptor accessory protein 


125145 


W38O01 






125216 


W73409 


Hs.103185 


ESTs 


125342 


A1055916 


Hs.133552 


ESTs 


125351 


T98520 


Hs.324746 


a)pha-2<HS-gtycoprotein 


125419 


A1076B22 


Hs.134544 


ESTs 


125424 


T99667 


Hs.18564 


ESTs 


125526 


R14487 


Hs.17110 


Homo sapiens mRNA; cONA DKFZp434C201 6 (f 


125539 


R17870 


Hs.248120 


G protein-coupled receptor 21 


125633 


AA908225 


Hs.15463 


Homo sapiens, clone IMAGE:2959994, mRNA 


125689 


R48940 


Hs.108043 


Friend leukemia virus integration 1 


125707 


C14616 


Hs.284122 


Writ inhibitory factor-1 


125790 


AA868325 


Hs.99962 


proteoglycan 2, bone marrow (natural IcO 


125876 


AA324967 ' 


Hs.7298 


biphenyt hydrolase-fike (serine hydrdas 


125969 


R94247 


Hs.88414 


BTB and CNC homology 1, baste leucine zi 


125970 


A1400964 


Hs.177516 


high density Bpoprotein binding protein 


125975 


AA495891 


Hs.152290 


ESTs, Highly similar to JC2463 vasoacfiv 


125985 


H54857 


Hs^5981 


ESTs 


126018 


H54866 


Hs.1 67583 


ESTs 


126032 


H59735 


Hs__69065 


ESTs, Highly similar to K1AA0349 (H.sapi 


126059 


K65582 


Hs .308485 


ESTs . 


126107 


H79155 


Hs.93361 


ESTs 


126154 


AI004105 


Hs.1 90488 


Homo sapiens, Similar to nuclear locafiz 


126199 


A1000492 


Hs.1 25829 


ESTs 


126207 


W77936 


Hs.83583 


actin related protein 2/3 complex, subun 


126227 


N27236 


Hs.269034 


ESTs 


126269 


M83W32 


Hs.44701 


ESTs 


126373 


F11606 


Hs.6079 


B cell RAG associated protein 


126378 


AA347842 




gb:yy62a11.s1 Scares jTtutfiple_sclerosis_ 


126383 


AA885594 


Hs.6298 


WAA1151 protein 


126403 


N7338B 


Hs.125976 


ESTs, WeakJy similar to S71949 metallopr 


126525 


AAB84833 


Hs.166432 


ESTs 


126527 


AA548559 


Hs.1 03853 


hypothetical protein FU 20043 


126566 


W67245 


Hs.103142 


ESTs 


1265B3 


W92895 


Hs.279746 


vanflloid receptor-Oke protein 1 


126610 


AA460338 


Hs.191391 


ESTs 


126622 


AA699443 


Hs.193213 


ESTs 


126633 


AA206993 


Hs.315367 


Homo sapiens, Similar to hypothetical pr 


126727 


AA037230 


Hs.135084 


cystaOn C (amyloid angiopathy and oereb 


126762 


AA064671 




gb2m13b04.s1 Stratagene pancreas (93720 


126775 


S86382 


Hs.957 


putative opioid receptor, neuromedin K ( 


126783 


AA126047 




gb2n09dias1 Stratagene hNT neuron (937 


126882 


AA761143 


Hs__50581 


SWI/SNF related, matrix associated, ac6 


126945 


R51877 


Hs_25845 


ESTs 


126968 


AI311457 


Hs.99472 


ESTs 
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127070 

127087 

127187 

127215 

127229 

127278 

127299 

127325 

127347 

127401 

127420 

127438 

127441 

127449 

127493 

127505 

127820 

127623 

127633 

127701 

127713 

127722 

127733 

127816 

127966 

127973 

1279B9 

127997 

128016 

128037 

128053 

126066 

128071 

128091 

128113 

128145 

128167 

128195 

128265 



128309 
128313 
128346 
128359 
128369 
128371 
128421 
128453 
128496 
128514 
128551 
128683 
128731 
128843 



129016 
129021 
129095 
129171 
129188 
129410 
129467 
129518 
129534 
129632 
129691 
129881 
129990 
130049 
130171 
130411 
130479 
130511 
130521 
130645 
130655 
130656 
130889 
131064 
131070 
131189 
131318 
131506 



AA541812 
AA380418 
AA297138 
A1246377 
AA316181 
AA342715 
AA360710 
AA393073 
AA428350 
AA921944 
AA699582 
A1224421 
AA835684 
A1421866 
AA808081 
AA594244 
AI025699 
AA773234 
A1339509 
AA935466 
AA688322 
AA700444 
AA704680 
AA743646 
AM934C6 
AI336794 
AA909267 
A1281549 
N92597 
AA868394 
T65605 
AA884838 
AA889398 
AA904559 
AI341423 
AI498467 
AA932961 
AJ143865 
T95851 
AI076570 
A1457235 
AI051250 
AI088907 
AIQ96526 
F12681 
H12876 
T77876 
X02761 
T83496 
H84261 
H09058 
AA316862 
AF005271 
AA234141 
AA411040 
W84524 
AA426405 
U2350 
AA234048 
M30257 
U25987 
AA410311 
AA369807 
R73640 
L27213 
X06700 
AA458952 
N30316 
V01515 
AA454177 
AA505009 
R44163 
L32137 
U92971 
AA020942 
K92934 
Z20481 
D57622 
AA598441 
F13694 
L16782 
XS1699 
W47579 



Hs.190037 ESTs 

Hs.88012 SHP2 Interacting transmembrane adaptor 

Hs.207422 ESTs, Weakly similar to S71949 metaflopr 

Hs.1 27675 ceroid-fipofuscmosis, neuronal 6 [epile 

Hs 61635 six transmembrane epithelial antigen of 

fl b:EST48309 Fetal spleen Homo sapiens cD 

Hs.156480 ESTs 

Hs 126099 ESTs 

Hs.58389 hypothetical protein MGC4090 

Hs.127639 ESTs 

Hs 82171 Homo sapiens clone 1 91 B7 placenta expres 

Hs 77100 general transcription factor IE, polype 

Hsl287601 Homo sapiens cDNA FU13830 hs. clone TH 

Hs.75722 ribophorin II 

HslS ESTs, Weakly simitar to ALU1.HUMAN ALU S 

Hs.1 16200 ESTs 

Hs.271877 angiopeWto*to2 

Hs 268538 potassium voltage-gated channel, Isk-rel , 
gb^84c06.s1Soares_pineal^land_N3HPG 

Hs 150683 ESTs 

Hs. 1 89186 ESTs, Weakly similar to ALUD.HUMAN till 

fe1206M ESTs, Weakly similar to YA02_HUMAN HYPOT 

Hs.292514 ESTs 

Hs.129117 ESTs 

Hs 132413 ESTs 

Hs.311054 Homo sapiens mRNA full length insertcDN 

Hs 82689 tumor rejection antigen (gp96) 1 

Hs 18112 9 ESTs, Weakly similar to S1 8968 cyritesti 

Hs.65377 ESTs, Moderately similar to K1AA1399 pro 

Hs.189171 ESTs 

Hs.189241 ESTs 

Hs.129329 ESTs 

Hs.288433 neurotrimln 

Hs 1 66669 solute carrier family 4, sodium bicarbon 

Hs.85752 uncharacterized hematopoietic stem/proge 

Hs.127778 ESTs 

Hs.17691 ESTs 

Hs.134053 ESTs 

Hs.166479 ESTs 

Hs.157775 ESTs 

Hs,160189 ESTs 

Hs.270244 ESTs, Weakry similar to 138022 hypothec 

Hs.30445 Homo sapiens cDNA FU14687 fis, clone NT 

Hs!2B3078 hOAT4 

Hs.268589 ESTs 

Hs.287820 fibronectinl , 

H S 32944 inositol polyphosphate-4-phosphatase, ty 

Hs 301693 Homo sapiens, done IMAGE:3638994, mRNA. 

Hs!278398 WAA1 1 17 protein 

Hs.9605 cleavage and potyadenytation specific fa 

Hs.104555 neuropeptide FF-amide peptide precursor 

Hs.275675 katanin p80 (WWOcontaining) subunil B 

Hs!294140 ESTs 

Hs.1 841 94 transmembrane 4 superfamity member & 

Hs.173081 K1AA0530 protein 

Hs.1 08623 thrombospondin 2 

Hs.7753 rahjmenin 

Hs.1 09225 vascular cell adhesion molecule 1 

Hs.272620 pregnancy specific beta-1-gtycoprotem 9 

Hs.44208 hypothetical protein FU23153 

Hs.1 12238 ESTs 

Hs.1 1260 hypothetical protein FU1 1 264 

Hs.1 1 76 solute carrier family 4, anion exchanger 

Hs/l 19571 collagen, type 111. alpha 1 (Ehlers-Danl 

Hs.181406 hypothefical protein FU22301 

gb:yw75b05.s1 Soares_placenta„8to9weeks_ 

Hs.1460 glucagon 

Hs.245257 ESTs, Weakry similar to M6010X-ltoked 

Hs.169910 K1AA0173 gene product 

Hs.12457 hypothetical protein FU10814 

H^i 584 cartilage oRgomeric matrix protein (pse 

Hs 1 94351 coagulation factor II (thrombin) recepto 

Hs' J 7200 STAM-fike protein containing SH3 and ITA 

Hs 17409 cystelne-rich protein 1 (intestinal) 

Hs.330988 Homo sapiens, Similar to Bicaudal D {Dro 

Hs 20985 s»n3-associated polypeptide, 30kD 

Hs.22583 DKFZP434K2235 protein 

Hs.22607 ESTs 

Hs^40 M-phase phosphoprotem 1 

Hs.2558 bone gamrna-carboxygtutamate (gla) protei 

Hs.5801 WAA1 194 protein 
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131551 


M127867 


Hs.28608 


131563 


C20547 


Hs.302810 


131830 


U33054 


Hs.32959 


131879 


AA017161 


Hs.33792 


132017 


W67251 


Hs^67659 


132Q25 


U58516 


Hs.3745 


132096 


AA1 31410 


Hs.3964 


132159 


D76435 


Hs.41 154 


132164 


U84573 


Hs.41270 


132180 


AA405569 


Hs.41 8 


132223 


R77451 


Hs.4245 


132238 


AA453446 


Hs.42673 


132406 


F09979 


Hs.4774 


132945 


N40559 


Hs.6129 


133185 


AA481404 


Hs.6686 


133193 


C14015 


Hs.303075 


133370 


AA156897 


Hs.72157 


133406 


U22172 


Hs.179697 


133409 


U55918 


Hs.73078 


133591 


T82292 


Hs.75111 


133899 


X00588 


Hs.77432 


134137 


F10045 


Hs.79347 


134339 


AA478971 


Hs.81988 


134421 


M122386 


Hs.82985 


134462 


U11037 


Hs.18130O 


134515 


C20737 


Hs.84459 


134527 


T40B35 


Hs.322978 


134711 


X04011 


Hs.88974 


134824 


S78723 


H&298623 


134854 


J03464 


Hs.179573 


134921 


W60186 


Hs.125511 


135003 


H42527 


Hs.26102 


135210 


W90522 


' Hs.93589 


135348 


AA442054 


Hs.268177 


100547 


HG2149-HT2219 




100572 


HG2271-HT2367 


Hs.73995 


100687 


HG3115-HT3291 




100595 


HG315-HT315 


Hs.272620 


101447 


M21305 




102329 


U35407 


HS.15B084 


102892 


X05232 


Hs.83326 


103036 


X54925 


Hs.83169 


103206 


X72755 


Hs.77367 


103260 


X78416 


Hs.3155 


103751 


AA082B24 




104113 


AA427510 


Hs.181202 


104316 


061871 


Hs.330821 


104453 


M19169 


Hs.123114 


104668 


AA007312 




104916 


AA056588 


Hs.155489 


108151 


AA424958 


Hs.294132 


106899 


AA490107 


HsJ21753 


107379 


U93868 


Hs.333861 


107412 


W26105 


Hs.287797 


107652 


AA010195 


Hs.52642 


107754 


AA017462 


Hs.269244 


107897 


AA026240 




108238 


AA059473 


Hs.66783 


108497 


AA0B3070 




108710 


AA121960 




109012 


AA156576 


Hs.5947 


109043 


AA 15 9505 


Hs.72580 


109560 


F01778 


Hs.131740 


110572 


K60523 


Hs.37844 


110687 


H93005 


Hs.177311 


111418 


R01084 


Hs.19081 


111507 


R07728 


Hs.268668 


111644 


R16539 


Hsl223649 


111919 


R39925 


Hs.21031 


112102 


R44840 


Hs.326475 


112229 


R50938 


Hs.24949 


112309 


R55021 


» 


112368 


R59371 


Hs.26653 


112397 


R60822 


Hs.26805 


112532 


R6S824 


Hs.28313 


112858 


T02963 


Hs.4454 


113170 


T54342 


Hs.270373 


113321 


T70580 


Hs.13759 


113404 


T82323 


Hs.70337 


113420 


T83964 


Hs.15400 


113613 


T93337 


Hs.17167 


113663 


T95909 




113790 


W33178 


Hs.26912 



Homo sapiens cDNA: FU221 15 fe, done H 
Novel human gene mapping to chomosome 20 
G protein-coupled receptor kinase 2 (Dro 
ESTs 

vav 3 oncogene . 

milk fat globute-EGF factor 8 protein 

Homo sapiens done 24877 mRNA sequence 

7jc family member 1 (odd-paired Drosophi 

procdlagen-tysine, 2-oxoglutarate 5-dio 

fibroblast activation protein, alpha 

chromosome 11 hypothetical protein ORF3 

ESTs 

Homo sapiens mRNA; cDNA DKFZp761 C1 71 2 {f 
ATP-binding cassette, sub-famay B (MDR/ 
hypothetical protein DKFZp56401664 
EST 

DKFZP56411922 protein 

Human DNA damage repair and recombinafio 

deleted in azoospermia-Iike 

protease, serine, 11 (IGF binding) 

epidermal growth factor receptor (avian 

K1AA0211 gene product 

disabled (Drosophila) homotog 2 (mitogen 

coflagen, type V, alpha 2 

seM (suppressor of Gn-1 2, C.etegans)- 

ESTs 

EST 

cytochrome b-245, beta polypeptide (chro 
5^droxytry Diamine (serotonin) receptor 
coflagen, type I. alpha 2 

Homo sapiens mRNA; cDNA DKFZp434Pl530 (f 
tricho rhino phalangeal syndrome I 
hypothetical protein DKFZp564B1162 
phospholipase C, gamma 1 {formerly subty 
gb:Homo sapiens mucin (mucin) mRNA, part 



gb:Human GoOi-mbp gene, exon 2. 
pregnancy specific beta-1 -glycoprotein 9 
gb:Human alpha satelBte and satellite 3 
peroxisome receptor 1 
matrix melaDoproteinase 3 (stromerysin 
matrix metalloproteinase 1 (interstitial 
monokine induced by gamma interferon 
casein, alpha 

gbzo08b0Us1 Stratagene neuroepthelium 

hypothetical protein FU 10038 

EST 

cystafjnSN 

gb:EST376458 MAGE resequences, MAGH Homo 

NSI-asscdated protein 1 

ESTs 

JM5 protein 

polymerase (RNA) III (DNA directed) (32k 
integrin, beta 1 (fibronectin receptor, 
ESTs. Weakly similar to ALUFJWMAN !!!! 
ESTs 

gb:no77a05.s1 NC3_CGAP_AA1 Homo sapiens 
EST 

gbzm85a05rl Stratagene ovarian cancer 
gbzm24g09.r1 Stratagene pancreas (93720 
mel transforming oncogene (derived from 
ESTs 

Homo sapiens cONA: FU 22562 fis, clone H 

EST 

ESTs 

ESTs 

ESTs 

EST, Moderately similar to Cd-7 MetaBo 
ESTs, Weakly similar to 178885 serineAh 
ESTs 
ESTs 

gb:yJ76d05.s1 Scares breast 2NbHBst Homo 
ESTs 

ESTs, Weakly similar to putative p150 [ 

ESTs 

ESTs 

ESTs, Weakly similar to S55557 atpha-1C 
RAB3A interacting protein (rabin3)-Jike 
irnmunoglobufin superfamOy, member 4 
ESTs, Weakly similar to S65824 reverse 
ESTs, Highly similar toLRRFLM intera 
gb:ye47g07.s1 Scares fetal liver spleen 
ESTs 
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113889 
114016 
1142S1 
115187 
115722 
115775 
116380 
116551 
117009 
117329 
117523 
118387 
118456 
118741 
118771 
119075 
119217 
119306 
119347 
120006 
120441 
120651 
120811 
121186 
121599 
122146 
122261 
122352 
122433 
122489 
122554 
122857 
122889 
123399 
123662 
123762 
123792 
123900 
123981 
124126 
124404 
124557 
124703 
124857 
125092 
125111 
125331 
125349 
125426 
125436 
125465 
125515 
125626 
125656 
125743 
125757 
125760 
125804 
125967 
126068 
126081 
126150 
126171 
126198 
126224 
126289 
126343 
126406 
126419 
126479 
126500 
126520 
126701 
126718 
126739 
126745 
126846 
126872 
126952 
127036 
127039 
127067 
127083 



W72720 
W90671 
239898 
AA261805 
AA417297 
AA424030 
AA598455 
020458 
H85422 
N23680 
N32626 
N64579 
N66580 
N74042 
N74690 
R36451 
R95778 
T26914 
T64349 
W90108 
AA243588 
AA287286 
AA346854 
AA400156 
AM16770 
AA435584 
AA436830 
AA443725 
AA447417 
AA448342 
AA451886 
AA463879 
AA465704 
AA521274 
AA609385 
AA610013 
AA620333 
AA621223 
C20797 
H18517 
N31998 
N66025 
R07294 
R6B971 
T92544 
T95240 
A1422996 
T87826 
R43963 
R64472 
A1375276 
R13353 
M038854 
M040118 
H17151 
AI274906 
. W03020 
R79519 
A1341206 
AI190171 
AI346024 
AA018427 
AA704771 
AW69355 
A1097280 
AA194603 
AA628890 
AA034096 
AA451775 
T78141 
AA885306 
AA292988 
AA515212 
AA322718 
AI160709 
AA057506 
AA663527 
AA136653 
AA195575 
AI46B598 
AA233366 
F06732 
Z44079 



Hs.11087 

HS.2194B 

Hs.44021 

Hs.59609 

Hs.46627 

Hs.66817 

Hs.229071 

Hs.1 08556 

Hs.93670 

Hs.145532 



Hs.50421 

Hs.50547 

Hs.287820 

Hs.237309 

Hs.132785 

Hs.10848 

Hs.190035 

Hs.99657 

Hs^2788 

Hs.339808 

Hs.98255 

Hs.250173 

Hs.98902 

Hs.159677 

Hs.285491 

Hs.178551 

Hs.154654 

Hs.99606 

Hs.287687 

Hs.105516 

Hs.112703 

Hs.112857 

Hs.112953 

Hs.95481 

Hs.164568 

Hs.164256 

Hs.141604 

Hs,300076 

Hs.168500 

Ks.137548 

Hs.178658 

Hs.161378 

Hs.164480 

Hs.184029 

Hs.16131 

Hs.158732 

Hs.180789 
Hs.78687 

Hs.166835 
Hs.40300 
"Hs.16899 
Hs.173770 
Hs.144413 
Hs.227835 
Hs.64616 
Hs.191942 
Hs.127310 
Hs.44493 
Hs.73451 
Hs.158701 

Hs.129064 

Hs.12285 

Hs.184376 

Hs.72071 

Hs.339670 

Hs.309435 

Hs.289047 

Hs.1 16910 

Hs.85962 

HsJ76916 

Hs.168103 

Hs.91608 



gb:zd61c03.s1 Soares Jetal>arLNbHH19W 

ESTs 

ESTs 

Homo sapiens mRNA to RJ000S5 prolan, 

ESTs 

ESTs 

ESTs 

EST 

ESTs 

Homo sapiens cDNA: FU22664 fis. clone H 
ESTs, Weakly similar to FV1 MOUSE FRIEND 
gb:yz51d11.s1 Morton Fetal Cochlea Homo 
gbryy69fD1.s1 Soares_mullipte_sclerosis_ 
K1AA0203 gene product 
ESTs 

fibronectm 1 
EST 

EAP30 subunlt of ELL complex 

gb:yc10d08.s1 Stratagene lung (937210) H 

WAAQ1B7 gene product 

ESTs 

ESTs 

fragile X mental retardation, autosomal 
hypothetical protein FU10120 
EST 

hypothetical protein FU 131 58 

ESTs 

ESTs 

ESTs 

ribosoma! protein L8 

cytochrome P450, subfamily I (dioxin-tad 
EST. Weakly similar to STK2.HUMAN SERIN 
Homo sapiens cDNA: FU21960 fis, done H 
EST 

ESTs, Moderately similar to AF171102 1 r 

gb:af18d04.s1 Soares Jestis.NHT Homo sap 

ESTs 

EST 

ESTs 

fibroblast growth factor 7 (keratinocytB 

hypothetical protein FU20657 

ESTs, Moderately similar to ALU1_HUMAN A 

solute carrier family 22 (organic cation 

ESTs 

CD84 antigen (leukocyte antigen) 
RAD23 (S. cerevisiae) homolog B 
ESTs 

ESTs, WeaWy similar to T50609 hypotheti 
hypothetical protein DKFZp761A052 
hypothetical protein FU 12876 
ESTs 

gb:yf76c04.r1 Soares infant brain 1NIB H 
S164 protein 

neutral sphingomyelinase (N-SMase) activ 

gbym37a05j1 Soares Infant brain 1NIB H 

ESTs, Highly similar to 1814460A p53-ass 

calpain3,(p94) 

ESTs 

ESTs 

ESTs 

WAA1049 protein 

chromosome 1 2 open reading frame 3 

ESTs 

ESTs 

Human DNA sequence from clone 462023 on 
ESTs, WeaWy similar to S55024 nebutin, 
ESTs 

gbyv41h02/1 Soares fetal Over spleen 
Homo sapiens chromosome 19, cosmid F2216 
ESTs, Weakly similar to 155214 saBvary 
synaptosomal-associated protein, 23kD 
hypothetical protein FU2003B 
ESTs. Weakly similar to AF1 47790 1 trans 
ESTs, Weakly similar to KIAA0927 protein 
Homo sapiens cDNA FU14059 fis, clone HE 
gb2f49g04j*1 Soares refina N2b4HR Homo 
ESTs 

gb:Ui-H-BI3-ala-a-12-0-Ul.s1 MQ_CGAP_Su 

hyaluronan synthase 3 

nuclear receptor subfamily 1, group D, m 

prp28, U5 snRNP 100 kd protein 

gb:HSCUA051 normalized infant brain cON 

otoferCn 
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127116 


AA278492 


Hs.288304 


127282 


AA347547 


Hs.185780 


127349 


AA412108 


Hs^69350 


127352 


AA416577 


Hs.189105 


127482 


AI337294 


Hs.105352 


127543 


A1364367 


Hs.157392 


127553 


AA282433 




127555 


AAB79831 


Hs.190228 


127859 


AA806837 


Hs^91559 


127993 


AA847856 


Hs.124565 


128277 


AI018275 


H5L269791 


128285 


AA634569 


Hs.13351 


128317 


AI051960 


Hs.303754 


128334 


AI080130 


Hs.1 34207 


128428 


AM85718 


Hs.143900 


128582 


U22963 


Hs.101840 


128592 


AA470056 


Hs.1 13994 


128751 


AA442274 


Hs.183176 


129105 


AA224351 


Hs.108681 


129161 


N27334 


Hs.181780 


129246 


N99174 


Hs.206063 


129361 


X54229 


Hs.1 10713 


129577 


AA424952 


Hs.82906 


129600 


N78980 


HsJ71599 


1299B9 


AF005887 


HSJ247433 


130024 


U15197 


Hs.113271 


130292 


U70136 


Hs.218791 


130589 


AA234308 


Hs.16441 


130736 


T99385 




131238 


R82327 


Hs.24625 


131378 


AA463886 


Hs.203910 


131601 


M31165 


Hs.29352 


131605 


AA256220 


HS.2S383 


131676 


C20785 


Hsl30514 


131861 


D11925 


Hs.184245 


131873 


H39997 


Hs.166852 


132023 


F01927 


Hsl3743 


132273 


AA489716 


Hs.43658 


132770 


AA425647 


Hs.56406 


132859 


D20925 


Hs.69235 


133052 


R40166 


Hs.1 06826 


133373 


S724B7 


Hs.73946 


133446 


M25322 


Hs.73800 


134693 


N70361 


Hs.B854 


134733 


U03644 


Hs.89421 


134965 


J05480 


Hs^72458 


135327 


AA477989 


HsJ8800 


135377 


C21382 


Hs39766 


135398 


AA194075 


Hs^87270 



Homo sapiens cDNA FU1 1529 fis, clone HE 

ESTs 

ESTs 

ESTs. Weakly similar to NBR1 3 [Rsapiens 

GalNAc atpha-2, 6-siar/ltransferase I, I . 

Homo sapiens cONA RJ20780 fis, done CO 

gb-.aaS3g02j1 NQ_CGAP_GC81 Homo sapiens 

ESTs 

ESTs 

ESTs 

ESTs 

LanC (bacterial lanttbbSc synthetase c 

ESTs 

ESTs 

ESTs 

major histocompatibility complex, class 
Homo sapiens cDNA RJ 20796 fis, done CO 
ESTs 

Homo sapiens brain tumor associated prot 

hypothetical protein FU20241 

ESTs 

OEK oncogene (DNA binding) 

CDC20 (cell division cycle 20, S. cerevi 

hypothetical protein MGC10500 

activating transcription factor 6 

ABO Wood group (transferase A, alpha 1- 

proteoglycan 4, (megakaryocyte stimulati 

DKFZP434H204 protein 

gb:ow89g07.s1 Soaresjetal.fiver.spteen. 

ESTs 

small glutamine-nch tetratricopeptide r 
tumor necrosis factor, alpha-induced pro 
Homo sapiens mRNA; cDNA DKFZp434E2321 (f 
ESTs 

K1AA0929 protein Msx2 interacting nudea 
K1AA1683 protein 

matrix metafloprotetnase 24 (membrane-in 

DKF2P586L151 protein 

Homo sapiens cDNA RJ13549 fis, done PL 

transportin-SR 

WAA1696 protein 

endotheSal cell growth factor 1 (platel 
selectin P (granule membrane protein 140 
Human transcription unit PVT gene, exons 
CBF1 irrteracfing corepressor 
protein phosphatase 3 (formerly 2B), cat 
ESTs 

Homo sapiens mRNA; cDNA DKFZp564J0323 (f 
ret protc-oncogene (multiple endocrine 



TABLE 44B 

Pkey: Unique Eos probesel identifier number 
CAT number Gene duster number 
Accession: Genbank accession numbers 



Pkey 
108497 



107897 
130736 
108710 
100943 
124575 
125439 
117697 
125515 
118387 
126292 
102798 
126378 
125743 
126406 



CAT number 
110079.2 



91776J 

611414J 

133560J 

45976.1 

1666649.1 

465590.1 

499877.1 

18U 

65081.-5 

32751 U 

34624.4 

244444.1 

5025.5 

95703.1 



Accessions 

AA074897 AA1 13914 AA064871 AA079329 AA071309 AA084710 AA1 29030 AA075042 AA074794 AA071453 AA078803 AA148628 

AA122204 AA074159 AA1 26185 AA0791 17 AA1 27089 AA070912 AA079280 AA131372 AA078833 AA071 087 AA076131 AA071047 

AADmo1AA083070M102076M115163AA074198M134725M113889AAW^ AA065148AA071310 AA101144 

AA079659 AA078931 AA079209 AA070928 AA068994 AA069817 AA076187 AA069053 AA131489 AA071308 AA063317 AA070156 

AA071430 AA076056 AA075684 AA070053 AA126283 AA1 26078 AA075895 AA079208 AA074583 AA071 086 AA079623 AA070627 

AA078802 AA076622 AA065051 AA079143 AA071 1 10 AA079434 AA148748 AA079230 AA0851 88 AA074485 AA070580 AA0761 51 

AA0B3166 AA0851 1 8 AA079450 AA085044 AA120938 AA079200 AA1 00188 AA081472 AA1 22355 AA1 29031 AAQ85362 AA069220 

AA070940 AA075968 AA074563 AA084027 AA1 15929 

AA504872AA026240 

AI168326 T99385 

AA121959AA121960 

AW864944 L07517AW869605 

N68168N69188N90450 

AW835829AA826305 R01759 

N40976AA902795 

R13353R13890H11359 

N64579 

AA491328 N42312 

U88896 U68898 AA915056 T03285 AI341594 AI359534 AI634031 U88B97 

N58924AA347842 

H17151H11956 

N76683AA034096AA034082 
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127067 


1534978 1 




119243 


1774795 1 




111443 


31528J8 


c 

D 








127278 


240640.1 


10 


103751 


118557J 


126636 


B0804J 




127331 


37938BJ 




127357 


288073J 




126745 


104479 1 


15 


126762 


110350J 


126783 


113388J 




112309 


1576900J 




126872 


142696.1 


20 


120284 


158953.1 


111829 


46636.1 




104668 


82752.1 




127553 


202308.2 




120379 


34624.3 


25 








127701 


405284.1 




128410 


288073.1 




114625 


111686.1 


30 


109026 


150431.1 


108409 


113869J 




100687 


tigr_HT3291 




109326 


genbank_AA210719 




123762 


genbankJ\A610013 


35 


116548 


genbank.020433 


125145 


entrezJV38001 




125153 


entrezJ/V38294 




116995 


genbank_H83928 




102649 


genbanUJ68133 


40 


118456 


genbank_N66580 


102860 


entrez_X00368 




120715 


genbanK_AA292700 




120749 


genbanKM303235 




113663 


genbankJT95909 


45 


113889 


genbank.W72720 


108258 


genbank_M063269 




101046 


entrez.K01160 




129990 


genbank_N30316 




122746 


genbank_AA458791 


50 


124046 


genbank..F10243 


108436 


genbanleAA078801 




124197 


genbartkji52921 




101447 


entrezJA21305 




108852 


genbankJVA133131 


55 


101697 


entrez w M64358 


108931 


genbankJ\A147186 




101909 


entrez_S59265 




117816 


genbank.N48872 




119154 


genbank_R61293 


60 


119241 


genbankJ12559 


119310 


genbanK_T40427 




119347 


genbankJ64349 




119529 


entrez_W38053 




112467 


genbank L .R65706 


65 


112533 


genbanK.R59886 


1125B8 


genbank_R77302 




121082 


genbank.AA398722 




123305 


genbanK^AA496133 




123328 


genbanK,AA49696B 


70 


100547 


figr_HT2219 


123490 


genbank_AA599723 



F06732Z43705 

AlSSS MI8161 AA613238 H12439 N76991 D7S692 BE019603 M776439 R37932 T93615 AF072508 R00744 R01948 R6B685 
AM28496 AA865193 AI797629 H13302 AF072506 NM.014590 AF072505 R00743 T93661 T39519 R68740 H13097 N58614 N77302 

AA860368 AA729556 H04137 T87297 C17420 AA293243 AA419144 

AA342715AA357634 

AA131367AA082824 

AA057531 AA001527 

F201B6AA622352 

M424107AA452788 

AA047854 AA057506 AA053841 

AA064613AA064671 

AA083531 AA126047 AA074915 M148549 
R55021 H26613 

M450979 AA136653 M136656 AW419381 AA984358 AA492073 BE168945 AA809054 AW238038 BE01 1212 BE01 1359 BE011367 
BE011368 BE011362 BE011215 BE011365 BE011363 
AA179656 AA182626 AA182603 
AF074991 R35070 

AW964385 AA007312 AI081711 AA318253 AW891655 T99192 
^^Si^aSoM457591 BE062092AI655202 M7^ 

A^6700 A1696002 AA101867 AA099426AA 135997 AL041698 T0281 5 T51824 AA207189 T59230 T51868 AA663341 BE165757 

AW818104 AW392886 AA584918 AAD99408 AW856396 AW861859 AAO53045 

AA679064AA935466 

AA424107AA452788 

AA081507 AA070071 AA070840 AA084362 

AA157811AAB36869 

AA075631 AA075578 

L18862 

AA210719 

AA610013 

D20433 

W38001 

W38294 

H83928 

U68133 

N66580 

X00368 

AA292700 

AA303235 

T95909 

W72720 

AA063269 

K01160 

N30316 

AA458791 

F10243 

AA078801 

H52921 

M21305 

AA133131 

M64358 

M147186 



N48872 
R61293 
T12559 
T40427 
T64349 
W38053 
R65706 



R77302 

AA398722 

AA496133 

AA496968 

M57417 

AA599723 



75 TABLE 45A: 90 GENES DOWN-REGULATED IN RHEUMATOID ARTHRITIS COMPARED TO NORMAL BODY 

Table 45A lists about 90 genes down-regulated in rheumatoid arthrifis. These were selected from 35403 ptobesets on the Aflymetrix/Eos Hu01 GeneChip. 

Pkey. Unique Eos probeset identifier number 
8 0 ExAccn: Exemplar Accession number, Genbank accession number 
UnigenelD: Unigene number 
Unigene Title: Unigene gene title 
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15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



Pkey 

100137 

100240 

100289 

100658 

100763 

100779 

101091 

101155 

102223 

102282 

102378 

102386 

102389 

102480 

102566 

102605 

102693 

102710 

102920 

102929 

103166 

103283 

103463 

103835 

104796 

105714 

105927 

105945 

106001 

106027 

106227 

106295 

106417 

107391 

109107 

109685 

110021 

110738 

112746 

113059 

113822 

113859 

113909 

114693 

115399 

116606 

116633 

119254 

119493 

120108 

120886 

120953 

121303 

121547 

123495 

123608 

123749 

124763 

125366 

125657 

125670 

125882 

126541 

126715 

126B17 

127112 

127273 

127615 

127635 

128528 

129398 

129621 

131037 

131328 

131631 

132079 

132455 

132582 

132610 

132755 

133192 



ExAccn 

D136Z7 
D31767 
D45248 

HG2855-HT2995 
HG3597-HT3800 
HG3731-HT4001 
L06132 
L13972 
U24685 
U31383 
U40369 
U40998 
U41371 
U50327 
U59752 
U64444 
U73824 
U77827 
X12451 
X13238 
X67951 
X80199 
Y00281 
AA172215 
AA029368 
AA291429 
AA402968 
AA404512 
AA410986 
AA412119 
AA429262 
AA435664 
M448008 
W02877 
AA1691B0 
F09325 
H11252 
H99370 
R93237 
T26925 
W47350 
W67225 
W78127 
AA12215B 
AA283182 
D80217 
F02702 
T15837 
W35384 
W95696 
AA365566 
AA397911 
AA402441 
AA412448 
AA599850 
AA609144 
AA609949 
R39610 
H60192 
AA481719 . 
AI432621 
H45538 
AA204913 
R70160 
AA478642 
AI143906 
AA335263 
AA718919 
AA766903 
R39234 
AA437374 
AA489459 
AA256171 
V01512 
AA486868 
H67964 
T15774 
AA318547 
AA443114 
AA609201 
AA393804 



UregenelD 

Hs.15071 
Hs.75416 
Hs.179774 
Hs.75452 

Hs.302063 
Hs.149155 
Hs.301698 

Hs.79126 
HSJ28491 
Hs.81728 
Hs.75916 
Hs.1432 

Hs.303091 

HS.1B1369 

Hs.183684 

Hs.1 13207 

Hs.78056 

Hs.74549 

Hs.1 80909 

Hs.83422 

Hil2280 

Hs.93748 

Hs33026 

Hs.12211 

Hs.332040 

Hs.14453 

Hs.8963 

Hs.234799 

Hs.19613 

Hs.8583 

Hs.261828 

Hs.284294 

HsJi69280 

Hs.28102 

Hs.31037 

Hs.139648 

Hs.74170 

Hs.172684 

Hs.17456 

Hs.13273 
Hs-9956 

HS.3006B3 

Hs.92023 

Hs.259842 

Hs.268726 

Hs.279009 

Hs.50477 

Hs.16803 

Hs.301342 

Hs.97499 

Hs.303197 

Hs. 104777 

Hs.106747 

Hs.112651 

Hs.112790 

Hs.76288 

Hs.76853 

Hs.1 50540 

Hs.82685 

Hs.101448 

Hs.7854 

Hs.241552 

Hjl291623 

Hs.125103 

Ks.144950 

Hs.1 16346 

Hs^51699 

Hs.234573 

Hs.301005 

Hs.22391 

HJL25647 

Hs.29802 . 

Hs^8694 

Hs.4892 

HSL27B712 

Hs.5326 - 

Hs.1 82635 

Hs.67052 



Unigene TiOs 

chaperonin containing TCP1 , subunit 8 (t 
DAZ associated protein 2 
proteasome (prosome, macropain) activate 
heat shock 70kD protein 2 
gbiHuman major h'etoccmpafibifity complB 
irrcmmogiobufin heavy constant mu 
voltage-dependent anion channel 1 
sialyltransf erase 4A (beta-gaiactostdase 
gbiHomo sapiens immunoglobulin heavy cha 
guanine nucleotide binding protein 10 
spermidine/spermine N1 -acetyl transferase 
unci 19 (delegare) homolog 
splicing factor 3b, subunit 2, 145kO 
protein kinase C substrate 80K-H 
pteckstrin homology, Sec7 and coned/coi 
ubiquitm fusion degradation 1-like 
eukaryotic translation mlGafion factor 
G protein-coupled receptor 30 
cathepsin L 

cytochrome c oxidase subunit Vic 
peroxiredoxin 1 
MLN51 protein 
ribophorin I 

Homo sapiens cDNA FU14676 fe, clone NT 
hypothetical protein PP2447 
GDP-fuccse transporter 1 
hypothetical protein MGC13010 
interferon consensus sequence binding pr 
Homo sapiens mRNA full length insert cDN 
breakpoint duster region 
ESTs 

similar to APOBEC1 

G protein-coupled receptor kinase 7 

Breakpoint duster region protein, uteri 

ESTs 

ESTs 

ESTs 

tdnesin family member 1C 

metallothionein 1E (functional) 

vesicle-associated membrane protein 8 (e 

retmotc acid receptor res ponder (tazaro 

WAA0592 protein 

hypothetical protein RJ20259 

Homo sapiens cDNA FU12825 fis. clone NT 

core histone macroH2AZ2 

protein kinase, AMP-activated, gamma 2 n 

ESTs, Highly similar to ZN91.HUMAN ZINC 

matrix Gla protein 

RAB27A, member RAS oncogene family 

LUC7 (S. cerevisiae)-like 

hypothetical protein MGC4342 

ESTs, Weakly similar to unknown (Rsapie 

B-cetl CUVtyrnphoma 7C 

ESTs 

serine carboxypep tidase 1 precursor prat 

ESTs 

EST 

calpain 2, (m/If) large subunit 

Homo sapiens mRNA; cDMA DKFZp434N1728 (f 

Homo sapiens, done IMAGE:3954961, mRNA, 

CD47 antigen (Rh-rdated antigen, integr 

metastasis associated 1 

zinc/iron regulated transporter-like 

KIAA0268 protein 

ESTs, Weakly similar to unnamed protein 

ESTs 

ESTs 

. gb:zv88a04.s1 Soares_NhHMPu_S1 Homo sapi 
ESTs, Highly similar to A46297 beta-1.6- 
ESTs, Weakly similar to IDN4-GGTR1 4 [H.s 
Homo sapiens mRNA for TL132 
purine-rich element binding protein 8 
chromosome 20open reading frame 3 
v-fos FBJ murine osteosarcoma viral onco 
stit (DrosophBa) homolog 2 
ESTs 

Homo sapiens clone 24841 mRNA sequence 
eukaryotic translation initiation factor 
amino acid system N transporter 2; porcu 
ESTs 

vacuolar protein sorting 26 (yeast homol 
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10 



133437 


R57419 


Hs.7370 


133449 


AA094989 


Hs.7381 


133649 


AM79139 


Hs.75393 


133814 


M33882 


Hs.76391 


134378 


AF0060B8 


Hs.82425 


134419 


L08044 


Hs,82961 


13454B 


U41515 


Hs.333495 


134776 


J05582 


Hs£9603 


135032 


AA243497 


Hs.173685 



voltage-dspendenl anion channel 3 
arid phosphatase!, soluble 
myxovirus (influenza) resistance 1, homo 
aclin relaled protein 2/3 complex, subun 
trefoil factor 3 (intestinal) 
Deleted m splitfiand/split-foot 1 regio 
mucin 1, transmembrane 
hypothetical protein FU12619 



TABLE 45B 



15 



20 



25 



30 



35 



40 



Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 



Pkey 

127615 
100763 
102223 



CAT number Accessions 



380951J 
tigr HT3800 
221.265 



AA626215AA718919 



Tj%mZmK\£*3MKwM2zixK AJ222547 Z46322 Z46324 Z46326 Z46327 AJ2225S6 Z«3» MS 
AW404253 AW237246 A1654630 H61354 



45 



50 



55 



mRMA expression. 
mRNA expression. 
mRNA expression. 



60 TABLE 46A: 



65 



70 



75 



80 



Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

the numerator and denominator. 



Pkey ExAcoi UnigenelD Unigene Title ~ 

41 3808 J00287 Homo sapiens mRNA for caldesmon, J UTR 

411243 AB039886 Hs.69319 CA11 

42216B AA586894 Hs.112408 S1 00 caiciunvbinding proton A7(psonas 

401781 Target Exon 

424098 AF077374 Hs.1 39322 small proline-nch protein 3 

425211 M18667 Hs.1867 progastricsm (pepsinogen Q 

417366 BE185289 Hs.1076 small proline-rich protein 1B (comrfin) 

40,780 NWL005557*:Homo sapiens keratin 16 (fcca 

421948 L42583 Hs.334309 keratin 6A 

400289 X07B20 Ha225B matrix metalloprotenase 10(stromerysm 

429538 BE1 82592 Hs.11261 smaD proUne^ch protein 2A 

4 ^ 666 NM_002425:Homo sapiens matrix metallopro 

418007 M13509 Hs.83169 matrix metalloproteinase 1 (interstitial . 



-Ri 

31.57 
26.06 
25.65 
23.23 
21.35 
20.37 
20.33 
18.94 
18.13 
18.01 
17.31 
1728 
16.96 
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430520 NM_016190 Hs.242057 chromosome 1 open reading frame 10 16.35 

408522 AI541214 Hs.46320 Small profine-rich protein SPRK [human, 1622 

413278 BE563085 Hs.833 nterferon-s&nuialed protein, 15 kDa 15.64 

421582 AB10275 trefoil factor 1 {breast cancer, estrone 14.86 

5 425679 X05997 Hs.159177 lipase, gastric 14.53 

421773 W69233 Hs.112457 ESTs 14.26 

433091 Y12642 Hs.3185 lymphocyte antigen 6 complex, locus D 14.26 

422158 L10343 Hs.1 12341 protease inhibitor 3, skiiwlerived (SKAt 1353 

_ 444325 AW15261B Hs.16757 ESTs 13.24 

10 431723 AW058350 Hs.16762 Homo sapiens mRNA; cDMA DKFZp564B20S2 (f 13.19 

420783 AI659838 Hs.99923 lectin, galactoside-bindmg, soluble, 7 11.98 

423673 BE003054 Hs.1695 matrix rnetaltoproteinase 12 (macrophage 10.99 

426350 NM_003245. Hs^022 transglutaminase 3 (E polypeptide, prote 10.77 

432239 XB1334 Hs^936 matrix rnetaitoproteinase 13 (collagenase 10.31 

15 446292 AF081497 Hs.279682 Rh type C glycoprotein 9.69 

421978 AJ243662 Hs.1 10196 NICE-1 protein 9.68 

44B811 AI590371 Hs.1 99460 ESTs 9.38 • 

453331 A1240665 ESTs 9.37 

423634 AW959908 Hs.1 690 heparm-omding growth factor binding pr 9.28 

20 413719 BE439580 Hs.75498 smaS inducible cytokine subfamily A (Cy 9.18 

406667 M31126 matrix metafioproleinase 1 1 (stromerysin 9.13 

454034 NM.000691 Hs.575 aldehyde dehydrogenase 3 family, member 9.04 

450701 H39960 Hs.288467 hypolhetical protein XP_098 151 8.77 

„ 418686 Z36830 Hs.87268 annexinAS a76 

25 421110 AJ250717 Hs.1355 cathepsinE 8.42 

407788 BE514982 Hs.38991 S100 crfdunvbindmg protein A2 8.42 

424012 AW358377 Hs.137569 tumor protein 63 kDa with strong homolog 8.38 

423217 NNL0D0094 Hs.1640 collagen, type VII. alpha 1 (epirjerrnorys ai8 

427666 AI791495 Hs:180142 caimodulin-like skin protein (CLSP) 6.11 

30 450375 AA009647 a d&ntegrin and rnetaltoproteinase doma 8.03 

401785 NMJ)02275':Homo sapiens keratin 15 (KRT1 7.97 

445891 AW391342 Hs.199460 DPCR1 protein 7.95 

437053 AU077018 Hs.3235 keratin 4 7.93 

423271 W47225 Hs.126256 interleukm 1. beta 7.80 

35 409757 NMJJ01898 Hs.123114 cystatinSN 7.74 

444342 NW.014398 Hs.10887 similar to rysosome-assoclated membrane 7.64 

452838 U55011 Hs.30743 preferenlialty expressed antigen in mela 7.58 

429211 AF052693 Hs.198249 gap junction protein, beta 5 (connexin 3 7.55 

428330 L22524 Hs.2256 matrix metalloproteinase 7 {matriiysin, 7.26 

40 448045 AJ297436 Hs.20166 prostate stem cell antigen 7.14 

408243 Y00787 Hs.624 interteuktn8 7.13 

429359 W00482 Hs.2399 matrix metalloproteinase 14 (membraoe-in 7.08 

437191 NM.006846 Hs.331555 serine protease inhibitor. Kazal type, 5 7.04 

407366 AF026942 Hs.17518 gbrHomo sapiens dg33 mRNA, partial sequ 7.04 

45 424687 J05070 Hs.151738 matrix inetalloproteinase 9 (gdatinase B 6.98 

421379 Y15221 Hs.103982 smaD Inducible cytokine subfamily B(Cy 6.89 

414774 X02419 Hs.77274 ptasrninogen activator, urokinase 6.85 

439926 AW014875 Hs.137007 ESTs 6.84 

446921 AB012113 Hs.16530 small inducible cytokine subfamHy A (Cy 6.82 

50 429259 AA420450 Hs.292911 PtatophHin 6.77 

419741 NM.007019 Hs.93002 ubiquifin carrier protein E2-C 6.71 

424834 AK001432, Hs.153408 Homo sapiens cDNA RJ10570 fis, done NT 6.67 

429228 AI553633 Hs.326447 ESTs 6.61 

__ 426312 AF026939 Hs.1 81 874 interferon-induced protein with tetratri 6.60 

55 431211 M86849 Hs.323733 gap junction protein, beta 2, 26kD (conn 6.58 

441362 BE614410 Hs.23044 RAD51 (S. cerevisiae) homolog (E coti Re 6.55 

414987 AA524394 Hs.294022 hypothetical protein FU14950 6.54 

446989 AK001898 Hs.16740 hypothetical protein FU1 1 036 6.53 

r . 409632 W74001 Hs.55279 serine (or cysteine) proteinase inhibrto 6.51 

60 422166 W72424 Hs.112405 S1 00 calciunvbinding protein A9(calgran 6.49 

417515 L24203 Hs.82237 ataxi&telangiectasia group Dissociated 6.48 

428471 X57348 Hs.184510 straOfin 6.46 

422511 AU076442 Hs.1 17938 collagen, type XVII, alpha 1 6.45 

r _ 444381 BE387335 Hs.283713 ESTs, Weakly similar to S64054 hypothec" 6.44 

65 401747 Homo sapiens keratin 17 (KRT17) &42 

421508 NWL004833 Hs.105115 absent in melanoma 2 &42 

416768 AA353733 Hs.1032 regenerating teleWenved 1 alpha (pane 6.42 

417079 US5590 Hs.81134 mterieukin 1 receptor antagonist 6.41 

432374 W68815 Hs.301885 Homo sapiens cDNA FU11346 fis, done PL 6-38 

70 422596 AF063611 Hs.1 18633 Z-Mgoaderrytetesynthetase-like 6.38 

409601 AF237621 Hs.80828 keratin 1 (epidermoryfc hyrjerkeratosis) 6.36 

444781 NMJJ14400 Hs.1 1950 GPl-anchored metastasis-associated prote 6.35 

407811 AW190902 Hs.40098 cysteine knot superfarrriiy 1, BMP antagon 6.33 

425415 M13903 Hs.157091 invducrin . 6.32 

75 431958 X63529 Hs.2877 cadherin 3, type 1, P-cadherin (placenta 6.30 

415989 ' AI267700 ESTs 6.23 

406673 M34996 Hs.198253 major histocompatibility complex, dass 6.21 

449228 AJ403107 Hs.148590 protein related with psoriasis 6.21 

436749 AA584890 Hs.5302 lectin, gaixtoside-binding, soluble, 4 6.18 

oO 444527 NMJXJ5408 Hs.11383 small inducible cytokine subfamily A (Cy 6.06 

418663 AK001100 Hs.41690 oesmocollin 3 &04 

428368 BE440042 Hs.83326 matrix metalloproteinase 3 (strometysin 5.98 

414915 NMJM2462 Hs.76391 rm/xovirus (influenza) resistance 1, homo 5.95 
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452401 
452304 
418004 
424620 
425650 
400655 
427747 
425247 
414004 
422765 
439606 
445417 
433447 
428227 
408000 
413219 
428450 
424408 
416250 
447164 
412326 
439223 
431629 
402994 
447333 
426991 
454241 
408716 
449722 
428434 
426283 
418941 
417720 
424008 
419216 
431620 
430280 
422627 
402075 
413753 
445537 
446619 
418558 
422440 
4281B8 
406663 
409178 
443426 
410700 
418054 
452281 
412471 
411274 
407756 
409893 
433300 
412755 
416530 
429058 
442117 
426711 
405770 
444783 
420859 
426866 
423017 
455601 
409956 
427786 
409420 
444371 
431009 
434826 
406690 
409402 
408202 
401994 
425292 
421574 



422109 
439453 
407944 



Hs.29352 tumor necrosis factor, alpha-induced pro 
Hs.61311 ESTs, Weakly similar to S 10590 cysteine 
Hs.87539 aMehyde dehydrogenase 3 fam8y, member 
Hs. 151254 kaJSkrern 7 (chymotrypfic, stratum com 
Hs.1925 desmogteto 3 (pemphigus vulgaris antigen 

NM_002425:Homo sapiens matrix metatopro 
Hs.1 80655 serine/threonine kinase 12 
Hs.1 55324 matrix metailoproleinase 1 1 (stromefysin 
Hs.7155 ESTs, Moderately similar to 21 15357A TYK 
Hs.1 578 bacutavirat IAP repeat-containing 5 (sur 
Hs.58561 G protein-coupled receptor 87 
Hs.1 2680 Homo sapiens cDNA FU10196 fis, done HE 
Hs3281 neuronal pentraxin 11 
Hs.2248 small inducibte cytokine subfamily B (Cy 
Hs.1 98689 buflous pemphigoid antigen 1 (2307240kD) 
Hs.1 18727 Homo sapiens cDMA FU13692 fis. clone PL 
Hs.1 84339 K1AA0175 gene product 
Hs.146428 collagen, type V, alpha 1 
Hs.73452 hypothetical protein MGC10791 
Hs.1 751 8 Homo sapiens cig5 mRNA, partial sequence 
Hs.73817 small inducibte cytokine A3 (homologous 
Hs.250618 UL16binding protein 2 
Hs.265827 interferon, alpha^ducible protein (cto 

NM J)02463*:Homo sapiens myxovirus (influ 
Hs.70704 hypothetical protein dJ616B8.3 

Homo sapiens cDNA RJ 10574 fis, clone NT 
gb:CM2-HT017&O41099-Q17-c02 HT0176 Homo 
Hs.151714 Homo sapiens mRNA for K1AA1769 protein, 
Hs.23960 cycBnBI 

Hs.65551 Homo sapiens, Similar to DNA segment Ch 
Hs.1 691 39 kynureninase (l-kynurenine hydrolase) 
Hs.239527 E1 B-55kDa-associated protein 5 
Hs.208067 ESTs 

Hs.137555 putative chemoWne receptor; GTP-binding 
Hs.1 64021 small inducible cytokine subfamily B (Cy 
Hs.264981 2'-5'-oligoadenylate synthetase 2 (69-71 
Hs.237868 interieukin 7 receptor 
Hs.1 18787 transforming growth factor, beta-induced 

ENSP00000251056*:Rasma membrane calcium 
Hs.75517 laminln, beta 3 (nicein (125kD), kalin'm 
Hs.1 2844 EGF^e-domain, multiple 6 
Hs.313 secreted phosphoprotein 1 (osleopontin, 
Hs.86131 Fas (TNFRSR}-associated via death dbmai 
Hs.1 16724 atto-keto reductase family 1 , member B10 
Hs.22 transgiutaminase 1 (K potypeptide epider 
Hs.293441 immunoglobulin heavy constant mu 
Hs.50915 katfikreinS 

Hs.9329 chromosome 20 open reading frame 1 
Hs.65641 hypothetical protein FU20073 
Hs.83354 (ysyt oxidase-fike 2 
Hs.28792 Homo sapiens cDNA FU11 041 fis. clone Pt 
Hs.73946 endothelial cell growth factor 1 (plate! 
Hs.69423 katlikreinIO 
Hs.33260 ubiquitin sp ecrfic protease 1 8 
Hs.57101 minichromosome maintenance deficient (S. 
Hs.1 351 50 rung type-l cell membrane-associated gry 
Hs.179891 ESTs, Weakty similar to P4HA.HUMAN PROLY 
Hs.79361 kaltikrein 6 (neurosin, zyme) 
Hs.35254 hypothetical protein FLB6421 
Hs.128899 ESTs; hypothetical protein for 1MAG&447 
Hs.343800 conserved gene ampBfied in osteosarcoma 

NM 002362:Homo sapiens melanoma antigen, 
Hs.62180 anilQn (Drosophila Scraps homotog), act 
Hs.1O0000 S100 calcium-Wnding protein A8 (catgran 
Hs.172816 neuregunn 1 
Hs^27948 serine (or cysteine) proteinase inhibito 
Hs.816 SRY (sex determining region Y>box 2 
Hs.727 inhibin, beta A (acthrin A, acGvm AB a 
Hs.256871 ' ESTs 

Hs.54451 lamirun, gamma 2 (nicein (100xD), kaiini 
Hs.239 forkheadboxMI 
Hs.48956 gap junction protein, beta 6 (connexin 3 
Hs.22265 pyruvate dehydrogenase phosphatase 
Hs.220529 carcinoembryonic antigen-related cell ad 
Hs.695 cystatinB(stefinB) 
Hs.43658 DKFZP586L151 protein 
Target Exon 

NM_005824 Hs.1 55545 37 kDa leucine-rich repeal (LRR) protein 

AJ000152 Hs.105924 defensin, beta 2 

A1620463 Hs.347408 hypothetical protein MGC13102 

S73265 Hs.1 473 gaslrin-releasing peptide 

BE264974 Hs.6566 thyroid hormone receptor interactor 1 3 

R34008 Hs.239727 desmocollm 2 



NMJM7115 
AA025386 
U37519 
AA101043 
NM.001944 

AW411425 
NWL005940 
M737033 
AW409701 
W79123 
AK001058 
U29195 
AA321649 
L11690 
AAB78200 
NrVL0t4791 
AT754813 
AA581386 
AF026941 
R07566 
AW23B299 
AU077025 

BE090580 
AK001536 
BE144666 
A1567839 
BE280074 
AW363590 
NM.003937 
AA452970 
AA205625 
R02740 
AU076718 
AA126109 
AA361258 
BE336857 

U17760 
AJ245671 
AU076643 
AW082266 
NM 004812 
M98447 
U24683 
BE393948 
AF098158 
AA352335 
NM.00231B 
T93500 
M63193 
NMJ02776 
AA116021 
AW247090 
AI034361 
BE144306 
U62801 
AF138853 
AW664964 
AA383471 

AK001466 
AW468397 
U02330 
AW178761 
AI36B680 
AW103364 
BE407863 
Z15008 
BE540274 
BE149762 
AF155661 
M29540 
AF208234 
AA227710 
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411296 BE207307 Hs.10114 growth suppressor 1 4.65 

433354 A1075407 Hs^96083 ESTs, Moderately similar to 154374 gene 4.65 

425234 AW1 52225 Hs.1 65909 ESTs, Weakly similar lo 138022 hypotheti 4.61 

421335 X99977 Hs.103505 ARS component B 4.60 

5 42K15 AW500470 Hs.1 17950 muffifoncSonal porypeptide simaartoS 4.59 

453779 N35187 Hs.433B8 2BkD interferon responsive protein 4.59 

423S75 C18863 Hs.163443 periosfin (OSF-2os) 4.59 

417308 H60720 Hs.B1892 K1AA01 01 gene product 4.58 

428651 AF 196478 Hs.188401 annexinAlO 4.58 

10 424354 NMJM4314 Hs.14S612 RNAheficase 4.58 

404996 Target Exon 4.56 

404240 NM_01 8950:Homo sapiens major histocornpat 4.56 

453095 AW295660 Hs.252756 ESTs 4.55 

410407 X66839 Hs.63287 carbonic anhydrase IX 4.55 

15 418678 NM.001327 Hs.87225 cancer/testis anfigen (NY-ESO-1) 4.55 

450685 L15533 Hs.423 paJKreafifis-associated protein 4.54 

425483 AF231022 Hs.158159 FAT tumor suppressor (Drosophila) homolo 4.53 

425397 J04088 Hs.156346 topoisomerase (DMA) D alpha (170kD) 4.52 

408380 AF123050 Hs.44532 diubiquitin 4.47 

20 443859 NM 013409 Hs.9914 folfistaUn 4.46 

411773 NM_006799 Hs.72026 protease, serine, 21 (tesfein) 4.44 

412140 AA219691 Hs.73625 RAB6 interacting, kmesin-like (rabkines 4.44 

421777 BE562088 Hs.108196 HSPC037 protein 4.44 

408908 BE296227 Hs.250822 serine/threonine kinase 15 4.43 

25 408122 AI432652 Hs.42B24 hypotheticat protein FU1071 8 4.42 

422487 AJ010901 Hs.1 98267 mucin 4, tracheorjronchial 4.42 

400419 AF084545 Target 4.42 

452571 W3151B Hs.34665 ESTs 4.41 

430044 AA464510 Hs.1 52812 ESTs 4.41 

30 414732 AW410976 Hs.77152 rrfnichrornosome maintenance deficient (S. 4.39 

448111 AA053486 Hs.20315 interferon-induced protein with tetratri 4.39 

443347 AI052543 Hs.1 33244 rnetanoma^erived leucine zipper, extras 4.39 

453884 AA355925 Hs.36232 KIAA0186 gene product 4.38 

436481 AA379597 Hs.5199 HSPC150protebdrrraartoubiquiuivcon 4.37 

35 417900 BE250127 Hs.82906 CDC20 (cell division cycle 20, S. cerevi 4.37 

424046 AF027866 Hs.1 38202 serine (or <^ar«) proteinase tohibito 4.37 

427983 M17706 Hs.2233 cobny stimulating factor 3 (granulocyte 4.36 

448357 N20169 Hs.108923 RAB3B, member RAS oncogene family 4.36 

409041 AB033025 Hs.50081 Hypothetical protein, XP_051860 (WAA1 19 4.34 

40 439999 AA115811 Hs.6838 ras homolog gene family, member E 4.34 

410361 BE391804 Hs.62661 guanylate binding protein 1, 'interferon- 4.34 

409703 NM 006167 Hs.56009 Z-S'-oTigoadenytate synthetase 3 (100 k 4.32 

402447 C1000201:gil2O4416|gb}AAA02627.1l (L0519 4.31 

426514 BE616633 Hs.170195 bone morphogenefic protein 7 (osteogenic 4.28 

45 432731 R31178 Hs.287820 tlbronectinl 4.27 

422397 AJ223366 Hs.116051 Homo sapiens cDNA: FU22495 fis, clone H 4.27 

413670 AB000115 Hs.75470 hypothetical protein, expressed m osteo 4.25 

425580 L11144 Hs.1907 galanin 4.25 

421506 BE302796 Hs.105097 thymidine kinase 1. soluble 4.23 

50 409433 AA074382 Hs.135255 ESTs 4.23 

430630 AW269920 Hs.2621 cystatm A(stefinA) 4.22 

447343 AA256641 Hs.236894 ESTs, Highly similar to S02392 alpha-2-m 4.21 

407047 X65965 gbiRsapiens SOD-2 gene for manganese su 4.20 

432375 BE536069 Hs.2962 SlOOcateium-binding protein P 4.20 

55 434449 AW953484 Hs.3849 hypothetical protein FU 22041 simitar to 4.19 

417866 AW067903 Hs.82772 coflagen. type XI, alpha 1 4.19 

436291 BE568452 Hs.344037 protein regulator of cytokinesis 1 4.18 

418140 BE613836 Hs.83551 mkrofibrrllar-associated protein 2 4.17 

410286 AI739159 Hs.61898 " DKF2P586N21 24 protein 4.16 

60 448844 AI581519 Hs.177164 ESTs 4.16 

432680 T47364 Hs.276613 hterferon, alphannducible protein 27 4.16 

417599 AA204688 Hs.62954 ESTs 4.16 

402992 Target Exon 4.15 

429500 X78565 Hs^89114 hexabrachfon [tenascin C, cytotacfin) 4.14 

65 422100 A1096988 Hs.111554 ADP-ribosylaDon factor-like 7 4.13 

409512 AW979187 Hs.293591 melanoma differentiation associated prat 4.12 

446985 AL038704 Hs.156827 ESTs, Wealdy similar to ALU INHUMAN ALU S 4.11 

407137 T97307 gb:ye53h05.£l Soares fetal Ever spleen 4.10 

411263 BE297802 Hs.69360 kinesin-iike 6 (mitotic ceritromere-assoc 4.10 

70 439979 AW600291 Hs.6823 hypothefcai protein FU 10430 4.10 

423905 AW579960 Hs.135150 lung type-J ceil membrane-associated gry 4.09 

427337 Z46223 Hs.176663 Fc fragment of IgG, tow affinity tllb,r 4.08 

417933 X02308 Hs.82962 thyrnidylate synthetase 4.08 

418689 A1360883 Hs.274448 hypothetical protein FU11029 4.06 

75 417678 X06560 Hs.82396 Z.S'-oBgoadenybte synthetase 1 (40-46 4.06 

451541 BE279383 Hs.26557 plakophffin3 4.06 

433848 AF095719 HsJ3764 carboxypepWaseA4 4.06 

418113 AI272141 Hs.83484 SRY (sex determining region Y>box 4 4.04 

0 _ 429599 AA806106 Hs.1 23664 ESTs 4.03 

80 450823 T81223 Hs^2011 complement-do. tumor necrosis factor-re! 4.02 

423787 AJ295745 Hs.236204 nuclear pore complex protein 4.00 

431250 BE264649 Hs^51377 taxd resistance associated gene 3 4.00 

416091 AF295370 Hs.2B30B2 defensin, beta 3 3.97 
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456525 
450983 
419693 
420596 
422094 
414945 
404286 
423961 
426075 
447377 
435066 

446998 N99013 
421904 
441553 
42B093 
441020 
447078 
437044 
417621 
424905 
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410434 
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444006 
426761 
444665 
427528 
414561 
411789 
428311 
449378 
449961 
443378 
407242 
414416 
422283 
422675 



441954 
410290 
422648 
428953 
443883 
428728 
400245 
442432 
428484 
424840 
440659 
414821 
413063 
425081 
409432 
428291 
414883 
428398 
428479 
408482 
404287 
431941 
414110 
427857 
419968 
430413 
416209 



NM_002659 Hs.179657 plasminogen activator, urokinase recepto 
AB032953 Hs 1 73560 odd Qz/ten-m homobg 2 (Drosophiia, mous 
NM_030920-.Homo sapiens hypothetical pro 
AW973666 Hs.153850 hypothetical protein C321D2.4 
X90725 Hs.77597 poto (DrosophiaHfee kinase 
AW955454 Hs.30942 ephrin-B2 

AW46B397 Hs. 100000 S1 00 cataum4xnding protein A8 {calgran 
AA305384 Hs.25740 ER01 (S. cerevisiaeHike 
AA133749 Hs.301350 FXYDdomain-conlaimng ton transport reg 
NMJJ02692 Hs.991 85 polymerase (DNA directed), epsiion 2 
AF129535 Hs.272027 F-box only protein 5 

Hs 77667 lymphocyte antigen 6 complex, locus E 

C6001909:gi|704441|dbjlBAA18909.1| (D298 
umddd Hs.136348- periostin (OSF-2os) 
AW513691 Hs.270149 ESTs, Weakly similar to 2109260AB cell 
X77343 Hs.334334 transcription factor AP-2 alpha 
BE261750 Hs.4747 dyskeratosis congenita 1, dyskenn 
N99013 Hs.16762 Homo sapiens mRNA; cDNA DKFZp564B2062 (f 
BE143533 Hs.109309 hypolheCcal protein FU20035 
AA281219 Hs.1 21296 ESTs 
AW594506 Hs.104830 ESTs 
W79283 Hs.35962 ESTs 
AW885727 Hs.9914 ESTs 

AL035864 Hs.69517 differentially expressed in Fancoru s an 
AV654694 Hs.82316 interferon-induced, hepatitis C-associat 
NMJXJ2497 Hs.1 53704 N1MA (never in mitosis gene a)«elated k 
BE292842 Hs.166120 interferon regulatory factor 7 
AA251131 Hs.220697 ESTs . , 

W52854 Hs.27099 hypothetical protein FU23293 similar to 
AW972300 Hs.1 181 10 bone marrow stromal cell antigen 2 
X57522 transporter 1 , ATP-binding cassette, sub 

NM 002984 Hs.75703 small inducible cytokine A4 (homologous 
A1434699 Hs.77356 transferrin receptor (p90. CD71) 
AF078037 Hs.324051 RelA-associated inhibitor 

N^L022170*^omo sapiens WiUiams-Beuren 
W80363 Hs.58446 ESTs 
AW014836 Hs.18844 ESTs 

AF051152 Hs.63668 totMike receptor 2 nnlwnt . 

AA525775 ESTs, Moderately similar to PC4259 fem 

AL136877 Hs.50758 SMC4 (structural maintenance of chromoso 
AC004770 Hs.4756 rbpstructure-speciricendonudease 1 
BE395085 Hs.1 0085 type I transmembrane protein Fn14 
A1015709 Hs.172089 Homo sapiens mRNA; cDNA DKFZp586l2022 (f 
BE613126 Hs.47783 B aggressive lymphoma gene 
AU077143 Hs.179565 minlclirornosome maintenance deficient (5. 
AI064813 Hs.195155 Homo sapiens amino acid transport system 
AF245505 Hs72157 Adfican 
NM 005651 Hs.183671 tryptophan 2,3-dkwygenase 
AW664026 Hs.59892 ESTs 
AW265634 Hs.133100 ESTs 

AW392550 Hs.9280 pfoteasome (prosome, macropain) subunit, 
M jg728 gfcHuman nonspecific crossreacting an6g 

AW409985 Hs76084 hypothetical protein MGC2721 
AW41 1307 Hs.1 1431 1 COC45 (cell division cyde 45, Sxerevis 
BE01B517 Hs.119140 eukaryotic translation initiation factor 
BE410590 Hs.119257 ems1 sequence (mammary tumor and squamou 
AI744935 Hs.8047 Fanconi anemia, complementaBon group G 
AA402307 Hs.322844 hypothetical protein DKF2p564Al 76 
DB6983 Hs.1 18893 Melanoma associated gene 
AA306610 Hs.348183 tumor necrosis factor receptor superfarni 
AA1 1 4212 Hs.9930 serine (or cysteine) proteinase mhibito 
NM.016625 Hs.191381 hypothetical protein 
Eos Control 

BE093589 Hs.38178 hypothetical protein FU2346B 
AF104032 Hs.184601 sohite carrier family 7 (catonic ammo 
D79987 Hs.153479 extra spindle poles, S. cerevisiae, homo 
AF134160 Hs.7327 claudin 1 
M63835 Hs.77424 Fc fragment of IgG, high affinity la, re 
Hs.75184 chifinase like 1 (cartilage grvcoproter 
Hs.1 54443 rninichromosome maintenance deficient (S. 
Hs.54460 small inducibte cytokine subfamily A (Cy 
Hs.183487 interferon stimulated gene (20kD) 

CDC28 protein kinase 1 
Hs.98558 ESTs 

Hs.334562 cell division cycle 2, G1 to S and G2 to 
NM 000676 Hs.45743 adenosine A2b receptor 

- C6001909:gii704441ldbjlBAA18909.1t(D298 

AK000106 Hs.272227 Homo sapiens cDNA FU20099 fis, clone CO 

BEB1752 gb£0t 1 12444F1 N1H.MGC.16 Homo sapiens c 

AL133017 Hs3210 hypothetical protein FU 22865 

XD4430 Hs.93913 interteukin 6 frnterferon, beta^ 

AW842182 Hs.241392 small inducible cytokine A5 (RANTES) 

AA236776 Hs.79078 MAD2 (mitotic arrest deficient, yeast h 
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AA534009 

AA926950 
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433001 AF217513 Hs.279905 doneHQ0310PRO0310p1 3.60 

430994 M490346 Hs.40530 Homo sapiens, clone MGC:17624, mRNA, com 3.60 

456534 X91195 Hs.100623 phosphofipase C, beta 3, neighbor pseudo 3.59 

437340 AL353935 Hs.135917 hypothefical protein 0KFZp761D 1823 3.59 

5 435793 AB037734 Hs.4993 KIAA1313 protein 3.59 

437016 AU076916 Hs.5398 guanine rronphosphate synthetase 3.59 

420247 AA256930 Hs.446B0 hypothetical protein FU20979 3.58 

424308 AW975531 Hs. 154443 rrMchromoscrne maintenance deficient (S. 157 

422282 AF019225 Hs.1 14309 apoprotein L 3.57 

10 424635 AA420687 Hs.1 15455 Homo sapiens cONA RJ 14259 (is, clone PL 3.57 

421044 AF061871 Hs. 101 302 Human DNA sequence from done RP1-238D15 3.57 

408015 AW135771 Hs-244349 eptderma! differentiation complex protei 3.56 

422956 BE545072 Hs. 122579 ECT2 protein (Epiihefial cell transfonrri 3.55 

449039 A1962602 Hs.74284 hypothefical protein MGC271 4 3.56 

15 446269 AW253155 Hs.14559 hypothetica] protein RJ 10540 3.55 

40037 AI127076 Hs.306201 hypothefical protein DKF2p56401 278 3.55 

428977 AK001404 Hs.19469B cvc0nB2 3.55 

402995 NM_002453':Homo sapiens rnyxovirus (influ 3.55 

416065 BE267931 Hs.78996 proKferating ceil rtudear antigen 3.54 

20 432917 NNL014125 Hs.241517 PRO0327 protein 3.54 

439750 AL359053 Hs.57664 Homo sapiens mRNA full length insert cDN 3.53 

445411 AL137255 Hs.12646 hypothetical protein FU22693 3.52 

438113 AI467908 Hs.8882 ESTs 3.52 

414420 AA043424 Hs.76095 immediate eady response 3 3.51 

25 419662 H13139 Hs.92282 paired-Eke homeodomain transcription fa 3.50 

447208 BE315291 Hs.237971 hypothetical protein MGC5627 3.50 

432543 AA552690 Hs.152423 Homo sapiens cDNA: FU21274 fis, done C 3.49 

442295 A1827248 Hs.224398 HornosarjienscDNAFU11469fis,ctaneHE 3.49 

426440 BE382756 Hs.169902 solute carrier family 2 (facilitated gtu 3.49 

30 429249 X81479 Hs.2375 egf-Tike module containing, much-like, 3.48 

413900 AW409747 Hs.75612 stress-tnduced-phosphoproteln 1 (Hsp70/H 3.48 

424242 AA337476 Hs.347408 rrypotheGcal protein MGC13102 3.48 

414761 AU077228 Hs.77256 enhanr^ofzeste(Drosoprula)homdog2 3.47 

4464B0 NM_014578 Hs.15114 ras homobg gene family, member 3.46 

35 414825 X06370 ' Hs.77432 epidermal growth factor receptor (avian 3.46 

428865 BE544095 Hs.164960 BarfMke homeobox 1 3.46 

449003 X76342 Hs.389 alcohd dehydrogenase 7 (class IV). mu o 146 

450506 NM.004460 fibroblast activation protein, alpha 3.46 

421307 BE539976 Hs.103305 Homo sapiens mRNA; cDNA DKFZp434B0425 (f 3.45 

40 422938 NM_001809 Hs.1594 centromere protein A (17kD) 3.45 

405545 Target Exon 3.45 

418322 AA284166 Hs.84113 cyciin-dependent kinase inhibitor 3 (CDK 3.44 

441703 AW390054 Hs.192843 leucine zipper protein FKSG14 3.44 

417944 AU077196 Hs.82985 collagen, type V, alpha 2 3.44 

45 417924 AU077231 Hs.82932 cydin D1 (PRA01: parathyroid adenomatos 144 

431228 AB006746 Hs.1 98282 phospholipid scramblase 1 144 

422363 T55979 Hs.1 15474 repTcaBon factor C (activator 1) 3 (38 143 

440502 AIB24113 Hs.78281 regulator of Gfrotein signalling 12 143 

448741 BE614567 Hs.1 9574 hypothetical protein MGC5469 143 

50 453922 AF053306 Hs.36708 budding uninhibited by benzimldazotes 1 3.43 

406646 M33500 Hs.308026 major histocompaaafity complex, class 3.42 

413281 AA861271 Hs.222024 transcription factor BMAL2 3.42 

449101 AA205847 Hs.23016 G protein-coupled receptor 3.42 

__ 430890 X54232 Hs.2699 gtyplcanl 3.41 

55 422809 AKD01379 Hs.121028 hypothetical protein FLJ 10549 3.41 

412429 AV650262 Hs.75765 GR02 oncogene 141 

443211 AI128388 Hs.143655 ESTs 141 
422209 AF005210 Hs.1 13222 chemokine (C-C motif) receptor 8 3.40 
428303 AW974476 Hs.183601 regulator of &proteln signalBng 16 139 
60 421817 AF146074 Hs.108660 ATP-btading cassette, sub-family C (CFTR 139 
428664 AK001666 Hs.1 89095 similar to SALL1 (sal (Drosophila)-fike 139 
422101 AW404176 Hs.1 11611 nbosomal protein L27 139 
457670 AF1 19666 Hs.23449 insulin receptor tyrosine kinase substra 138 
_ r 437033 AW248364 Hs.5409 RNA polymerase I subunit 3.37 
65 425322 U63630 Hs.1 55537 protein kinase, DNA-activated. catalytic 137 
417059 AL037672 Hs.61071 extracellular matrix protein 1 137 
400298 AA032279 Hs.61635 six traremernbrane epttheTtal antigen of 136 
414812 X72755 Hs.77367 monokine induced by gamma interferon 136 
_„ 436748 BE159107 Hs.159263 cdlagen, type VI, alpha 2 136 
70 401797 Target Exon 136 

428309 M97815 Hs.183650 cellular retmoic acid-rinding protein 2 135 
421563 NM.O06433 Hs.105806 granutysin 135 
402294 Target Exon 3.34 

414024 AA134712 Hs.22410 gb2m79g08.r1 Stratagene neuroepithelium 134 
75 401961 NKiL021626:Hrjmosapirinssermecarboxypep 133 

418462 BE001596 Hs.85266 fntegrin, beta 4 133 
418867 D31771 Hs.89404 msh fDrosophila) homeo box homolog 2 133 
424800 AL035588 Hs.1 53203 MyoD family inhibitor 3.33 
412420 AL035668 Hs.73853 bone morphogenetic protein 2 133 
oU 404440 NM_021048:Homo sapiens melanoma antigen, 333 

432398 AA307808 Hs.2979 trefoil factor 2 (spasmolytic protein 1) 133 
421677 H64092 Hs.38282 ESTs 133 
407792 AI077715 Hs.39384 putative secreted figand homologous to f 132 
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449048 
417197 
429659 
409536 
429415 
405386 
410274 
448275 
418245 
452291 
431830 
422575 
404171 
418464 
425566 
410226 
432281 
443247 
449717 
428336 
416111 
420759 
432336 
40577B 



421150 
406400 
455813 
426064 
458814 
458791 
419551 
429002 
450000 
407777 
419485 
426437 
415701 
412817 
447519 
412561 
446528 
423198 
415091 
441085 
443071 
408901 
425849 
410275 
415817 
409197 
412641 
413436 
408636 
412115 
413142 
411573 
428242 
409361 
435014 
401176 
434551 
410310 
427584 
423725 
452012 
407289 
409461 
433020 
437915 
426997 
420005 
426935 
412270 
421975 
427585 
448140 
431722 
427239 
413385 
439780 
422885 
418090 



AA316241 
AI913562 



BE141577 



Z45051 Hs.22920 similar to S68401 (cattle) glucose indue 
AW994561 Hs.151777 eukaryo&c translation initiation factor 
8E185499 Hs.2471 WAA0020 gene product 
AA305729 Hs. 18272 amino acid transporter system A1 
NM 002593 Hs.202097 procollagen C-endopepfidase r" u ' 
Target Exon 

AA381807 Hs.61762 hypo5da-inducible protein 2 

BE514434 Hs.20830 kinesin-Iike 2 

AA088767 Hs.83883 transmembrane, prostate androgen induced 

AF015592 Hs^8853 COC7 (ceB division cycle 7, S. cerevisi 

Y1 6645 Hs.271387 small inducible cytokine subfamily A (Cy 

AK000546 Hs.1 18552 hypothetical protein FU20539 

NMJ)00636*:Homo sapiens superoxide dismu 
R87580 Hs.144531 gb:ym89riD7.r1 Soares adult brain N2MHB5 
AW162943 HS.250S1B UL1 6 bipding protein 2 
A1B31958 Hs.61053 hypothetical protein 
AK001239 Hs.274263 hypothetical protein FU10377 
BE614387 Hs.333893 c-Myc target JP01 
AB040935 Hs.23954 cerebral cell adhesion molecule 
AA503115 Hs.183752 rrtcroserninoprotein, beta- 
AA03381 3 Hs.7901 8 chromatin assembly factor 1 , subunit A { 
711832 Hs.127797 Homo sapiens cDNAFU! 1381 fis, clone HE 
NM 002759 Hs.274382 protein kinase, interferotHnducibJe dou 

' NM_0Q5361 :Homo sapiens melanoma antigen, 

Hs.90691 nudeophosrnWnucteoplasmin 3 
Hs.189902 ESTs 

kaflikrein 8 (neuropsinfovasin) (KLKB) 
gb:QV2.HT00B34)7129W)18^11 HT0083 Homo 
BE387014 Hs.166146 Homer, neuronal immediate early gene, 3 
AI498957 Hs.170861 ESTs, Weakly similar to Z195_HUMAN ZINC 
BE615453 Hs.346509 dedicator of cytokinesis 1 
AW562256 Hs.9101 1 anterior gradient 2 (Xenepus laevis) horn 
AW24S439 Hs^340 junction plakoglobin 
A1952797 Hs.10888 hypothetical protein FU21 709 
AA161071 Hs.71465 squalere epoxidase 
AA489023 Hs.99807 ESTs, Weakly similar to unnamed protein 
BE076537 Hs.169B95 ubiqiritin-conjugafing enzyme E2L 6 
NMJW3878 Hs.78619 gamma-glutarnyl hydrolase (conjugase, fol 
AL0371 59 Hs.74619 proteasome (prosome, macropam) 26S subu 
U46258 Hs^39665 ESTs 
NM 002286 Hs.7401 1 lymphocyte-activation gene 3 
AU076640 Hs.15243 nucleolar protein 1 {1 20kD) 
M81933 Hs.1634 cell division cycle 25A 
AL044872 Hs.77910 34Tydraxy-3-mdhYlgtularyK)oenzyme A sy 
AW136551 Hs.181245 Homo sapiens cDNA FU1 2532 lis, done NT 
AL080021 Hs.8985 complement component 1 . q subcomponent 
AK001330 Hs.48855 hypothetical protein RJ10468 
AJ000512 Hs.295323 serorn/glucoccrticeid regulated kinase 
U85658 Hs.61796 transcription factor AP-2 gamma (activai 
Hs.78867 protein tyrosine phosphatase, receptor-t 
Hs.303025 chromosome 1 1 open reading frame 24 
„, v uv , Hs.74335 heat shock 90kD protein 1 , beta 
AF238083 Hs.68061 sphingosine kinase 1 

BE294925 Hs.46680 CGM2 protein 

AK001763 Hs.73239 hypotheScal prolan FU10901 
M81740 Hs.75212 ornithine decarboxylase 1 
AB029000 Hs.70823 KIAA1077 protein 
H55709 Hs.2250 leukemia inhibitory factor (cholinergic 
NM 005982 Hs.54416 sine ocuDs homeobox (Drosophila) homolo 
BE560898 Hs.10026 mitochondrial ribosornal protein L17 
Target Exon 

BE387162 Hs.280858 ESTs, Highly similar to A35661 ONA excis 
J02931 Hs.62192 coagulation factor III (thromboplastin, 
BE410293 Hs.179718 v-myb avian myeloblastosis viral oncogen 
AJ403108 Hs.132127 hypothefical protein LOC57822 
AA307703 Hs.279766 klnes^famBy n«^4A 
AA135159 Hs.203349 Homo sapiens cDNA FU12149 fc, clone MA • 
AA382169 Hs.54483 N-myc (and STAT) imeractor 
A1375726 Hs.279918 hypothefica! ptoteln 
A1637993 Hs.202312 Homo sapiens clone N11 NTera2D1 teratoca 
BE620738 Hs.173125 peptidylprotyl isomerase F (cyclophHm 
AW271105 Hs.133294 ESTs 
NM_000088 Hs.172928 collagen, type I, alpha 1 
AC005262 Hs.73797 guanine nudeotide binding protein (G or 
AW961017 Hs.6459 hypothetical protein FU 11 856 
031 152 Hs.179729 collagen, type X, alpha 1 (Schmid metaph 
AF146761 Hs.20450 BCM-iike membrane protein precursor 
AF161528 Hs.268049 hypothetical protein 
BE270447 Hs.174070 ubiquifin carrier protein 
M34455 Hs.840 indolearnine-pyrrole 2,3 dioxygenase 
AL1 09688 gbtHomo sapiens mRNA full length insert 

BE244068 Hs.121544 interieukin 12 receptor, beta 1 
U57059 Hs.83429 tumor necrosis factor (ligand) superfami 
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439755 AW748482 Hs.77873 B7homol09 3 110 

4041 70 NM_000S36*:Homo sapiens superoxide dismu 109 

417370 T28651 Hs.82030 tiyptophanyMRNAsynOietase 109 

410005 AW732308 Hs.57783 eukaryotic transl alien initiation factor 109 

5 446291 BE397753 Hs.14623 interferon, gamma-inducible protein 30 108 

421155 H87879 Hs. 102267 h/syl oxidase 108 

441224 AU076964 Hs.7753 calumenin 108 

424326 NM.014479 Hs.145296 (fisinlegrin protease 108 

. A 429413 NMJJ1405B Hs.201877 DESC1 protein 108 

10 436251 BE515065 Hs.296585 nucleolar protein (KKBO repeat) 108 

446510 H5830S Hs.15165 retinoic acid induced 14 108 

442520 C00138 Hs.8535 Homo sapiens mRNA for K1M1 658 protein, 107 

409537 AA323948 Hs.55407 Homo sapiens mRNA; cDNA DKFZp434K0621 (f 107 

426682 AV660038 Hs.2056 UDP gtycosyi transferase 1 family, polype 107 

15 448853 NM 012204 Hs.22302 general transcripfion factor tllC, polyp 107 

453775 NMJK)2916 Hs^5120 replication factor C (activator 1) 4 (37 107 

408915 NM_016651 . Hs.48950 heptacelliJtar carcinoma novel gene-3 pro 105 

435505 AF200492 Hsl211238 Merfeutin-1 homolog 1 106 

412577 Z22968 Hs.74076 C0 1 S3 antigen 106 

20 410575 BE207480 Hs.6994 Homo sapiens cDNA: FU22044 fe, done H 105 

416084 L16991 Hs.790O6 deoxythyrnidytate kinase (thyrnidytate kin 105 

430393 BE185030 Hs.241305 estrogen-responsive B box protein 3.05 

447342 AI199268 Hs.19322 Homo sapiens, Similar to R1KEN cONA 2010 104 

451578 NMJ)16323 Hs.26653 cycRn-E binding protein 1 104 

25 444726 NM_005147 Hs.84981 interferon regulatory factor 6 104 

447733 . AF157482 Hs.19400 MAD2 (mitotic arrest deficient, yeast, h 3.04 

437741 BE561610 Hs.5809 putative transmembrane protein; homoiog 3.04 

442643 U82756 Hs.3991 PRP4/STKWD spfirirtg factor 104 

o _ 429358 AB03782S Hs.200317 WM1 404 protein 103 

30 410068 AI633888 Hs.5B435 FYN-binding protein (FYB-120/130) 103 

426746 J03626 Hs.2057 uridine monophosphate synthetase {orotat 103 

409154 U72882 Hs.50842 mterferorwnduced protein 35 102 

442173 N76101 Hs.8127 KIAA0144 gene product 3.02 

447400 AK000322 Hs.18457 hypothetical protein FU20315 101 

35 450962 BE535547 Hs.25723 Sjogren's syndrome/sderoderma autoantig 3.01 

407634 AW016569 Hs.136414 UDP-«cNAc:betaGalbeta-1,3^-acetylgluc 101 

411387 AW842339 Hs.130815 hypothetical protein FU21 870 3.01 

438652 AA223599 Hs.6351 cleavage and polyadenytation specific fa 3.01 

459107 AA811881 Hs.28505 ubtquifjrwxinjugating enzyme E2H (homoio 100 

40 430287 AW182459 Hs.125759 ESTs, Weakly similar to LEU5_HUMAN LEUKE 100 

416110 Z42262 Hs.322844 hypothetical protein DKFZp564A1 76 3.00 

435523 T62849 Hs.11090 membrane-spanning 4-domains, subfamily A 100 

448569 BE382657 Hs.21486 signal transducer and activator of trans 100 

410268 AA316181 Hs.61635 six transmembrane epilheBal antigen of 3.00 

45 400200 NM_002788*:Homo sapiens proteasome (pros 100 

403330 Target Exon 299 

413833 Z15005 Hs75573 centromere protein E (312KO) 299 

403416 AI744626 K1M05S4 protein 2.97 

403438 NM_031 41 9*:Homo sapiens motecule possess 2.96 

50 447942 F12628 Hs.1 55470 hypothetical protein MGC16040 2.95 

427722 AK000123 Hs.160479 hypotheficai protein FU20116 2.95 ^ 

414806 D14694 Hs.77329 phosphatidytserine synthase 1 2.94 

440085 NWL005402 Hs.288757 v-ral simian leukemia viral oncogene horn 2.94 

__ 429547 AW009166 Hs.99376 ESTs 2.93 

55 419121 AA374372 Hs.89626 parathyroid hormonfrfike hormone 2.90 

431890 X17033 Hs.271986 integral, alpha 2 (C049B, alpha 2 subuni 2,89 

417259 AW903838 Hs.81800 chondroitin sulfate proteoglycan 2 (vers 2.89 

418203 X54942 Hs.83758 CO C28 protein kinase 2 2.66 

441633 AW958544 Hs.1 12242 normal mucosa of esophagus specific 1 286 

60 423425 AA375756 Hs.14449 K1AA1 609 protein 2.86 

412851 AI826502 Hs.106149 ESTs 286 

400664 NM>002425:Homo sapiens matrix metaHopro 2.86 

454140 AB040888 Hs.41793 hypothetical protein FU 10474 285 

435602 AF217515 Hs.283532 uncharacterized bone marrow protein BM03 185 

65 421116 T19132 Hs.101850 retmoWrinoTng protein l.cellutar 2.84 

432343 NML002960 Hs.2961 SlOOcateium-binding protein A3 283 

423767 H18283 Hs.132753 F-box only protein 2 282 

413476 U25849 Hs.75393 acid phosphatase 1, soluble 282 

441801 AW242799 Hs.86366 ESTs 280 

70. 441565 AW953575 Hs.303125 p53-induced protein PIGPC1 280 

416539 Y07909 Hs.79368 epHheEal membrane protein 1 279 

428959 AF100779 Hs.194680 WNT1 inducfcle signafing pathway protein 279 

422947 . AA305782 Hs.122552 G-2 and S-phase expressed 1 275 

__. 417849 AW291587 Hs.82733 nidogen2 274 

75 450434 AA166950 Hs.195870 hypothetical protein FU14991 273 

430466 AF052573 Hs.241517 polymerase (DNA directed), theta 272 

431448 AL137517 Hs.306201 hypothetical protein DKFZp56401 278 271 

424874 AA347951 Hs.326413 Homo sapiens cONA FU20812 fis, clone AD 271 

n _ 453633 AA357001 Hs.34045 hypothetical protein FU20764 271 

80 447854 AW138454 Hs.11594 ESTs 271 

427581 NWL014788 Hs.179703 WAA0129 gene product 270 

412636 NM_004415 desmoplaHn pPl. DPI!) 269 

420576 AA297634 Hs.54925 WM1858 protein 268 
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442932 
425071 
410491 
428698 
451277 
447347 
429505 
406137 
419594 
443054 
452620 
420552 
420931 
434517 
448454 
425776 
436238 
440676 
425811 
429113 
407804 
452679 
411908 
449230 
430024 
458079 
425345 
423881 
407853 
457819 
40B296 
413048 
403851 
433745 
423903 
427700 
419373 
426B27 
440282 
406974 
401924 
444190 
420923 
436508 
427509 
434398 
419490 
418030 
404927 



AA013051 
AI745185 
AA436504 
AK00Q492 



409038 
411388 
445757 
405069 
414035 
443168 
444301 
433345 
426471 
445019 
402021 
431866 
454219 
409571 
450831 
408353 
445950 
448356 
429732 
426850 
427335 
450649 
416460 
449523 
416975 
433226 
413129 
432606 
446620 
449008 
433160 
420802 
423482 



AA457211 Hs.8858 bromodomain adjacent to zinc finger doma 
NM 01 3989 Hs.1 54424 detodinase, Iodothyronine, type II 
AA465131 Hs.64001 Homo sapiens done 25218 mRNA sequence 
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U251 28 Hs.1 59499 parathyroid hormone receptor 2 
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ESTs, Moderately similar to 21 1 5357A TYK 


6.88 


424321 


W74048 


Hs.1765 


lyTTtphccyte-spedfic protein tyrosine kin 


6.88 


406673 


M34996 


Hs.198253 


major histocorrtp aUbHity complex, class 


6,72 


421582 


AI910275 




trefoil factor 1 (breast cancer, estroge 


6,52 
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447164 
409403 
439926 
418460 
411296 
426312 
413441 
427337 
417715 
413808 
400665 
424408 
418299 
444527 
428358 
416768 
430413 
427509 
422530 
413278 
436856 
426711 
421362 
452401 
404240 
435523 
437763 
425139 
415989 
408202 
450701 
423271 
414774 
443907 
424687 
444006 
414915 
408122 
408049 
431629 
435370 
443378 
443071 
409154 
445417 
413142 
406646 
402992 
452304 
418245 
413945 
423225 
443883 
415149 
425247 
410422 
413936 
409202 
422562 
443639 
444652 
412471 
449717 
417389 
428981 
445109 
406778 
408716 
412773 
414024 
426530 
414945 



AF026941 Hs.17518 Homo sapiens dg5 mRNA, partial sequence 
AA668224 Hs.6634 Homo sapiens cDNA FU 22547 fis. done H 
AW014875 Hs.137007 ESTs 

M26315 Hs.85258 CD8 antigen, alpha polypeptide (p32) 
BE207307 Hs.10114 growth suppressor 1 
AF026939 Hs.1 81 874 interferon-induced protein with tetratn 
A1929374 Hs.75387 Src-Bke-adapter 
Z46223 Hs.1 76663 Fc fragment of IgG, low affinty Hlb. r 
AW969587 Hs.86366 ESTs 

j 00287 Homo sapiens mRNA for caMesmon, 7 UTR 

NMJ)02425:Homo sapiens matrix metailopro 
AI754813 Hs.146428 coDagen. type V, alpha 1 
AA279530 Hs.83968 Megrin, beta 2 (antigen CD18(p95),ly 
NM 005408 Hs.1 13B3 small inducible cytokine subfamily A (Cy 
BE440042 Hs.B3326 matrix metatloproteinase 3 (stromelysin 
AA363733 Hs.1 032 regenerating islet-derived 1 alpha (pane 
AW842182 Hs.241392 small inducible cytokine A5 (RANTES) 
M62505 Hs.21 61 complement component 5 receptor 1 (C5a I 
AW972300 Hs.1 181 10 bone marrow stromal cell anfigen 2 
BE553085 Hs.B33 inlerferon-stimulated protein, 15 kDa 
AI469355 Hs.127310 ESTs 

AA383471 Hs .343800 conserved gene amplified n osteosarcoma 
AK000050 Hs.103853 hypothetical protein FU20043 
KNL007115 Hs.29352 tumor necrosis factor, a!pha4nduced pro 

NMJ)18950:Homo sapiens major histocompat 
T62849 Hs.1 1090 membrane-spanning 4-domains, subfarrfly A 
AA469369 Hs.5831 tissue inhibitor of metalloproteinase 1 
AW63048B Hs.25338 protease, serine, 23 
AI267700 ESTs 
AA227710 Hs.43658 DKFZP586L151 protein 
H39960 Hs.288467 hypothetical protein XP 098151 
W47225 Hs.126256 interieukin 1, beta 
X02419 Hs.77274 plasminogen activator, urokinase 
AU076484 Hs.9963 TYRO protein tyrosine kinase binding pro 
J05070 Hs.1 51738 matrix metalloproteinase 9 (geiatinase B 
BE395085 Hs.1 0086 type I transmembrane protein Fn14 
NWL002462 Hs.76391 rrryxovirus (influenza) resistance 1 , homo 
AI432652 Hs.42824 hypothetical protein FU10718 
AW076098 Hs.345588 desmoplaWn (DPI, DPtl) 
AU077025 Hs.265827 interferon, alphannducible protein (do 
A1964074 Hs.225838 ESTs 

AW392550 Hs.9280 proteasome (prosome, macropan) suburb 
ALD80021 Hs.B986 complement component 1, q subcomponent, 
U72882 Hs.50842 interferon-induced protein 35 
AK001058 Hs.12680 Homo sapiens cDNA FU10196 fis, clone HE 
M81740 HsJ5212 ornithine decarboxylase 1 
M33600 Hs.308026 major histocompaBbiDty complex, class 
Target Exon 

M025386 Hs.61311 ESTs, Weakly similar to S1 0590 cysteine 
AA088767 Hs. 83883 transmembrane, prostate androgen induced 
NM 000591 Hs.75627 CD14 antigen 
AA852604 Hs.125359 Thy-1 cell surface antigen 
AA1 14212 Hs.9930 serine (or cysteine) proteinase inhibito 
X12451 Hs.78056 calhepsin L 
NM 005940 Hs.155324 matrix metalloproleinase 11 (stromelysin 
AL042014 Hs.63348 Homo sapiens, done MGG15203, mRNA, com 
AF1 13676 Hs.297681 serine (or cysteine) proteinase inhibito 
AA236881 Hs.51043 hexosaminidase B (beta polypeptide) 
AI962060 Hs.118397 AE-binding protein 1 
BE269042 Hs 9661 proteasome (prosome, macropan) subumt, 
BE513613 Hs.11538 aclin related protein 2/3 complex, subun 
M53193 Hs .73946 endothelial celt growth factor 1 (platel 
AB040935 Hs.23954 cerebral (jell adhesion molecule 
BE260964 Hs .82045 midkine (neurite growth-promoting factor 
BE313077 Hs.93135 ESTs, Weakly similar to ALU^HUMAN ALUS 
AF039916 Hs.1 2330 ertonudeoside triphosphate oTphosphohyd 
H06273 Hs.101651 Homo sapiens mRNA; cONA DKFZp434C107 (fr 
A1567839 Hs.151714 Homo sapiens mRNA for WAA1769 protein, 
H15785 Hs.74573 simitar to vacdnia vims Hindlll K4L OR 
AA134712 Hs.22410 gbzm79g08.r1 Slratagene neuroepithelium 
U24578 Hs.278625 complement component 4 A 
BE076358 Hs.77667 lymphocyte antigen 6 complex, locus E 



6.40 
6.32 
6.32 
6.12 
6.03 
5.86 
5.86 
5.81 
5.76 
5.63 
5.60 
5.53 
5.44 
5.42 
5.40 
5.38 
5.08 
5.08 
5.04 
4.92 
4.80 
4.60 
4.53 
4.48 
4.36 
4.34 
4.29 
4.24 
4.20 
4.11 
4.06 
4.02 
3.96 
3.90 
3.86 
3.86 
3.76 
3.49 
3.44 
3.37 
3.29 
3.19 
3.18 
3.13 
3.12 
3.00 
2.76 
2.57 
2.54 
2.52 
2.51 
2.50 
2.48 
. 147 
146 
2.45 
145 
2.39 
2.35 
128 
119 
119 
103 
2.03 
1.83 
1.79 
1.70 
1.69 
1.65 
1.65 
1.58 
1.52 



75 



80 



TAB1E47B _ 

Pkey: Unique Eos probeset identifier number 
CAT number Gene duster number 
Accession: Genbank accession numbers 



Pkey 
453331 



CAT Number Accession 



WO 03/042661 



PCT/US02/36810 



H01642 BF510304 AA626915 AA746952 AI161014 AA099554 BG572534 AI803329 AI809932 AI808765 AA41 1449 AI378760 AA976929 AI378620 
AA909684 R75632 AI36Q919 AI350463 AW069127 AA41 1621 AA742532 H12451 BE208298 K0361 2 H12839 N58781 R75957 BF99S484 A1240665 
BF989591 B1056088BG001590BF107035 

450375 16559 3 BG570705 BG572749 AW506284 H04021 AA151 156 AW954405 AA131254 BG056461 W46291 H01532 K04334 H03231 AA852876 H04410 
H59605BE157601AA1 13758 

452410 59661 1 AL133619AI435410 AA622747AW272464AI215594A1573758 AI476447 AI804128 A1581 345 AJ026826AI 300820 AW51 3521 AA2561 62 AI559724 
AI493388AA614641 Al 125754 A1214351 AI557080 A! 20081 3 A1476529 AI685732 AA602400 AA730140 AI565082 AI269603 A1807095 AA905453 
AA505909 A1204595 AI582930 AI686077 AA757863 AA7301 54 AA664048 B1831663 AI734138 AI734130 AJ732734 AW043563 AI741241 AI732741 
BF111446 BE677727 AA437369 AA426284 AA433997 AA425820 

406687 0_0 M31126 

421582 13358 1 XD0474 hWL003225 X52M3 M1207 

BF747698 BM142326 AA307578 A1925552 AA578674 AA582084 AW009769 AA514776 AA588034 BG271505 AA858276 BM142503 AW0507D0 
A1307407 AI202532 AA524242 A1909772 AI970839 BG23651 6 AW75021 6 AA587613 AI909749 AI909751 AI91 0083 AA61 4539 R55292 AA50741 8 

413808 2905.1 A1570199 A1888812AW867550 AI921557 AW469096 AI925581 AI679986 AW473623 BE841640 BF051525 AW45703 AJ925072 AW853188 

AW863076 BE841731 AW863167 BE841390 BE841365 BF374078 BE841760 BE841694 BE841769 AA335110 BEB41692 BF374073 AA335204 
Bf 374079 BE84171 3 AA3351 67 BE841 584 AW868103 BE841645 BE841765 AI076336 AW867433 BF373831 BE841758 AW86891 1 AW8631 55 
AW858847 BE841651 AA335145 BE841670 BF374260 BF374088 BE841661 BE841728 BI335729 BE841739 BE841663 AW8S3104 AA335201 
AA335143 BF906965 AWB67493 BE841505 BF374250 BE841766 BF373837 AW863191 BE841705 AW863154 AW868673 AW867311 AA335896 
BE841753 AW863407 BE937102 BF374252 BF374247 BF374255 BE841785 AW029590 AW131278 AI801021 AW058240 AW058400AW029230 
AW029432 AW130509 AW029128 AW130469 AI570155 AI620272 AW029259 A1801 389 AIB88562 AI926902 A1801799 A1610344 A1452852 
AW131174 AJ581069 AJ225028 AI446689 AI923321 AI439430 AI801502 AI679707 AW028944 AI933684 AI801724 A1537779 A1354652 AI470250 
AIS36872 AI891 151 AWB68019 AW005034 A1702599 AA335192 AA335165 AA335189 AI933725 AW044393 A1888797 BE841577 BE841681 
AA335141 AW008176 AA335223 AI888837 AW868622 AI803901 AW005718 AI538062 A1282258 A1580578 A1445803 AJ445394 AJ 568168 
AA335144 A1926349 AA335210 AA334919 AA335163 AA335216 A1678342 BF374135 A1932922 AA335214 AA335109 AJ570325 A1452619 A1926109 
AJ453488 AI678606 AWB69289 AW86921 1 BE841580 AI679368 AI8B8882 AI926170 BF508305 AW86931 5 AA334926 BE841 712 AW026584 
AA335200 BE841764 AV730339 AW474979 A1286344 AI446430 A153761 2 AA3351 66 AW858051 A1679133 A1949520 BE841652 AJ949532 
BE9371 13 BE841789 BE841643 AW130556 BEB41761 AW8 5871 6 AW8 58698 BEB41669 BE937108 AA335158 AA335153 AA335159 AW867404 
AVV868692BE841742AWTO711AVV867546BE841699AA335198AA335146AW868150BE841660 

AW868815 BF373812 BE841657 BE841780 AI440394 AA335215 AA335202 M335162 AA335160 A1801656 A1678499 BF374019 AW130236 
AI826057 A1572459 A1932773 AA335197 AI61 1752 AA335224 A1452592 AA335147 AA335149 AA334928 AA3351 14 AA3351 1 1 AI567048 
AW029395 AI570326 BF373838 BE841691 BE841776 AWB63485 BF374093 AW130376 BE841732 AJ446393 AI446781 AW867547 AW029012 
AA335227 AW869307 AW869350 AW868709 AW859407 AW005017 AI679252 AI925523 AW151553 AW853109 AI445917 A1799520 AI921607 
AW0081 53 A1520957 AI61 0620 AJ679828 AI868151 AI537839 AI679547 T28354 AI282567 AA335207 R83655 BF906963 AW131 160 A1925626 
AW029396 AW028445 AW008410 AW1 52586 AW008476 A1B01040 AI453659 AI621200 AA334925 BF374069 BF374075 N53208 BF374246 
AWB68723 BE937150 AA955002 AW863338 BE841767 
415989 10194 1 BC01 3389 BC01 7398 AI023543M1 91 424 AI267700A14696:BAvV9^ 

BG285837 AI720344 BF541 715 AA355086AA1 72235 ' 



TABLE 47C 



Pkey: Unique number corresponding to an Eos pro beset 

Ref. ' Sequence source. Hie 7 digit numbers in this column are Genbank Identifier (G!) numbers, -Dunham, et aL" refers to the publication entitled "The DNA sequence of 

human chromosome 22" Dunham, et al (1999) Nature 402:489-495. 
Strand: Indicates DNA strand from which ©cons were predicted. 



Pkey 


Re* 


Strand 


NLposition 


400666 


8118496 


Plus 


17982-18115,20297-20456 


400665 


8118496 


Ftus 


16879-17023 


404240 


5002624 


Minus 


116132-116407,116653-116922 


402992 


7767907 


Minus 


42137-42515 



TABLE 48A: 



Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD; Unigene number 

Untgene Title: Unigene gene Hie 

R1 : 90th percentile of normal esophagus Als divided by the 90th percentBe of esophageal tumor AIs 

Unigene Title R1 

fifin 37.43 

titin 30.23 

Homo sapiens, done MG£12401, mRNA, com 23,69 

gb:Human nebufin mRNA, parfel cds 17.09 

nebufin 15.56 

myosin, heavy polypeptide 7, cardiac mus 14.21 

troponin C2, fast 13.03 

fjfJn 13.02 

myosin, heavy polypeptide 2, skeletal mu 12.61 

interleukin enhancer binding factor 1 1 2.53 

troponin I, skeletal slow 12.46 

troponin I, skeletal, fast 12.40 

enolase 3, (beta, muscle} 12.21 

C1000185Bx(iI6679124lreflNP_032759.1| ne 11.99 

fiOn immunoglobulin domain protein (myo 10.53 

troponin Tl.skeletai, slow 10.21 

carbonic anhydrase III, muscle specific . 10.14 

myosin, tight polypeptide 2, regulatory, 10.1 3 

phosohoglycerate mutase 2 (muscle) 10.00 

ESTs, Weakly similar to S12658 cysteine- 9.65 

ESTs 9.57 

saroomeric muscle protein 9.48 



Pkey 


ExAccn 


UnigenelD 


407245 


X90566 


Hs.172004 


426752 


X69490 


Hs.172004 


425545 


N98529 


Ks. 158295 


407013 


U35637 




400440 


X83957 


Hs.83870 


406704 


M21665 


Hs.929 


428087 


AA100573 


Hs.182421 


417070 


Z19077 


Hs.172004 


406707 


S73840 


Hs.931 


405001 


U58196 




418391 


NM_003281 


Hs.84673 


418205 


L21715 


Hs.83760 


422633 


X56832 


Hs.1 18804 


400499 






418390 


AF133820 


Hs.84665 


412519 


AA196241 


Hs.73980 


417435 


NWL005181 


Hs.82129 


.413778 


AA090235 


Hs.75535 


408493 


BE206854 


Hs.46039 


416373 


AA195845 


Hs.73680 


415672 


N53097 


Hs.193579 


409096 


AA194412 


Hs.50550 



562 



WO 03/042661 



PCT/US02/36810 



5 

10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



431360 
416982 
426429 
422069 



437206 

421296 

412129 

434352 

418026 

408591 

435124 

430681 

454229 

424734 

428221 

431204 

443727 

408753 

413132 

424485 

403805 

429997 

418532 

419711 

422640 

433839 

406703 

451621 

446962 

411102 

411852 

454059 

451957 

434360 

420813 

417376 

424688 

446523 

402270 

437846 

424982 

414657 

410621 

429134 

436519 

447023 

427639 

426451 

433635 



NMJJ00427 

J05401 

X73114 

AJ010063 

AB014513 

AW975934 

NM 002666 

M21984 

AF129505 

BE379727 

AF015224 

AA725362 

AW969675 

AW957744 

A1217685 

U96781 

F28841 

Z25389 

AI337192 

NM 006823 



411021 
416349 



NMJJ06789 
F00797 
C02621 
M37984 
F35430 
X13100 
AI879148 
AI351421 
AA401295 
AA528140 
NMJM3154 
AI796320 
AW015415 
X51501 
AA253314 
AA216287 
NM_003063 

AA773866 
U94777 
AA424074 
AA194329 
AA446953 
AJ278124 
AA356764 
AW444530 
AI908165 
A!074502 
NM.003803 
F00055 



406741 
428824 
418692 
448406 
432306 
424049 



433122 

415447 

415655 

442376 

452308 

418072 

429413 

423725 

438704 

413391 

430699 

419050 

422313 

417045 

426158 

435101 

432408 

439706 

429930 

429624 

429454 

411000 



Hs.251680 
Hs.80691 
Hs.169849 
Hs.343603 
Hs.49998 
Hs.283382 
Hs.103253 
Hs.73454 
Ks.66492 
Hs.83213 
Hs.46452 
Hs.120456 
Hs.291232 
Hs^7B469 
Hs.96844 
Hs.183075 
Hs.250760 
Hs.18459 
Hs.47438 
Hs.75209 
Hs.272556 

Hs.227457 
Hs.85844 
Hs.159282 
Hs.118845 
Hs.146070 
Hs.173084 
Hs^6770 
Hs.279709 
Hs.23926 
Hs.107515 
Hs.37048 
Hs.10299 
Hs.127780 
Hs.99949 
Hs.154103 
Hs.1815 
Hs.334629 

Hs.244569 

Hs.76780 
Hs.172004 
Hs.99004 
Hs.238756 
Hs.17109 
Hs.105362 
Hs.169946 
Hs.134292 
Hs.2504 
Hs.172004 
Hs.79227 
Hs.153684 
Hs.74466 
Hs.173059 
Hs.87383 
rfe21103 
Hs.303090 
Hs.138380 
Hs.293236 
Hs.58049 
Hs.78454 



loricrtn 

creatine kinase, mitochondrial 2 (sarcom 
rnyosin-binding protein C, slow-type 
Cirn-cap (telelhonin) 
Z-band alternatively spGced PDZ-mofif 
ESTs, WeaWy similar b 13B344 tilin, ca 
penTrpin 

troponin T3, skeletal fast 
small muscle protein, X-Gnked 
fatty acid binding protein 4, adipocyte 
mammaglobin 1 
ESTs 
ESTs 

lacrimal proline rich protein 
ESTs 

ATPase. Ca transporting, cardiac muscle, 
cytochrome c oxidase subunit Via pdypep 
ESTs 

SH3 domain binding glutamic acid-rich pr 
protein kinase (cAMP-dependent. catalyfi 
pepWyiargtnine deuninase type I 
Target Exon 

apoGpoprotein B mRNA editing enzyme, ca 
neurotrophic tyrosine kinase, receptor, 
ESTs 

troponin C, stow 

ESTs, Weakly similar to ALU1 .HUMAN ALU S 
myosin, heavy pdypeptide 3. skeletal mu 
fatty acid binding prolan 7, brain 
muscle specific ring finger protein 1 
triadSn 

ESTs, Weakly similar to T00329 hypothefi 



Homo sapiens cDNA FU 13545 fis, clone PL 
ESTs 

prdaclnvlnduced protein 
LIM protein (similar to rat protein klna 
myosin, light polypeptide 3, alkali; ven 
sarcoRpin 
Target Exon 

esophagus, caricer-relaied gene-2 
phosphorytase, glycogen; musde {McArdle 
protein phosphatase 1, regulatory (inhib 
tifin 
ESTs 
myozenin 

integral membrane protein 2A 
Homo sapiens, clone MGC: 18257, mRNA, com 
GATA-binding protein 3 (T-ceH receptor 
hypothetical protein MGC12921 
myomesm 1 (skelemin) (185kD) 
Gfin 

myomesln (M-protein) 2(165kD) 
D63216 Hs.153684 Wzzled-relaied protein 
AA058357 Hs.74466 carcinoembryonic antigen-related cell ad 
W23624 Hs.173059 ESTs 
AK000268 Hs.87383 hypothetical protein 
AW772298 rk21 103 Homo sapiens mRNA; cDNA DKFZp564B076 {fr 
Y18207 Hs.303090 protein phosphatase 1, regulatory (inhib 
AB014524 Hs.138380 WAA0624 protein 
AW971945 Hs.293236 ESTs 
AB019391 Hs.58049 ESTs 

Z97171 Hs.78454 myocum, trabecular meshwork inducible 
W05433 ESTs 

YV955B8 Hs.129982 Homo sapiens cDMA FU 1 2228 fis, done MA 
AI167560 Hs.61297 ESTs 

F35210 Hs.86507 Human DNA sequence from done RP3-353C17 

NMJM4058 Hs.201877 DESC1 protein 

AJ403108 Hs.132127 rrypothefical protein LOC57822 

AI435060 Hs.32825 ESTs 

A1223328 Hs.75335 glycine arniaTnoiransferase (L-arginine:g 

AW959847 Hs.292718 ESTs, WeaHy similar to RET2_HUMAN RETIN 

NM 000036 Hs.89570 adenosine monophosphate deaminase 1 (iso 

AF045941 Hs.115166 scieirin 

F01 1 80 Hs.332030 Homo sapiens ORF1 

NM 001 982 Hs.199067 v-erb-b2 avian eryfltroblastjc leukemia v 

AI743156 Hs.131064 ESTs 

N39127 ESTs, Weakly similar to A45010 X4inked 

AW872527 Hs.59761 ESTs, Weakly similar to DAP1_HUMAN DEATH 
AI580809 Hs.99569 ESTs 

AA458548 Hs39476 ESTs, Weakly similar to 1313184B alpha! 

AL039940 Hs.202949 KIAA1102 prolan 

N40449 Hs.201619 ESTs, Weakly similar to S38383 SEB4B pro 



9.42 

9.20 

9.15 

8.96 

8.64 

8.48 

8.47 

8.39 

8.28 

7.93 

7.88 

7.76 

7.70 

7.68 

7.59 

7.57 

7.41 

7.21 

7.04 

6.98 

6.93 

6.87 

6.72 

6.70 

6.70 

6.68 

6.55 

6.34 

6.27 

6.20 

6.17 

6.15 

5.95 

5.85 

5.57 

5.52 

5.46 

5.42 

5.41 

5.25 

5.24 

5.17 

5.14 

5.10 

5.06 

5.04 

5.03 

5.02 

5.00 

4.98 

4.96 

4.95 

4.93 

4.92 

4.92 

4.78 

4.74 

4.73 

4.66 

4.65 

4.65 

4.62 

4.59 

4.59 

4.58 

4.57 

4.56 

4.53 

4.53 

4.50 

4.49 

4.48 

4.46 

4.43 

4.41 

4.39 

4.37 

4.35 

4.35 

4.30 

4.26 

4.20 

4.11 
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429852 


AB010445 


Hs.225948 


small inducible cytokine subfamily A (Cy 


3.99 


428560 


AI243209 


Hs.98669 


ESTs, Weakly similar to B4741 1 ADPribosy 


3.95 


438328 


AI492261 


Hs.32450 


ESTs 


3.84 


451917 


AW391351 


Hs^0S20 


Homo sapiens unknown mRNA 


3.84 


453876 


AW021748 


Hs.1 10408 


ESTs, Weakly similar to I38022 hypothec' 


3.83 


414807 


AI738616 


Hs.77348 


hydroxyprostaglantfin dehydrogenase 15-(N 


3.82 


430171 


AF086289 


Hi234766 


skin- specific protein 


3.80 


422287 


F16365 


Hs.1 14346 


cytochrome c oxidase subunit Vila polype 


3.75 


446082 


AB74139 


Hs.156452 


ESTs 


3.74 


449003 


X76342 


Hs.389 


alcohol dehydrogenase 7 (class IV), mu o 


3.70 


431205 


AA194560 


Hs.250763 


tropomodu&i 4 (musde) 


3.68 


443265 


A1916207 


Hs3167 


SH3 doniambin^ghJtair&adoVichpr 


3.68 


424747 


AA346241 


Hs.231887 


EST 


3.67 


410223 


S73775 


Hs.60708 


calsequestrin 1 (fast-twitch, skeletal m 


&63 


423024 


AA593731 


Hs.325823 


ESTs, Moderately similar to ALU5.HUMAN A 


3.62 


453817 


AW755253 


Hs.61920 


ESTs 


3.57 


416431 


AW384459 


Hs.172004 


fifin 


a52 


425971 


AF 135024 


Ks.165296 


kalfikrein 13 


3.49 


412452 


AA215731 


Hs.79265 


suppression of turnongenicity 5 


3.48 


421512 


AB 007923 


Hs365848 


myomegafin 


3.41 


413922 


AI535895 


Hs.221024 


ESTs 


3.37 


419648 


T73661 


Hs.91877 


thyroid hormone responsive SPOT 14 (rat) 


3.36 


418067 


AI127958 


Hs.83393 


cystafin E/M 


3.32 


428666 


AL080190 


Hs.189242 


Homo sapiens mRNA; cOMA DKFZp434A202 (fr 


3.29 


451681 


Z28564 


Hs.255950 


ESTs, Weakly simiiar to AA64_HUMAN 64 KD 


3.26 


420197 


AW139547 


Hs.88134 


ESTs, Weakly similar to A57291 cytokine 


3.23 


425869 


AA524547 


Hs.160318 


FXYD domain-containing ion transport reg 


3.21 


404270 






NM_006061:Homo sapiens specific granule 


3.21 


409169 


FO0991 


Hs.50889 


(clone PWHLG2-24) myosin light chain 2 


3.17 


426350 


NWL003245 


Hs.2022 


transglutaminase 3 (E polypeptide, prote 


3.13 


452023 


AB032999 


Hs.27566 


K1AA1 173 protein 


3.08 


417713 


D42047 


Hs.82432 


WAA0089 protein 


299 


435538 


AB011540 


Ks.4930 


tow density lipoprotein receptor-related 


297 


450300 


ALO41440 


rk58210 


ESTs, Highly similar to ITH4_HUMAN INTER 


2.97 


451814 


AA847992 


Hs.137003 


ESTs 


2.63 


452360 


AI742082 


Hs.98539 


ESTs 


267 


431938 


AA938471 


Hs.54431 


specific granule protein (28 kDa); cyste 


257 


408104 


AW972927 


Hs.293968 


ESTs 


257 


444329 


W73753 


Hs.209637 


hypothetical protein FU 12921 


254 


439652 


W67826 


Hs.55412 


ESTs, Weakly similar to K1 CJJHUMAN KERAT 


250 


432191 


AA043193 


Hs.273186 


hypothetical protein, clone TeJelhon{tta 


233 


425855 


AF135025 


Hs.159679 


kaDikrein12 


232 


430560 


Z28942 


Hs.243960 


N-myc downstream-regulated gene 2 


228 


410677 


NMJXJ3278 


Hs.65424 


tetranectin (riasrninogen-binding protein 


225 


411388 


X72925 


Hs.69752 


desmocolBn 1 


225 


425721 


AC002115 


Hs.159309 


uroplakin 1A 


212 


430520 


NMJM6190 


Hs.242057 


chromosome 1 open reading frame 10 


210 


429441 


AJ224172 


Hs.204096 


Rpophflin B (uteroglobin family member) 


202 


417405 


W2B657 


Hs.5307 


ESTs 


201 


434560 


R13052 


Hs.3964 


Homo sapiens done 24877 mRNA sequence 


1.95 


417074 


Z49878 


Hs.81131 


guanidinoacetate N-methyl transferase 


1.79 


430513 


AJ012008 


Hs.241586 


G6C protein 


1.68 


454478 


AW805749 


Hs.318885 


superoxide dismutase 2, mitochondria) 


1.68 


416559 


A1039195 


Hs.128060 


ESTs 


1.66 


447205 


BE617015 


Hs.1 1006 


ESTs, Moderately similar to T17372 plasm 


1.64 


415780 


U75B98 


Hs.78846 


heat shock 27kD protein 2 


1.55 


409702 


AI752244 




eukaryofic translation elongation factor 


1.50 



TABLE 48B 

Pkey: Unique Eos probeset identifier number 
CAT number. Gene cluster number 
Accession: Gen bank accession numbers 



Pkey CAT Number Accession 



407013 2073 7 U35637AA1 92323 AA1 94508 BG011 583 F2571 2 AL596820BE1 85376 

424982 25362J AKD57547 BG181248 AA883756 F2567Q AA778128 F27657 F18914 F25171 AA178844 F21556 F25872 F20457 F27617 F36059 F34B17 F26967 
F25922 F31278 F34666 F01176 F36333 F01226 F27406 F27130 F28742 F24126 F29891 AA195955 AA086351 W69291 F25880 F32791 F31311 
F32380 F2521 6 F19679 F18656 F29700 F24954 F32741 F30404 F35470 F33989 F33141 F36382 F341 18 F17714 AA176345 F24700 AA550940 
F16617 F16859 F15633 F34675 F16528 F17281 AA086388 F30859 F21B52 C02644 F29425 F25286 C03553 F35259 WB0691 F16457 F24094 
F16783 AA180319 F28443 F17763 F17448 F00542 AA197179 AA193012 
415655 15499J AJ276240 N70563 F37502 F29200 F27903 F18577 F19683 F20867 Z2B857 F30994 F31752 F17375 F15601 F17543 F1741 1 
432408 2061 18 AV724258 AA247153 BF736219 BF513744 AW058048 AI082691 AA865520 N39127 AV724549 F20776 AA249747 AW970392 AA535433 F36964 
F33894 

409702 38388 1 AK056951 AK026458 81439120 BM021 106 F30243 BM055214 BM054962 BM069667 F37401 AA563621 A1752243 AI720773 A1933014 F18964 

F35317 F3S258 F27772 H39537 AW445222 F19408 H28557 F30608 F31797 F30960 BF837737 BF83768B ALS51046 B175866B BI765038 BI837440 
BE392882 BI438B01 A1093511 A1752244 AI784111 BG490221 BF338840 BF338974 BG896472 AL576843 AW966769 F253B8 F37436 H28558 
A1025548 AA782333 F30929 F36002 F21229 A1720539 AA719449 F21231 F18924 AA626886 F30774 F27704 F3141 1 F31 127 F33381 F36153 
F31793 F31 138 F31966 F33901 AA298244 B1757347 AI810201 AI692843 F29441 H51409 F21804 AW973249 F18440 F17572 F32499 AA327152 
AA534140 AI188088 F18893 F23362 AA010888 F18143 Z28500 H27651 AI720790 F22425 H13178 H28677 F21098 F37777 F21466 F16598 
F23420 AL574723 R75610 F34035 F17845 F18560 F25902 R791 17 F35534 F15713 A1612800 F16563 F15645 F33609 F29995 BG939623 F17385 
F17384 F18660 F17922 F15523 AI093253 F18359 F31452 F00232 A1583430 BM021353 AA284108 H27650 H29935 BE708208AA010737 H51451 
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219399 AI678418 AI952535 F17265 F17826 F37939 F35639 F17367 W75962 R70189 228755 R7210B AA335915 R75700 R79116 W72887 
AI581552 R71403 F23388 C03913 BI756149 BI1 15109 BF790727 AL553994 R82966 W474S7 AA456065 AW984508 BE708220BG490537 W47419 



TABLE 48C 

Pkey: Unique number corresponding to an Eos probes et 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (G!) numbers. Dunham, et al.' refers to the publication entitled "The DNA sequence of 

human chrornosome 7T Dunham, et al. (1999) Nature 402:489-495. 
Strand: indicates DNA strand from which exorts were predicted. 
NLposition: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposition 


405001 


6015405 


Minus 


104646-104819 


400499 


9796071 


Minus 


148495-148806 


403805 


8140491 


Minus 


51483-51742,53429-53511 


402270 


3108020 


Plus 


117656-117822 


404270 


9828129 


Minus 


3649-3750,4161-4306 l 5962-«049,( 



Table 4 9 A. 1 562 genes upregulated in lung cancer relative to normal body tissues 

Table 49A shows 1552 genes upregulated in rung cancer relative to normal body tissues that are likely to encode proteins amenable to modulation by small molecules, peptides, or 
antibodies. These genes were selected from 59680 probesets on the Eos/Affymetrix Hu03 Genechip array. Gene expression data for each probeset obtained from this analysis was 
expressed as average intensity (Al). a normalized value reflecting the relative level of mRNA expression. The protein products of these genes often contain one or more domains 
indicative of have oncogenic function or of transducing intracellular signals, or of being rnodulataWe by small molecules, peptides, or antibodies (e.g. pkmase, death-domain. 7tnv 
phosphatase, or ionjransporter). Certain predicted protein domains are noted. 



Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar accession number, GenBank accession number 

UniGenelfJ. UniGene number 

Pred.ProLDomains: Certain predicted protein domains. Abbreviations used: TM, transmembrane domain; SS, signal sequence; =Y, very likely to contain: =M, likely to contain; other 

protein domain abbreviations are from PFAM (Nucleic Acids Research, 2002, 30.276-280). 
UniGene Title: UniGene gene fide 

R1 90th percentile of hmg tumor Als divided by the 50th percentile of normal tissue Als, where the 15th percentile of normal tissue Ais was subtracted from the 

numerator and denominator. 

Pkey; ExAccn; UnigenelD; Unigene Title; PredProlDomains; R1 

421502; AF111856; Hs.105039; solute carrier family 34 (sodium phosphate), member 2; Ribosomal_L20,Na.PLcotrans;TM=Y^ 24.06 
439335; AA742697; Hs.62492; ESTs, Weakly similar to B39066 proline-rich protein 15 - rat (R.norvegicust none;SS=M; 21.70 
406621; X57809; Hs.181 125; irnmunoglobutin lambda Idcus; ig,HSP70,Ppx-GppA;TM=M;; 19.36 
421341; AJ243212; Hs.279611; deleted m malignant brain tumors 1; zona_pe!lucida,CUB,SRCR;SS=M; 16.99 
452304; AA02538S; Hs.6131 1; ESTs, Weakly similar to S10590 cysteine proteinase pisapiensj; none,none; 16.67 
429259; AA42Q450; Hs.292911; ESTs, Highly similar to S6071 2 band-6-protein [rUapiensfc none,none; 16.50 
454034; NMJKJ0691; Hs.575; aldehyde dehydrogenase 3 family, member A1; aldedh;; 16.24 
408000; L11690; Hs.620; bullous pemphigoid antigen 1 (2307240kD); efoartf,spectrin ( GAS2,SH3 l Pkx^ 
14.75 

421798; N748B0; Hs.29877; N-acylsphingosme amidohydrolase (acid cerarnidaseHike; SAPA.SurfactanLB.none; 14.18 

439706; AW872527; Hs.59761; ESTs, Weakly similar to DAP1JHUMAN DEATriASSOOATED PROTEIN 1 [Ksapiens]; none.none; 13.94 

431846; BE019924; Hs.271580; uroplakin 1B; trararnembrane4;TM=Y;SS=M; 13.54 

417079; U65590; Hs.81134; interleukin 1 receptor antagonist IL1;SS=M; 12.97 

444381; BE387335; rte.283713;ESTs,WeaHy similar to S6^54liypotheticalp (S.cerevisiaetCoDagen;TM=M;SS=M; 12.92 

408243; Y00787; Hs.624; interleukin 8; HLH.PAS,IL8;TM=M;; 1Z76 

448133; AA723157; Hs.73769; folate receptor 1 (adult); Folate_rec,MIP;TM=M;SS=M; 12.50 

414809; A1434699; Hs.77356; transferrin receptor (p90, CD71); PA;TM=Y;; 12.12 

436553; AW407157; Hs.181125; immunogtobufin lambdalocus; ig,HSP70.Ppx-GppA;TM=Nfc; 12.00 

418738; AW388633; Hs.6682; solute earner family 7, (catlonlc amino acid transporter, y system) member 11; none,none; 1 1.99 

419693; AA133749; Hs.301350; FXYD domain-containing ion transport regulator 3; ATP1G1^PLM_MAT8;TM=Y;SS=M; 1 1.88 

417866; AW067903; Hs.82772; collagen, type XI. alpha 1; CoDagen.COLFI JSPN,laminin_G.CorA;SS=M; 11.38 

414998; NM_0D2543; Hs.77729; oxidised low density Ipoprotetn (lec&vJike) receptor 1; tectin^c;TM=Y;SS=M; 1 1.21 

428970; BE276891; Hs.194691; retinoic acid induced 3; 7tm_3;TM=Y;SS=M; 11.08 

41 8004; U37519; Hs.87539; aldehyde dehydrogenase 3 family, member B2; aldedh;TM=M;SS=M; 1 1.01 

425397; J04088; Hs.156346; topoisomerase (DNA) II alpha (170kD); Dr4AjyraseB,Dr^top<)"tsolV,HATPase_c;SS=M; 10.69 

41 8478; U38945; Hs.1 174; cyclirwlependenl kinase inhibitor 2A (melanoma, p1 6, inhibits CDK4); antq; 10.65 

439223; AW23B299; Hs.250618; UL16 binding protein 2; ldUecepLa,PKD,MHCJ;TM=M;SS=Y; 10.52 

441835; AB036432; Hs.184; advanced glyccsylation end product-specific receptor; horr^obox^yltransferase.notch.EGF.ank^cyltransferase; 10.47 

451558; NMJW1089; Hs.26630; ATP-binding cassette, sub-famay A (ABC1), member 3; ABC_tran,SRP54;TM=Y;SS=M; 1 0.33 

443426; AF098158; Hs.9329; chromosome 20 open reading frame 1; none;TM=M;; 10.21 

452747; BE153855; Hs.61460; lg superfamily receptor LNIR; lg,Rhabdjlycop;TM=Y;SS=M; 10.14 

417389; BE260964; Hs.82045; midkine (neurite growth-promoting factor 2); PTN_MK;TM=M;SS=Y; 10.13 

433091; Y12642; Hs.3185; lymphocyte antigen 6 complex, locus D; UPAa_LY6,toxinA:fivin_recp;TM=M;SS=Y; 10.12 

454098; W27953; Hs.292911; ESTs, Highly similar to S60712 band-6-protein [Rsapiens]; none.none; 10.05 

41 4812; X72755; Hs.77367; monokine Induced by gamma Interferon; ILB;TM=M;SS=Y; 9.98 

430832; AKJ73913; Hs.100686; ESTs, Weakly similar to JE0350 Anterior gradient-2 [H^apiens); none.none; 9.79 

422310; AA316622; Hs.98370; cytochrome P450, subfamily US, polypeptide 1; none,pkinase,fh3 1 ig; 9.60 

414987; AA524394; Hs.294022; hypothetical protein FU14950; SH2;TM=Nr,; 9.54 

439453; BE264974; Hs.6566; thyroid hormone receptor interactor 13; AAA^BC_tran,CoaE;TM=M;; 9.52 

430280; AA361258; Hs.237868; interleukin 7 receptor; fh3,none; 9.4B 
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423217; KM 000094; Hs.1640; collagen, type VQ, alpha 1 (epidemiolysls bullosa, dystrophic, dominant and recessive); Kunitz_BPTl,fn3,vwa,Conagen,bela^act2ni2se;TM^M;SS=^ 
9.44 

4188B2; NM_004996; Hs.89433; ATP-b'tnding cassette, sub-family C (CFTR/MRP), member 1; ABCjnembrane,ABCJran;TM=Y;SS=M; 9.32 
435472; AW972330; Hs.283022; triggering receptor expressed on myeloid cells 1; ig;TM=M;SS^M; 9.26 

447343; AA256641; Hs.236894; ESTs, Highly simitar to S02392 a}pha-2-rnacrag!obu3in receptor precursor [H-sapiensfc none.none; 9.18 
419508; AW997938; Hs.90786; ATP-bimfing cassette, sub-tam3y C (CFTR/MRP), member 3; ABC_tranABC_membTane:TM=Y;SS=M; 9.06 
441384; AA447849; Hs.288660; Homo sapiens cONA: FU22182 fe, done HRC00953; 7tm_3^one; 8.98 
448292; AF081497; Hs.279682; Rh type C glycoprotein; Arnmonhjrn_transp.FecCD;TM=Y;SS=M; 8.74 
438972; AA284679; Hs.25640; claudin 3; PMP22J3audin;TM=Y;SS=M; 8.71 

421817; AF145074; Hs. 108560; ATP-btncfing cassette, sub-family C (CFTR/MRP), member 5; Fas<»^C_tran^jTiembrane,GTP.EFTU;TM4tSS=M; 8.71 

423354; AB0U130; Hs.127436; calcium channel, voltage-dependent alpha 2/delta subunit 2; vwa,Cache;TM4fc 8.66 

439606; W79123; Hs.5B561; G protein-coupted receptor 87; 7tmJ;TM=Y;SS=M; 8.63 

438091; AW373062; ; nuclear receptor subfamily 1, group I. member 3; ru5rrncne_rec^C4,norte; 8.60 

421 508; BE302796; Hs.1 05097; thymidine kinase 1 , soluble; TK;TM=M;; 8.57 

413278; BE5630B5; Hs.833; mterferavstimulated protein. 15 kDa; ubiquifin;SS=M; 8.56 

408908; BE296227; Hs.250822; serine/threonine kinase 15; pWnase;SS=M; 8.52 

414774; X02419; Hs.77274; plasminogen activator, urokinase; laingte f trypsin I pl2nLWonirts;SS=M; 8.49 

430530; AW269920; Hs.2621; cystafin A (stefin A); cystafin;TM=M;; 8.42 

413011; AW058115; Hs.821; biglycan; LRR.LRRNT;SS=M; 8.40 

446291; BE397753; Hs.14623; interferon, gamnia-induribte protein 30*, GILT;TM=M;SS=Y; 8.39 

411 089; AA456454; ; ceil division cycle 2-iike 1 (PITSLRE proteins); none.none; 8.37 

422765; AW409701; Hs.1578; baculovirai IAP repeal-containing 5 (survhnn); BlR;TM=Ms 8.34 

453922; AF053306; Hs.36708; budding uninhibited by benzimidazotes 1 (yeast homoicg), beta; none;SS=M; 8^5 

449019; A1949095; Hs.67776; ESTs, WeaHy similar to T22341 hypothetical protein F47B8.5- Caenorhabditis etegans [C.elegans]; none.none; 8.24 
409799; D1 1928; Hs.76845; phosphoserine phosphatase-fike; Hydrolase;TM=M;; 8.22 
416819; U77735; Hs.80205; pim-2 oncogene; pkmase;SS=M; 8.19 
451541; BE279383; Hs.26557; plakophBin 3; ArrnadiIlo_seg;TM=M^ 8.16 

409142; AL1 36877; Hs.50758; SMC4 (structural maintenance of chromosomes 4, yeasf>like 1; ABC_tran.M.SMC_N,SMC^C,DUF164 1 none; 8.16 
429002; AW248439; Hs.2340; junction ptakoglobm; Armadil!o.seg;TM=M,-; 8.1 4 
445033; AV652402; Hs.72901; mucin 13, epithelial transmembrane; ankr. 8.14 
421757; Z20897; Hs.296259; paraoxonase 3; Arylesterase;SS=Y; 8.10 

414821; M63835; Hs.77424; Fc fragment of IgG. high affinity la, receptor for (C064); ig;TM=Y;SS=M; 8.03 
439285; AL133916; ; hypothetical protein FU20093; , »g 1 pkinase T LRR,LRRNT 1 LRRCT > none; 7.97 

439738; BE246502; Hs.9598; sema domain, immunoglobulin domain (Ig), transrnembrane domain (TM) and short cytoplasmic domain, (semaphore) 4B; Sema,PSl,tntegrin_B;TM=Y;; 
7.86 

424905; NM.002497; Hs.153704; NIMA (never in mitosis gene a)-related kinase 2; pkinase;TM=M;; 7.85 
424779; AU046851; Hs.153053; CD37 antigen; transmembrane4;TM=Y;SS=M; 7.85 
409340; BE174629; Hs.321130; hypothefica) protein MGC2771; aajH^ases,pyritoxal_deC t bromd 
7.84 

415323; BE269352; Hs.949; neutrophil cytosoRc factor 2 (65kD, chronic granulomatous disease, autosomal 2); SH3.TPR;TM=M;; 7.73 

427337; Z46223; Hs.176663; Fc fragment of IgG, low affinity (lib. receptor for (CD1 6); ig;TM=Y;SS=M; 7.72 

430378; Z29572; Hs.2556; tumor necrosis factor receptor superfamfly, member 17; IL2;SS=M; 7,71 

451253; H4B299; Hs.26126; claudin 10; PMP2^(^din f Peptidase_M1 l ietetra;TM=Y;SS=M; 7.70 

435575; AF213457; Hs.44234; triggering receptor expressed on myeloid cells 2; ig;TM=Y;SS=M; 7.70 

427747; AW41 1425; Hs.180655; serineAhreonme kinase 12; pWnase;TM=M;; 7.70 

426251; M24283; Hs.168383; intercellular adhesion molecule 1 (C054), human minovhus receptor; ig ( lCAM_N;TM=M;SS=M; 7.67 
422282; AF019225; Hs.1 14309; apoHpoprotetn L; MolA_ExbB;TM=Y;SS=M; 7.64 

413859; AW992356; Hs.8364; Homo sapiens pyruvate dehydrogenase kinase 4 mRNA, 3* untranslated region, partial sequence; SAM_PNT,none; 7.54 
424008; R0274O; Hs.137555; putative chemokme receptor; GTP-binding protein; 7tmJ;TM=Y;SS=M; 7.52 

418322; AA284166; Hs.84113; cydin-dependent kinase inhibitor 3 ((EK2-*ssoci3ted dual specificity phosphatase); Y_phosphatase,DSPc;TM=M^ 7.46 

421071; AI311238; Hs.104476; ESTs. Weakly similar to CGHU1E collagen alpha 1(XI) chain precursor [KsaplensJ; none;TM=Y;SS=M; 7.40 

421481; AW391972; Hs.104696; K1AA1324 protein; none;TM=M;SS=M; 7.39 

438089; W05391; ; nudear receptor subfamily 1, group I, member 3; hormone jec,zf*C4.none; 7.38 

428484; AF 1 04032; Hs. 1 84601 ; solute carrier family 7 {cafjonic amino acid transporter, y system), member 5; 

aa jwime3ses.pyridoxal jJeCXbromodaruan WMBDATJto^^ 7.36 
448988; Y09763; Hs.22785; gamma-aminobutyric acid (GABA) A receptor, epsilon; Neiir_chan_LBD,Neur_chan_memb;TM=Y;SS=M; 7.36 
416178; AI808527; Hs.192822; serologically defined breast cancer anfJgen NY-BR-81 ; none;TM=M;; 7.31 
418506; AA084248; Hs.85339; G protein-coupled receptor 39; none.none; 7.25 
441553; AA281219; Hs.121296; ESTs; none,FG-GAP4ntegrioA 7.25 
42231 1; AF073515; Hs.1 14948; cytokine receptor-like factor 1 ; fn3;TM=Mr. 7.21 

415817; U88967; Hs.78867; protein tyrosine phosphatase, receptor-type, Z polypeptide 1; f^Yj)hosphatase,carb_anhydrase;TM=Y;SS=M; 7.20 
438746; AI885B15; Hs.1B4727; Human melanoma-assodated anfJgen p97 (rnelanotransferrin) mRNA, 3* flank; trar^n,Guanylate_kin.PDZ t SH3; 7.20 
412723; AA648459; Hs.335951; hypothetical protein AF301222; none;TM=M;; 7.14 
418203; X54942; Hs.83758; COC28 protein kinase Z CKS;; 7.14 
428582; BE336699; Hs.185055; BENE protein; none;TM=Y;SS=M; 7.12 
41 8462; BE001 596; Hs.85266; integrin, beta 4; m3.integn^B,Cabc-beta,EGF;TM=M;SS=M; 7.08 
420344; BE463721; Hs.97101; putative G protein-coupled receptor; Ktethyltranst5;TM=Y;SS=M; 7.02 
428450; NM_014791; Hs.184339; KIAA0175 gene product; KA1.pWnase;TM=M;; 7.00 
. 449230; BE61 3348; Hs.21 1579; melanoma cell adhesion molecule; ig.isodh,Rirjosomal_L6 r F-box;TM=Y;SS=M; 6.98 

439237; AW408158; Hs.318893; ESTs, Weakty similar to A47582 B-cefl growth factor precursor [RsapJens]; Furin-Cke,pkinase,Recep_Ldornain,YLP,none; 6.97 

421508; NM.004833; Hs.1051 15; absent in melanoma 2; PAAD DAPIN,HlN;TM=Mr, 6.96 

410342; R31350; Hs.743; Fc fragment of IgE, high affinity I, receptor for; gamma polypeptide; ITAM;TM=Y;SS=M; 6.93 

428479; Y00272; Hs.334562; cell division cycJe2,G1toSandG2toM; pldnase,IC^p10,ICe_p20;TKNM;SS=M; 6.93 

421532; AW138207; Hs.146170; rryrx>thetical protein FU22969; ArniadH!o_seg,HEAT;TM=Mn 6.91 

451035; AU076785; Hs.430r t plastin 1 (1 isoform); efhand,CH^dapQn_N;SS=M; 6.86 

432407; AA221036; ; gb:zr03f1 2.r1 Stratagene NT2 neuronal precursor 937230 Homo sapiens cDNA done 5 1 similar to SW:POL.BAEVM P10272 POL POLYPROTBN mRNA 

sequence; DEAD.r^icase.C.rrTivNdr.Cys.knc^ 

beta,DUF139,TPaDSFt,tspJ,rebosomaLS21,rvp;TM=M;;6.84 
442599; AF078037; Hs.324051; RelA-assodated inhibitor, SH3,ank;TM=M; 6.77 
448243; AW369771; Hs.52620; integrin. beta 8; integrin_B,none; 6.76 

427557; NM_0O2659; Hs.179657; plasminogen activator, urokinase receptor, UPAR_LY6,ET,PLA^_inh;SS=M; 6.75 
418054; NM_002318; Hs.83354; tysyl oxidase-Cke 2; SRCR,Lysyl_oxidase;TM=M;SS=M; 6.74 

426440; BE382756; Hs.169902; solute carrier family 2 (facilitated glucose transporter), member 1; sugarJr;TM=Y;SS=M; 6.73 
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430397; A1924533; Hs.105507; bicarbotiale transporter related protein ^^S^S^St^ 

410434; AF051152; Hs.63658; toD4te receptor 2; ^^^f^ HM . fi B9 
424925; NM 002432; Ks. 153837; myeloid cell nuclear differenSafion anbgen; P^.WN.HIN a59 . 

428157; AI738719; Hs.198427; hexokinase 2; hexoklnase,hexokinase2,none; 6.54 

430770; AA765694; Hs.123296; ESTs; none.none; 6.63 ^^,an ri*«v O.rf 0 h a . a rfTM=M:- 659 

42770&! AA262294; Hs.180383; dual specificity ^P h ^ e ^^^ e '2 S ^^T^Y^-M- fi 58 
413048- M93221; Hs.75182; mannose receptor, C type 1; fr^ectjn_c,Rwn.BJect!n ( Xnnk;TM-Y,SS-M I 6.58 
429345; R1 1141; Hs.199695; hypothetical protein; KJetra,SAM| ,6.3} oTM^qq-M- fi 58 

416110; Z4226Z HsJ22B44; hypothetical protein DKFZp564Al76; Sema ^^ r ^^ SS - M> 6 58 
1 5 418883; BE387036; Hs.1211; xid phosphatase B, ^^^^^^^^ orofi^s^Jecarboxytese); PribosyItran,OMPdecase;TM^ 6.57 
426746; J03626; Hs.2057; uridine monophosphate synthetase (orotate phcspr^teyl trarofe^GM ?™ ^J°? ~ ^* ; 

456373; BE247705;Hs.89751;rnembrar^pannmg4^mans l s t "» wpu 
444006- BE395085; Hs.10086; type I transmembrane protein Fn14; ttfi.receptaPKD.MHC J;TM-M.bb-Y, o.w u-TLfeM-- fi 52 

20 4m2/-AlS 

435523- T62849; Hs.1 1090; membrane-spanning ^domains, subfamily A, member \Mne;TM=Y;SS=M; 
43292a! U37689; Hs.31 28; polymerase (RNA) tl (DNA directed) polypeptide H; none;TM=M;; &48 

412773* H15785; Hs.74573; similar to vaccinia virus Hindlll K4L ORF; PLDc*,TM=M;; 6,48 A cr^p. r « 

25 424441; X1485G; Hs.147097; H2A histone family, member * htstone.CSFD^IFYB JHMF,, 6.43 

429170 ! NWL001394; Hsl2359; duat specificity phosphatase 4; Rhc^anese.DSPc.YjjruDspr^.Ribosornai^SS^.TM-M,, o.jy 

453914; NW.000507; Hs£74; fructose-1,6-bisphosphatase 1; ^P^T^' 6.37 
30 424273; W40460; Hs.144442; phosphdipase A2, group X; 6.37 

428385- AF1 12213; Hs.184062; putative RabSHnteracDng prolan; SH2,SH3;SS=M; 6.36 

432636; AA340864; Hs.278562; claudin 7; PMP22J3audiri;TM=Y;SS=M; 6.34 

409430; R21945; Hs.345735; splicing factor. argWnefcemie-rfch ^^r^ar^one;^ 

451734; M1006176; Hs.26944; neurogranin (protein kinase C substrate, RC3); I (tftmj ' w« 
3 5 443907; AU076484; Hs.9963; TYRO protein tyrosine kinase binding protein; none;TM-M;S5=Y; b.J4 

429732; U20158; Hs.2488; lymphocyte cytosofc protein 2 (SH2 domairvcc .ntorjng leukocyte proteir id 76kD), SH2.SS-M, 6.21 
40 4W 1^Z7 Hs.194to£ ... _ K lBtaJ1Qne:fi 19 

408m,AVv732£^^^ 

456534; X91195; Hs.100623; phosphofipase C, beta 3. neighbor pseudogene; UM.PDZ,pkinase;SS=M; 6.18 
408482; NML000676; Hs.45743; adenosine A2b receptor, 7tmJ;TM=Y;SS=M; 6.17 
426427; M86699; Hs.169840; TTK protein kinase; pkinase;; 6.17 
45 445019' A1205540* HsJ281 295; ESTs; none.none; 6.16 

438552; AJ245820; Hs.6314; type I transmembrane receptor (seizure-related protein); ■^^ ,, J onB ;J- 16 . , im ^ AunanAn orpnhaPMr-6 14 
4^X90725; rk^^^ 

425322; U63630; Hs.155637; protein kinase. DNA-acSvated, catalytic polypepfide; PI3J>l4Juna* £ A JW^ J 6-13 
417421; AL138201; Hs.82120; nuclear receptor subfamly 4, group A. ™^*J"^ L.rec^-C4;SS=M, b.u 
50 425776; U25128; Hs.159499; parathyroid hormone receptor % J^^^gl^ 6 - 12 u . fi 15 
422278; AF072873; Hs.1 14218; frizzled (DrosopWia) homobg 6; Fz,Fnzzted,7tm„2;TM=Y:SS-M, 6.12 
427490; Z95152; Hs.178695; mitogen-activated protein kinase 13; pkinase;TM=Mr, 6.12 

421445; AA913059; Hs.104433; Homo sapiens, clone IMAGERS mRNA; "jJ^^fg^ ' M Bc} _ 2<none . 6 10 

444143- AW747996' Hs 1 60999; ESTs, Moderately similar to A56194 thromboxane A-2 receptor, endothelial [Rsaprensj; Bcw,none, o.iu 

55 423887! AU080207;'Hs.1345B5; OKFZP434G232 protein; ABC JrayTM=¥= 6.10 

409636; AA305729; Hs.18272; amino acid transporter system A1; Aa_trans;TM=Yr, 6.09 

411020; NUJ00677* Hs.67726; macrophage receptor with coflagenous structore. SR^(^agen;TM=Y;SS^M; 6.09 

425354; U62027; Hs.155935; complement component 3a receptor 1; 7»mJ;TM=Y;S^M;^ 5.0B GDSLTM=Mr 607 

439963 AW247529; Hs.6793; platetetactivating factor acetylhydroiase, tsoform lb, gamm* i subunit £9kD) • P ^^^ T oS 6 ^ 

60 421753' BK14828; Hs.10791 1; ATP-binding cassette, sub-famiy B (MDR/TAP), member 6; ABC_tranABC.membrane,TM-Y,SS=M. 6.07 
406908! 225437; ; gb:H.sapiens protem-tyrosine kinase gene, complete COS.; none,none;6\07 

6.05 

rjeto,DUF139.TPR,DSPc.tspJ,Ribosorital_S21,rvp;TM=^ 6.03 

45288B;AW955454;Hs.30942;epririr>B2;Epr^.to2;TM=Y^S=r^ 

448782; AL050295; Hs.22039; KIAA0758 protein; 7tm_2,ig,GPS.SEA;TM=Y- 6.ra^ 
70 449101; AA205B47; Hs.23016; G proteirwoupled receptor; 7tnv.1;TM=Y;SS=M; 6.01 

445462; AA378776; Hs.288649; hypothetical protein MGC3077; none;; 6.00 

424361; AA285249; Hs.146329; protein kinase Chk2; pHnase.FHA,Dnai;TM=^; 6.00 

420162; BE378432; Hs.95577; cycKn-dependent kinase 4; pkinase;TM=M;; 5.99 

439310; AF086120; Hs.102793; ESTs; casein_kappa.pkinase,ig,none; 5.97 
75 414972; BE263782; Hs.77695; K1AA0008 gene product; GKAP;TM=M;; 5.97 

425976; a5094; rte.334514; NG22 r^teta; to^^ o-t^v-cc^ 

444946! AW139205; Hs.155457; hypothetical protein FU22408; abhydrolase ^«^^^SS^| 5.93 

41 1263; BE297802; Hs.69360; kinesirhtike 6 (mitotic cerrtrornere-assocrated kinesm); kinesin;TM=M., 

421462! AF016495; Hs.104624; aquaponn 9; MIP;TM=Y;SS=M; 5.92 ™*vwi. ^Tifcv.cfew- f 09 

80 42o76l!w01b7^ 

407792; AI077715; Hs.39384; putafive secreted Bgand homologous ^ W none;TI^M;SS=Y; 5.91 
428771; AB028992;H S .193143;K1M1069 protein; CZPI^YW 

438564- AA381553; Hs.198253; major rfetocompatiblty complex, dass ll, OQ alpha 1; ig,MHCJLalpha,none, 5.91 
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440006; AK000517; Hs.6844; hypotneGca) protein FU2051 0; AAA,NB-ARCPAADJ)ARN;NA;NA; 5.90 
449027; ; AJ271216; Hs.22880; <fipep8dytpepBdase til; Peptidase M49,EGF,ig 1 Neuregurm;TM=M; 5.90 
408790; AW580227; Hs.47860; neurotrophic tyrosine kinase, receptor, type 2; jg,pkii^U^aiJ?Rm,LJ«CT;TM=Y;SS=M; 5.89 
413186; AU077141; Hs.75231; solute carrier farnSy 16 (monocarboxyBc acid transporters), member 1; sugar_tr;TM=Y;SS=M; 5.89 
430696; AA531276; Hs.59509; ESTs; pkmase,PP2Qnone; 5.88 

422609; Z46023; Hs.1 18721; siaiidase 1 (lysosomal siaSdase); BNR,SH2,SH3.pkinase;TM=Y;SS=M; 5.88 
425357; BE271 1 88; Hs.1 55975; protein tyrosine phosphatase, receptor type, G-associated protein; none;TM=M;SS=Y; 5.88 
429619; AL120751; Hs.211568; eukaryotic translation initiation factor 4 gamma, 1; none.noae; 5l86 
437429; H79981; Hs.5613; Homo sapiens mRNA; cDNA DKFZp564E2222 (from done OKFZp564E2222); SH2.SH3.BTB; 5.86 
436576; A1458213; Hs.77542; ESTs; 7tmJ.DnaJ; 5.85 

429663; M68874; Hs.211587; phosphofipase A2, group IVA (cytosofic, caWuirrtJependenO; C2J 5 LA2LB;TM=M;; 5.85 
419981; AA897581; Hs.128773; ESTs; ptee t DAG_re-bindj}kinase_C 1 OPFVK}ne; 5.83 

428953; AA306610; Hs.348183; tumor necrosis factor receptor superfamily, member 6b, decoy; 60s_ribc^c^.Wbc>son^_L10JNFR_c6,DEAD;; 5.83 
414806; D14694; Hs.77329; phosphatkiytserine synthase 1; PSS;TM=Y;S5=M; 5.82 
451320; AW118072; ; tfacylgrycerol kinase, zeta (104kD); none;TM=fvfc 5.82 
400991; ; ; Target Exon; Armadillo seg,lectin_c,none; 5.81 

456906; AF1 17646; Hs.1 56637; Cas-Br-M (murine) ectropic retroviral transforming sequence c; zf-C3HC4,Cbl_N,Cbl N2,CbLN3;TM=M;; 5.81 
434263; N34895; Hs.44648; ESTs; ignore; 5.81 

428293; BE250944; Hs.183556; solute carrier family 1 (neutral amino acid transporter), member 5; el F6,SDF;TM=Mn 5.78 
421959; AW751497; Hs.98370; cytocrrrorne P450. subfamily IIS, polypeptide 1; p450;TM=Y;SS=M; 5.78 
449539; W80363; Hs^8446; ESTs; pkir^,Furin-Gke,Recep Cdomain,none; 5.77 
409012; AL117435; Hs.49725; DKFZP434121 6 protein; PH,RhoGEF;TM=M;SS=M; 5.77 

412276; BE262521; Hs.73798; macrophage migration inhibitory factor (grycosylafj^hibiting factor); MlF.sugar_tr.none; 5.75 
409533; AW969543; Hs.21291; mitog en-activated protein kinase kinase kinase 13; Peptidase_C48,none; 5.73 
457001; J03258; Hs.2062; vitamin D (1 ,25- dmydroxyvitamin D3) receptor, homTone_rec,zf-C4,Metal!othio_5;TM=M;; 5.73 
416064; L16991; Hs.79006; deoxytjiymidylate kinase (thymidylate kinase); none^one; 5.72 

448569; BE382657; Hs.21466; signal transducer and activator of transcription 1, 91kD; SH2,STAT.STAT_Wnd,STATj)rot;TM=M;; 5.72 
452295; BE379936; Hs.28866; programmed cell death 10; serpin,none; 5.72 

448775; AB025237; Hs.388; nudix (raicteoside diphosphate linked moiety X>type motif 1; NUD1X;TM=M;SS=M; 5.72 
448733; NM_005629; Hs.187958; solute carrier family 6 (neurotransmitter transporter, creatine), member 8; SNF;TM=Y;; 5.71 
41701 5; M83772; Hs.80876; flavin containing monooxygenase 3; FMWike,pyr jed ox;TM-Y;SS=M; 5.69 
453323; AF034102; Hs.32951; solute carrier family 29 (nucleoside transporters), member Z Nucleoside_tran;TM=Y;SS=M; 5.69 
410290; AA402307; Hs.322B44; hypothetical protein DKFZp564A176; Serna.reiJIOintegrin_B;TM=Y;SS=M; 5.69 
412182; AA205588; Hs.155160; Splicing factor, argininefeerine-rich, 46kD; rnr»,hc<monejec,zf-G4 t sugarJr;; 5.69 
418526; BE019020; Hs.85838; solute carrier family 16 (monocarboxyfic acid transporters), member 3; none;TM-Y;SS=M; 5.66 
447250; A1878909; Hs.1 7883; protein phosphatase 1G (formerly 2Q, magneshmvdependent gamma isoform; PP2C;TM=M; 5.65 
4381 13; A1467908; Hs.'8882; ESTs; 7tm_1,none; 5.65 

421391; AW304350; Hs. 191 958; immonoglobufin superfamily receptor translocation associated 2, tg,none; 5.64 
4171 15; AW952792; Hs.334612; small nuclear ribonucteoprotein polypeptide E; Sm.pldnase;; 5.64 

406137; ; ; NhL000179*:Homo sapiens mutS (E coD) homoiog 6 (MSH6), mRNA. VERSION NM_00017ai Gt; MutS_CPWWP,MutS N;TM=M;; 5.63 
421917; AB028943; Hs.109445; KIAA1020 protein; BTB^2H2.PI3_R4_kinase,P13Ka;TM=H; 5.62 
445873; AA250970; Hs.251946; pory(A)-bmding protein, cytoplasmic t-Gke; PABP,rrm,pkinase. 14-3-3; 5.62 
447365; BE383676; Hs.334; Rho guanine nucteofide exchange factor (GEF) 5; SH3,PH,RhoGEF;TM=M;; 5.61 
446872; X97058; Hs.16362; pyrirnidinergic receptor P2Y, G-protein coupled, 6; 7tm_1;TM=Y;SS=M; 5.59 
433662; W07162; Hs.150826; CATX4 protein; ras^C^tr3n.arf;TM=M;SS=M; 5.59 

449029; N28989; Hs.22891; solute carrier family 7 (catiorite ammo acid transporter, y system), member 8; aa_permeases;TM-Y;SS=M; 5.58 
431236; AV656840; Hs.285115; interleukin 13 receptor, alpha 1; fn3;TM=Y;SS=M; 5.57 
430508; AI015435; Hs.104637; ESTs; SDF;TM=Y;SS=M; 5.55 

426227; U67058; Hs.154299; Human proteinase activated receptor-2mRNA, 3WR; 7tmJ;TM=Y;SS=M; 5.55 
421677; H64092; Hs.38282; ESTs; A1rjp.Armadifo_seg.IBB; 5.54 
429083; Y09397; Hs.227817; BCL2-retated protein A1 ; Bd-2;TM=rVfc 5.54 

429563; BE61941 3; Hs.2437; eukaryofic translation initiation factor 2B, subunit 5 (epsHon, 82kD); hexapep,WZhormone2,DUF29;TW=M;; 5.52 
412817; AL037159; Hs.74619; proteasome (prosome, macropain) 26S subunH, non-ATPase, 2; PCjep;TM=M;; 5.51 
452291; AF015592; Hs28853; CDC7 (ceil division cycle 7, S. cerevisiae. homolog)-like 1; pkinase;TM=M;; 5.51 

437412; BE069288; Hs.34744; Homo sapiens mRNA; cDNA DKFZp547C136 (from clone DKFZp547C136); ABC_tjan,GTP_EFTUABC_membrane,r»one; 5.50 
423778; Y09267; Hs.132821; flavin containing monooxygenase 2; FMO^ike I pyrjedox;TM=Y;SS=M; 5.48 
422846; BE513934; Hs.1583; neutrophil cytosofic factor 1 (47kD, (Tronic granulomatous disease, autosomal 1); SH3.PX;TM=M;; 5.48 
434699; AA643687; Hs.149425; Homo sapiens cDNA FU11980fis. clone HEMBB1001304; Nudeoside_tra2,none; 5.48 
426691; NluL006201; Hs.171834; PCTAIRE protein kinase 1; pJdnase;TM=M;; 5.48 
453905; NMJ102314; Hs.36566; UM domata kinase 1; pxmase.UI^PrXzf-PARP;TM=M;: 5.48 
412939; AW41 1491; Hs.75069; eukaryofic transtaSon elongafion factor 1 gamma; none,none; 5.44 
430486; BE0621 09; Hs.24 1 551 ; chloride channel calcium activated, family member 2; none;TM=Y;SS=M; 5.43 
430066; AI929659; Hs.237825; signal recognition particle 72kD; TPR^iRC,SAlCAR_svnt; 5.40 
422241; Y00062; Hs.170121; protein tyrosine phosphatase, receptor type, C; kinesm.fn3,Yj)hosphatase;TM=M;; 5.40 
41 1825; AK00O334; Hs.72289; hypothetical protein FU20327; SNF,2jp;TM=Yr. 5.36 

400205; ; ; NM_0C5265*:Hcmo sapiens RAD21 (S. pombe) homoiog (RAD21), rnRNA(APO-1/CD95 (FasJ^ssociated phosphatase) (PTPN13), mRNA.; OUF173;SS=M; 5.35 
410687; U24389; Hs.65436; tysyl oxtdase-Gte 1; Lysyl oxidase;SS=M; 5.34 
407786; AA687538; Hs.38972; tetraspan 1; traroTOmbrane4;TM=Y;SS=M; 534 

425118; AU076611; Hs.1 54672; methylene tetrarr/drofolate dehydrogenase (NAD dependent), methenyltetrahydrafolatfi cydohydrolase; myb_DNA- 

binding 1 THF - OHG_(rm,TW_DHG_CYH„C 1 CAP_a^ 5.32 

40021 0; ; ; Eos Control; Adap„cornp^ajb,aaLadaptor_s;TM=M;; 5.32 

414825; X06370; Hs.77432; epidermal growth factor receptor (avian erythroblastic leukemia viral (v-erb-b) oncogene homoiog); Furm^ike.pkinase.Recep^l^dorr^Trv^U.SS^M; 
5.31 

414035; Y00630; Hs.75716; serine (or cysteine) proteinase inhibitor, dade B (ovalbumin), member 2; serpin;SS=M; 5^0 

416000; R82342; Hs.79856; ESTs, Wealdy similar to S65657 a!pha-1C-adrenergic receptor splice form 2 flisaptens]; none^ugar_tr, 5.30 

414368; W70171; Hs.75939; uridine monophosphate kinase; PRK.CoaE;; 5.29 

424321; W74048; Hs.1765; r/mphocyte-specifk: protein tyrosine kinase; SH2,SH3.pkinase;TM=M;; 529 

450296; AL041 949; Hs.24756; hepatocyte growth factor-regulated tyrosine kinase substrate; none^ione; 5.29 • 

456672; AK002016; Hs.114727; Homo sapiens, done WGC: 16327, mRNA. complete cds; none,PK.PK_(;myosin_head.RhoGAP; 52B 

41006B; AI633888; Hs.58435; FYN-binding protein (FYB-1 207130); SH3;TM=fifc 5.28 

456629; AW891 965; Hs.279789; tustone deacetytase 3; HSP90.HATPase_c^C2H2,PHD.none; 5.27 

41721 B; AA005247; Hs.285754; met proto-oncogene (hepatocyte growth factor receptor); pkiriase,Serra.PSI,TlG,integrin,B;TM=Y5S=M; 5.26 
444051; N48373; Hs.10247; activated leucocyte cell adhesion molecule; none,none; 526 
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404083; ; ; C6002159^gil628027|plrtJA53593 prolem-tyrosine-phosphalase (EC 3.1.3.48), nonreceptor ty; none;SS=M; 5.26 
422051; AW327546; Hs.1 1 1024; solute carrier family 25 (mitochondrial carrier; citrate transporter), member 1 ; mto>_carr;TM=M;; 5.26 
419034; NMJM2110; Hs.89555; hernopofetic cell kinase; SHZSH3.pkinase;TM=M,-; 526 
427732; NMJJ02980; Hs.2199; secretin receptor; 7tm_2,HRM;TM=M;SS=M; 5.25 

425921; NMJX)7231; Hs.1 62211; solute carrier tarnfly 6 (rteurotransrmTter transported 14; SNF;TM=Y;SS=M; 5.25 

448030; N30714; Hs.325960; rnetnbrane-spanning 4-domains. subfamily A, member 4A; none;TM=Y;SS=M; 5.24 

441607; NM 005010; Hs.791 2: neuronal cell adhesion molecule; WD40.m3,ig;TM=Mn 5.23 

446620; AA 128808; Hs. 179902; transporter-like protein; none;TM=Y;SS=M; 5.23 

422616; BE300330; Hs.118725; seienophosphate synthetase 2; AIRS,AIRS_C;TM=M;; 5.23 

447131; NM.004585; Hs.17466; retinoic acid receptor responder (tazarotene induced) 3; none;TM=Y; 5.21 

446272; BE268912; Hs.14601; hematopoietic cell-specific Lyn substrate 1; SH3,HSLrep;TM=M,- 5.20 

450447; AF212223; Hs.25010; hypolhsucal protein P15-2; NTF2;TM=M;; 5.19 e 4 „ 

425003; AF1 19046; Hs.154149; apurinic/apyrimidinic endonuclease(APEX nucleaseHike 2 protein; Troponin,Exo_endo_phos,lQ;TM=M;; 5.19 - 

446636; AC0Q2563; Hs.15767; citron (mo-mteracfing, serineflhreonine kinase 21); CNH,r^G_PE-bhid,PH,involucrin,M;TM=M;; 5.19 

434826; AF155661; Hs.22265; pyruvate dehydrogenase phosphatase; PP2C,none; 5.19 

447081; Y13896; Hs.17287; potassium irtwardiy-rectilytng channel, subfamily J, member 15; IRK;TM=Y~ 5.19 

407949; W21874; Hs.247057; ESTs. Weakly similar b 2109260A B ceD growth factor [Rsapiens); RIbosoniaLS14,ank^kinase,death,none; 5.18 
442200; AW590572; Hs.235768; ESTs; none.none; 5.18 

446566; H95741; Hs.17914; membrane-spanning 4-domains, subfamily A, member 6A; none;TM=Y;SS=M; 5.18 
452690; A1536070; Hs.15085; ESTs; pou.homeobox.lig.chan^NF.receptor, 5.18 

419138; U48508; Hs.89631; ryanodine receptor 1 (skeletal}; bn_trans,SPRY,RYDR L _ITPR.RyR,MlR;TM=Y;; 5.17 

431441; U81961; Hs.2794; sodium channel, nonvoltage-gated 1 alpha; ASC;TM=Y;; 5.16 

418945; BE246762; Hs.89499; arachidonate Wipoxygenase; li(wxygenase.PUT;TM=M;; 5.16 

407601; AC002300; Hs.37129; sodium channel, nonvoltage-gated 1, beta (Uddle syndrome); ASC;TM=Y;SS=M; 5.15 

429500; X78565; Hs.289114; hexabrachton (tenasdn C, cytotacfin); EGF,m3,normogen_C,toxin_2,Keraun_B2;TM=M;SS=Y; 5.15 

411984; NML005419; Hs.72988; signal transducer and activator of transcription 2, 113kD; SH2,STAT,STAT„bind,STAT_prot;TM=M;; 5.15 

433470; AW960564; ; transmembrane 4 superfarruTy member 1; none;TM=Y;SS=M; 5.14 

452817; AA322859; Hs.284275; Homo sapiens PAK2 mRNA, complete cos; pWnase.PBD;TM=M;; 5.14 

453102; NM_007197; Hs.31664; frizzled (DrosophUa) homolog 10; Fz/rizzledJim_2;TM=Y;SS=M; 5.14 

427792; M63928; Hs.180841; tumor necrosis factor receptor superfamfly. member 7; SRP14,TNFRjc6;SS=M; 5.14 

430563; AA481269; ; ATP-bindmg cassette, sub-family C (CFTR/MRP), member 5; ABC_tran,GTP_ERUABC_rnembrane,none; 5.13 

431681; AK000378; Hs.267566; hypothetical protein FU20371; sugarJr;TM-=Y;; 5.12 

431183; NM 006855; Hs.250696; KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor 3; ER_kjmen_recept;TM=M;SS=M; 5.12 

417771; AABQ4698; Hs.82547; refinoic add receptor responder (tazarotene induced) 1; none,none; 5.11 

418613; AA744529; Hs.86575; mitogen-acOvated protein kinase kinase kinase kinase 1; pWnase,CNH;TM=M;; 5.1 1 

409524; AW402151; Hs.54673; tumor necrosis factor (Hgand) superfamily, member 13; TNF;TM=Y;SS=M; 5.1 1 

436856; AI469355; Hs.1 27310; ESTs; pkinase/rrn;TM=M," 5.09 

411296; BE207307; Hs.10114; growth suppressor 1; 20G-FeltQxy;TM=M;SS=M; 5.09 

410082; AA081594; Hs.158311; Musashl (Drosophila) homotog 1; rrm;TM=M;; 5.09 

404440; ; ; NMJ)2104&Homo sapiens melanoma antigen, famay A, 10 (MAGEA10). mRNA. VERSION NM.021049.1 Gl; MAGE;TM=M;; 5.08 

424977; AA349289; Hs.100057; Homo sapiens cDNA: FU22902 fe, clone KAT05581; none,none; 5.08 

422100; A1096988; Hs.1 11554; ADP-ribosylation factor-like 7; arf,ras;TM=M;; 5.07 

452222; AW806287; Hs.21432; SEX gene; SemaJlG.PSl.GDI; 5.07 

430300; U60805; Hs.238648; oncostafin M receptor; fn3;TM=Y;SS=M; 5.07 

408369; R38438; Hs.182575; solute carrier family 15 (H?7? transporter), member 2; PTR2;TM=Y;; 5.07 

422112; BE540240; Hs.111783; Lsm1 protein; Sm.BAG;SS=M; 5.06 

449961; AW265634; Hs.133100; ESTs; pldnase.Furin-inte.Recep.Ldomain.none; 5.06 

430024; AI808780; Hs.227730; integrin, alpha 6; intec^in J A,F&GAP;TM=Y;SS=M; 5.06 

412641; M16660;Hs.74335; heat shock 90kD protein 1, beta; HSP90.HATPase j*TM=M;; 5.05 t n , n4 

437608; AA761605; Hs.292308; ESTs, WeaWy simHar to ALU1.HUMAN ALU SUBFAMILY J SEQUENCE CONTAMINATION WARNING ENTRY [H^apiens]; pkinase,RI01,none; 
5.05 

400296; AA305627; Hs.139336; ATP-binding cassette, sub-family C (CFTR/MRP), member 4; ABC_tranABC_membrane;TM=Y; 5.04 
446232; AI281848; Hs.194691; retinoic add induced 3; 7tm_3,none; 5.04 
425262; D87119; Hs.155418; GS3955 protein; pkinase;SS=M; 5.04 

414703; BE243877; Hs.76941; ATPase, Na? transporting, beta 3 polypeptide; Na_K-ATPase;TM=Y;SS=M; 5.03 

434808; AF15510B; Hs.256150; Homo sapiens, Similar to R1KEN cDNA 2810027019 gene, done MGG14827, mRNA, complete cds; none;TM=M;; 5.03 
425852; AK001504; Hs.159651; death receptor 6, TNF superfamily member 21 ; death,TNFR_c6;TM=Y;SS=M; 5.03 
449437; AI702038; Hs.100057; Homo sapiens cDNA: FU 22902 fis, done KAT05581; none.none; 5.03 
448913; AA194422; Hs.22564; myosin VI; rnn,zf-r^BP,pkir^e,GSTj;,Ete,SAMJW 

C2H2,PHD,BTB,TFI!SAT_hook,SAM;TM=M;; 5.02 
413441; AI929374; Hs.75367; Src-Rce-adapter; SH2,SH3;TM=M;; 5.02 

427618; NMJJ00760; Hs.2175; colony stimulating factor 3 receptor (granulocyte); fn3;TM=*M;SS=M; 5.02 

417666; AI345001; Hs.82380; menage a trois 1 (CAK assembly factor); zKX3HC4;TM=M;; 5.02 

429903; AL134197; Hs.93597; cycSn-dependent kinase 5, regulatory subunit 1 (p35); CDK5_activator,none; 5.01 

445333; BE537641 ; Hs.44278; hypothetical protein FU 12538 simitar to ras-retated protein RAB17; ras l arf,TK;SS=M; 5.01 

426285; U20620; Hs.343581; karyopherin alpha 1 (imporfin alpha 5); Armadflk>_seg,iBB;TM=M;; 5.01 

421233; AA209534; Hs.284243; tetraspan NET-6 protein; traiisrnembrane4;TM=Y;SS=M; 5.01 

424517; A1539443; Hs.137447; Homo sapiens cDNA FU12169 fis. done MAMMA1000543; SK2,STAT,STATJ>utf,STATj>rot,none; 5.00 

425345; AU077297; Hs.1 55894; protein tyrosine phosphatase, non-receptor type 1; Y jjhosphatase,DSPc;TM=M;SS=M; 5.00 

446946; AI878932; Hs.317; topoisomerase (DNA) I; Tocoisomerase J.TopotsonTerJ.N^ 4.99 

413900; AW409747; Hs.75612;stress-mduced-phosphoprotein 1 (Hsp70/Hsp90-organizmg protein); TPR,PDZ,WW,Guanylate_kin;TM=M;; 4.98 

4121 16; AW402166; Hs.784; Epstein-Ban* virus Induced gene 2 (lymphocyte-specific G protein-coupled receptor): 7tm_1;TM=Y;SS=M; 4.98 

400792; AA635062; ; Homo sapiens mRNA; cDNA DKFZp434O0515 (from done DKFZp434O0515); zf-C3HC4,CARD,BlR;TM=*fc 4.98 

417018; M1603B; Hs.80887; v-yes-,1 Yamaguchi sarcoma viral related oncogene homolog; SH2,SH3,pkinase;TM=M^ 4.98 

427247; AW504221; Hs.174103; integrin, alpha L (antigen COI 1A (p180), hrophocyte function-associated antigen 1; alpha polypepfide); vwa,integrinAF&GAP;TM=Y;SS=M; 4.98 
442080; AW444761; Hs.44565; ESTs; ank;; 4.97 

454042; H22570; ; hypothetical protein FU20093; ig,pKir^,LRRLRRNT,LRRCT,none; 4.97 

452698; NMJJ01295; Hs.301921; chemokine [OC moH) receptor 1; 7tm_1;TM=Y;SS=M; 4.96 

416276; U41060; Hs.79136; UV-1 protein, estrogen regulated; Pep6dase_C4.0steopontin.Zip;TM=Y;SS^M; 4.96 

408847; AW290997; Hs.30348; ESTs; pkinase.ig.none; 4.96 

419452; U33635; Hs.90572; PTK7 protein tyrosine kinase 7; ig,pkinase;TM=Y;SS=M; 4.95 
450737; AW007152; Hs.203330; ESTs; trypsinJiljBcepLa.none; 4.95 

443354; AW970672; Hs.9247; protein kinase, AMP-activated. alpha 1 catalytic subunit; pkinase.RI01;TM=M;; 4.94 
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414135; NM 004419; Hs.2128; dual specifirity phosphatase 5; Rhodanese,OSPcYj3hosphatase;TM=Mn 4.94 

424247; X14008; Hs.234734; lysozyme {renal amyloidosis); lysJB.FAD.Synth.Wh.ldh.C.pkinaseiSS^M; 4.94 

434206; AW1 35973; Hs.180479; ESTs, Weakly similar to S59890 mflogen inducrole gene mig-2 (Rsapiens); PH;TM=M,~ 433 

418870; AF147204; Hs.89414; chemokine (OX-C mofif), receptor 4 (fusin); 7tmJ7tm_2;TM=Y;SS=M; 4.93 

408716; AI567839; Hs.1 51714; Homo sapiens mRNA for K1AA1769 protein, parfial cds; UvrD+ericase,RNB.Runt;TM=M= 4 .93 

426437; BEQ76537; Hs.169895; ubiquifin-conjugafing enzyme E2L6; ArmadiIlo_seg,UQ_con,none; 4.92 

424241; AW995948; Hs. 1 82339; Homo sapiens pyruvate dehydrogenase kinase 4 mRNA, 3* untranslated region, partial sequence; Bs,SAM_PNT;TM=M;; 4.92 
414570; Y0Q285; Hs.76473; insufin-fike growth factor 2 receptor; fn2,OMR;TM=M;SS=M; 4.92 

407239; AA076350; Hs.67846; leukocyte immunoglobulin-like receptor, subfamily B (with TM and ITIM domains), member 4; ig;TM=Y;SS=M; 4.92 
409512; AW9791B7; Hs.293591; melanoma differential associated protein-5; DEAD,helicase_C,CARD;TM=M;; 4.91 
416714; AF283770; Hs.79530; C079A anfigen (irnnumogtobutin-assodated alpha); ig,ITAKtfn_dus;TM=Y;SS=M; 4.91 

404289; ; ; NM_002944":Homo sapiens v-ros avian UR2 sarcoma virus oncogene homotog 1 (ROS1). mRNA; m3,pkinase.DUF139;TM=Y;S$=M; 4.90 
428141 ; D50402; Hs.18261 1; solute carrier family 1 1 (proton-coupled divalent metal ion transporters), member 1; Nramp;TM=Y;; 4.90 
407853; AA336797; Hs.40499; dfckkopf (Xenopus laevis) homotog 1 ; none;TW=M;SS=Y; 4.89 
432179; X75208; Hs.2913; EphB3; EPH tod,fn3 l pkinase,SAM;TM=Y;SS=M; 4.89 

401083; ; ; NM 016582*:Homo sapiens peptide transporter 3 (LOC51296), mRNA. VERSION NM_016579.1 Gl; PTR2;TM=Y;SS=M; 4.89 
402211;AA811738;;KIAA0430geneproducl;ion transX.tetra;TM=Y;; 4.88 

421541; NMJW3942; Hs.105584; ribosomal protein S6 kinase, 90kD, polypeptide 4; pkmase,pkmase_C;TM=M;; 4.87 

431810; X671 55; Hs.270845; kinesin-Bke 5 (mitotic kinesin-Iike protein 1); kinesin;TM=M;; 4.86 

425295; AA431366; Hs.37251; ESTs; pkinase.none; 4.86 

424439; AA579635; Hs.1770; figase I, ONA, ATP-dependent; DNAJgase;; 4.86 

419168; A1336132; Hs.33718; Homo sapiens cDNA RJ12641 fe, done NT2RM4001953; none,none; 4.86 

442875; BE623003; Hs.23625; Homo sapiens clone TCCCTA00142 mRNA sequence; K_tetra.DUF51jione; 4.86 

425465; L18964; Hs.1904; protein kinase C, iota; pkinase.DAG PE-bmd,pWnase_C.OPR;TM=M;; 4.86 

410293; AK000047; Hs.61960; hypothetical protein; KJetra;TM=M;; 4.86 

443523; AA345519; Hs.9641; complement component 1, q subcomponent, alpha polypeptide; C1q,Coflagen;SS=M; 4.85 

445903; AI347487; Hs.132781; class I cytokine receptor; fn3;TM=Y;; 4.85 

427509; M62505; Hs.2161; implement component 5 receptor 1 (C5a Egand); 7trnJ;TM=Y;SS=M; 4.85 

428820; AA436187; Hs.172631; inlegrin, alpha M (complement component receptor 3, alpha; also known as CD1 1b (p170), macrophage antigen alpha polypepBde); 

vwa.integrin A,FG-GAP;TM=Y;SS=M; 4.84 
445143; U29171; Hs.75852; casein kinase 1. delta; zraHC4,Fu^^-B_box,NHUpkinase^Z;TM=M;; 4.82 
4271 57; U51 166; Hs.173824; fhymtne-ONA gh/cosylase; UDG;TM=M;; 4.81 
427857; AL133017; Hs.2210; hypothetical protein FU22865; rryosln^head.lQ^f-MYNC);TM=M;SS=M; 4.81 

42233; X94453; Hs.1 14366; pyrrol ine-S-carboxylate synthetase (glutamate garrtma-serroaldehyde synthetase); aldedh,aakinase;TM^M;; 4.81 
414280; BE410769; Hs.75873; zyxin; UM/ig,pkto3se;TM=M;$$=M; 4.81 
424570; AA343306; Hs.13351 1; ESTs; SH3.ank.none; 4.80 

451 144; AW956103; Hs.61712; pyruvate dehydrogenase kinase. Isoenzyme 1; HATPase_c,none; 4.B0 

402705; AA21461 8; ; activator of S phase kinase; AhpC-TSA;TM=M;SS=M; 4.80 

410024; AW191024; Hs.55016; hypothefical protein FU21935; SH3;TM=M;; 4.80 

41 9972; AL041465; Hs.1 82982; gotgin-67; none,none; 4.80 

427127; AW802282; Hs.22265; pyruvate dehydrogenase phosphatase; PP2C,none; 4.80 

413476; U25849; Hs.75393; acid phosphatase 1, soluble; LMWPc;TM=M;SS=M; 4.80 

415801; R24219; Hs.278443; Fc fragment of IgG, low affinity fib, receptor for (CD32); ig/.TM=Y;; 4,79 

402233; ; ; NM_030760*;Homo sapiens endothefial differentiation, sphingolipid G-protein-coupted receptor, 8 (EDG8), mRNA.; 7tm_1;TM=Y;SS=M; 4.79 
448153; Y10805; Hs.20521; HMT1 (hnRNP methyltransferase, S. cerevisiaeHike 2; NusG;SS=M; 4.79 
407722; BE252241; Hs.38041; pyridoxal (pyridoxine, vitamin B6) kinase;pfkB;TM=M;; 4.79 

405370; ; ; NM_005569*:Homo sapiens UM domain kinase 2 (UMK2), transcript variant 2a, mRNA.; pkinase ( UM,PDZ;SS=M; 4.79 

416498; U33532; Hs.79351; potassium channel, subfamily K, member 1 (TWIK-1); ion Jrans;TM=Y;SS=M; 4.78 

429921; AA52691 1; Hs.82772; collagen, type XI. alpha 1; Coaao^,COm,TSPN.Iaminin_G,CorA;SS=M; 4.78 

424415; NMJW1 975; Hs. 146580; enolase 2, (gamma, neuronal); enolase;TM=M;; 4.78 

433133; ABQ27249; Hs. 104741; PDZ-Wnding kinase; T-cell originated protein kinase; pkinase;TM=M.~ 4.78 

431629; AU077025; Hs.265827; interferon, alpha4nducible protein (clone IFI-6-16); none;TM=M;SS=Y; 478 

417929, R27219; Hs 74647; Human T-cell receptor active alpha-chain mRNA from JM cell line, complete cds; ig.abhydrolase; 4.78 

450334; AF035959; Hs.24879; phosphatide acid phosphatase type 2C; PAP2;TM=Y;SS=M; 4.78 

447674; BE270640; Hs. 19192; eyefin-dependent kinase 2; pkinase;SS=M; 4.77 

409744; AW675258; Hs.56265; Homo sapiens mRNA; cDNA 0KFZp586P2321 (from done DKF2p586P2321); none; MA; N A; 4.77 

445196; A17448B8; Hs.149470; ESTs; zKaHC4,Sulfate_transp,STAS; 4.77 

429305; AF095727; Hs.287832; myeTin protein zero-like 1; ig,transmembrane4;TM=Y;SS=M; 4.77 

426812; AF105365; Ha.172613; solute carrier family 12 (potassium/chloride transporters), member 7; none;TM=Y;; 4.77 

425811; AL039104; Hs.159557; karyopherin alpha 2 (RAG cohort 1, importin alpha 1); ArmarirIfoj>eg,IBB,DEAD,helic^ 4.77 

444664; N26352; Hs.11615; map kinase phosphatase* protein MK-STYX; DSPc;TM=M;; 4.77 

452256; AK000933; Hs.28661; Homo sapiens cDNA FU10071 hs, done HEMBA1001702; GDtftmJ.none; 4.76 

447207; AA442233; Hs.17731; hypofhefoal protein FU 12892; none;TM=R; 4.76 

400846; ; ; sortiKn-related receptor, L(DLR class) A repeats-containing (SORL1); EGF.m3JdtrecepLa^dLrecepLb,granuGn,BNR;TM=Y;SS=M; 476 
452355; N54926; Hs.29202; G protein-coupled receptor 34; 7tnU,QATP_C;TM=Yr, 4.75 

406809; AF000574; Hs.22405; leukocyte imrTtunogtobutin-like receptor, subfamily B (with TM and ITIM domains), member 2; ig,Gerrriwjnov;TM=M;SS=M; 4.75 
• 427378; BE515037; Hs.1 77556; melanoma antigen, family D, 1; MAGE;TM=M;: 4.75 
444042; NMJW491 5; Hs.10237; ATP-blrcfing cassette, sub4am3y G (WHITE), member 1; ABC_tran,PRK,GBP;TM=Yn 4.74 
410406; A1969703; Hs.1466; glycerol kinase; FGGY,FGGY_C;TM=M£ 4.73 
41 1653; AF070578; Hs.71168; Homo sapiens done 24674 mRNA sequence; none;NA;NA; 4.73 
437667; BE616412; Hs.28621B;iuncfional adhesion rndecule 1; rone,HLH; 4.73 
417781; BE279380; Hs.82563; KIAA0153 protein; TTUAcyLtransf, 4.73 
453966; BE148734; Hs.63325; transmembrane protease, serine 4; trypsin,WI_recepLa.none; 4.73 
412228; AW503785; Hs.73792; complement component (3d/Epstein Barr virus) receptor 2; sushnTM=Y;SS=M; 4.73 
418255; AW135405; Hs.37251; ESTs; pkinase,none; 4.73 

413472; BE242870; Hs.75379; solute carrier family 1 (glial high affinity glutamate transporter), member 3; SDF;TM=Y;SS=M; 4.73 
406906; Z25424; ; gb:Ksapiens protein-serine/lhreonine kinase gene, complete CDS.; none.none; 473 
432065; AA401039; Hs.2903; protein phosphatase 4 (formerly X), catalytic subunit; Metailophos;TM=M;; 4.72 
424909; S78187; Hs.153752; cell division cyde 25B;.Rhodanese;SS=M; 472 

422599; BE387202; Hs.118638; norwnetastatic cells 1, protein (NM23A) expressed in; NDK.PH.OxysteroLBP;SS=M; 471 
4261 36; AW957239; ; gb:EST369309 MAGE resequences, MAGD Homo sapiens cDNA, mRNA sequence; PP2C.none; 4.71 
446203; 247553; Hs.1 4286; flavin containing monooxygenase 5; FMO-Eke,pyr_redox;TM=Y;SS=M; 471 

451295; A1557212; Hs.17132; ESTs, Moderately similar to 154374 gene NF2 protein rH.sapiens]; pkinase,DAG_PE-bind,pklnase,C.OPanone; 4.71 
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413431; AW246428; Hs.75355; ubiquitirvconjugaUng enzyme E2N (homologous + vg* WB« &ft5| 4 *' 

405484- ; ; C3002 1 24*:gil1 2737280|reflXP_006682.2i kerafin IB [Homo sapiens]] 6633 I none,SS-M; 4.70 

401345! MB3738; ; protein tyrosine phosphatase, non-receplor ^'^ T ^ ; 4J0 

416602; NM.006159; Hs.793B9; net (chickenHite * E^*^TSnj^4.ra 

412507- L36645; Hs.73964; EphA4; fa3,pxmase,SAM.EPHJbd;TM=Y;SS=M, 4.69 

437897; AA770561; Hs.146170; hypothetical protein FU22969; zf-DHHCj»ne; 4.69 

432886; BE159028; Hs.279704; chromatin accessibility complex 1; none;TM=Mr. 4-69 

40543 ; ; NMJ>03105«:Homo sapiens sorfflmelated receptor. L(DLR ^! (SORL1), mRNA. 
EGF,fn3^_recepLa.!dLre(^Lb,9Tanurin3NR;TW=Y;SS=M, 4.68 

433409; A1278802; Hs.25661; ESTs; pkinase.pkinase; 4.68 

413869; NNL000878; Hs.75596; tateteuWn 2 receptor, beta; ^^^f^^ m . T ^^^ 4 GB 
430259; BE550182" Hs.127826; RalGEWike protein 3, mouse homolog; fn3,RA,Ras6EF,TM-M,SS=M; 4.6B 

4194% AF0011212; Hs.90744; ^teasome (prosome, macropaln) 26S subunit. norvATPase. 11; CDK5.acGvalor,Pa.none, 4.67 
425966; NM.001761; Hs.1973; cyclin F; cycnn,Fto,cyetnJ>.TM=M;; 4.67 

446051; BE0480B1; Hs.37054; ephrin-A3; EprumA-dearran^snnz-alpha; 4.66 

436729; BE621807; ; transmembrane 4 superfamDy member 1; none > T ^^ V 4 ®° . rf _ TMaMr 4 « 

408204 : , AA454501; Hs.43666; Fotein tyrosine phosphatase type IVA, member 3; Yj>hosphatase,TM-M.. 4.65 

435542; M687376; ; ESTs; SH34g,pkbase,PK,spectrin,RhoGEF,none; 4.66 Qwr M <; Mr r W r>TM=Mr 4 66 

42968* NM.006306; Hs.211602; SMC1 (structural maintenance of chromosomes 1, yeastHike 1; ABC.tran.SMC_N,SMC.C r KlD;TM-M„ 4.66 

417497; AW402482; Hs.82212; CD53 antigen; lransmembrane4;TM= Y;S^M; 4^6 

418736; T18979; Hs.8790B: Snf2-related CBP activator protein; hdicase.CAT hooK^F2 N.TWfw,, 4.65 

415117; AF120499-, Hs.78016; polynucteoBde kinase ^^^^-^^^if 5 

418529; BE247550; Hs.86859; growth factor receptor-bound protein 7; SHZ.PH.KA.-bb-wi, <*.oo 

426108; M622037; Hs. 166468; progranvned cefl death $MF12fcniW*;4.64 ^ «wKd-™»Y-S&*t 4 64 

429263; AA019004; Hs.198396; ATP-binding cassette, sub-family A (ABCU | metnber 4; ABCJran.SRPHTM-Y.SS M, 4.64 

431886; L77964; Hs.271980; mitogen-activated protein kinase 6; P^assTI^M; • 463 

435049; AL122067; Hs.4745; hypothetical protein FU21324; ™W*™<' 4.63 ^ ansnase inhibjtorV w p Wnase ,DAG PE-bind.RBD; 4.63 

437763;M469369,Hs.5831;tissueinh^ i roir.prara.i*w. 

413436; AF2380B3; Hs.68061; sphingosine kinase 1 ; DAGKc,TM=M;; 4.63 

421846 AAQ17707; Hs.1432; protein kinase C substrate 80K-H; efh^d ( W.recepL3;SS=M; 4.62 

442590; A1002686; Hs.130313; ESTs; nor«,Yjtophat3^.^d_41^nex.n; 4-62 

416224; NMJJ02902; Hs.79088; reficuJocalbin 2, EF-hand calcium binding doman; efhand^S=M. 4.62 

423740; Y07701; Hs.293D07; aminopepBdase puromycin sensitive; PepttaseJUIJVm^to seg; 4.61 

429300- AB011108; Hs.198891; serineAhreonin&protein kinase PRP4 homojog; pkmase;TM=M,, 4.60 

447232; AW499834; Hs.327; inlerleukin 10 receptor, alpha; none;TM=M;SS-M; 4.60 ^ 

41294$ AL120344; Hs.75074; mitogen-acBvated protein kinase-adivated protein kinase Z pkmaseJM-r^ 4.60 

419596; BE379320; Hs.91448; MKP-1 tike protein tyrosine p cn , h :. TM - M . SS =M: 4 59 

417880; BE241595; Hs.82B48; setecUn L (lymphocyte adhesion molecule 1)^»_c^shi ( TM-r^SS=M, 4.59 

41 1125* AA151647; Hs.68877; cytochrome b-245, alpha polypeptide; none;TM=Y;SS=M; ; 4. .59 

434883! AW381538;Hs.19807;hyrx J me^pro^nMGC12959; S ^^^'f ^ IaM PNTABC2_membr a ne^y [ > S in head.lQ,Myosin.N,b21P^ 
447312;AI434345;te.369M;actNat^ 

C2H2,PHD,BTB.TF11S AT_hook,SAM;TM=M;; 4.58 

421685- AF189723; Hs. 106778; ATPase, Ca transporting, type 2C, member J.J CaflcM TFase. CLajoi ' r<oc - ' 
40958V U66243; Hs.55039; irtlogen-adhrated protein kinase 12; pkmase;SS=M; 4.57 

element ;, mRNA sequence; none,RasGAP t WWjq4^ 
430016; NWL004736; Hs.227656; xenotropic and polytropic retrovirus receptor; SPX.EXS.I m*y„ <u>o 
437157; BE048860; Hs.120655; ESTs; IRK,none; 4.55 ^ Ma(lffltfJ ,, 

422^ AA938905; Hs.120017; olfactory receptor, family 7, subfamily E, member 38 pseudogene; nonejone; 4.55 
457918 : AL359590; Hs.162604; hypothetical protein DKFZp762Ml86; PLDc;TM=M;4^5 
434467 SUM« Homo sapiens cDNA FU13445 fis, done P^O^^ J.n^ne^ 
4211401 AA298741; Hs.102135; signal sequence receptor, delta (trar)slocc)n^ssoa3ted protein delta); none,TM=Y,SS-M, 4.55 
406364; ; ; Target Exon; hexapep;TM=M;; 4.55 . 
434682: AA827165- Hs.191958; immunoglobufin superfamDy receptor translocation associated 2; lg.none, 4.54 

433435- BE545277; Hs.340959; Ts translation elongation factor, mitochondrial; EF.TS.UBA,, 4.54 
411165; NM.000169; Hs.690B9; galactosidase, alpha; MeIibiase;SS=M; 4.54 

408956- AK001868; Hs.49344; hypolhetical protein FU1 1006; ion^trans;TM=Y^ 4.54 eUJa . T .. ... . „ 

S'-U^mrai^ri 1 (cas^ike doddng; CrV-associated substrate related); SH3;TM-M.. 4.53 

410226! A1B31958; Hs.61053; hypothetical protein; SH3JPR;TW^ 4.53 

400261; ; ; Eos Control; ig,MHCJLbela;TM=Y;SS=M; 4.52 
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400303; AA242758; Hs.79136; UV-1 protein, estrogen regulaied; nonajicne; 4.51 

412604; AW978324; Hs.1 904; protein kinase C, iota; pkir^e,DAG_PE4jind,pldnase_C,OPR;TM=M," 4.51 

448533; AA31 1426; Hs.21635; tubulin, gamma 1; tubu»n;TM=M; 4.51 

457906; AW975939; Hs. 153 290; Homo sapiens cONA FU14318 lis, done PLACE30QO4O2; none.pkinase; 4.51 
456362; AW973003; Hs.179909; hypothetical protein FU22995; none;TM=f\fc 4.51 
429690; AW956329; Hs.23721; ESTs; none,sugarJr,Rib<)sc*naLS25; 450 

424618; 129472; Hs.1802; mapr histocornpatMty complex, dass II, 00 beta; ig,MHCJ_beta;TM=Y;SS=M; 4.50 
444823; BE262989; Hs.12045; putative protein; Mra1,M60AT;TM=M;SS=Y; 4.50 

405490; ; ; NM_031414:Homo sapiens serine/threonine kinase 31 (STK31), transcript variant 1, mRNA.; pkinase,TKDOR;TM=M;; 4.50 
424494; U78575; Hs.149255; phosphatidytinositoM-pnosptiate 5-kinase, type I, alpha; PIP5K;SS=M; 4.50 
441031; AI1 1 0584; Hs.7645; fibrinogen, B beta polypeptide; fibrinogen j;G-atphaMTl^M;SS=M; 4.50 
443951; F 13272; Hs.1 1 1334; ferritin, fight potypepftJe; PMP22_aaudin,none; 4.50 

410423; AW402432; Hs.63489; protein tyrosine phosphatase, noiHeceptor type 6; SH2,Y_phosphatase,DSPc;TM=M;; 450 

429556; AW139399; Hs.98988; ESTs; none;TM=Mn 450 

458791; BE615453; Hs.346509; dedicator of cyto-kinesis 1; rone;TM=Y;; 4.49 

425209; AUM9761; Hs.155140; casein kinase 2. alpha 1 polypeptide; pxinaseABCI ;TM=M;; 4.49 

425695; NMJJ05401; Hs.159238; protein tyrosine phosphatase, non-receptor type 14; YjJhosphatase,Band_41,DSPc;TWI=M;; 4.49 

424943; AU077260; Hs.153924; death-associated protein kinase 1; anKpWnase,deafh,SPRY,SAP,Rftra 4.49 

412970; AB026436; Hs.177534; dual specificity phosphatase 10; Rhodanese,DSPc;SS=M; 4.48 

400755; AA635062; ; Homo sapiens mRNA; cDNA DKFZp434O0515 (from clone DKFZp434O0515); zf-C3HC4,CARD,BIR;TM=M; 4.48 
425566; AW162943; Hs.250618; UL16 binding protein 2; kfl_recepLa,PKD,MHCj;TM=M;SS=Y; 4.48 

410151; X15723; Hs.59242; paired basic amino acid cleaving enzyme (Turin, membrane associated receptor protein); PeptkJase__S8,P;TM=Y;SS=M; 4.48 
423536; L22075; Hs.1 656; guanine nucleotide binding protein (G protein), alpha 13; UCR_hinge.G^phaMTW=M; 4.48 
42471 1; NM.005795; Hs.152175; calcitonin receptor-like; 7tm_2,HRMTM=Y;SS=M; 4.48 
427878; C05766; Hs.181 022; CGI-07 protein; none,ztC2H2; 4.48 

443991; NM.002250; Hs.10082; potassium intermediate/small conductance cak±jnvactivated channel, subfamily N, member 4; CaWao.SK_chaTnel I ion_trans;TM=Y;SS=M; 4.48 
422605; H16646; Hs.118666; hypothetical protein PP591; PAPSjeduct,MoCF_biosvnthr 4.47 

410583; AW770280; Hs.36258; ESTs, Moderately similar to JC5238 gatactosyteerarnide-like protein, GCP [H.sapienst SH3.PDZ,GuanytateJdn,none; 4.47 
434419; AL040606; Hs.296938; dual specificity phosphatase 7; DSPc;TM=M;; 4.47 

410032; BE065985; ; gb:RC3-BTQ31 9-120200-01 4-a09 BT0319 Homo sapiens cDNA, mRNA sequence; abhydrolase_2,none; 4.46 

423078; M35198; Hs.123125; integrin, beta 6; integrin_B.EGF,pp4)inding;TM=Y;SS=M; 4.46 

400263; ; ; Eos Control; GTP_EFTU,EFG_C 1 GTP_EFTU_D2 < serpin;TM=M;; 4.46 

441406; Z45957; Hs.7837; phosphoprotein regulated by mitogenic pathways; pkinase;TM=Mr, 4.45 

434551; BE387162; Hs.280858; ESTs, Highly similar to A35661 DNA excision repair crass-complementing protein ERCC3 [HsapiensJ; none;TM=M;; 4.45 
413227; M79082; ; ESTs; none^ione; 4.45 

441321; H17182; Hs.7771; B-cell associated protein; Band_7;TM=M;; 4.45 

457194; H20569; Hs.35406; ESTs, Highly simitar to unnamed protein product (Rsapiens]; none,pkinase,PBD; 4.45 
41 4745; AA1 6051 1 ; Hs.5326; amino acid system N transporter 2, porcupine; none,none; 4.45 

404276; ; ; NM_002944*:Homo sapiens v-ros avian UR2 sarcoma virus oncogene homolog 1 (ROS1), mRNA.; Cn3.pkinase.DUF1 39;TM=Y;SS=M; 4.45 
426966; AI493134; ; sclerostin; DAN;TM=M;SS=M; 4.45 

408873; AL046017; Hs.1 82278; calmodunn 2 (phosphorylase kinase, delta); none.none; 4.44 

426486; BE178285; Hs.170055; Homo sapiens mRNA; cDNA DKF2p586B0220 (from clone OKFZp586B0220); pkinase.none; 4.44 
432798; AA565309; Hs.194015; ESTs; tntegriiuB.Sema.PSl.TIG.none; 4.44 

439568; AI091277; Hs.302634; frizzled (Drosophita) homolog 8; Fn^.Fz,7trn_2,toxin_2;TM=Y;SS=M; 4.44 
4178B6; AA214584; ; ESTs; SPRY,7tm_3^NF J receptor.none; 4.43 

452098; AI858183;;gb:wl46a12jc1 NCI CGAP Ut1 Homo sapiens <m done 3 1 similar to conto Ahj repetifive element mRNA sequence; SK3.none; 4.43 

426874; N67325; Hs.347487; ESTs; SHSJonB^boxC^one; 4.43 

422714; AB018335; Hs.119387; KIAA0792 gene product; DUF221;TM=Y;SS=M; 4.42 

410741; Z11695; Hs.324473; rrttcgen-acSvated protein kinase 1; pkinase,none; 4.42 

432193; AA372264; Hs.Z73193; hypothetical protein FU10706; pkinasefrM^M,- 4.41 

409506; NM_006153; Hs.54589; NCK adaptor protein 1; $H2,SH3;TM=rvfc 4.41 

429390; AB04O942; Hs. 20 1500; WAA1509 protein; none;TM=M;; 4.41 

421859; AA356620; Hs.108947; KIAA0050gene product ank,PH^rfGap;SS=M; 4.41 

451527; AF022813; Hs.26518; transmembrane 4 superfamfly member 7; none,none; 4.41 

421748; NMJM4718; Hs.107809; KIAA0726 gene product; cadherin;TW=Y;; 4.40 

410416; BE410072; Hs.63304; protein phosphatase methylesterase-1; none;TM=Kfc 4.40 

450457; AA367701; Hs.6639; K1AA1624 protein; none;TM=M;SS=M; 4.40 

433029; NMJH4322; Hs.279926; opsin 3 (encephalopsin); 7tm_1,Monooxygenase;TM=Y;SS=M; 4.40 

408805; H69912; Hs.48269; vaccinia related kinase 1; pkmase;TM=M;; 4.40 

421585; U95626; Hs.302043; chemokine (C-C motif) recept«-tike2;7tm_1;TM=Y;SS=M;4.40 

440014; AW960782; Hs.6856; ash2 (absent, small, or homeotic Drosophfla. IromologHite; SPRY.BAG.UPF0001; 4.40 

451154; AA015879; Hs.33536; ESTs; TIMP.none; 4.40 

433895; AI287912; Hs.3528; mrtogeivactivated protein kinase kinase kinase kinase 4; rjkinase^C4,CNH,ERM;TM=M;; 4.40 
422034; AC006486; Hs.333069; Els2 repressor factor; Ets;TM=Nfc 4.39 
444009; A1380792; Hs.135104; ESTs; TNFR_c6,TlL,none; 4.39 
420020; BE295866; Hs.94382; adenosine kinase; pfkB;SS=M; 4.39 

41 6207; NM^0 14745; Hs.79077; Homo sapiens, clone MGO2908, mRNA, complete cds; none;TM=Y;SS=M; 4.39 

417655; AA780791; Hs.14014; hypotheScai protein FU14813; pWnase,pldnase_C;TM=M;; 4.39 

402915; ; ; ENSTO00OT20258T:Bicarbonate transporter-related protein BTRI^ HCXD3_cctransp;TM=Y;; 4.39 

453199; AI336266; Hs.32353; mitog en-activated protein kinase kinase kinase 4; pkinase;TM=M; 4.38 

416033; NMJH2201; Hs.78979; Gdgi apparatus protein 1; cys_rich_FGFR;TM=Y;SS=M; 4.38 

453672; U73531; Hs.34526; G protein-coupled receptor; 7tmJ:TM=Y;SS=M; 4.38 

437852; BE001836; Hs.256897; ESTs, Weakly similar to dJ36501Z1 tH.sapiens]; GPS.7lm_2;TM=Y;; 4.38 

420039; NMJXM605; Hs.94581; sutfotransferase family, cytosofic, 2B, member 1; Sulfotransfer;SS=M; 4.38 

412834; R77123; Hs.79881; Homo sapiens cDNA FU23006fis, done LNG00414; 7tm_1^cne; 4.38 

452203; X57522; ; transporter 1, ATP-binding cassette; sub-family B (MDR/TAP); ABCjran,ABCjnembrane,SRP54 1 ThYmk^^ 4.37 
425317; AW205118; Hs.210546; interleukin 21 receptor none;TM=Y;SS=M; 4.37 
432945; AL043683; Hs.8173; hypotheScai protein FU10803; none;TM=M;SS=M; 4.37 

424028; AF055084; Hs.153692; Homo sapiens cONA FU14354 6s, done Y79AA1001384. highly similar to Homo sapiens very large G-protein coupled receptor-1 (V1GR1) mRNA; 
none,none; 4.37 

434071;AF116653; Hs.34192; Homo sapiens PROOTOmRNA, complete cds; none;TM=M;; 4.37 

412596; AA161219; Hs.799; diphtheria toxin receptor fheparin-binding epidermal growth factor-tike growth factor); EGF;TM=Y;SS=M; 4.36 
440270; NW_015986; Hs.7120; cytokine receptor-tike molecule 9; fn3;SS=M; 4.36 
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432987; AI864771; Hs.27954; CD88 anOgen (CD28 antigen ligand 2. B7-2 antigen); na^Tl^Y^^OB^ 

436943; AA773338; Hs.5353" caspase 10. apoptosis-related cysteine protease; IC£_p10,ICt_p20,DED;TM=M I ~ 4.3o 

457897! AI356125V Hs^SB^Ts. WeakJy^mflar to HXA2LHUMAN H0MEO8OX PROTBN HOX-A2 (Rsapiens]; r«meobor f NA;NA; 4.36 

405671; AA 129547; Hs.285754; met prot£M>ncogene (hepatocyte growth factor ^^ u ^J%^'2 G 'f?^ V v onr pclq-m- a « 

41 3969! X14034; Hs.75648; phosphofipase C. gamma 2 (pr^phafidylmosito^pecffic); SH2.SH3.C2.PH.P1-PLOY WC-X,POGF;SS=M. 4.35 

408101; AW968504; Hs.123073; CDC2-related protein kinase 7; none,none; 4.35 

414029; BE297731; Hs.75709; mannose-6-phosphate receptor (cafion dependent); Marh6-P_recep;TM=M;S^M; 435 

425069; AA687455; Hs.298184; potassium votlage-gated channel, shaker-related subfamily, beta member 2; aWo_keLred,none; 435 

438937; AW952654; Hs.244524; ESTs; EPH_tod,pkin3se,fn3,SAM^one; 435 

412584; X54870; Hs.74085; DNA segment on chromosome 12 (unique) 2489 expressed sequence; none,lectin_c; 4.35 
436540; BE397032; Hs.14468; hypothetical protein M6C14226; nm,7tm_1 l SNF;TM=*ite 4.34 
435267; N23797; Hs.110114; ESTs; none,Syja_N,Exo„endo_phos; 4.34 
405616; ; ; Target Exon; none.SH3.BAR; 4.34 

432141; BE410964; Hs.272736; nuclear receptor binding protein; pWnase;TM=M;; 4.33 
417927; R73095; Hs.24122; ESTs; none,pkinase; 4.33 

429849; U33053; Hs.2499; protein kinase C-fike 1; pWnase,pkinase..C f HR1 ;TM=M;; 4.33 
425743; BE396495; Hs.159428; BCU-associated X protein; Bd-2;TM=Y;; 433 

453863; X02544;rte.572;orosomucctf 1;ipoca^^ OK|A 
400847; ; ; NM 003105':Homo sapiens sortflirHelated receptor. L(DLR ciass) A repeats-contauiing (SORL1), mRNA.; 
\ EGF,fn34dl recepLa.WLrecepLb,granulin,BNR;TM=Y;SS=M; 4.33 

414914; U49844; Hs.77613; ataxia telangiectasia and Rad3 related; FAT.FATC.Ptt.PMJdnaseiTM^M;; 4.33 

RasGAP.adenylateJdnase; 4.33 
I 419607; R52557; Hs.91 579; Homo sapiens done 23783 mRNA sequence; IMP4;TM=fcfc 4.32 

436703; AW880614; Hs.146381; RNA binding motif protein, X chromosome; rrm,SH3,PH t CH, RhoGEF; 432 
414899; AW975433; Hs.36288; ESTs; pkinase,SH2,SH3,none; 4.32 

444895; A1674383; Hs.22891 ; solute carrier family 7 (catJonic amino acid transporter, y system), member 8; ^.dealraNFRjtf, 4.31 
415135; AW673559; Hs.78040; KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor 1; ER.Iumen.recept,none; 4.31 
) 444070; NMJ)15367;Hs.10267;M!L1p^ ^ 

422611; AA158177; Hs.118722; fucosyltransferase 8{alpha (1,6) fucosyltransferase); SH3.K-box;TM=M;SS=Y; 4.31 
437162; AW005505; Hs.5464; thyroid hormone receptor coactivatirg protem; bromod^ 

440983; M20681; Hs.7594; solute carrier family 2 (facilitated glucose transporter), member 3; sugar_tr;™=Y;SS=M; 4.30 
4140BO;AA135257;Hs.47783;B aggressive lymphoma gene; A1pp;TM=M;; 4.30 

35 415072; BE2536B7; Hs.77876; Homo sapiens, clone !MAGE:3461982, mRNA, partial cds; MeWlophos^madiQo.seg;TM=M;; 430 
442994; AI026718; Hs.16954; ESTs; anx.pkinase,dealh,Ribosornal_S14; 430 (SPU - n „« l lt , ™ 

432328- AI572mHs.195471;6i>to)sphofnj^ % A „ 

439490; AW249197; Hs.100043; ESTs, Weakly similar to A46302 PTB-assodated splicing factor, long form (H^apiens); none;TM=M;; 4.3 
422005 : BE266556; Hs.1 10702; Homo sapiens mRNA; cDNA DKFZp761E212 (from clone DKFZp761E212); none,Na_H__Exchanger; 4.29 

40 4t5214;AI445236;rte.125124;EphB2;fa3.pta^ ^^^.^ 
430316; NMJXJ0875; Hs.239176; insulin-Wee growth factor 1 receptor; fa3,Furin-fitepWn3se,Recep_Uto^ 4./9 
429099; BE439952;Hs.196177;priosphorylase Wnase. o^rra 

425843; 8E313280; Hs.159627; death associated protein 3; myb.DNA-bincfir^PAKBAH.bromo^rnain.PHD.SET^M;; 428 
437603, AW979259; Hs.293673; ESTs; deam,none; 4.28 
45 439975; AW328081; Hs.681 7; inosine triphosphatase (nudeoside triphosphate pyrophosphatase); Ham1pJike;TM=M;; 4.28 
424512; X530Q2; Hs.149846; integrin, beta 5; *ntegrin_B,EGF;TM=Y;SS=M; 4.28 

442980; M857025; Hs.8878; Wnesin-Kke 1; kmea^^ 4Ti . ve6 ..._ 
420166; AW732276; Hs.95583; transmembrane 4 superfamily member (letraspan NET-7); transrnembrane4;TM=Y;SS=M; 427 
4095B2; R27430; Hs.271565; ESTs; norie.Neur^chaii^LBD.Neur.chanjnemb; 4.27 

414561; aI^I*'^ WI^Hwro salens amino acid transport system N2 (SN2) mRNA, complete cds; Aa_trans;TM=Y;; 4.27 
41 1835; U29343; Hs.72550; hyaluronan-mediated motility receptor (RHAMM); bZlP;SS=M; 4.27 
4287B1; AF164799; Hs.193384; putatative 28 kDa protein; pWnase,DAG_PE-bind,pkinase_C,OPR;SS==fv1; 427 
430603; AA148164; Hs.247280; HBV associated factor; zf-C3HC4,zf-RanBP,pkinase; 4.27 
55 415149; X12451; Hs.78056; cathepsin U PepfJdase_C1;SS=M; 4.26 
444838; AV651680; Hs.208558; ESTs; integrin_A,FG<3AP,none; 426 
402328; ; ; Target Exon; pkinase;TM=Mn 4.26 

416094; AW995512; Hs.225977; nuclear receptor coactivator 3; none,none; 426 
^ 420942; H03514; rte^15M9; ESTs; none,pklnase^4^6 

425505 : AL036458; ; g S b:OKFZp564bS!iT564 (synonym: Wbr2) Homo sapiens cDMA done DKFZp564D2062 5\ mRNA sequence; arf.G-alpha.none; 4.26 
427344*; NM_OO0B69; Hs.2142; 5-hydroxytryptamine (serotonin) receptor 3A; Neur - chan_LBO,Neur J*"J^^5|^_^ A ..... cc u , A 0R 
432269; NM 002447; Hs.2942; macrophage stimulating 1 receptor (c-mekelated tyrosine kinase); pkinase,Sema.PSI,TIGA4_EXTr^TM=M;SS=M, 4.26 
417007; AF224741; Hs.80768; chloride channel 7; CBS,voltage_aC;TM=Y;; 4.26 
65 447960; AW954377; Hs.2641 2; ring finger protein 26; zf-C3HC4;TM*Y;SS=M; 4.26 

442300; AI765908; Hs.129166; ESTs; none;SS=M; 425 . tm-u~ , K 

421856; NM 016447; Hs.108931; MAGUK protein p55T; Protein Associated with bns 2; SH3,P0Z,6uanyteteJ(in.L27,TM=Mn 4.25 
452110; T47667; Hs.28005; Homo sapiens cDNA FU11309 fis, ctone PWCE1010076; pMnase^njecRncme; 425 

422451 : AA31 0753- Hs 42491; ESTs, Weakly similar to S65657 alpha-IC-adrenergic receptor splice form 2 (rlsapiens); PDZ,SH2,STAT,STAT_bmd,STATj)rot,none, 425 
70 453955; AW579207; Hs.304666; ESTs. Weakly similar to 178885 sertoe/threorune-specifto protein Wnase IRsapiens}; fn3,ig,MAM,none; 425 
457670; AF119666; Hs.23449; insuTm receptor tyrosine kinase substrate; SH3;TM=M;; 425 
419133; U46116; Hs.89627; protein tyrosine phosphatase, receptor type, G; m3.Yj>hrephatase,cam_anh^ 

419660; BE280337; Hs.194693; solute carrier family 7 (cationic amino add transporter, y system), member 7; aa_permeases;TM=Y;SS=M; 4.Z5 

415198; AWO)9480;rte.943;ru&ralldner^ ^ . . ... M . , M rr.«9W) 

75 416440- AI823912; Hs.79335; Homo sapiens. Similar to SWI/SNF related, matrix associated, acfin dependent regulator of chromatin, subfamily d. member 1. done Mbuiwou, 
' mRNA, complete cds; SWlB;TM=rvt; 424 , , mouplJ , )) . 

419169; AW851980; Hs.262346; ESTs, WeaWy similar to S72482 hypothefcat protein (Rsapiensl; none,sj)ectnn.SH3,PH 1 Ol; 424 

449444- AW8 18435; Hs.23590; solute carrier famfly 16 (monocarboxyGc add transporters), member 4; none;TM=Y;SS=M; 424 

433848; AF095719; Hs.93764; carboxypepfjdase A4; Zn„carbOpeptPropep_M14;SS=M; 4.24 
80 442213; N36110; Hs.305971; solute camerfamily 2 (facilitated gtucose transporter), member 10; sugar_tnTM=Y;SS=M; 424 

412681; AW983655;rte.1720M;tjtin;m3jg,SG»(SG.pktoase;T^ 

424653; AW977534; Hs.151469; calchjrrJcalmoduBrHteperxient serine protein kinase (MAGUK family); none,none; 424 
421066; AU076725; Hs.101408; branched chain aminotransferase 2, rritochondriah aminotranj;; 4.23 
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428338; AF14776S; Hs^32093; ESTs; fn2,OMR;TM=M;SS=M; 4.23 

443329; BE262943; Hs.9234; hypothetical protein MGC1935; none;TM=Y;SS=M; 4.23 

432314; AA533447; Hs.312989; ESTs; XBrdyione; 4.23 

434608; AA805443; Hs. 179909; hypothetical protein FU22995; none;TM=Mn 4.23 

454166; AW99335B; Hs.285814; sprouly (Drosophila) homolog 4; SH2,SH3;TM=M;SS=M; 4.23 

442596; AI457102; Hs.347970; Human glucose transporter pseudogene; rtone^vone; 4.23 

442549; AI751601; Hs.8375; TNF receptor-associated factor 4; MATH,zf-TRAF,zf-C3HC4;SS=M; 4.22 

424154; AF026004; Hs. 141 650; cttoride channel 2; voHage_aC,CBS.EPO_TPO,PC_nep; 4.22 

433419; AI830342; rK211272; ESTs; transrnernbrane4,none; 4.22 

421921; H83363; Hs.6820; translocase of inner mitochondria! membrane 10 (yeast) homolog; zf-Tim10_DDP,ethaiia\ai^pedrin^erpin;TM=M;; 4.22 

445633; AW53388; Hs. 17287; ESTs, Weakly similar to S26689 hypothefjcaJ protein hc1 - mouse [MjnusculusJ; IRKjone; 4.22 

424812; AF059252; Hs.153299; D0M-3 (C elegans) homolog 2; none;TM=M;; 4.22 

410668; BE379794; Hs.65403; hypolhefical protein; death,TNFR_c6;TM=Y;SS=M; 4.22 

416636; N3253B; Hs.42645; solute carrier famSy 16 (monocarboxylic add transporters), member 6; none^one; 4.22 

418969; W33191; Hs.28907; hypotheOcai protein FU20258; SH3;TM=M;; 4.21 

447200; BE543146; Hs.281434; Homo sapiens cDNA FU14028 8s, clone HEMBA10Q3838; nonejone; 4.21 

400208; ; ; Eos Control; FCH,RhoGAP,SH3;TM=M;; 4.21 

405369; ; ; NM_005569*:Homo sapiens UM domain kinase 2 (UMK2), transcript variant 2a, mRNA.; pkinase > UM f PDZ;SS=M; 4.21 
445350; AF0521 12; Hs. 12540; r/sophospholipase I; abhydrdase_2;TM=M;; 4.21 

441208; A1339704; Hs.150401; ESTs, Weakly similar to ALU INHUMAN ALU SUBFAMILY J SEQUENCE CONTAMINATION WARNING ENTRY [Msapiensfc 

jonJrans.RYDRJTPR.MIR.none; 4.21 
427217; AA399272; Hs.144341; ESTs; ANP.GHMPJdnasesjone; 4.21 

400845; ; ; NK.003105':Homo sapiens sortilin-related receptor, L(DLR class) A repeats-containing (SORL1), mRNA.; 

EGF,fn3,!dUecepLa4dl_recepLb 1 granuiin,BNR;TM=Y;SS=M; 4.21 
422667; H25642; ; ESTs; FMCMike.FMO^ce; 4.21 

450056; BE047394; Hs,820B; ESTs, Weakly similar to S7151 2 hypothetical protein T2 - mouse (M.musculus); 

ABC Jran ABC jnembranejg.MH C Jl.beta, S RP54, proteasome ABC.membrane^B C_tran; 4.20 
448950; AF2886B7; Hs.9275; CGM52 protein; E1-E2JVTPase,Hydrolase;TM=Yn 4.20 
408634; AW407254; Hs.1 82278; calmodulin 2 (phosphorylase kinase, delta); none.none; 4.20 

422335; AA375957; Hs.6682; solute carrier family 7, (cattonic ammo add transporter, y system) member 11; none,none; 4.20 * 
426754; NMJJ14264; Hs.172052; serine/threonine kinase 18; pHnase;TM=M^ 4.20 
435810; BE349853; Hs.2785; keratin 17;zf-Tim10_DDP,SH2,SH3,pWr^^ 

446143; BE245342; Hs.306079; sec61 homdog; NUDTX,secY,E1 Jehyc^.franskeLpynTM=Y;SS=M; 4.20 

426626; Al 124572; Hs.323879; inhibitor of kappa light polypeptide gene enhancer in B-cells, kinase gamma; zf-C2H2;TM=M^ 4.20 

403716; ; ; Target Exon; Adap jxjrrpj^.TOZ.DEP.DIX.Dfe^ 4.19 

415749; BE262529; Hs.78771; phosphogrycerate kinase 1; PGK,none; 4.19 

434599; AB002313; Hs.3989; plexin B2; PSI,Sema,TlG;NA;NA; 4.19 

412600; L28824; Hs.74101; spleen tyrosine kinase; SH2,pkinase;; 4.19 

416738; N29218; Hs.40290; ESTs; ABC_tranABC_niembrane f none; 4.19 

410639; BE269047; Hs.65234; hypotheficai protein FU20596; DEAD,hellcase_C,PRK t AIP3;TM=M;; 4.19 
431385; BE178536; Hs.11090; membrane-spanning 4-domains, subfamily A, member 7; none,none;4.19 

407305; AA715284; ; gb:nv35f03.r1 NCt_CGAP_Br5 Homo sapiens cDNA done similar to contains Aki repetitive dement, mRNA sequence; pkinase.integrin_B,Sema,PSl,TIG,none; 
4.18 

452880; AA029332; Hs.87549; ESTs; none.integrin._B; 4.18 

428245; AF1 51048; Hs.183180; anaphase promoting complex subunit 11 (yeast APC11 homolog); none;SS=M; 4.18 
421964; X73079; Hs.288579; polyniericimrnuiwglobulin receptor; ig,Cobdarriin_bind;TM=M;SS=M; 4.18 
409213; U61412; Hs.51133; PTK6 protein tyrosine kinase 6; SH2,SH3,pkinase;TM=Mn 4.18 

421790; AW696201; Hs.22654; sodium channel, voltage-gated, type I, alpha polypeptide; ion trans,iaPEP-ulifeers_C;TM=Y;; 4.18 
429668; AA626142; Hs.179991; ESTs. Weakly similar to S28942 protein kinase C [Rsapiensl; none,none; 4.18 
443068; A1 188710; ; ESTs; Eratomrclease,pkinaseA^rvu\jecp > none; 4.18 
418827; BE327311; Hs.47166; HT021; none;TM=M;; 4.18 

447887; AA1 14050; Hs.19949; caspase 8, apoptosis-retated cysteine protease; ICEj)10,ICEj)20,DED;Tfyt=M;; 4.18 

429109; AL008637; Hs.196352; neutrophil cytosoBc factor 4 (40kD); SH3.0PR,PX;TM=M;; 4.18 

422083; NM_001 141; Hs.1 11256; arachidonate 15^tpoxygenase,se<^ type; none,none; 4.18 

438974; AF089816; Hs.6454; chromosome 19 open reading frame 3; PDZ;SS=M; 4.18 

413407; AI356293; Hs.75339; inositol polyphosphate phosphatase^ 1; SH2,SAM,Exo_endo_phos;SS=M; 4.18 

424954; NM_000546; Hs.1846; tumor protein p53 (U-Fraumenl syndrome); P53,WD40 l lRK;TM=Mn 4.17 

421836; AF109219; Hs.108787; phospraQdyBnositol gtycan, dass N; none,none; 4.17 

431544; AK000770; Hs.299329; Homo sapiens cDNA FU20763 fe. clone COL0991 1; none,none; 4.17 

413781; J05272; Hs.850; IMP (inosine monophosphate) dehydrogenase 1; CBS,lMPDH_C,IMPDrtN.NPD;TM=M^ 4.17 

452012; AA307703; Hs.279766; kinesin family member 4A; Hr^iaDNA_topc1solV,K-box;TM=M;; 4.17 

425606; U52112; Hs.158331; renin^jinding protein; none;; 4.16 

416817; AA398045; Hs.104679; ESTs; Fimr>^,pkhase,Recep_Ldomain,m3,none; 4.16 

402447; ; ; C1000201:gi|204416lgb|AAA02627.1[ (L05195)frudose transporter [Raftus norvegicus] gi}44; none;TM=Y;SS=M; 4.16 
452875; BE275760; Hs.30928; DNA segment on chromosome 19 (unique) 1 177 expressed sequence; Eukjxmn;TM=M;SS=M; 4.1 5 
426395; BE151985; Hs.5722; hypothetical protein FU23316; pkinase,none; 4.15 

404140; ; ; NM.00651 OiHomo sapiens ret finger protein (RFP), transcript variant alpha, mRNA; zf-C3HC4 1 SPRY F zf-8_box;SS=M; 4.15 

43226B; BE311856; Hs.274230; 3'-phosphoadenosine S'-phosphosutfate synthase 2; APS_kinase f ATP-sulfurylase;TM=M;; 4.15 

405516; ; ; ENSTOW)0020rj457\Thyroid receptor interacting protein 6 (TR1P6) (OPA-lnteractingprotdn 1) (Zyxin related protein 1) (ZRP-1).; UM;TM=M;; 4.15 

448390; AL035414; Hs.21068; hypothefical protein; FGGY_C;TM=M;; 4.15 

435732; AF229178; Hs.1 231 36; leucine rich repeat and death domain containing protein; none.none; 4.15 

414108; AI267592; Hs.75761; SFRS protein kinase 1; aiik,PH 1 Oxysterd3P,pkinase;TM=Mn 4.15 

41 1558; AA102670; Hs.70725; gamma-aminobutyric acid (GABA) A receptor, pi; Neur_chan_LBD t Neur.chan_memb;TM=Y;SS=M; 4.14 
424339; BE257148; Hs.145416; endogtycan; none;TM=Y;SS=M; 4.14 

427274; NMJJ05211; Hs.174142; colony stimulating factor 1 receptor, formerly McOonough feline sarcoma viral (v-fms) oncogene homolog; tg,pkinase;TM=Y;SS=M; 4.14 
440524; R71264; Hs.16798; ESTs; SH3,ig.rjkinase t PH^rjectnn,r^EF.none; 4.14 
436115; AW512033; Hs.102004; ESTs; pHnase^one; 4.14 

447050; NM_016314; Hs.17200; STAM-Gke protein containing SB3 and ITAM domains 2; SH3,VHS,UIM;SS=M; 4.14 

4185^; AW0O5695; Hs.250OT; TRK-fused gene; Band J1,Er^pxir^LRRLRRCT,MAM.Nu^ 4.14 
420727; H75701; Hs.99B86; complement component 4-binding protein, beta; sushl;SS=M; 4.14 
433075; NM.002959; ; sortain 1; Exo_endoj)hos^trophin-1,BNR,Kelch;TM=M;; 4.14 
422783; AA598956; Hs.120439; elhandamine kinase; Choline_ldnase;TM=Y;; 4.14 
410726; A1623859; Hs.1S36; ESTs; plonase.pro.isomerase.none; 4.14 
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417903: NM 002342: Hs.1 116; lymphctoxin beta receptor (TOR Mpeifemfly.m ...... cu , UQ1 rarrAiA 

428307; W27M3ifeSftpS tyrosine phosphatase, receptor type, f polypeptide (PTPRF), testing protein (Rpnn), alpha 1; SAM.SH3,HS1_rep; 4.14 

4383tt;AAB056^ ^146217; HcS s^S^FUaSOT? fis. clone LNG0584O, pWnase.oWnase.anone: 4.13 
445580; AF167572; Hs.12912; skbl (S. pombe) homotog; none;SS=M; 4.13 , Tll u . , „ 

421425: AK001564; Hs.104222; hypothetical protein FU10702; efhand.kazal.arf.rasjtmj ;TM=M^ 4.13 iru >tm=m- z n 

4W^;;NM M^HomVs^ ^ e jr™«lT^4T 
445541; AL049229; Hs.15787; Homo sapiens mRNA; cDNA DKFZp55401^ )16 (frorn dm ^KS^JSHft^StaW SH3*TM=Mr 4 13 
400209; ; ; MM 001666:Homo sapiens Rho GTPase activating protein 4 (ARHGAP4). mRNA. VERSION NM_006083.2 Gt FCH,RhoGAP,SH3;TM M,, 4.13 
429012; AW629596; Hs.194726; BCL2-associated athanogene4; Sm,BAG;SS=M; 4.13 
411826; AW947946; Hs.26706; CGU21 protein; noncDSPc; 4.13 
423189; M59371;Hs.171596;EphA2;fn3 l pk^ 

413934; U03056; Hs.75619; hyaluronoglucosaminidase 1; mtegnn_B.GIyco_hydro J6;SS=M; 4.12 
414874; 026351; Hs.77515; inositol 1,4.5-triphosphate receptor, type 3; icfl_traiis,MlR,R^R^PRT^V;; 4.12 
432047; NM_016247; Hs.272380; interphotoreceptor matrix proteoglycan 200; EGF,SEA;TM=Y;SS=M; 4.12 

none,SH3,PGAM,UBA:4.10 . 
417300; AI765227; Hs.55610; solute carrier family 30 (zinc transporter), member 1; ^^-^^^^J 410 em pu rA .. A in 

427315 : AA179949; Hs.175563; Homo sapiens mRNA; cDNA DKFZp564N0763 (from clone DKFZp564N0763); none.spedrm.Sm.PH.CH, 4.10 
416239-! ALQ38450; Hs.48948; ESTs; E1.E2_ATPase,(^ruATPase_C,CationJ\TPase„N,Hydroiase l none; 4.10 
429311; AF086157; Hs.198998; conserved hefa-lcofMiefix ubiquitous kinase; pWnase,none; 4.10 i^tm=m- a m 

412146' M92444; Hs.73722; APEX nuclease (mutSfuncfionai DMA repair enzyme); Exo_eno^j)iicsAuophtri.13N^Kek*,TM-M f , 4.iu 
30 41B42o! AW604405; Hs.324874; hypothetical protein MGC3079; "^«^410 

434396- AA632270; Hs 162851; Homo sapiens cDNA FU14317 fis, done PLACE3O00401 ; pkmase,none; 4.10 
454438! AA224053; Hs.17240S; cell diviston cyde 27; SPRYJtnUANFjeceptor, 4.10 

3 5 420340; NNL000734; Hs.97087; CD3Z antigen, zeta polypeptide (TTT3 complex); ITAM;TM=M;5S=M; 4.10 
442942; AW1 67087; Hs.131562; ESTs; pkinase^one; 4.09 
428187- AJ687303' Hs.285529; G protein-coupled receptor 49; 7tm J .none; 4.09 

418838- AW385224- Hs.35198; eclonucleoDde pyrophosphatase/phosphodieslerase 5 (putative function); PhosphodiestTM=Y;S5=M; 4.U9 
416445'; AL043004;Hs.79337; WAAD135 protein; pkinase.PAS;TM=M;; 4.08 wru=u~ a m 

40 427001; NMJJ06482; Hs.173135; duakpecificity r ^^^iS2??^ ttm iGPS WIF-TM=Y-SS=M- 4 08 

403608- ; ; C3001 199:gip494834lpirl|T15308 hypothetical protein B0285.2 - Caenorhabditis etegansH41; 7trn - 1,7trn_2.GPS l WIF,™-Y,S5=M, 4.UB 
427177; AB006537; Hs.173880; interleuJdn 1 receptor accessory protein; Jg,TlR;TW=Y;SS=M; 4.08 .e^cc^u. a m 

401241 AB02898* ; mitogen-activated protein kinase 8 Interacting protein 3; Cys.knotTC^-bela.vv^ 

444805! AM07899! Hs.12017; homotog of yeast ubiquHhHJrotein Kgase RspS; potential epithelial sodium channel regulator, WW.HECT ,RNAj>oLA.none, 4.07 
45 448888- AW196653; Hs.200242; caspase recruitment domain protein 6; CARD;TM=M;; 4.06 
426006; R49031; Hs.22627; ESTs; pkinase.TBC; 4.06 

434521; N^002267;Hs.3886;ka!yophenn alpha 3 (inporfind^ nrtno . Aft c 
408761; AA057264; Hs.238936; ESTs, Weakly similar to (defline not avaiable 7496841) (Celegans]; 7tmJ,none. 4.05 
425289; AW1 39342; Hs.155530; interferon, gamma4nducib!e protein 1ft PAAD_DAPIN,HIN;SS-M; 4.05 
50 413109; AW389845; Hs.110855; ESTs; PH04,none; 4.05 

426457; AW894667; Hs.169965; chirnerin (chimaerin) 1; DAG_PE-bind,RhoGAP,SH2;TM=M;; 4.05 

435730; AB020635;Hs.49M;KIA^ n2f>SS=M:404 
429747- M87507- Hs.2490; caspase 1, apoptosis-related cysteine protease (interieukin 1, beta, coiwertase); CARD,lCEj)10,ICE_p20;SS-M, 4.04 
444378; R41339; Hs.12569; ESTs; ig.pWnase.LRR.LRRNT.LRRCT^one; 4.04 L ^ t ,. n . 
55 449843; R85337; Hs.24030; solute carrier family 31 (copper transporters), member 2; none;TM=Y;SS=M; A.m 
427359; AW020782;Hs79m Homo sapiens cDh^RJ^^ 

4.03 

60 442007; AA301 116; Hs.142838; nucleolar phosphoprotein Nopp34; rrm,IRK;SS=M; 4.02 
448659; AF191838; Hs.21712; TANK-btnding kinase 1; pkinase;TM=M;; 4.02 
412935; BE267045; Hs.75064; tubufin-specific chaperone c; none;; 4.02 
414844; AA296874; Hs.77494; deoxyguanosine kinase; dNK;; 4.02 

445817; NM^003642; Hs.1 3340; histoneaatyltransf erase 1;rw^^ D w^ cc .tm=m.. a m 

65 426728- NM.007118; Hs.171957; triple functonal domain (PTPRF interacting); SH3Jg,pldnase,Prispe(^,r%oGEF;TM=M., 4.02 

420676; A1434780; Hs.4248; vav 2 oncogene; RhoGEF,PH,CH,SH2,SH3,OAG - PE-bind,none; 4.02 npvss=l* 4 02 

405102! • • C15001220^i)4469558lgblAAD21311.1| (AF126008) breast cancer nudearreceplw-bmding auxi; DAG_PE-b I nd,PH.RhoGEF,DC1,SS-M; 4.02 

439964; AJ732902; Hs.124652; Homo sapiens cDNAFU 12376 fis, done MAMMA1002494; pWnase,none; 4.01 

429680; AL035754; Hs.2474; tolWike receptor 1; LRR,LRRCT,TIR;TM=M;SS=M; 4.01 

70 453891; AB037751; Hs.36353; Homo sapiens mRNA full length insertcDNA clone EUROIMAGE 1 ^^ fi ^^ 01 BpT| 7|m , HfM 3 ^ 

426535* AU077012; Hs.288582; ESTs, Weakly simflar to ubiquitous TPR moBf, Y isoform [H^apiensJ; Kunitz_BPTl 1 Kunitz_BPTI,7trrL2,HRM. 3.99 

424232; AB015982; Hs.143460; protebi kinase C nu; pklnase,DAG - PE-bind 1 PH;TM=Mn 3.99 

408308- AL033377; Hs.44197; hypothetical protein DKFZp564D0462; none,none; 3.98 

449517; AW500106; Hs.23643; serine/threonine protein kinase MASK; pWnase;TM=M;; 3.98 

429638; AI916562; Hs.211577;kinecfin 1 (Wnesin receptor); b^P,TropciTiyosin^pectrin.LBP ^?P'-^; b ^l M;T ^ Y;SS=M: 3 ' 97 
417386; AL037228; Hs.82043; D123 gene product NUD1X^Y.E1 dehyo^^ ^Y^fid* I9fi 

452721- AJ269529; Hs.301871; solute carrier family 37 (gryceroU3-phosphate transponBr). member 1; MORN.sugarJr;TM-Y,SS-M. 3.9b 
80 417183; R52089; Hs.172717; ESTs; p^ase,U^CT,ig,LRR,LRRNT^one; 3.95 

439176- A1446444; Hs.190394; ESTs, Weakly simflar to B2B096 Ene-1 protein ORF2 [Rsapiens); none;TM=M;; 3.94 
424490!AJ278O16;Hs:555K;ankyrinrepeatdc)inah3;anl^ .«.-n«f.t«i 
422610; AF 153820; Hs.1 547; potassium inwardry-rectifytng channel, subfamily J, member % 1RK.TM-Y,, 3.94 
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450746; 082673; rKZ78589; genera! transcription factor 11, i; none,SHlPX; 3.94 

418516; NM.006218; Hs.85701; phosphomosifide^kinase, catalyfic alpha porypepSde; P13_PM_WnaseP13Ka,Pl3K^C2 t R3K^rt)d 1 R3Kj>85B,m)ne; 3.94 

414217; AI309298; Hs.279898; Homo sapiens cDNA RJ23165 fis, done LNG09846; none;NA;NA; 3.93 

416537; T99086; Hs. 144904; nuclear receptor c<Hepressor 1; rrryb^DNA-oinding.RNAjwI.A^B; 3.93 

450747; AI054821; Hs.318535; ESTs, Highly simitar to 1618357A EWS gene |H.sapiens]; nrn.zf-RanBP.GAS2; 193 

444825; AW 16761 3; ; mi log en-activated protein kinase kinase kinase B; pkinase;TM=M^ 3.93 

408354; A1382803; Hs. 159235; ESTs; none,none; 193 

453945; NMJKK171; Hs.36908; adhrafing transcription factor 1; rmi7«*anBP.ptoase,GST_C,Ets,SAM_^ 

C2H2,PHD 1 BTB,TFIIS^T_hook,SAM;TM=M;; 3.93 
428532; AF 157326; Hs. 184786; TBP-interac5ng protein; Arrnadllb_seg,VHS t HEAT;TM=M;; 3.92 

413967; AW204431; Hs.117653; ESTs, Weakly similar to 138022 hypothetical protein fH.sapiensJ; ArrnadiBo_seg,IBB,PHD,DOT,none; 351 
415906; AI751357; Hs.288741; Homo sapiens cDNA FU22256fc, clone HRC02860; Ephrin^one; 191 
4501 39; AK001838; Hs.296323; serum^ucocoTficotd regulated kinase; none.none; 3.91 
440255; A1932285; Hs.1 60569; ESTs; none,pkinase; 3.90 

421077; AK000061; Hs.10159O; hypothefica! protein; ar^pidnase,deam < SPRY ( SAP^osomal_L24e,SRP54 ( (fDHNN 3.90 

433211; H11850; Hs.12808; MARK; pktoase,UBA,KAl;SS=M; 190 

433233; AB040927; Hs.301804; KIAA1494 protein; SH3,zf-C3HC4;TM=M; 3.90 

419609; U46415; Hs.270379; gb:HSU45415 Human pancreatic cancer eel! fine Patu 89881 Homo sapiens cDNA clone xs476, mRNA sequence; PWWP,none; 3.90 
433198; AA992841; Hs.27263; WAA1458 protein; noncnone; 189 

407721; Y12735; Hs.38018; duat-specfficrty tyrostne^Y)-phosphorytafion regulated kinase 3; pkinase;TM=M;; 189 
427657; AV652249; Hs.180107; polymerase (DNA directed), beta; none;TM=M;; 3.89 
453035; AW581943; Hs.334; Rho guanine nucleotide exchange factor (GEF) 5; none,none; 3.89 

446329; NM.013272; Hs.14805; solute carrier famBy 21 (organic anion transporter), member 11; kazal,OATP^N,OATP_C;TM=Y;SS=M; 3.89 

429922; Z97630; Hs226117; H1 hislone family, member 0; rirto_histone;TM=f^ 188 

432074; AA525248; Hs.149723; ESTs; Yjihosphatase/ione; 3.88 

435143; R12375; Hs.194600; ESTs; SH3^,pidnase,PH^oectrin,Rho(XF,none; 3.87 

423198; M81933; Hs.1634; cell division cycle 25A; Rhodanese,none; 187 

428474; AB023182; Hs. 184523; WAA0955 protein; pkinase;TM=M; 187 

419073; AW372170; Hs.183918; Homo sapiens cDNA FU12797 fis, done NT2RP2002066, highly similar to Rattus norvegfcus transmembrane receptor Unc5H2 mRNA; 
death^U5;SS=M;3.86 

415457; AW081710; Hs.7369; ESTs, Weakly similar to ALU INHUMAN ALU SUBFAMILY J SEQUENCE CONTAMINATION WARNING ENTRY [H^apiens]; 

MORN,sugarJr;TM=Y;SS=M; 3.86 
447061; D86964; Hs.17211; dedicator of cyto4urtesis 2; SH3;TM=M;; 186 
426490; NM_001621; Hs.170087; aryl hycirocarbon receptor; PACPAS;TM=M;; 3.86 

451961; NM_003800; Hs.27345; RNAguanylyltransf erase and 5-phosphatase; mRNA_cap_enzyme i rXPc,DNAJgase,iTW_cap_C;TM=M;; 3.86 
41 7874; BE61 6160; Hs.82829; protein tyrosine phosphatase, non-receptor type 2; Y_phosphatase;TM=Y;; 186 . 
446874; AW968304; Hs.55156; ESTs; none,RGS; 185 

418630; AI351311; Hs.251946; pory(A}-bindmg protein, cytoplasmic 1-tike; pkinase T ncne; 3.85 

416140; A1918035; Hs.301 198; roundabout (axon guidance receptor, Drosophila) homotog 1; none,none; 185 

425474; Z48054; Hs.1 58084; peroxisoma receptor 1; TPR;TM=M;; 3.85 

413073; AL038165; Hs.75187; transtocase of outer mitochondrial membrane 20 (yeast) homotog; MAS20,zfA20,VPS9;TM=M;SS=M; 185 
41 1770; NM_014278; Hs.71992; heat shock protein (hspUO famity); HSP70;TM=Nfc 184 
428782; X12830; Hs.193400; interteukm 6 receptor, fn3&TM=Y;SS=M; 184 
450684; AA872605; Hs.25333; interteukin 1 receptor, type II; ig;TM=Y;SS=M; 3.84 

433376; AI249361; Hs.74122; caspase 4. apoptosis-related cysteine protease; CARD,ICE_p10,IC^p20;SS=M; 3.83 
440332; AJ218517; Hs.1 88051; ESTs; m3,pkinase 1 SAM,EPH tbdjrane; 183 
445803; AV655264; Hs.4283; ESTs; pltee.RGS.PH.myostrLhead.Myosin tail; 183 
435905; AW997484; Hs.5003; WAA0456 protein; SH3,RhoGAP,FCH;TM=M;; 183 

414991; C17898; ; gb:C 17898 Human placenta cONA (TRuTwara) Homo sapiens cDNA done GEN-554E10 5*. mRNA sequence; 2p,none; 3.83 

423067; AA321355; Hs.285401; colony stimulating factor 2 receptor, beta, low-affinity (granulrxyte-rnacrophage); fn3;TM=Y;SS=M; 182 

419088; AI538323; Hs.52620; integrin, beta 8; *mtegrin_B,none; 182 

411704; AI499220; Hs.71573; hypothetical protein FU10074; pkinase;TM=M; 3.82 

459346; AW510557; Hs.258016; EST; none;TM=M,i 3.82 

445330; R52656; Hs^1691; ESTs; 7tm 1.none;l82 

451452; BE560065; Hs.26433; doTichyHtaphate (UDP^acerylgtocosamtoe) N-acetytglucosaminephosphotransferase 1 (GteNAc-1-P transferase); Qycos_transf_4;TM=Y;SS=M; 
3 61 

405545; ; ; Target Exon; ABC_tran ( SRP54^BC_membrane;TM=Y;SS=M; 3.81 , 

448165; NM.005591; Hs.20555; meratic recombinaOon (S. cerevtsiae) 11 homotog B; Metaltophos,Ribosomal_Ll5e;SS==M; 181 
416305; AU076628; Hs.79187; coxsackie virus and adenovirus receptor; igr,TM=Y;SS=M; 3.80 
415444; BE247295; Hs.78452; solute carrier family 20 (phosphate transporter), member 1; PH04,UM;TM=M;; 3.80 
421684; BE281591; Hs.106768; hypothetical protein FU10511; ArmadIIIo_seg;SS=M; 3.80 

438581; AW977766; Hs.292133; ESTs, Moderately similar to I788B5 senne/lhreonme-specific protein kinase (Rsapiens); pldnase,Ri01,none; 3.79 
439199; R40373; Hs.26299; ESTs; ton.trans.none; 3.78 

450931; N25156; Hs.25648; tumor necrosis factor receptor superfarnfly, member 5; TNFR_c6;TM=Y;SS=M; 178 
417691; AU076610; Hs.82399; low density lipoprotein receptor defect C complementing; none;SS=M; 178 

430355; NMJW6219; Hs.239B18; phosphoinos«ide-34dnase, catalytic, beta polypeptide; R3.PI4.Wnase.PI3Ka,P!3rCC2,PI3ierbd,R3Kj)85B;TM=M; 3.78 
4481 19; H385B7; Hs.346509; dedicator of cytokinesis 1; none;TM=Y^ 178 

442013; AA506476; Hs.10600; Human DNA sequence from clone RP1 1-353C1 8 on chromosorne 20 Contains ESTs, STSs, GSSs and CpG Islands. Contains the NIFS gene for 

cysteine desulfurase, two genes for novel proteins and the gene for the splicing factor CC1.3 with a second isoform (CC1 .; none,none; 3.77 
425481; AW978162; Hs.18571; ESTs; none,Oxysterol_BP; 177 

41 141 1; AA345241; Hs.55950; ESTs, Weakly similar to WAA1330 protein [H.sapiensJ; RNAjx>1JUg,MHCK.EF2.kinase;SS=M; 177 

426866; U02330; Hs.172816; neureguHn 1; PeptjdaseJW9,EGF,ig,Neuregufin;TM=M;; 177 

430396; D49742; Hs.241363; hyalurorarhbinding protein % ank,deamZU5,EGF,kringte,trypsin.Nebunn.UM;SS=M; 3.77 

434398; AA121098; Hs.3838; serunHnducible kinase; pkinase,POLO_box;TM=M;; 3.77 

415485; AW272990; Hs.18571; ESTs; none.Qxysterol.BP: 176 

453225; AA641926; Hs.61 71 2, pyruvate dehydrogenase kinase, isoenzyme 1; HATPase.cnone; 3.76 
418758; AW95931 1; Hs.172012; hypothetical protein DKFZp434J037; pxmase,RI01;TM=Mn 3.76 

424842; AA034127; Hs.153487; signal transducing adaptor molecule (SH3 domain and ITAM motif) 1; SH3.VHS,UIM;TM=M;; 3.75 

426500; NM.01463B; Hs. 170156; KIAA0450 gene product C2,PI-PLC-Y;TM=M;; 175 

419952; AK000967; Hs.93872; K1AA16B2 protein; none;TM=M;; 3.75 

425424; NML004954; Hs.157199; ELKL motif kinase; ptdnase,UBA,KA1;TM=Wt 3.75 

431696; AA259068; Hs.267819; protein phosphatase 1. regulatory exhibitor) subunit 2; none;SS=M; 3.75 
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40541 1; ; ; ENSP00000252213:SODIUM BICARBONATE COTRANSPORTER.; none;TM=Y;SS=M; 3.75 
405602; ; ; Target Exon; pkinase;SS=M; 3.75 

429355- AW973253; Hs.292589; ESTs; pWnase.bZlP^rmadiDo^seg.none; 3.75 

426485! NM.006207; Hs.170040; plataleWenved growth f^rw^^ip;S^174 fcrTM-Y*SS=M: 3 73 

408414; A11 146B8; Hs.17998; ESTs, WeaMy similar to 2109260A B cefl growth factor [Rsaptens]: fn3,ig ( TM-Y,SS-M t 3.73 
409793; A1825453; Hs.147996; protein kinase, X-Gnked; p4dnase,pkinase_C;TM=M;; 3.73 
412456; T32689; Hs.7859; ESTs; BAG,none; 3.73 ru<MDloirv PLPJ r Y . rik=Mr 173 

407894; AJ278313; Hs.41143; phosprrainositide-specific phosphotipase Gteta 1; ^ P ^(>Y ^WM-M,, 3.73 
442229- A1885776; Hs.8164; Mulforey nanism; MATH 1 DENN,GRAM^f-B_box^DENN.uDENN;SS=M; 3.73 
450151 ; AI088196; Hs.22968; Homo sapiens clone IMAGE:451939, mRNA sequence; jg.pkmase^one; 3.72 
408331; KM 007240; Hs.44229; dualspedficity phosphatase 12; DSPc;TM=M;; 3.72 

Sa1S;&^^^ 
428180; A11 29767; Hs.182874; guanine nucleotide binding protein (G protein) alpha 12; G-alpna,arf;TM=M;; 3.71 
422127! AW504266; Hs.1 12049; SET binding factor 1; dDENN,DEKN,GRAM t PH;SS=M; 3.70 
430570; AI417881; Hs.292464; ESTs; 7tm_2,Fz,Frizzlea\none; 3.70 
25 452561; AI692181; Hs.49169; WAA1634 protein: TPR.PDZ.WW,Guanyl3te.ion;TM-M;; 3 69 ^— TifcM- 3 69 

432336- NM_002759- Hs.274382; protein kinase, interferon-inducible double stranded RNA dependent dsmxpldnaseiTM-M., 3.b9 
41 994* AW290975; Hs.1 18923; ESTs; SH3,P0Z,Guanytate_k^trarefemn; 3.69 Wn . TM=u .. , RB 

426539; AB01 1 155; Hs.170290; discs, large (Drosophila) homotog 5; Sr^PDZ,Guanylate_Wn Jr^M;^ ™\ 
436534- AA721628; Hs.191958; immunoglobulin superfamily receptor translocation associated £, ig, i m-y,&&-m, j.oo 

3.67 

417863; ABO0O450;Hs.82771; vaccinia related kinase 2; pldnase;TM=M;; 3.67 

425304; AA463844; Hs.31339; fibroblast growth factor 11; FGF,teur_charuLBD Neur -^-^j-ff • 357 
3 5 418318; U47732; Hs.84072; rjansmembrane 4 superfamfly member 3; transmernbrane4;TM=Y;SS=M; d.t>/ 
419511; AA429750; Hs.751 13; general transcripfion factor IIIA; Giypfcan,none; 3.66 
424315; AW614850; Hs.193384; putatafive 28kDa protein; none,none; 166 

40 446983- AA157484; Hs.97199; wm^nf am^nent C1q receptor, EGF,!ectin_c,Tissue Jac»TIUTM=Y;SS=M; 3.65 

434350!aL042940;Hs53872;KIAA1682 protein; none^ore;165 MTU=d ^ ?M 

457317; AA683016; Hs.12210; hypothetical protein FU 13732 similar totensin; SH^TM-M., ^55 

434416- AA805903; Hs.59498; cell division cycle 2-Kke 5 (cholinesterase-related cell division controller), pktnase.none, 3.65 
45 410174; AA306007; Hs.59461; DKF2P434C245 protein; none,DSPc; 3.65 

423598; BE247600; Hs.155538; ESTs; 7tnU;TM=Y;SS=*ft ,3.65 

440861; BE2441 15; HS.74B2; WAA0682 gene product rrm,Guany1ateJcm;TM=M;; 3.64 

454954- AW993013; Hs.49169; WAA1 634 protein; TPR,PE^VWV,Guanylate_krn;TM=M;; 3.64 

430250; NM.016929; Hs.2B3021; chloride intracellular channel 5; none;TM=M; 3.W 

417426- NM_002291; Hs.82124; laminin, beta 1; lammin_EGF,lamtoinJJtw 3.63 

451292! AB037716;Hs.26204;KlAA1295 protein; SH3;TM=M;; 3.63 ,„_„ MJJ 
55 41231 4- AA825247: HS.250B99; heat shock fxtor binding protein 1; 7tmJ;TM=Y;SS=M; 3.W 

41830% AA215701! It 186541; ESTs, Wealdy similar to 138022 hypothetical protein [Rsapiens]; elF5.elF2B,W2,p!«na 5 e ( UBA.KA1; 3.63 

452716! A1914925; Hs.222240; ESTs; SH2,STAT I STAT_bmd,STAT_pro^none; 3.63 kinesm'TM=Mr 3 63 

403869! • ' NWL004520*:Homo sapiens kinesin heavy chain member 2 (KIF2), mRNA. member 3 (KCNQ3), mRNA., kwesm,TM-M,, J.w 

45037* AB033091;te.74313;KIM1265^ DB tu-u-qm 

60 417793; AW405434;fc.82575; small micletf " 

404942; U30825; ; splicing factor, arginine/serine-rich 9; CD36;TM=Y;SS-M; 3.63 

429554- NM_01 2275; Hs.207224; interleukin 1, delta; IL1;TM=M;; 3.63 

417871; AA521358; Hs.24252; ESTs; IBB^madillo_seg,none; 3.62 

43767* AW748265; Hs.5741; flavohemoprotein b5?; heme J,NADJ,inding,nr^ 3_62 
65 43869^ AW297855 Hs.125815; ESTs, Weakly similar to 138022 hypothetical I proteta N«4 tipoxygenase.PlAT.none, 3.62 

447217 BE465754; Hs.17778; neuropil* 2; CUB,MAM,F5„F8.type_C;TM=M;SS=N4 , 3£1 

407961 AW672939; Hs.41694; origin recognition complex, subunit 2 (yeasl homologH^i ,^£^^^T 
428840; M15990; Hs.194148; v-yes-1 Yamaguchi sarcoma viral oncogene homolog 1; s ^, S A W -P tanffie ' S ^^! flHfcialnr - R1 
455608 BE01 1437; ; gb:CM«3NO22M8050O-17O.fO3 BN0220 Homo sapiens cDNA .mRNA seo^ence; ro^^-acfivator, 3.61 
70 4^748! AL079409; Hs.38176; K1AA06O6 protein; SCN Orcadian Oscillatory Proles OT* «WWWWfc 3.60 

403142:^0270™^ magnesk^oencW 
75 S3* ! ! N«*mosa&ens ^taledreceptor LJDLRdass] I A. W 
EGF,fn3,ldl rewpLa.ldl^recepLh.graniin.BNR.TM-Y.Sb^ 

450152: AI138635- Hs.22968; Homo sapiens done IMAGE:451939, mRNA sequence; ^■P^^'^'^-jS . co 

429782; NM.005754; Hs.220689. Ras^TPase-activating protein SH^domain-binding protein; rrm,NTF2;TM=M;; 3.59 

436459; AK001455; Hs.5198; Down syndrome critical region gene 2; none SS=r* 159 
80 437400; AB01 1542; Hs.5599; EGF-like-domain. multiple 5; TNFR_c6.larninm_£C^, I M-Y., 

426797; AW936258; Hs.342849; ADP-ribosylation factor-like 5; arf.Ca_channeLB.SH3; 3.58 

431170: AW971246; Hs.291022; ESTs; LRR.CARD.none; 3.58 

434542! M769310; Hs,6126fThypothetical protein FU13164; PH,Oxysterol_BP;TM=M;SS=M; 158 
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420181; AI3B0089; Hs. 158951; ESTs; noneJg.pkmaselRR.LRRCT; 157 

450572; AI700863; Hs.202494; Homo sapiens cDNAFU 13245 fis, done OVARC1000681; Na_sulph_symp,none; 3.57 
433618; AA602539; Hs.345494; ESTs; G-alphaAjJearninase; 157 

452695; AW780199; Hs.30327; rrutogeivacfivaled protein kmase-adivated protein kinase 5; pkinase.none; 3.57 

418512; AW498974; ; diacytgr/cerol kinase, zeta (104kD); ras.none; 3.57 

451752; AB032937; Hs.26966; K1AA1 171 protein; ATP.synLC.TBC;TM=Y;SS=M; 3.57 

41713; A1381800; Hs.300884; calcitonin gene-related DepOde-receptor component protein; none,none; 157 

449474; AA019344; Hs.2055; ubiquffin^divafing enzyme E1 (A1S9T and BN75 temperature sensitivity complementing); TWF,UBACT.pkinase,UCH-2,UCH-1,rmuM)2H2 f zf- 
RanBP.G-patch; 3-57 

412124;H43378; Hs.288550; Homo sapiens cDNA: FU23156 fe, done LNG096O9; none,none; 3.56 
435021; AA922192; Hs.54709; ESTs; EPH_Ibd f pJdn3se,fn3,SAM,none; 156 

431341; AA30721 1; Hs.251531; proteasome (prosome, macropain) subunit. alpha type, 4; proteasorne;TM=*fc 356 

437387; AI19B874; Hs.28847; AD026 protein; nore.7trru1.WD40; 356 

422583; M410506; Hs.27973; K1AA0B74 protein; anx,G^pha;TM=M;; 156 

452102; U04343; Hs.27954; C086 antigen (C028 antigen ligand 2, B7-2 antigen); none;TM=Y;SS=M; 3.56 

4201 12; NM.005109; Hs.95220; oxkiafive-stress responsive 1; pWnase;TM=M;; 155 

437639; AA827712; Hjl291880; ESTs; SHlnone; 355 

457500; NMJW2759; Hs^743B2; protein kinase, hterferorHnducible double stranded RNA dependent dsrm,pkinase;TM=M;; 3.55 
415660; A1909007; Hs.78563; ubio^fin-cbn|ugafing enzyme E2G 1 (homologous to C. elegans UBC7); UQ_con;TM=M^ 3.55 
423393; R37772; Hs.214Z); p21-acfivated protein kinase 6; pkinase,PBD;TM=M^ 3.55 

428727; AF078847; Hs.191356; general transcripfion factor 11H, porypepfide 2 (44kO subunit); PHCHUMiTM* 155 
411190; AA306342; Hs.69171; protein kinase Ofike Z pWnase,pWnase_C.HR1;TM=M,-; 155 
408683; R58565; Hs.46847; TRAF and TNF receptor-associated protein; Exo_endo_phos;TM=M;; 335 

412350; AI659308; Hs.73826; protein tyrosine phosphatase, non-receptor type 4 (megakaryocyte); Y_phos phatas e,Band_4 1 , PDZ;TM=M;; 155 
446742; AA2321 19; Hs.16085; putaBve ^protein coupled receptor, none;TM=Y;SS=M; 3.55 

427283; ALU 9796; Hs.174165; ectonucteotide pyrophosphatase/prwspholiesterase 2 {atrtotaxin); SiiIfatase,Somatorne(fin3,PtosphodjestEnd^ 3.55 
414888; AL039185; Hs.77558; thyroid hormone receptor interactor 7; HMG14J7,none; 355 
424848; AI263231; Hs.327090; EST; SH3,PDZ,Guanytate,kin,none; 3.54 

402704; ; ; C1001099*:gil6005896jreflNP_009101.1| testis-spedfic protein kinase 2 [Homo sapiens] gi|4; none,ndne; 3.54 

444099; D87432; Hs.10315; solute carrier family 7 (caOonic amino add transporter, y system), member 6; aa_rjermeases;TM=Y;SS=M; 3.54 

429687; AI575749; Hs.211608; nudeoporin 153kD; zf-RanBP.integrin B;TM=M;; 153 

413879; AA132961; Hs.212533; Homo sapiens cDNA: RJ22572 lis, clone HSI02313; none f none; 153 

431045; AW958560; Hs.301957; nudix (nucleoside diphosphate linked moiety X)-type motif 5; NUDIX^ecY.EI Jehydrog,transketpyr;TM=Y;SS=M; 153 

423855; AA331761; Hs.254859; ESTs; none.pktnase.UCLcon.vwa.FG^jntegrin^ 153 

440682; AW362152; Hs.27181; nudear receptor binding fartor-2; cydin,bZlr^TM=M,- 352 

410686; A1733735; Hs.114905; IRE1, S. cerevisiae, homolog of; pWnase.Bacterial_PC)Q;TM=M;SS=M; 152 

449810; ABQ08681; Hs_?3994; actrvin A receptor, type IIB; pldnase^{jvin_recp;TM=Y;SS=H 352 

418755; Y14443; Hs.88219; zinc finger protein 200; zf-C2H2 t zf*ED;TM=M;; 352 

448804; AW512213; Hs.342849; ADP-flbosyfaBon factor-Bke 5; arf.Ca_channeLB.SH3; 152 

438507; AA809052; Hs.182018; ESTs; none,none; 152 

456559; AI336273; Hs.1 02548; gtucocorucoa receptor DNA binding factor 1 ; none,PAS; 151 

410054; AL1 20050; Hs.58220; Homo sapiens cDNA: RJ23005 fe, clone LNG00396, highly similar to AF055023 Homo sapiens done 24723 mRNA sequence; 

RasGAP.adenylatekinase; 3.51 
422321; AA906427; Hs.181035; hypothetical protein MGC11296; none;TM=Mn 351 
445701; AF055581;rfe13131;ryrnprKX7te adaptor protein; SH2.PH;TM=M;; 150 

407393; AB038237; ; gb:Homo sapiens mRNA for G protein-coupled receptor C5L2, complete cds.; 7tm_1 ;TM=Y;SS=M; 3.50 

443303; U67319; Hs.9216; caspase 7, apoptosis-related cysteine protease; pkinase,ICE_p10,ICE_p20;TM=M;SS=M; 150 

420673; AB0081 12; Hs.99847; peroxisome biogenesis factor 1; AA\APS_kinase;TM=M;SS=M; 3.49 

424663; NM.002351; Hs.151544; SH2 domain protein 1A, Duncan's disease (lymphoproBferative syndrome); SH2;TM=W;; 149 

429327; AA283981; Hs.199248; prostaglandin E receptor 4 (subtype EP4); 7tm_1;TM=Y;SS=M; 149 

400178; ; ; Eos Control; none,Somatomedin_B; 149 

439549; AW937885; Hs.137314; ESTs; SH2,none; 3.49 

436345; AA873008; Hs.121572; ESTs; CARD,BlR^f-C3HC4,CARD,BIFUf-C3HC4; 3.49 
427658; H61387; Hs.30868; nogo receptor; LRR,LRRNT,LRRCT;SS=M; 3.48 

402833; ; ; C1002508:gi|6591937|emb|CAB65797.1| (AL096770) bA150A6.2 (novel 7 transmembrane receptor; none.none; 3.48 

442363; AI337304; Hs.23120; PIST; fn3 f pkrnase,PDZ.DUF139;TM=Y;SS=M; 3.48 

409132; AJ224538; Hs50732; protein kinase, AMP-activated, beta 2 rtorvcatar/Sc subunit; none;TM=Nfc 147 

417971; Y08991; Hs.83050; rjhosphoinosiSde-14dnase, regulatory subunit 4, p150; pkinase t WD40,HEAT;SS=M; 147 

432169; Y00971; Hs.2910; phosphoribosyl pyrophosphate synthetase 2; Pribosyltran;; 147 

447425; AI963747; Hs.18573; acylphosphatase 1, erythrocyte (common) type; Acyrphosphatase;SS=M; 3.47 

427231; AW851989; Hs-285B14; sprouty (Drosophfla) homolog 4; SH2,SH3;TM=M;SS=M; 3.46 

401851; ; ; NM_002401*:Homo sapiens rrfltogen-adivated protein kinase kinase kinase 3 (MAP3K3), mRNA.; pkinase;SS=M; 3.46 

407877; AW016811; Hs_3447B; Homo sapiens cDNA: FU22648 fis, done HSI07329; pkinase.pkinase_C.none; 3.45 
432279; N95104; Hs.274260; ATP-bfndlng cassette, sub-family C (CFTR/MRP), member 6; ABCJran f ABC_membrane,rione; 3.45 
437103; AW139408; Hs.152940; ESTs; ChoOne_ldnase,none; 145 

420338; M825595; Hs.88269; Homo sapiens, done MGC:17339. mRNA. complete cds; 7tm_1;TM=Y;SS=M; 3.44 
422209; AF005210; Hs.1 13222; chemokine (OC motif) receptor 8; 7tm_1,7tm_2;TM=Y;SS=M; 144 
410781; AI375672; Hs.1 65028; ESTs; plonase f tarrrMr_.NterrrUar^ 144 
437296; AA350994; Hs.20281; KIAA1700; Rhodanese,DSPc;TM=rA; 3.43 

419B55; AI935182; Hs.144139; ESTs; zf-(^HC4 ( UBA.CbLN,CbLN2,CW_N3^H01 ( UBA,Cbl_N 1 CW_N2,CbLN3; 143 
433336; AF017986; Hs.31386; secreted nizzted-related protein Z Fz,NTR;SS=M; 3.43 
428483; AI908539; Hs.184592; KIAA0344 gene product; none.none; 3.43 

4451 19; AF035121; Hs.12337; kinase insert domain receptor (a type HI receptor tyrosine kinase); ig.pkinase;TM=Y;SS=M; 142 
454468; AI590319; Hs.19122; eukaryofic translation inifiation factor 4E-fike 3; none.Neur_dian^LBD.Neur_chaiumernbJF4E; 142 
410386; W26187; Hs^327; Homo sapiens cDNA: FU22219 fe, done HRC01637; pWnase,Guanvlate_kinPOZ,SH3 ( L27,none; 142 
422907; AI879263; Hs.77273; Human glucose transporter pseudogene; none.no ne; 3.42 
449816; AI701457; Hs.38694; ESTs; SET.BAH.PK.PK_C; 142 

440074; AA863045; Hs.10569; ESTs, Weakly similar to T00050 hypolhefical protein KIM0400 [risapiens); SK3.ank,tubuIin-bindngAfGap 1 PH;TM=M;SS=M; 142 
425475; W56339; Hs.107057; ESTs; pWnase,none; 142 

401242; AB028989; ; mi tog en- activated protein kinase 8 interacfing protein 3; Cys_knotTGF^ta,vv^vwc,vwd,TIUDUF139;SS=M; 3.41 
429276; AF056085; Hs.198612; G protein-coupled receptor 51; 7tm_3ANF_receptor,baP;TM=Y;; 3.41 
445800; AA 1264 19; Hs.32944; inositol poryphosphate^ijhosphatase, type 1, 107kD; norte.none; 141 
410908; AA121686; Hs.10592; ESTs; GTP_EFTU,GTP_EFTU_D3.GTP - EFTU_02jione; 3.41 
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452950; AK001 335; Hs.31 137; protein tyrosine phosphatase, receptor type. E; Yj>rtosphatase,none; 3.40 

447898; AW969638; Hs.112318; 5.2 kd protein; none,none; 3.40 

450402; BE218027; Hs.89969; ESTs; SH3,none; 3.40 

441466; AW673081; Hs.5482B; ESTs; pkinase ( z^C2H2 t KRAB,none; 3.40 

408546; W49512; Hs.46348; bradykinin receptor B1;7tm J ;TM=Y;SS=M; 3.40 

410927; T77635; ; gb:yc91h06.r1 Soares Infant brain 1 NIB Homo sapiens cONA clone 5. mRNA sequence; none,none, 3.40 
409646; AW161391; Hs.709; deaxycylkfine kinase; dNK;SS=M; 3^9 

417165; R80137; Hs.302738; Homo sapiens cDNA: FU21425fis, done ^^^^^^^^ 
449343; A1151418; ; protein phosphatase 3 (formerly 2B}, catalytic subunrt, alpha rsofonr i (cataneunn A alpha), none.none. 3.39 
45051 1; R07423; Hs.85092; thyroid hormone receptor interactor 11; Myosin Jail.EGR 3.39 
414271; AK0O0275; Hs.75871; protein kinase C binding protein 1; **>^».P^ * 38 
418428- Y12490; Hs.85092; thyroid hormone receptor interactor 11; baP 1 Wr^iaGTP - cyctohydrol,M;TM=M; 1 3.37 
422369; AF005216; Hs.115541; Janus kinase 2 {a protein tyrosine kinase); SH2,p1onase;TM^ 3.37 
456451; AI761180; Hs.94211; rcdl (required for cd dfflerentiation, S.pombe) homotog 1; none;TM=M;; w 
438543; AA810141; Hs.192182; ESTs; SH2,pkinase f none; 3.37 

401943; NM 012434; ; solute earner family 17 (antonfeugar transporter), member 5; none;iM=Mn 3.Jb 
415276; U3M66; Hs.78353; SFRS protein kinase % pkinase;TM=M;; 3.36 „ _ - « 

447881; BE620886; Hs.75354; GCN1 (general control of amino-aad synthesis 1. yeasty 1; pkmase.pkinase, 3.35 
434533- AA639257; Hs.292549; ESTs; SH3.PDZ.GuanyiateJdn.none; 3.35 

432639 : AW973785; ; gb:EST385885 MAGE resequences. MAGM Homo sapiens cDNA, mRNA sequence; none,IRK; 3.35 
410678; BE540516; Hs.293732; hypothetical protein MGC3195; Amiadiltoj*g;TM=M;SS=Y; 3.35 
402807; ; ; ENSP00000235229:SEMB^ mtegrin_B.Sema,PSI;TM=Yn 3.35 
420189;AW296380;Hs.95821;osteoclaststrnTdafingf^ 

437389-, AL359587; Hs.271586; hypothetical protein DKFZp762M115; secY El L^SKS 
453423; NM_002647; H&32971; phosphoinosiBde^kinase. class 3; TO^Janaa^^^TI^^ 
41427ft L2M52; Hs.347527; solute carrier family 20 (phosphate transporter), member 2; Enterotoxin^PHCM T^Y.SS-K^ 3-33 

424946; M64572; Hs.153932; protein tyrosine phosphatase, norweceptor type ^^-^^ Y ^^^^ 
452681 • AF153330; Hs.30246; solute carrier family 19 (thiamine transporter), member 2; Folate.c^er TM^^bb-M, a « . 
426477; AA379464; ; gb:EST92385 Skin tumor I Homo sapiens cDNA 5* end, mRNA sequence; DUF6,MATH,BTB; 3.33 
438283; AI458931; Hs.37282; ESTs; none.traiismeinbrane4; 3.33 

452682; AA456193; Hs.9071; progesterone membrane binding protein; homeobox.none; 3.32 
428997; AF055391; Hs.194718; zinc finger protein 265; zf-RanBP,TM=M;; 3.32 
43221V BE274530; Hs.273333; hypothetical protein FU 10986; FGGY_C;TM=Mn 3.31 
443601; AI078554; Hs.15682; ESTs; ank.pkir^e.death f Ribosomal_S14r 131 

430597; AF062006; Hs.285529; G protein-coupled receptor 49; , q1 

419912; AF249745; Hs.6066; Rho guanine nucleotide exchange factor (GEF) 4; Srtt.PH.FtoGEF.TM-M,, 3.31 

fn3,ig.pkinase;TM=Y;SS=M;3.31 
441054; AA913591; Hs.126480; ESTs; none t 7lmJ; 3.31 
418342; BE002723; ; lepfin receptor. IC£_p20 f DED I ICEj>10,lCE_p20,DED; 3.31 

425725! NM.012243; Hs.159322; solute carrier family 35 (UDP^cetylgtucosamlne (UDP-Gt^UarsporteO • niemter 3; DUF6.TM-Y.SS-M, 330 
422608- AW1 60644; Hs.1 18695; potassium voltage-gated channel, subfamny G. member 1; »nJrans,KJetra; I m=y;; J^u 
42906l! Y14039; Hs.195175; CASP8 and FADtMke apoptosis regulator; ICE^20.DE^TM=M;; 330 

433656; AW974941; Hs.292385; ESTs, Weakly similar to 178885 senneAlireonine-specrfic protein kinase IHsapiensl, planase,ABU .none, **) 
413132; NMJ06823; Hs.75209; protein kinase (cAMP-dependent, catalytic) inhibitor alpha; PW;SS=M; 3.30 
402603; ; ; ENSP00000251206*:KiAA0778 PROTEIN (FRAGMENT).; none;TM=Yn 3.30 

SSSSi^M (SAM6B), mRNA.; IRNA-synt_2b,Sayl_tRNA 1 .N',TM=H; 3.29 

440286; U29589; Hs.7138; choRnergic receptor. muscarinte3;7tmJ;TM=Yn 3^ 4t ^ t . 0<M 
409101; NMJJ04297; Hs.50612; guanine nucleotide binding protein (G proton), alpha 14; &alpna,none; 3.29 
432736- AA788898; Hs.179902; transporter-Hke protein; none;TM=Y;SS=M; 3.29 
408738; NM 014785; Hs.47313; KIAA0258 gene product; none;TM=M;; 339 

443195; BEl"48235; Hs.193063; Homo sapiens cDNAFU14201 fis. clone NT2fV3002955; AaJrans^one; 339 

405328; ; ; NM_005391:Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 3 (PDK3), mRNA., HA! pasej^M, s.xs 

418764- N30531; Hs.42215; protein phosphatase 1, regulatory subunit 6; none.none; 3.28 

408756; AA524743; Hs.44883; ESTs; Armadino_seg,IBB,^^ 

415474- NWL014252; Hs.78457; solute carrier famiy 25 (mitochondrial carrier, ornithine transporter) member 15; mito.carriiM-M,, 

SUBSTRATE 15; efhand.none; 3.28 
443968; AA287702; Hs.10031; KIAA0955 protein; CARD;TM=M;SS=M; 338 
438899! AF085833; Hs.135624; ESTs; nor^PI3JWJk.3se,PB^^ 3^7 
415663'; AW29S841; Hs.31 3332; ESTs; UQ_con.Neurjman_lSD.Neur chan_memb; 337 , 
414087 W19712; ; 9 b:zb36dQ3.r1 Soares_paraihyroid.tumor_NbHPAHomo sap^cDNActone 5 ^sequence, P^.^ . 
442833 ! M328153; Hs 88201; ESTs. Weaty siniar to A Cham A, Crystal Structure Of The Human Acyl Protein Thioesterase 1 At 1 .5 A Resolution fRsap.ens), 
abhydro1ase_£TM=M;;337 



444754; TB3911; Hs.11881; transmembrane 4 superfamity member 4; none;TM-Y£S=M; ^ 

411974i AW680414; ^8426* «kfc proleto rich h leucines; EI^TPase^^TPase^Cata^ATPase. NW^fK 326 
437145; AF007216; Hs.5462; solute carrier family 4, sodium bicarbonate cotransporiej, member 4; HUM_coiransp. i M=t„ o.zo 
42338? AJ012074; ; vasoactive intestinal peptide receptor 1; 7tm_2,H WCSD;TM=Y;SS=M; 3.25 

41 2283- BE069084- • gb QV3-BT0379-1401(KW)5^12 BT0379 Homo sapiens cDNA, mRNA sequence; ion.trans.RYOR.ITPaMlR.none, 3.25 
411213! AA676939! Hs.69285; neuropilin 1; ^F5_F8_type_C,CUB,CUB,MAM,F5_F8_type_C; 3.25 



*» I I i I J, nnui UJJJ, nawttw, i.&*nw|»"" - -—'i i — — - • ~ ■ 

400352; AF227133; ; taste receptor, type 2, merrier 7; none;TM=Y;SS=M; 3.25 
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402974; ; ; Target Exon; Y_phosphaiase 1 GnRH,hormone5^onnone4; 325 

407544; D15815; Hs.37288; nuclear receptor subfamily 1, group D, member 2; hormonB_rec^-C4;TM=M;SS=M; 125 
421654; AW163267; Hs.106469; suppressor of van (S.cerevisiae) 10ke 1; hefcase_C;SS=M; 125 
438022; AW517524; Hs.135201; NOD2 protein; LRRCARD.GTP_(X)Cytrai_heficase1;TM=Mn 324 
449964; AW001741; Hs.24243; hypotheDcat protein RJ1070B; pkinase;TM=M,1 3.24 

428816; AA004985; Hs. 193852; ATP-binding cassette, subfamily C (CFTR/MRP), member 2; EGF^ru.trypsir^CUBABC.tran^C.membraneiSS^M; 3.24 
427319; AW631495; Hs27135; BceH receptor-associated protein BAP29; fDament;TM=Y;SS=M; 3.24 
421970; AF227156; Hs.1 10103; RNA polymerase I transcription factor RRN3; 

aajjenneases.jjyridoxal.deC.tn-omodon^ 
41 1887; AW182924; Hs.128790; ESTs; pkinase;TM=M,~ 3.24 
4301B0; AA331408; Hs.75456; A kinase (PRKA) anchor protein 10; RGS;SS=M; 124 
410267; AW978005; Hs.1 2600; N^lhytmaleimide^ensifive factor attachment protein, beta; none,NTF2; 323 
410240; AL157424; Hs.61289; synaptojanin 2; Exo^emtojjhos,Syja_N,rrm6rarrhvejx)rirrs;TM=M;; 323 
434510; AF143885; Hs.18190; EST; SH3.FCH,none; 122 

422592; BE081857; Hs.94211; rcdl (required forced differerdiafion, S.pombe) homotog 1; none,PI-PLC-X,PH.PW 5 LC-Y,C2; 122 

439803; AA001021; Hs.6685; thyroid hormone receptor interactor 8; none.none; 3.22 

448520; AB002367; Hs.21355; douUecomn and CaW kinase-tike 1; pkinase,DCX;TM=M;; 3.22 

409245; AA361037; Hs.288036; tRNA Isopentenylpyrophosphate transferase; ArmadHb_seg;TM=M^ 3.22 

458946; AA009716; Hs.4231 1; ESTs; none,DSPc,Y_phosphatase; 122 

409048; H59990; Hs.37699; ESTs; Armadllto.segJBB.none; 122 

420357; U94333; Hs.97199; complement component Clq receptor; EGF,tectin_c,TissiieJac,Xririk,"nL;TM=Y;SS=M; 322 
426230; AA367019; Hs241395; protease, serine, 1 (trypsin 1); trypsin t toxin_4;SS=M; 121 

411352; NM_002890; Hs.758; RAS p21 protein activator (GTPase activating protein) 1; SH2,SH3,C2PH,RasGAP;TM=M;SS=M; 321 

438333; R39382; HS.252B3; cycfin-dependent kinase 8; pkinase.none; 320 

414202; BE275653; Hs.270379; transmembrane 6superfamfly member 1; 7trrL5,none; 3.20 

429651; D79248; Hs.279870; ESTs, Weakly similar to A46010 X-Onked retinopathy protein [Rsapiens]; MglE^one; 320 

400987; ; ; C11000939:gi|11464993lreflNP_065260.1| gene for odorant receptor MOR83 (Mus muscutos] gi!6; none;TM=Y;SS=M; 320 

413760; Z25101; Hs25127; Homo sapiens mRNA for K1M1725 protein, partial cos; none^ArfGap; 120 

408468; AI909712; Hs.93837; phosphatkJytinosito! transfer protein, rr^rnbrane-associaled; PX,PH t PLDc,PKPLDcPX; 3.20 

409451 AI458165; Hs.17295; hypotheCcai protein MGC2376; KJetra;TM=Mr, 120 

425910; AA830797; Hs.184760; CCAAT-box-binding transcription factor; none;TM=M;; 119 

423798; AF047033; Hs.1 32904; solute carrier family 4, sodium bicarbonate cotransporter, member 7; HC03jcotransp;TM=Y;SS=M; 3.19 
407751. AL045916; Hs293419; ESTs; Ephrin.none; 119 

419355; AA428520; Hs.90061; progesterone binding protein; hemeJ;TM=Y;SS=M; 119 
454128; AL031259; Hs.41639; programmed ceB death 2; zf-MYND;TM=Mn 119 

421202; AF193339; Hs.102506; eukaryotic translation initiation factor 2-atpha kinase 3; pkinase;TM=Y;SS=M; 3.19 

446360; N42553; Hs.267914; homolog of mouse transient receptor ootentiai-phosphoiipase C-interacting kinase CHaK; hypothetical protein FU20117; 

ion trans,MHCK^EF2Junase;TM=f£; 3.18 
458882; R34993; Hs.226666; ESTs, Moderately similar to 154374 gene NF2 protein [Ksaptenst CRAUTRlO.PKr; 3.18 
424124; AA335609; Hs.7589; ESTs, Weakly similar to A46010 X-Bnked retinopathy protein [Ksapiens]; pkinase.TBC; 118 
444745; AF1 17754; Hs.1 1861; thyroid hormone receptor-associated protein, 240 kDa subunit none;TM=M;; 3.18 
426399; AA652588; Hs.301348; Homo sapiens CDNAFU13271 fis, clone OVARC1Q01000; SH3,HS1_rep.none; 118 
425835; AW955696; Hs.90960; ESTs; CbUiCbl N2,Cbl N3,UBA^f-C3HC4,none; 118 

403335; ; ; NM_021615:Homo sapiens solute carrier family 5 (choline transporter), member 7 (SLC5A7), mRNA.; SSF;TM=Y;SS=M; 3.17 
428788; AF082283; Hs.193516; B-ceD CLUlymphoma 10; CARD;TM=M;; 117 

429558; AI391454; Hs.207251; nucleolar autoantigen (55kO) stmiar to rat synaptonemal complex protein; none;SS=M; 117 

440248; AA87613B; Hs.153136; ESTs; SHZnone; 117 

423706; U95218; Hs.131924; G proteliwoupled receptor 65; 7tmJ;TM=Y;SS=M; 3.17 

429752; H52348; Hs.35636; ESTs* pkmase,pkinase; 3.17 

446163; AA026880; Hs.25252; Homo sapiens cDNA FU 13603 fe, clone PLACE101 0270; none;NA;NA; 117 

456773; AI038192; Hs.129764; EGF-lfce repeats and discoidin Hike domains 3; rm\SH3,iiTyosln_head.lQ l MymE 117 
434392; AW983709; Hs250824; Homo sapiens cDNA: FU23435 fe. done HRC12631; pkinase.none; 116 
435972; W95088; Hs.1 14198; ESTs; pkinase.OPR.none; 3.16 
441401; A1824338; Hs.126891; ESTs; Tissue_fac;TM=M;S$=M; 3.15 

410497; AL157648; Hs.157078; Homo sapiens cDNA FLI12793 fis, clone NT2RP2002033; none,none; 116 

401 1 13; H25530; ; solute carrier family 22 (organic cation transporter), member 1-Gke; none;SS=M; 3.1 6 

424833; NM-003894; Hs.1 53405; period (Drosophila) homotog Z PAS;SS=M; 115 

453880; A1803166; Hs.28462; ESTs. Weakly similar to I38022 hypothetical protein [Ksapiens]; HSRO.none; 115 

435391; AA704588; Hs.58934; ESTs; PIP5K,rtone; 3.15 

428065; A1634046; Hs.157313; ESTs; ICEJ20,DED,ICEj)10.ICEj)20,DED; 3.15 

452688; AA721140; Hs.49930; ESTs, Weaidy similar to putative p150 pisapiensj; SH3,none; 3.15 

426839; M74782; Hs.172689; mterleukin 3 receptor, alpha (low affinity); none;TM=M;SS=M; 3.15 

421247; BE391727; Hs.102910; general transcription factor I1H, polypepBde 4 (52kD subuniQ; none;TM=M;; 114 

440249; AI246590; Hs249175; ESTs; TatD DNase,pkinase,de3Uyione; 114 

409619; AK001015; Hs.55220; BCL2-associated athanogene % BAG;TM=Mr, 113 

446135; AW130288; Hs.170318; hypothetical protein FLM0147; hormone - rec.zf-C4;SS=M; 113 

400440; X83957; Hs.83870; nebulin; SHS.Nebufin," 112 

409099; AK000725; Hs.50579; hypothetical protein FU20718; Armao2b_seg;TM=f*; 112 
434237; AF 119908; Hs.235516; hypothetical protein PR02955; none;SS=M; 112 

428179; AI127772; Hs.279695; ESTs. Weaidy similar to 138022 hypothetical protein [H-sapiens]; pkmase,PX,pkinase_C;SS=M; 3.12 
422824; NMJM2108; Hs.121128; BCR downstream signafing 1; SH2,PH;TM=hfc 3.11 

409745; AA077391; ; gb:7B1 4E12 Chromosome 7 Fetal Brain cDNA library Homo sapiens cDNA clone 7B14E12, mRNA sequence; 7tm_1^C3HC4,mlSPRY,KRAB^f- 

C2H2,rve,zf-B_box;TM=Y;SS=M; 3.11 
435411; AW444619; Hs.138211; ESTs; none,pkinase; 3.11 
424852; A1222779; Hs.144848; ESTs; adenylatekinase.SH2.pkinase,none; 3.11 
441970; AW959918; Hs.155160; ESTs; rrnul-C2H2; 11 1 

453370; AI470523; Hs,139335; ATP^jindmg cassette, sub-family C (CFTR/MRP), member 4; ABC_tran^BC_membrane;TM=Y;; 3.1 1 
413285; BE078405; ; gb:QV2-BT0617-080300-O71-g03 BT0517 Homo sapiens cONA. mRNA sequence; GCV_T;SS=M; 110 
429458; BE161832; Hs.292689; ESTs; pldriase4)aPAma(iI!to.seg,none; 3.10 

401 185; ; ; NMJ>21 625:Hcmo sapiens vanilloid receptor-related osmoffcafly acSvated channel; OTRPC4 protein (OTRPC4). mRNA^ ank,ion_trans;TM=Y;; 3.10 

404537; 225884; ; chloride channel 1 , skeletal muscle (Thorns en disease, autosomal dominant); none;TM=Y;; 110 
417089; H52280; Hs.18612; Homo sapiens cDNA: FU21909 hs, clone HEP03834; voitage„aC.CBS,none; 109 
450792; AA400323; Hs.1 83041; ESTs; none/BC_tran; 109 
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420361; N92054; Hs.194718; zinc finger protein 265; 2f4tonBP,7tm_1; 3.09 
444040; AF204231; Hs.1829B2; golgW>7; SH3,C2.PH,Rho(XF^ha^TM^ 109 
416990; AF124145; Hs.B0731 ; autocrine motility factor receptor rf ^^- Cu ^]^ Y " 3>l ^, . nnno nnnp . . M 
442215- AI7Q3172; Hs.1 29005; ESTs, Weakly similar to 2109260A B ceO growth factor [Rsapenst none,none 3.09 
424187 : . M336561 Xvml ESTs Weakly similar to S26689 hypothetical protein hc1 . mouse P^nuscdust IRK,none; 109 
425623; AA382826; Hs.132793; ESTs; none;TM=Mr. 3-08 
419577; L36531; Hs.91296; Wegrin, alpha 8; mtegnXAFG^TM=Y;; ^08 

428730; AA62S947; Hs.25750; ESTs; HECT,none; 3.08 .. ... a . , nfl 

427976; AW977808; Hs.80545; milogen-activated protein ^eBinterac^ 3.08 
412448; 112964; HsJ3895; tumor necrosis factor receptor supertamily, member J TN f^^^^S^U.0B 
416814 ! AW192307; Hs.80042; dofichyl-P-GteM^ ^l^ 8 '^!^^ m 

427395! AW298741! Hs.97861 1 ESTs, Moderately similar to 138022 hypothetical protein (H.sap.enst none,aldedh,aakrnase; 3.08 
436267; AW450938; Hs.180115; ESTs; none.PFK; 3.07 v ««or irTM=Y-qs=U- 307 

422309! U79745; Hs.114924; solute carrier family 16 (monocarboxyiic acid transporters), member 6, sugar.tr;TM-Y,SS-M. 3.07 

424236; AW058114; Hs.7837; ptiosphopratein regulated by nfitogenic P al ^,' , ^l r p"^ ™fcM" 3 OS 

25 456249! A!206144;Hs.82508;HRIHre2206^ n , . . c . .^y, Pnnnp . , n c 

441560! F13386; Hs.7888; Homo sapiens clone 23735 mRNA sequence; pldnase.f^ep.Uorrarn.Fun.vuke.YLP^one. 3.05 

446488;AB037782;Hs.15119;KlM1361r^^ ^nteM- 3 OS 

447495; AW401864; Hs.18720; programmed cell death 8 (arxptosuwnducmg factor), WJMtfU-lt M 

425390; A1092634; Hs.1561 14; protein tyrosine phosphatase. norHeceptor type substrate 1; ig;TM=Y,S5-M, d.iw 
3 0 409705* M37762; Hs.56023; brain-derived neurotrophic factor NGF;SS=M; 3.04 

413962! AA331563; Hs.24578; sphingosine-1-phosphalase; PAP1TM=Y;; 3.04 _ - n . 

4^^27;;gb:vn27eQ7.r1S^ 

438005- BE151746- • qb:PM1-HT030 W61299^03-a06 HT0305 Homo sapiens cDNA, mRNA sequence; pkinase.UBA.KAl .none; 3.04 
35 452850! H23230; Hs.22481; ESTs Moderately similar to A46010X-*nked retinopathy protein [H.sapiensl; CBS.voltage_aC.none; 3.03 
S' : cS 

422803; W28569; Hs.139041; ESTs; trar^rr^brane4 t none^ ,102 

439325- AF0B6139; Hs.150423; cydin-rJependent kinase 9 (CDC2-re!ated kinase); pkmase ( MurJgase,MurJigase_C. 3.oz 
40 416389; AA1 80072; Hs.149846;integrin, beta 5; rntegrirLB.none; 3.02 

418836; AI655499; Hs.161712; ESTs; plonase^ctwin_recpTOZU5,death; 3.02 
438996; AW748336; Hs.110613; WAA0421 protein; none;TM=M;; 3.02 
422676; D28481; Hs.1570; histamine receptor H1; 7tmJ;TM=Y;SS=M; 3.02 
450267; AW505538; Hs.243620; ESTs; pWnase.none; 3.01 

45 Sa»S 41WU.01 
429673; M8B4407;Hs.211595;fjrotein tyrosine pr«sphatase,no^ 

417067- AJ001417- Hs 81086; solute carrier famBy 22 {extraneuronal monoamine transporter), member 3. suga ^ZTr ,™ 

50 410141; R07775; Hs.287657; Homo sapiens cDNA: FU21291 fis, done COU1963 ; F5.f8.type„C,pkmase,Ets,none ( 3.00 
421059; AI654133; Hs^0212; thyroid receptor interacting protein 15; none.none; 3.00 
452335; AW188944; Hs.61272; ESTs; none,IRK; 2.99 

437644; AA748575; Hs.136748; lecGn-lite NK cell receptor; ^"^YjS^ Z99 
435876; AW612586; Hs.160271; G rjroleitvcoupted receptor 48; 7tm_1 ,LRR,LRRNT,TM=Y,SS-M, 2.99 
55 429177; AA447527; Hs.207429; ESTs; 7tm_1 .none; 2.99 

409995; AW960597; Hs.129206; ESTs; pkinase,none; 198 

446B60; AV660685; Hs.282953; ESTs; none,Pp2C; 2.98 , iWnkMWIJB 
60 438684- AA830105; Hs.194976; SH2 domain-contaning phosphatase anchor prolan 1, lg,TM-Y,Sb-M, z.so 

434164; AW207019; Hs.148135; serineAhreonine kinase 33; pkinase;TM=M;; 198 nnne . T M=M-. ? Q7 

40329ft ; ; C100010ir:gil4758212|reflNP.004411.1| dual specificity phosphatase 8 [Homo sapiens g»|601; noneJM-M.. 2.97 
433556; W56321; Hs.H1460; c^m/caln^urm^ependent protein kinase (CaM kinase) D delta; pk.nase.none; 2.97 
421990; T31811; Hs.1 10480; DC12 protein; GKAP,DUF159;TM=M.i 2.97 

453998; H47802; Hs.7557; FK5064»nding protein 5; none,none; 2.97 

70 410976; R36207; Hs.^092; hypotoetical protein MGC1 0744; nor«;TK^M;SS=M; 2.96 .u^v^™^,: 

431074 ! BE072772; Hs.1 53279; ESTs, Moderately similar to A46010 XJinked retinopathy protein [UsapiensJ; none^erpm, 2.96 

443829! AI087954; Hs_!3348; S-phase kmase-associated protein 2 (p45); F-box,none; 196 

400356 : ,AF227137;; taste receptor, type 2. member 13; none;TM=Y;SS=M;195 

422559! AW247696; Hs.155839; hypothetical protein MGC12934; adh_zinc.PGK,Semtaldhyde„dh;SS-M t 2.95 
75 423462! BE280172; Hs.12922B; galactokinase % GHMP w kinases;TM=M;; 235 

43mAW450^2;rK257316;ESTs;pldnase4-C4WCNH.none;Z95 

^AA256213;rfc72W^ 

453058- AW612293; Hs.288684; Homo sapiens cDNA FU11750 fis, clone HEMBA1005568; SH2,SH3,C2.PH,RasGAP,none, 
430556; AW967807; Hs.13797; ESTs; HECT.none; 194 
80 400471;;; Target Exon;none;TM=M;; 194 

41 9459; AW291 1 28; Hs 278422; DKFZP586G1 1 22 protein; MetallophosJtnCl ; 2.94 
407013; U35637; ; gb:Human nebulin mRNA, partial cds; SH3,Nebulin;; 194 
421476; AW953805; Hs.21887; ESTs; Piwi.PA2.Piwi; 194 
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426806; T19228; Hs.172572; hypothetical protein FU20093; ankj)hn3se,UPF0073SS=M; Z94 

405588; ; ; NM_000299*:Homo sapiens ptakophiSn 1 {ectodermal dysplaaa/skin fragility syndrome) (PKP1), mRNA; ArmadiEo_seg;TM=M^ 2.94 

443614; AV655386; Hs.7645; fibrinogen, B beta polypeptide; none,none; Z94 

416737; AF154335; Hs.79691; UM domain protein; UM,P0Z;TM=M; Z93 » 
428522; R10184; Hs.191987; ESTs. Weakly similar to ALU INHUMAN ALU SUBFAMILY J SEQUENCE CONTAMINATION WARNING ENTRY |Rsapiens]; 

none^rfGap,PH,TNFRjc6; 2.93 
447818; W79940; Hs^1906; Homo sapiens done 24670 mRNA sequence; nonejjkmase; 2.93 
432925; AA878324; ; ESTs; nonB,none; 2.93 

443670; AW178935; Hs^38707; ESTs; RmaAD,DENN,dDENN 1 uDENN;TM=M;; Z93 

447555; AI391662; Hs.160963; Homo sapiens, done MGCr12318, mRNA, complete cds; none;TM=Ms 2.93 

435092; AL137310; Hs.4749; Homo sapiens mRNA; cDNA DKFZp761E13121 (from done DKFZp761E13121); partial cds; none;TM=M;; 2.93 

417670; RD7785; ; gfcyfl 5c05j1 Scares fetal liver spleen 1NFLS Homo sapiens cDNA done 5* simflar b contains AIu repetitive dementcontains MSR1 repetitive element '„ mRNA 

sequence; XYPPX^BC_membrane^BC_tran; 2.93 
424148; BE242274; Hs.1741; integrin, beta 7; mteqjm^GF ( frietatfliJO.PSI;TM=Y^S=M; Z92 

439090; H65724; Hs. 347 158; gb:yr76a1 1/1 Scares fetal Over spleen 1 NFLS Homo sapiens cDNA done 5", mRNA sequence; p)dnase,none; 232 
40804B; NMJJ07203; Hs.42322; A kinase (PRKA) anchor protein t ParalernmircTM=M;; 232 

428796; AU076734; Hs.193665; solute carrier family 28 (sodium-coupled nucleoside transporter), member 2; Nucleoside JraZBPDJransp_2;TM=Y: 2.92 

41S272; AA164215; Hs.203186; ESTs; none I Exo_er«Joj)rws t BNR^phirh1,B56 1 pk!nase Z92 

424775; AB01454Q; Hs.153026; SWAP-70 protein; efhandPH,Netiregunn;TM==M;; Z92 

439569; AW602166; Hs.222399; CEGP1 protein; EGF.TNFRjtf 4 ffanutm,(mKerafin^ 2.92 

441680; AW444598; Hs.7940; RAP1, GTP-GDP dissociation stimulator t; Arrnadata_seg;TM=M; Z91 

444784; D12485; Hs.1 1951; ectonudeotide pyrophosphatase/phosphodiesterase 1; Somatometfn_B,Eridonuciease^rMsphc^ 2.91 
400398; AF137396; Hs^83879; ubiquifin 3; 7trnJ,At»;TM=Y;SS=M; 191 
435592; AI830490; Hs.1466; glycerol kinase; FGGY,FGGY_C;TM=M;; 2.90 
400539; ; ; Target Exon; none;TM=M;; 2.90 

403743; ; ; C1002604:giI8393S68ireflNP„058989. 1 1 kinase interacfing with teukerraa-associated gene (st; none;TM=M^ Z90 

418913; BE046745; hfe.91579; Homo sapiens done 23783 mRNA sequence; Y_phosphatase,IMP4 l none; Z90 

428169; AI928984; Hs.182793; gotgj ptosphoprotein 2; photoRCUPFOIISiTrVNYr. Z90 

403912; ; ; C5000394*:gil1 2737280|re!jXP-00668Z2| keratin 18 [Homo sapiens]|I6633; none;TM=M,~ 189 

431868; BE246400; Hs.285176; acetyl-Coenzyme A transporter; none;TM=Y;; 2.89 

421558; AB011125; Hs.105749; WAA0553 protein; none;TM=M;; Z89 

444100; AA383343; Hs.221 16; CDC 14 (cell division cyde 14, S. cerevisiae) hornobg B; Yj)hcsphatase,DSPc;TM=M;; 2.89 

447437; U07225; Hs.339; purinergic receptor P2Y, G-protein coupled, 2; 7tm J,SH2;TM=Y;SS=M; Z89 

431512; BE270734; Hs.2795; lactate dehydrogenase A; ldhJdh_C,SH3,pWnase,UBA;TM=M;; Z89 

446601; AI312783; Hs.155772; Homo sapiens thymic stromal co-transporter mRNA, complete cds; sugar_tr;TM=Y > ~ 2.89 

420747; BE294407; Hs.99910; ptosptofrurioldnase, platelet; PFK;TM=Ms 2.88 

449459; BE546846; Hs.1 95048; ESTs; ank.ras.PHM^.HC03_cotransp; 2.88 

405099; ; ; Target Exon; C2,Pl^LOY,PW>LOX;TM=M;; Z8S 

445890; AF05501 9; Hs.21905; Homo sapiens done 24670 mRNA sequence; pkfaase.pkinase; Z88 

401445; ;;NMJ>21161^Horrosar^re potassium mRNA; tonJrans;TM=Y;SS=M; Z87 

405480; ;; Target Exon; none.none; Z87 

400189; ; ; Eos Control; LRR,PPTA;TM=M;; 2.87 

450125; AA005418; Hs.158186; ESTs; CIDE-N,7tm_1,none; Z87 

432056; AB040973; Hs.272385; G protein-coupled receptor 72; 7tm_1;TM=Y;SS=M; Z86 

423619; T48691; Hs.249159; adrenergic, alpha-ZAr, receptor; 7tm_1 l 7trru2;TM=Y;SS=M; 2.86 

417381; AF164142; Hs.82042; solute carrier family 23 (nudeobase transporters), member 1; xan.urjjermease.RA; Z86 

420035; F26725; Hs.187908; ESTs, Weakly similar to A47582 B-celi growth factor precursor (Rsapiens); HATPase_c,M02 w SAS^C2H2; Z86 

425480; AB023198; Hs.158135; WAA0981 protein; PIP5K;SS=M; ZB6 

446700; AW206257; Hs.156326; Human DMA sequence from done RP11-145L22 on chromosome 6p21.32-2ZZ Contains the gene for myeUn/oTigodendrocyte glycoprotein MOG, 

(part of) the gene for a novel KRAB box containing C2H2 type zinc finger protein, ESTs, STSs, GSSs and a putative CpG; none;TM=M;; Z85 
444595; AL121094; Hs.83572; hypothetical protein MGC14433; Yj)hosphalase.SH2,Yj»hosphatase.SH2; 2.85 
411331; AW837178; ; gb:QV1-LT0O37-O7O300-10(Ml1 LT0037 Homo sapiens cDNA, mRNA sequence; SH2,none; Z85 
410763; AF279145; Hs.8966; hypothetical protein FU21776; none^one; Z85 
440617; AAB948B0; Hs.181 181; ESTs; none.none; Z65 
454071; AI041793; Hs.42502; ESTs; 7tm_1^one; Z85 

41 1040; AF007393; Hs.177574; proteln-ktnase, mterferorHndudbte double stranded RNA dependent inhibitor, repressor of (P58 repressor); HLH;TM=Mn Z85 
4021 83; ; ; NIUL004491*:Homo sapiens glucocorticoid receptor DMA binding factor 1 (GRLF1), mRNA.; none;SS=M; Z85 
428753; AW939252; Hs.192927; hypothetical protein FU20251; none;TM=M;; Z84 
417070; Z19077; Hs.172004; titin; fh3 I ig.SGXXSG ( pkinase;TM=M; Z84 
458456; A1122709; Hs.153609; ESTs; bZlPAnnadino.seg^m.NTFZnone; Z84 

421226; AL096748; Hs.102708; OKFZP434A043 protein; ArmaoTIlo_seg,mteg^_B,PSl,TIG;TM=^SS=M; ZB4 

436733; BE327477; Hs.166941; ESTs; 7tn^3.oxrdored_q5_N,Prese™TiruPWI; Z84 

4271 61; A1024595; Hs.97508; a disintegrin and metatoproteinase domain 6; lg;TM=Y;SS=M; Z84 

41 9462; AF071076; Hs. 1 12255; nudeoporin 98kD; DEAD,hencase_aNudeoporin_FG 1 homeobox;SS=M; Z83 

41 3658; AA055369; Hs.75456; A kinase (PRKA) anchor protein 10; none,none; Z63 

400749; ; ; NMJ)03105*:Homo sapiens sorfflhwelated receptor, L(DLR class) A repeats-containing (SORL1), mRNA.; 

EGF,fn3Jdl_recepLa,ldLrecerjLb^utiaBNR;Tr^Y;SS=W Z83 
447388; AW630534; Hs.76277; Homo sapiens, clone MGCS381. mRNA, complete cds; TB2J)P1_HVA22;TM=Y;SS=M; Z83 
413243; AA769266; Hs.193657; ESTs; pkinase,2f-C4 l ERM,CNH t none; ZB3 

423690; AA329648; Hs.23804; ESTs, Weakly similar to PN0099 son3 protein [tisapfens]; ton^trans,lQ,none; Z82 

447993; AW139525; HsT170362; ESTs; none,none; Z82 

423061; AI290473; Hs.44807; ESTs; integrin_B,Sema^Sl.TIG,none; Z82 

440619; AW408586; Hs.91052; ESTs. Moderately similar to ALU5_HUMAN ALU SUBFAMILY SC SEQUENCE CONTAMINATION WARNING ENTRY [H.sapiensJ; 

abhydrolase_2,none; Z82 
423497; U92642; Hs.129701; G protein-coupled receptor 45; 7lmJ;TM=Y;SS=M; Z81 
4461 26; AW085909; Hs.10177; pteckstrin homology domain interacfing protein; none,none; ZB1 
452488; N74921; Hs.184389; ESTs; none;TM=M;; Z80 
449515; AI653378; Hs.302012; ESTs; fonJrare;TM=Y;SS=M; Z79 
443881; R64512; Hs.237146; hypothefical protein FU1275Z; none,none; Z79 

449636; AI656608; Hs^81328; ESTs, Weakly similar to T00378 KIAA0641 protein (H^apiensJ; pldnase.hormone3;TM=Y;SS=M; Z78 

424348; AB020523; Hs.266258; endonudease G4ike 1; Endonudease;TM=M;SS=M; Z78 

418844; M629B2; Hs.1 200; arachidonate ^-lipoxygenase; tipoxygenase.PLAT;TM=M;; Z78 

442233; AW967149; Hs.28439; ESTs. Weakly similar to 138022 hypothetical protein [H^apiensJ; MIF^ugar.tr.none; Z78 
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450010; AW293Q01; Hs.255052; ESTs; ARiD.7tmJ; 178 
452813; U54727; Hs.191445; ESTs; pkkiase^cUvin.recp.none; 2.78 

418177; N44967; ; ESTs; pkinase.norte; 2.78 ^. cc _^ 0 77 

408014; AA723781 Hs.41749; protein kinase, cGMP-dependert, type II; f^ p -^f9.P^^S-J* 2J7 _ 
448362! AA641767; Hs.21015; hypothetical protein DKFZp564L0864 similar to HIAT1; sugarJr;TM=Y;SS=M. 177 
423994; X01 057; Hs.1724; interieukin 2 receptor, alpha; sushi;TM=Y;SS-M; 2.77 ™™ « UA ma. o 

427342! AL1 101 5^Hs. 176580; Homo sapiens mRNA; cONA OKFZp586D0724 {from done DKFZp586D0724); none;NA;NA; 2.76 
447574;AF16l66&Hs.16895; tousled ^ r 
442681; AI809181 Hs.130907; ESTs; transketotase,E1 Jehydrog^ranskeU^.transketolase^C.pkinase, 2.75 
433537; AW024214; Hs.102307; ESTs; Na^sulph_symp f aa_penneases;TM=Y;SS=M; 2.75 
458997; AW937420; Hs.69662; ESTs; SH3,RhoGAP W;TM=M;; 2.75 
432284; AA532B07; Hs. 105822; ESTs; pWnase,none; 2.74 

174 

402129; ; ; Target Exon; SHlPeplidase_C9;TM=M;; 2.73 
424238; AA337401; Hs.137635; ESTs; none;TM=M;SS=M; 2.73 

} SaIS 

408163! AW779842; Hs.258217; ESTs; 7tmJ,zf*Jx>xtf-C3HC4,7W 

422358; AL133030; Hs.115429; Homo sapiens mRNA for WAA16B6 protein partial ofe; ^TM=*t; 173 
426409! AA594207- ; gb:nn29e01.s1 Nd CGAP_Gas1 Homo sapiens cONA clone 3\ mRNA sequence; pkinase.Rbriilarin.none; 2.72 

5 Saa^ 

439935 : S75105; Hs.8358; glutamate receptor, tonotropfc. kainate 2; ANF_receplor,Kg_chan,none; 170 
414924; C06267; Hs.44247; ESTs; none,none; 1611 Mi „ oco 

421008; BE259378; Hs.103147; hypothefical protein FU21347; DUF255;; 169 
44995V AA0049B2; Hs.120904; ESTs; DED.Caisequestrin; 2.59 
35 411226! AW8330Z* ; gb:RC3--fr0005-191099^12^04 TT0005 Homo sapiens cDNA, ^NAseq.ence; pkmase ^none^BS C . SS=M:2 . 6B 
417625 : U59305; tte.44708; Ser-Thr protein kinase related to the myotonic dystrophy protein kinase; r^nase,bZlP.(^anima,K.bo X ,pk«ase„C,SS-M; 2.68 
408051; AI623351; Hs.172148; ESTs; PH.RhoGAP.none; 2.68 
41252V AW7534B1; Hs.294022; hypothetical protein RJ14950; SH2;TM=M;; 168 

413922; AI535895; Hs.221024; ESTs; ionJrans,RYDFUTPR,MIR,UDPGT; 2.68 ^™^.TU=v.<y?=M- 9 R7 

40 4321 8fr. AI36295* Hs.2928; solute carrier family 7 (cafonic amino acid transporter, y system), member ^ ^"^^^^ 9 
4*55 6;F^ 

41974* X7360* Hs.93029; sparc/osteonedki. cwcv and kazaWike domains r^teogiycan 9^^SSS^^ ^Lr Z66 
416095 AW0143Z7; Hs.221951; ESTs, WeaWy simflar to '3B022hy£»^^ 

403609; ; ; C3001 199:giR494834lpirllT15308 hypothetical protein BQ28&2 - Caenomabd'rtis eteganslKU 7tmJ.7tnu2.GPS,WIF,TM-Y,SS-M J 2.K> 
45 458213; AL047521;Hs.12210;hyrj<)theticalprote^ domain Furin- 

426158- NM 001982; Hs.199067; v-erb-b2 avian erythroblastic leukemia vtral oncogene homotog 3; Funn-iike r pkmase,Recep_L_dornain,hunn- 
like I pkinase,RecepXdomain,Peptidase_M24; 166 

435410; AL135067; Hs,1 17182; ESTs; Done,pkinase,RBD,DAG_PE-bind; 166 . 
n 437838 AJ307229; Hs.184304; ESTs; CARD,IC^j>20JCEj)10.HIT^vdtage_CIX t CB^ 
50 430293; A1416988; Hs.238272; inositol 1,4^-triphospnate receptor, type 2; ionJrans,RYDRJTPR,M!R,none, 2.65 

433090; A1720050; ; immotalization^jp^ , , . . . ... u^^,^™*!/.. o rc 

432103! T15803; Hs.272458; protein phosphatase 3 (formerly 2B), catalytic subunit, alpha isofcrm (calcineunn A alpha); MetaRophos,TM-M,, 2.65 

435852! H72303; Hs.36011; ESTs; pldnase,none; 2.64 

433327- A1674779; Hs.126744; ESTs; nonejtmj; 2.64 „ 
5 5 438459! T49300; Hs.35304; Homo sapiens cDNA FU13655 lis. clone PIACE101 1503; none FMC^e; 164 

432251- AW972983; Hs.232165; polycythemia rubra vera 1; cell surface receptor; none;TM=M;SS-M; 2.63 

446963; AIB62668; Hs.176333; ESTs; OMP(tecase,Pnbosyltran,pkinase 1 RhoGEF,PH; 2.63 

444821; AA053564; Hs.12040; STE20-Bke kinase; pkinase;TM=M;; 163 

436206; AK001451; ; C02-associated protein; none,none; 2.63 
60 434370; AF130988; Hs.58346; ectodysplasin 1, anhidrotic receptor; death.Kunitz^BPTl;TM=Y;SS=M; 2.63 

439039; A1655707; Hs.48713; ESTs; pWnase,none; 2.63 

449656; AA002008; Hs.188533; ESTs; PlPSK^ione; 263 

429341; X73874; Hs.2393; phosphorylase kinase, alpha 1 (muscle); none;TM=M;; 2.62 

445174; AV652850; Hs.172004; Ufin; m3,ig,SGXXSG,none; 2.62 

434938! AW50071ft Hs.81 15; Homo sapiens, clone MGC:16169, mRNA, complete cds; pkinase.TBC ( Rhodanese;TM=M;; 2.61 
409264- NM 014937; Hs.52463; K1AA0966 protein; Syja_N;TM=M;; 2.60 

X A1141520; Hs.151464; ESTs, Weakry similar to ALUC.HUMAN til! ALU CLASS C WARNING ENTRY ! ^aptens]: P^WW 2.60 
70 40071* TnM 0W055*:Homo sapiens catpain 5 (CAPN5), mRNA. VERSION MU0433U Gfc CZPepfidase.CS.CalpanJII^ 2.60 
427318; AF186031; Hs.175783; zinc transporter; 2p;TM=Y;SS=M; 159 

426086- T94907: Hs.1 88572; ESTs; PH,Ets,CH,spectrin,Ca_channel„B.none; 159 L ,. « 

411495- AP000693; Hs.70359; WAA0136 protein; HATPase.cbZIP;TM=M;; 2.58 
75 438167; R28363; Hs.24286; ESTs; none;TM=Y;SS=M; 158 

418749; N75147; Hs.22488; ESTs; none^-C2H2,KRAB,pkinase; 2.58 

454289; AL137554; Hs.49927; protein kinase NYT>SP15; dCMP_cyLdeam;TNA=M;; 158 

443605; H066S5; Hs.134131; ESTs; ethand.ion.trans.none; 2.57 

429429; AA829725; Hs.334437; hypothefical protein MGC4248; ™^™ m ^*£* TlksMr 9 „ 
80 403088; ; ; N003319*:Homo sapiens fitin (TTN), mRNA. mRNA.; ^SOCXSGiT^M., 157 

409190; AU076536; Hs.50984; sarcoma amplified sequence; transn ^ b ^^;j 0 s r!S M . 9 ,c 
425696; AW363332; Hs.171844; Homo sapiens cDNA: FU22296 fis, clone HRC04468; ig;TM=Y;SS=M. 156 
403328; ; ; Target Exon; Gryco_hydJO_35;TM=M;; 156 
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426167; AF039023; Hs.167496; RAN landing protein 6; Armadflto_seg,KEAT_PBS;; 156 
428695; A1355647; Hs. 189999; purinergic receptor (famBy A group 5); 7tm J;TM=Y;SS=M; 234 
419285; D31887; Hs.89868; K1AA0082 protein; Zip;TM*Y;SS=M; 154 

415740; N804B6; Hs.3991 1; Homo sapiens mRNA for FU00089 protein, partial cds; CBM_21;TM=M;; 2.53 

403305; NM_006825; ; transmembrane protein (63kD), endoplasmic refjcuhirn/Golgi intermediate compartment; pxinase;TM=Y;SS=M; 153 

443804; Alt 35352; Hs.255883; ESTs, WeaWy similar to 138022 hypothetical protein [Haptens]; PepSdase^M18^eptklase_M1B,Yj)hosphatase; 2.53 

450425; H06607; Hs.6099; ESTs; E1^ATPase l Cafon„A7Pase_C,C^n_ATPase_N t HyAdase,n^ 151 

401702; ; ; NM_001171*:Homo sapiens ATP-blnding cassette, sub-family C (CFTR/MRP), member 6 (ABCC6), mRNA,; ABC.tran^C_rmmbrane;TM=Y;SS=M; 150 
439463; W69304; ; gb2d46TO1 j1 Soares_felal_hearLNbHH19W Homo sapiens cONA done 5\ mRNA sequence; fn3,Y jrfwsphatase.nooe; 2.50 
425975; AB01 1082; Hs.165559; organic caSonic transporter-Eke 4; sugar Jr;TM=Y;; 150 
443259; AW090601; Hs.69171; protein kinase C%& 2; p4dn3Se,pkinase_C,HR1,none; 2.50 

400777; ; ; MM_007325*:Homo sapiens gtutamate receptor, ionotrophic, AMPA 3 (GRJA3), . transcript variant flip, mRNA.; ng_cnan,SBP_bac_3ANF_receptor;TM=M;SS=Y; 
2.49 

426044; AA502490; Hs.170290; ESTs; nonejione; 148 

454564; AW807573; ; gb:MR1-ST008W)21299Wg01 ST008B Homo sapiens cDNA, mRNA sequence; pkinase,none; 148 
415938; BE383507; Hs.78921; A kinase (PRKA) anchor protein 1; KH<Joman,TUDOR;TM=M;SS=M; 147 

426481; AW963941; ; gb:EST376014 MAGE resequences, MAGH Homo sapiens cDNA, mRNA sequence; Yjtephatase.Band_41.DSPc.none; 146 
426005; AA377499; ; gb:EST90341 Synovial sarcoma Homo sapiens cDNA 5* end, mRNA sequence; tubulin ,FKBP,COX6B.7tmJ,tubutin_C;SS=M; 2.46 
424879; AA348013; Hs.273385; ESTs; arf.G-atpha.mme; 146 
415156; X84908; Hs.78060; phosphorytase kinase, beta; none;TM=Mn 146 

416508; R39769; ; ESTs, Moderately similar to ALU8.HUMAN ALU SUBFAMILY SX SEQUENCE CONTAMINATION WARNING ENTRY [Rsapiens]; 

SH3,PDZ,GuarrylateJdn£U5jione; 146 
408087; AW1 50645; ; gb:xg54f07.x1 NCI_CGAP„Ut4 Homo sapiens cDNA done 3", mRNA sequence; XYPPX^C_mernbraneABC_tran; 146 
433434- AA588429; ; gb:no22b03^1 NCI CGAP Pr22 Homo sapiens cDNA done 3*, mRNA sequence; r^nase.DNAjrasjepair.HATPasejs 145 
446768; AV650305; Hs.1 10286; ESTs; l(i_p20.DED,ICE_p10,ICEj)20 f OED; 145 
437158; AW090198; ; WAA1150 protein; none;NA;NA; 145 
430177; AW969233; Hs.302746; MSTP028 protein; rOetranone; 145 

422270; AF1 14494; Hs.1 14062; protein tyrosine phosphatase-like {proline instead of catalytic arglnine). member a; none;TM=Y~ 145 

430680; AW138724; Hs.168974; ESTs, Highly similar to ALU7.HUMAN ALU SUBFAMILY SQ SEQUENCE CONTAMINATION WARNING ENTRY (Rsapiensj; 

Yj)hospbaiase^aph*n - N,Y_ptosphatasB; 144 
446569; AW248031; Hs.155839; hypothetical protein MGC12934; adh^zinc,PGK.Semialdhyde_dh;SS=M; 144 
411902; AW875344; ; gb:RC1-PT0009-220300-01Sfl)6 PT0009 Homo sapiens cDNA, mRNA sequence; none.pkinase.ank; 143 
430057; AW450303; Hs.2534; bone morphogenetic protein receptor, type IA (BMPR1A) (ALK-3); AcCviruecp,pkinase;TM=Y;SS=M; 143 
446338; AI289121; Hs.206978; ESTs; none,SH3; 142 
426221;AB0078B1;Hs.110613;KIAA0421 protein; none,Ribosomal_S8; 142 
446796; AI652497; Hs.110103; RNA polymerase I transcription factor RRN3; norcywne; 141 
428360; H10291; Hs.30974; ESTs; pkinase,PBD,none; 140 ' • 

428379; X06026; Hs.2259; CD3G antigen, gamma polypeptide (TiT3 complex); fTAM;TM=Y;SS=M; 240 
432488; AA551010; Hs.216640; ESTs; Na_surph_symp,none; 140 

407235; D20569; Hs.169407; SAC2 (suppressor of actin mutations 1 yeasL homdogHke; none,Ribosomal_S1 3,Galactos^T,Zip.adh^rrorUf-C3HC4; 2.40 
448595; AB014544; Hs.21572; WAA0644 gene product; LRR,LRRCT;TM=Y;SS=M; 240 

428283; AI439096; Hs.323079; Homo sapiens mRNA; cDNA DKFZp564P116 {from done OKFZp564P1 16); Yjtephatase.fhS.lg.none; 239 

432460; H12912; Hs.274591; adenylate kinase 3; aderrylatekinase.none; 138 

429549; AI333013; Hs.250505; retinae acid receptor, alpha; none^C3HC4,BRCT,ng.chan; 138 

429303; AW1 37635; Hs.44238; ESTs, Weakly similar to S65657 alpha-1C-adrenergic receptor spBce form 2 [H^apiens]; Phc>sphodiesLSornatomedin_B,Endonudease 1 none; 2.36 

417473; M55268; Hs.82201; casein kinase 2, alpha prime potypepfide; pkinase^BC1;TM=M^ 135 

453185; AK001708; Hs.32271; hypothetical protein FU10B46; TK.DUF300;TM=Y;SS=M; 133 

447276; AL049795; Hs.179B7; hypothetica! protein MGC1203; none;TM=M;; 133 

445310; AI242490; Hs.153290; Homo sapiens cDNA FU14318 fis, done PIACE3000402; none,pWnase; 131 

432942; AF083955; Hs^79852; G protein-coupled receptor; 7trnJ,gtobin;TM=Y;SS=M; 130 

434693; AW976001; Hs.337603; ESTs; none.none; 126 

452034; F1 2234; Hs.75893; ankyrin 3, node of Ranvier (ankyrin G); ZU5,death,none; 125 

423732; AF05B056; Hs.132183; solute carrier family 16 (monocarboxytic acid transporters), member 7; sugar JnTM=Y;SS=M; 125 

404956; ; ; C1003210*:giI6912582|rei]NP„O38524.1| peflin [Homo sapiens] gii6009487|dbj|BAA8492l1| (AB; none,Pl3_Pl4^kinase,PI3K_C2,PI3ierbd,PX t P13Ka ) C2; 224 
452183; NMJXJ6594; HsJ28298; adaptowetated protein complex 4, beta 1 subunit AdaptirL.N,Y_phospnatase; 123 

420529; D25259; Hs.319844; ESTs, Moderately similar to 154374 gene NF2 protein (H^apiensJ; pktnase,DAG_PE-bina\RBD,ras, DC1 ,GFP;TM=Mr, 2.21 

408808; BE074219; Hs.17230; hypothetical protein FU22087; Armadito_seg;TM=M;SS=M; 121 

451932; AA360954; Hs.27268; Homo sapiens cDNA FLJ21933 fis, done HEP04337; SH3,PH,RhoGEF;TM=Mn 121 

432008; AW296791; Hs.193170; hypolhefical protein FU21687; UM,Syriaptophysinjon_trans,KOW; 120 

455840; BE145897; ; gb:MRf>HT0208-221 299-204*07 HT0208 Homo sapiens cDNA, mRNA sequence; R3_Pi4_Hnase f R3Ka,Pl3 - Pl4Jdnase,PI3Ka; 119 
429238; NMJJ02849; Hs.198288; protein tyrosine phosphatase, receptor type, R; Y_phosphatase;TM=Y;SS=M; 119 

430975; AA490055; ; gb:ab05b09.s1 Stratagene fetal retina 937202 Homo sapiens cDNA done 3*. mRNA sequence; adenylatekinase,Tliyrnidy!ate_km;TM=M;; 117 
407174; T79938; Hs.77062; leukocyte immunoglobufin-like receptor, subfamily B (w3h TM and IT1M domains), member 5; ignore; 116 
450921; AA098790; Hs.146245; ESTs, Moderately similar to T17242 hypolhefical protein DKFZp586B1417.1 [Rsapiens]; none;NA;NA; 115 
427209; H06509; Hs.92423; KIAA1 555 protein; pkinase;TM=M;; 114 

401917; AL050149; ; RAN binding protein 3; OrexiaSHlSTAT.STAT_r^.STATjiroLbn.D^PACPAS,none; 112 
426359; AA376409; Hs. 10862; Homo sapiens cDNA FU23313 fis, done HEP11919; adenylatekinase^ione; 107 

439520; W76548; Hs.336621 ; ESTs, Moderately similar to ALU5.HUMAN ALU SUBFAMILY SC SEQUENCE CONTAMINATION WARNING ENTRY (Ksapiens]; ion Jrans.none; 
106 

410439; R35943; Hs.63758; transferrin receptor 2; PA;TM=Yn 105 

448696; A1564769; Hs.1 73070; EST, Weakly similar to ZN42_HUMAN ZINC RNGER PROTBN 42 (MYELOID ZINC FINGER 1) (MZF-1) pteapiensl; none,zf-C2H2; 104 

449543; AF070632; Hs.23729; Homo sapiens done 24405 mRNA sequence; KJetra,tonJrarts,none; 104 

453496; AA442103; Hs.330B4; solute carrier family 2 {faeffitated glucose/fructose transporter), member 5; sugarJr;TM=Y;SS=M; 102 

443952; AI149106; Hs.143530; ESTs; |jkinase,none; 102 

437589; AA761322; Hs.269862; ESTs; SH2,SH3,C2,PH,RasGAP,none; 202 

422637; AA399024; Hs.1 18836; myoglobin; g!obin;TM=M;; 101 

450253; AL133047; Hs.24715; Homo sapiens mRNA; cDNA DKFZp434O0215 (from done OKFZp434O0215); partial cds; SH3;TM=M;; 157 
401984; ; ; C1 70001 46*:gi|2143629|pirI|A57 156 Ca2-^almodulin-dependent protein kinase (EC 17.1.123) 1; pkinasen 1.96 
453464; A188491 1; Hs.329B9; receptor (calcitonin) activity modifying protein 1; none;TM=Yn 1.95 
417733; AL048678; Hs^2503; Rsapiens mRNA for 30JTR of unknown protein; none; NA;NA; 1.94 
41 1450; H49619; Hs.127301 ; ESTs; pkinase,none; 1 .82 

405303; ; ; C1600092lgil7499103lpinJT20903 hypothetical protein F14F4.3b« Caenorhabdilis etegans gi; ABCjran,GTP_EFTU,PRKABC_membrane;TM=Y;; 1.80 
425009; X58288; Hs.154151; protein tyrosine phosphatase, receptor type, M; fh3,ig,Yj)hosphatase.MAM;TM=Y;SS=M; 1.74 
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425280; U31519; Hs.1872; phosphoenolpyruvatecarboxykinase 1 (soluble); PEPCK;TM=fcfc 1.65 

425958: AW163271; Hs.301839; intracellular antigen delected by monoclonal anGbody KM; Intracellular hyaluronan-binding protein; Yjjhosphatase.DSPc;TM=M;; 1.63 
432563; NMJH3261; Hs.198468: peroxisome proliferative activated receptor, gamma, coacrjvalor 1; rrm;TM=Mn 1.51 

TABLE 49B 

Pkey. Unique Eos probeset identifier number 
CAT number. Gene cluster number 
Accession: Gen bank accession numbers 



Pkey CAT Number Accession 

438091 22448 1 AK054860 AV652198 AV652192 AV652138 AV652127 AV652194 BE935919 AV652017 AV651995 AV651548 AV646063 AV651985 AV646184 

AV646179 AW880409 AA345002 BF155189 BE068931 X56197 AL603014 AW953629 BM263546 BE550772 AA701084 A1681352 AA358689 
AW938841BF438147W05391 H75313BF326185AV646335Av^15B9AV646340AV651992AV^84AV646364A\^7497BF1551B3 
AV646370 AW797876 AI906821 X56196 BE833835 AA628440 BE833808 BF224205 AA7091 26 BE673B07 Al 923886 AA947932 A1276125 Al 185720 
AW510698 AA987230 BE46770B AW898628 AW898544 A1146984 AW043642 AI288245 AI186932 AI635262 Al 139455 AI298739 AI813854 
AI024768 BE699445 BE699444 AI707B07 D52654 AI214518 AI004723 AI698085 AW087420 AI565133 AA845571 AW898622 BF110144 AW513280 
AI061 1 26 BF352770 A1268939 AI43581 8 BF475318 AI024767 BE174213 AA757598 AA513019 AA902959 AI860794 AI334784 BF10841 1 
BM310532AW513771 AI951391 AI337671 BF095605 BF095601 BF095468 AW890091 BF095753AW243400 AW898607 AW898616 BF362762 
AI922204 AW898625 BE699468 BE174196 AW102923 D52715 BE699456 D52477 D55017 BF955933 BG523563 AV646254 AA463522 B1003244 
AJ299190 W40185 BE174210 BF939091 BF434180 AW579001 T55662H01811 T52522BF945037 BF955938 D54679 D53933 R67100 BG925552 
BF999056 RB3430 Z29922 T85791 W03942 H63289 AI091537 BF0865B3 AA345570 H48870 H80720 T83523 BI039626 BI037700 R00353 
BF155184 N98343 N79072 H01812T55581 

411089 5597 6 BI009308 B1009893 BF922023 BF922909 BF922913 BF922096 BF957733BE701791 AA456454 AA579876 BF933710 AA091294 B1007291 

AW905577 AW975593 AA713730 AW836781 AA665384 AA551 1 06 BF594606 AI0B23B2 AI955B08 A1679895 A1679386 BF435555 AA586369 
AA551351 AA595822 AA565188 BF808B55 AA584921 N86077 AA601031 AA633188AA514764 AA454562 AA551297 AA936109 B1009389 
AW897806 BE815442 BF739374 BI009310 BF925422 BF933709 BF922034 BF925465 BI009680 

439285 22495 1 AF085101 AL133916AW955684AW950828 AI346341 AI867454 BM263376 BF432231 AI421 279 AI655270AW01 4882 BF439949 AA775552 
N62351 AA626243 N59253 AI341407 AA456968 AA457077 AI358918 AA364013 N79113 N547B4 BE175639 N76721 AV727392 Z45529 Z44343 
F05908 F05403F05398 

438089 22448 4 BM475665 BE644917 AW7707B9 AW952971 N64863 BM263259 A1224545 Al 184866 N69114 AW518902A1440169 AA809472 AV654440 

AA281642 AU1 85230 AW337382 A1872923 AI5371 13 N73882TB3378 H63731 BF671764 AW897824 A1811204AA344646 BE009112BG899664 
H91240R60548N41701 

432407 MH1429 12 BG036675 BF772005 BF771B66 BG960386 BG960381 NM 005712 AF 11 0315 BE074534 BE182776 BE158000 BE157999 BE714315 AW818104 
AW847519 AA099426 AW817981 AW856396 BG951122 AA224498 AA308542 AW821833 BF902155 AI732411 BG778834 BG283641 BE748279 
BE748870 BG319540 BE74B864 BF739224 BG986155 AK057283 BI861466AA663341 AA457591 BG949294 AW392886 AA071122 AA227849 
AA584918 BG959570 BF773486 AL041698 BF959013 R87170 C16859 BF770411 BF771298 AI075321 L13823 AA216700 BF77 1864 AW861 859 
BE537068 C18935 AA155719 BF771 172 BF769107 BF804964 AW818172 AW818143 AW392930 AW817057 AW858044 BF74621 1 AA179928 
AW861687 AW821826 B1055726 BF242643 AA207189 BF770412 BF771 157 BG430D30 AA055592 

414883 8371 2 AF274943 BG494894 AI719075 AA908783 AI935150 AI422691 AA910644 AA583187 BM272167 AI828996 AA527373 AW972459 A1831360 

M77241B AI0^2M10re26 AU154749 /U459432 AI4235tt 

AI075239 AI339996 AA701 623 AI139549 AJ336880 AA633648 A1989380 AJ362835 AA399239 AI146955 BF514Z70 N92892 AI348243 AI278887 
AA459292 AI494230 BF507531 AI492600 AA962596 AW613002 AA293140AA235549 BF108854 AA954344 N49682 AI457100 AW589407 
AW300758 BE220715 BE220698 BE569091 BM009647 BF900351 AI537692 A1203723 AI857576 AA584410 AW371667 BM172363 

451320 12225 2 AK057826A1631982AA224195AJ701458 M890570AW96^ 

AI354686 T33652 AW205836 BE931 1 15 AI720211 T03490 BF084055 A1372637 T15415 BG054890 AA630384 F26326 AI140719 AA443303 T33230 
T33623 T3351 1 T33785 AW1 18072 W20198 AI6571 80 T 15734 AW1 9605 N90552 AA224388 T15909 T03515 055612 W27899 

400205 2538 1 NMJJ06265 D38551 X98294 BM477931 BM461566 AU123557 AU1 33303 AU1 34649 AW500421 BM1 72439 AW500587 AW503665 AW504355 

AW503640 BM152454 AW505260 A1815984 AW504075 AW50071 6 AL597310 BC001229 BM474371 AA9B4202 AU135205 BE090841 AW163750 
BF747730 BF898637 A1206506 AV660870 AV692110 AW386830 AV656831 N84710 AW993470 BF086802 BF758454 BG960772 BF757769 
BI870853 BE018627 C75436 AW148744 BF757753 BG622067 BE909924 AA708208 BG530266 BF968015 AW992930 BF888862 BG536628 
AA143164 AVV748953 BG49B922 BF885190 BF889005 BF754781 BF800003 BM476529 AI627668 AW0281 26 AL04601 1 BF590668 AI017447 
AA579936 A1367597 AA699622 BE280597 A11 24620 AI082548 AW274985 AA677870 A1056767 BE551689 AA287642 H94499 AI752427 AI652365 
AW002374 AW062651 AA360B34 N68822 AU135442 AU125960 Z78334 BE545813 AI0921 1 5 BF31 2771 BF242859 BG533616 BG533761 
BG164745 BG492433 BM473183 AA172043 AA172069 AU157092 AU151353 AU155318 BE302211 AI375022 AA085641 AU157923 H88858 
AA1 32730 AA115113 AA909781 AI475256 AA424206 AW572383 AW084296 AI1 84820 AI469178 AA782432 H92184 AA340562 BF195818 
AA852821 AW576342 AA827107 AA173317 AW190014 AI918514 AA729372 AA729718 A1055958 AA331424 BE328601 AA515690 B1018896 
AW628277 AA748368 AA626222 BG492636 AW380620 BF800058 AW370956 AA290909 R25857 BG952995 BF801437 AA172077 AU155690 
AU149783 AI720904 AA902936 AA885727 AI470830 AV740677 AA1429B2 AA4B24B5 AU145485 AW576399 AIM 55042 R63448 BF245427 
BE928472 D25910 BF75B439 BF958785 BE565238 AA355981 A1905607 BG291148 BG533096 BG532888 BF030886 BG613756 BE928471 
BG574501 AA187596 AA361196 T95557 BG531446 BG527242 BG527513 BG611106 AA085995 BF847252 BG024608 BE540261 BG531236 
AL579993 BG108733 BG483503 BG571032 BG492505 

40021 0 1 33_1 BC014030 NM 004068 BC004996 AK057883 D63475 BM468205 BG386792 BG750447 BG575842 BG479084 BG741027 AU1 181 29 BE901043 

AU141281 BG825395 BG338276 BE396231 AU121493 AU131489BF341132 BG335659 BI769251 AU1 42779 AU 124483 BG480828 AU121353 
BG702326 AU137865 BG759D46 BI460601 BE887290 BG750415 BF127710 BG757819 BI160266 AU122086 BG824046 BG744180 BE884943 
BM006510 BG702599 BI870749 BF307033 BI334771 BG480606 AU142599 AU141336 BM018563 B1335565 AU138308 BE391241 BG774488 
BE278025 BG717959 BG706920 BE312567 AU138300 BE303034 BE303016 AU139252 BE336797 BG470940 BE336735 BF305197 AU134288 
AU139907 BE261245 BE208718 BG761912 BF212890 AW732692 BM01125B AW247629 AU136696 BF530078 BF204146 AL048752 BG328927 
BE388385 BE260122 AU138789 BE253465 BF733914 AW249415 AW239535 BE31 1791 BE256236 BF529742 BG770465 AW245777 AW245813 
BE296677 BE266852 BE168115 BE396596 BE280057 BE16B229 AI750820 AU134137 BF792191 AI272215 AI907348 AW238875 BF805152 
BF568397 BE712727 BE081443 BE001805 BF724536 BF744705 AW247385 BE796369 AU133759 AV705142 BE794402 BM465821 BG281284 
AW3B4831 BM450689 AU134125 BE31 1650 BF356318 BM462831 BG420555 BE749127 AU134590 BM019438 BC013796 BG761223 BG122058 
BE872076 BG748496 BGB21374 BE619159 BG423244 AU1371 10 AU127210 BE270081 AA496860 AA351380 AA356303 AU099781 AA355912 
AA37141 1 AA325535 U36188 AL569574 AL577204 AL525543 AL567342 AL567334 AL567122 AL536527 AL567098 BG681585 BGB24951 
BI870652 BI225855 AW393B78 BG750632 BI223B03 BE877552 BE270473 BE389392 BE779021 BM017845 BI1 1781 6 BE396513 BM049006 
AW393945 BE786941 BE267724 BE552981 BE314236 BF744102 BM019781 BF806053 BF828673 BF829181 BI008788 BF829180 BF829175 
BF433802 BE909928 BF839784 AW578564 BF943095 AW328030 AA448596 AW882688 AA909846 BF924341 AW361460 AA425174 BE940557 
BF761585 BF931276 BF9348B6 W6B597 BF933977 BI035906 BE836064 BF837576 Bt018368 AA205908 H54612 R88902 BE812330 BE932300 
BF924562AW805376BE769859 R87381 AA371901 BEB38855 AA326381 W56191 AA341231 AA464093 AL575977 AL518650 AL547393 
BG338327 AL517563 AL536921 BG207096 BG207589 BG199290 BG220159 BG744842 BG104730 AA555035 AA618009 AA851062 AA610582 
AW245418 AI040983 AA521 380 AW245455 AU 147292 AU155236 BE620286 AW250767 BF888236 BE620819 AU1 54343 AU 150827 AU148334 
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oO 418869 
400261 



AW069495 AA701091 AU155225 AW250019 AA666235 AU147764 AA449739 BF907598 AW043731 AU144390 A1924565 BE300631 AWB74021 
BE208088 BF732773 BF594057 AI159873 AU143930 N24100 A1052499 AI989370 AI366151 AI139248 AU144776 AA838250 A1095433 AI269227' 
BF81 1358 AU151352 AA477554 AI131290 AJ049797 AU1 57349 AA620559 AA581533 AI338299 AA402755 AI050079 AU1 57614 A1280691 
AA70B590 BE206615 AA861056 AU153214 AU155712 AW059554 AI081 124 AU155846 AI081 123 AA7 19876 A1754976 A1027763 AA723095 
BI5187B2 AW050706 F37521 R79062 AA565530 H39826 AA404670 AU158B84 AH 39682 AA513633 A1283202 AA651856 AI623515 AA427413 
AW248474 BF841432 BM453246 AJ302390 AA808269 AI249357 M1 32775 AA716732 AM79932 AJ198296 AJ208674 A1088433 F36977 AA496B99 
AW615762AA602541 AA341161 058785 T15399 AI286077 W69152F2841BAI272156AA338034AA568455BE206121 AI080033 AJ6996B0 
AA861255 AI953465 AI613240 AL581773 AL531577 BF526361 AA657809 AW152670 BE621 523 AW078705 AW673719 AA10261 3 AA195504 
R72209 AA402208 AA404305 N24999 A1963535 D54741 BM61415 BM475959 B126G926 B1116213 BE280120 BE940258 BE280044 AI905744 
BG001474 8E937718 BF799283 BI091621 BG421006 BG289235 BF736825 BI253429 BG170064 R72512 T92815 BF931257 BM455183 BG033362 
B6574220 N31395 BF739185 AA371995 BE879011 BI198754 BF378989 T12266 BM019421 BI194570 BF378992 AW996595 BI858649 W94605 
W61 345 AA122384 AA1 71923 T92736 AA761 504 AIB1 9039 A1439358 AL517777 AL565919 AA622001 AA642695 AA704144 AA081455 AA070621 
AA375562 AA700011 AA926863 W37310 AL566236 BF677809 BG760021 AW351433 BE828605 BE268449 BF8Q5977 BG292452 BF981071 
BF217108 BF928698 R33993 AW882841 AJ857453 AW078733 A1433035 AI018103 R90927 AA804720 AA551734 R33835 H19741 R78754 
BF930494 BG109583 AA631926 8E834008 BG995533 
6624 1 X75684 AL573167 AI445461 AI453743 A1983B55 AI564644 AA977180 AI694111 AI591358 AW071625 AI67871 2 AT720939 A1927769 BE439796 

AI963432 AA292956 AW1 92593 AI865838 AI696905 A1424384 AI161312 AI911921 AI597801 BI494959 AI240988 AM92554 AW262737 BE044033 
AW008570 AW629505 BI494958 AA088439 AA706057 BF222820 BF593508 BE501957 AA524526 BE044134 AW572531 AW015724 BE349186 
AA043217 BE219784 A1799814 AA1 29575 A1671 727 A1470033 BE646195 AW779725 AA903050 AA1 47228 AA404570 AI075878 W38161 AI972739 
AW673152 AA723200 C06123 BF057147 AA627686 AA157944 AJ990245 AA662517 T32487 A1800106 AI333170 AI859160 W45410 A1990827 
AW275048 AA182640 AA478328 AI298935 AW085158 AW471421 AW103470 AW300456 AW191997 Al 823456 AA962397 AA136658 A1251B17 
AW339104 AA724739 AA411100 M191349 M757735 AA037696 AI769516 AW772283 AA010631 A1692846 A1061065 H80983 R79933 AI950693 
AI245632 A1349390 AA148284 AI798502 AA487893 AI621 320 AW1 94272 C06365 AA953883 BE858936 A1918523 AI872628 A1927217 AI453453 
A!1 89366 AW338678 A1261 359 AI500576 BF477735 A1032569 AI972899 AI985583 Z28771 A1363829 AI693030 AA603586 BE773488 AW339301 
BE773489 BE773462 BE773495 AI650338 BE773499 AI745717 BE81 1475 BE81 1470 BE81 1464 BE81 1 418 BE81 1415 BE81 1400 BEB1 1398 
BE81 1388 BE811352 BE773501 BE773494 BE773486 BE773474 BE773473 BE773470 BE773461 BE811350 BE811337 BF593847 BG055071 
AW675302 BF00306B AA719173 BE81 1 348 A1582462 AI686240 BE773500 A1244845 A1565439 A191 8453 A!472527 AI446740 AA035576 AA19141 4 
AW674145 C05782 AI589264 D57558 A1468237 AI432033 AA989562 R21752 BF002457 AA988297 AL574095 AL576200 AL571074 AL574525 
AL578810 BG498381 AI928364 BE879732 AA479834 AA479712 C17732 BM091258 BF843901 AW820230 C17476 BE3271 20 AA1 29574 
AA136645 BF843900 AW806193 AA502832 AA649494 AL56B520AL547950 BE706937 BE811360 BE773498 BE811401 BE773484 BE811437 
BE811380 BE811399 BF997171 BF757734 BE926037A1377596 C06111 AW088968 BE81 1404 BE81 1472 A1B6S912 AI925607 AI871950 AI093510 
BE9059Z7 BE81 1435 AA191387 AW772000 BE81 1453 BE614379 BF844522 BI044896 A1744233 AW984527 C17504 BF843883 A1248307 
BE773483 A1567995 W60075 BF941183 AI738844 BE811458 BE773481 AI262930 AA948565 BE706942 BE156360 T65026 AW242958 AW197954 
BE905184 AA722206 A1344943 A1348877 Al 334860 BE621 857 BE 156280 M454099AA0377 22 BF843897 AW806183 AA043216BG482B96 
AA182734 AA877242 AW372926 H27252 R381 14 BF851858 BE1 5621 4 AA190427 T91762 AA0350S7 AA837326 T10930 BF906587 BI755027 
BG506731 BC008442 BC0101 66 AL5501 34 AL553096 AL548700 AL550751 AL547978 AL545286 AL540643 AU1 18627 AL601 379 BI259821 
BG741786 BI868522 AU135866 BI552770 B1259210 BI256520 BI255569 BG485098 BI258228 BG498501 BM044512 AU133984 A1556586 
BE745111 BI222633AU133917BG288151 BG60715BI550550BG500773B1551761 BG707601 BI818593 BF691383 BG721129 BG541578 
BE906666 BG751098 BI224135 BG400746 BG478065 BE790436 AW080238 AU137549 BG429896 BE392486 AW961686 BG721056 BE906365 
BE546656 BG541 235 AW5B3735 BG528290 BI260895 AW651691 BM048974 BM043805 BG142185 AA315188 A1446615 C06300 BG497644 
AA088544AI815987BG528631 BE61 9182 AW239185AW062910 AW062902 AA347236F1 1933 AA488005 AA301631 AA376800 D56120 
AA343532 AA308536 F00242 AA376086 AA316968 AA343799 BI870221 BE910282 BG538748 AW960564 AV732879 D16854 AA192519 BF9221 48 
AA216013 BG624091 BE544387 BG507008 AW176446 BF790033 BE088925 BE088854 AA921353 R21800 AA011222 T97525 
BC015334 AA805670 AW014686 N66615 BG029745 AA481269 H91728 

AJ420458 AI01 8523 AA708686 BF949633 AL1 19553 BF945960 AI081305 AA041432 AI92101 3 AI684910 A) 654847 AW874199 AI206120 
AW241428 R43035 T66767 AW10371 5 W28478 BF953052 H45926 BF807568 AW903943 BE1701 43 BI040435 BF931989 B1600000 AV722350 
W27787H45331 BI549761 R53955Bl5498556G991583BI491075AW020049AW129293 m5263 M410309AA340613 R42410AA7071^ 
AI431 587 BE858679 AW292267 AI421678 AA041 195 BE4667S3 AJ243913 AI358894 AW137298 AI366468 N64350 AA779107 AW025969 R49056 
AA347011 R55722 AW771 106 F04969 Z38381 F01659 H17396 BI493714 A1880103 AW771447 A1202561 AA788851 AI494436 BF8561 14 H22570 
AW957244 AA3705BS AW957239 

X75684 AL573167 AI445461 AI453743 A1983655 AI564644 AA9771 80 AI6941 1 1 AI591358 AW071 625 A167871 2 AI720939 AI927769 BE439796 
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SSSS^^ ^harnLet^^^^onen^TheONA 
sequence of human chromosome 22.* Dunham L et at, Nature (1999) 402:48*495. 
Strand: Indicales DNA strand from which exons were predicted. 
5 NLpositiorc Indicates nucleotide positions of predicted exons. 

Pkey Ref Strand Nljosfon 

402250 3399S65 Minus 113765-113910,115653-115765,116808-11694 

10 401027 7230983 Minus 70407-70554.71060-71160 

400991 8096825 Plus 159197-159320 

406137 9166422 Minus 30487-31058 

404083 9944029 Minus 16650-17082 
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15 400792 7382433 Ptus 134339-134593 

404289 2769644 Plus 15049-15286,30267-30457 

401083 3242744 Ptus 33192-333S0 

402211 7689783 Minus 67414-68229 , 

402705 8782736 Plus 89961-90114,90773-90895.91131-91261 

20 402233 7690102 Pius 90281-91477 

405370 2078469 Minus 38980-39111 

25 S S«£ Z S&84.8892-9023.967M807, 

406364 9256114 Minus 50715-50833 

405490 7705240 Plus 20683-20850 

400755 8119083 Minus 120084-120889 

404276 9885189 Plus 127624-127856 

30 402915 7405502 Minus 140-276 

405616 5649378 Minus 2782-3308 

400847 9188605 Plus 44643-44835 

402328 4464283 Minus 13758-13922,14558-14752 

405369 2078469 Minus 34183-34357,3568^35751 

35 400845 9188605 Rus 34428-34612 

S7 £5! £ K^1696,51821^52257,5330 

SSS SSS fS S^1»11W 

40 405110 8096888 Minus 118940-119100 

403608 8308266 Minus 121321-121476 

401241 4827300 Minus 30503-30844.3105&-31248 

405102 8076881 Minus 120922-121296 

404185 4572584 Minus 129171-129327 

45 405545 1054740 Plus 118677-118807,119091-119296.121626-12182 

405411 3451356 Minus 17503-17778.18021-18290 

405S02 4753260 Plus 44647-44778 

403391 9438337 Rus 4241(M2544.83317^3540,8684(W6922,8797 

403869 7280046 Minus 34379-34583 

50 404942 7382153 Plus 92095-92252 

403142 9444521 Rus 89286-90131 

400844 9188505 Pius 24746-24872.25035-25204 

402704 8782736 Plus 37368-37493 

55 S mm m. SIL.147794-147971.148351.4848 

401242 4827300 Minus 32616-32B63 

401943 4914397 Rus 65925-66371 

402807 6456148 Minus 101542-101660.103476-103656 

402603 9909395 Minus 141663-141852 

60 405328 3253114 Plus 21399-21583 

402974 9563349 Rus 124035-124321 

400987 80864B8 Mnus 22052-22185 

403335 8568884 Rus 112307-112524.114074-114703 

401113 9966541 Minus 19419-19959 

65 401185 9625304 Minus 177393-177691 

404537 8247909 Minus 188775-189573 

405266 4156171 Minus 63337-63552 

402615 9926801 Rus 131390-132157 

400566 9884730 Rus 64485^4714 

70 403212 7630897 Minus 156037 ;^6210 

403290 8083176 Plus 1928B-20076 

401342 9908862 Rus 309W242 
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403743 7652003 Minus 135463-136646 

403912 7710730 Mnus 72000-72290,72431-72700,7292^73199 

405099 8074292 Minus 114365-114514.128635-128831 

401445 8218584 Minus 93700-93886 

80 405480 2766593 Rus 33325 ; 33659 

402183 7658390 Minus 1X618-104298 

400749 7331445 Minus JS^SL 

406139 9166758 Minus 72397-72602 
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25054-25229 


401984 
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103825-104024 


406303 


8575868 
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173622-173786 



Table 5QA lists about 414 genes up-regulated in non-seminomatous mixed germ cell testicular cancer compared to normal adult tissues. These were selected from 59680 probesets 
on the Atrymetrix/Eos Hu03 GeneChip array such that the ratio of "average" non-seminomatous mixed germ cell testicular cancer to "average" normal adult tissues was greater than 
or equal to 2. The 'average' non-semmornatous mixed germ cell testicular cancer level was set to the 85th percentile amongst non-serrnrwrnatous mixed germ cell testicular cancers. 
The "average" normal adult tissue level was set to the 95th percentile amongst non-maDgnanl tissues. In order to remove gene-specific background levels of non-specific 
hybridization, the 10th percentile value amongst the non-mangnant normal body tissues was subtracted from both the numerator and the denorninator before the ratio was evaluated. 

Table 51A Bsts about 518 genes up-regulated in sermnomatous testicular cancer compared to normal adult tissues. These were selected from 59680 probesets on the Affyrnetrix/Eos 
Hu03 GeneChip array such that the ratio of "average* semicomatous testicular cancer to "average" norma) adult (issues was greater than or equal to 2. The "average" seminomatous 
testicular cancer level was set to the 85th percentile amongst seminomatous testicular cancers. The "average" norma) adult tissue level was set to the 95th percentile amongst non- 
malignant tissues. In order to remove gene-specific background levels of non-specific hybridization, the 10th percentile value amongst non-malignant normal body tissues was 
subtracted from both the numerator and the derwrranator before the ratio was evaluated. 

Table 52A Fists about 673 genes up-regulated in testicular cancer (non-seminomatous and seminomatous) compared to normal adult testicular tissues. These were selected from 
59680 probesets on the Affymetrix/Eos Hu03 GeneChip array such that the ratio of "average" testicular cancer to 'average* normal testicular adult tissues was greater than or equal to 
6. The "average" testicular cancer level was set to the 75th percentile amongst testicular cancers. The "average" normal adult testicular tissue level was set ta the 95th percentile 
amongst norHnalignant testicular tissues. In order to remove gene-specific background levels of non-specific hybridization, the 1 0th percentile value amongst non-malignant normal 
body tissues was subtracted from both the numerator and the denominator before the ratio was evaluated. 

Table 53A fists about 735 genes up-regulated in testicular cancer (norv-seminornatous and sermnomatous) compared to normal adult tissues. These were selected from 59680 
probesets on the Affymetrix/Eos Hu03 GeneChip array such that the ratio of 'average' testicular cancer to "average" normal adult tissues was greater than or equal to 3. The 
•average" testicular cancer level was set to the 95th percentile amongst testicular cancers. The 'average" normal adult tissue level was set to the 95th percentile amongst non- 
malignant tissues. In order to remove gene-specific background levels of non-specific hybridization, the 10th percentile value amongst non-malignant normal body tissues was 
subtracted from both the numerator and the denominator before the ratio was evaluated. 

Table 54A lists about 476 testi-specffic genes downregulated In testicular cancer (non-seminomatous and seminomatous). These were selected from 59680 probesets on the 
Affyrnetrix/Eos Hu03 GeneChip array such that the ratio (R1 ) of normal test' to normal adult tissues was greater than or equal to 3. R1 was calculated as the mean number of 
interquartile range values over the median normal adult body tissue expression among normal testicular samples. The ratio (R2) of "average" normal lesfi to "average* testicular 
cancer among these genes was greater than or equal ta 2. The 'average* normal tesfj level was set to the 50th percentile amongst normal testis. The "average" normal testicular 
cancer level was set to the 95th percentile amongst testicular cancer samples. In order to remove gene-specific background levels of non-specific hybridization, the 10th percentile 
value amongst non-malignant normal body tissues was subtracted from both the numerator and the derwminator before the ratio was evaluated. 

Table 55A fists about 586 genes up-regulated in non-seminomatous mixed germ cell testicular cancer compared to normal adult testicular tissues. These were selected from 59680 
probesets on the Affymetrix/Eos Hu03 GeneChip array such that the ratio of "average" non-seminomatous mixed germ cell testicular cancer to 'average' normal adult testicular 
tissues was greater than or equal to 4. The "average" non-seminomatous mixed germ cell testicular cancer level was set to the 95th percentile amongst non-seminomatous mixed 
genu cell testicular cancers. The "average" normal adult testicular tissue level was set to the 95th percentile amongst non-malignant testicular tissues. In order to remove gene- 
specirtc background levels of non-specific hybridization, the 10th percentile value amongst non-malignant normal testicular tissues was subtracted from both the numerator and the 
denominator before the ratio was evaluated. 

Table 56A Ests about 812 genes up-regulated in seminomatous testicular cancer compared to normal adult testicular tissues. These were selected from 59680 probesets on the 
Affymetrix/Eos Hu03 GeneChip array such that the ratio of "average" seminomatous testicular cancer to 'average' normal adult testicular tissues was greater than or equal to 4. The 
'average' seminomatous testicular cancer level was set to the 50th percentile amongst seminomatous testicular cancers. The 'average* normal adult tissue level was set to the 95th 
percentile amongst non-malignant testicular tissues. In order to remove gene-specific background levels of non-specific hybridization, the 10th percentile value amongst non- 
malignant normal testicular tissues was subtracted from both the numerator and the denominator before the ratio was evaluated. 



TABLE 50A 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unlgene Title: Unigene gene title 

R1: Ratio of non-seminomatous mixed germ cell testicular cancer compared to normal adult tissues 



Pkey 



ExAccn 



UniGene 



Unigene Title 



R1 



432666 
432730 
450581 
418696 
423458 
428664 
448981 
407710 
429486 
451105 
417407 
420759 



AW204069 

A106S520 

AF081513 

AW959433 

A1204212 

AK001666 

AI968719 

AW022727 

AF155B27 

BE382701 

AA923278 

T11832 



Hs.131358 
Hs.25195 
Hs.326290 



Hs.189095 
Hs.1 95387 
Hs.23616 
Hs.203953 
Hs.259$0 
Hs.290905 
Hs.1 27797 



ESTs, Weakly similar to unnamed protein 
ESTs 

TGF-beta4 

hypothetical protein FU12581 
ESTs 

similar to SALL1 (sai (DrosophBaHike 

ESTs 

ESTs 

hypothetical protein FU 10339 
N-MYC oncogene 

ESTs, Weakly similar to protease [Ksapi 
Homo sapiens cDNA FU11381 fis, clone HE 



74.60 
50.55 
47.85 
44.05 
36.60 
30.60 
26.40 
24.00 
19.35 
18.85 
18.40 . 
18.25 
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424578 
410756 
404996 
447534 
456847 
446979 
438915 
452838 
449322 
418007 
448776 
433330 
410102 
447188 
406547 
434649 
428227 
408906 
437099 
430676 
426866 
446791 
433159 
428479 
427521 
452291 
427486 
425266 
408465 
444971 
413318 
425769 
409731 
424905 
412265 
407340 
453884 
422956 
432239 
440119 
431840 
435918 
412537 
416658 
428916 
424085 
453392 
437052 
425427 
443523 
457465 
442832 
427711 
453913 
448588 



415857 
412642 
44306B 
438450 
441287 
425572 
416747 
436902 
441627 
440304 
432407 
436B12 
423673 
431354 
430044 
437036 
435663 
427667 
416111 
447254 
434551 
430272 
427961 
424315 
409798 
418477 
418378 



AK001973 
AA252254 

AW953935 
AI360455 
AI654443 
AA280174 
U65011 
AI638616 
M13509 
BE302464 
AW207084 
AW248508 
H65423 

M738254 
AA321649 
BE296227 
N77793 
AF084866 
U02330 
AI632278 
AB035898 
Y00272 
AW973352 
AF015592 
AA974433 
J0OO77 
AW196940 
A1651116 
AU076607 
U72513 
AA125985 
NM.002497 
AA101325 
AA810168 
AA355925 
BE545072 
X81334 
AA865455 
AA5349Q8 
AF263538 
AL031778 
U03272 
AF003001 
NM 002914 
U23752 
AA861697 
AI652662 
AKD01575 
AW301344 
AW206560 
M31659 
AW004683 
AI970276 
AA628980 
AA866115 
BE244598 
A1188710 



AW293132 
AB011076 
AW876523 
AW247145 
AA947552 
BE159984 
AA221036 
AW298067 
BE003054 



AM64510 
A1571514 
A1023707 
AK001279 
AA033B13 
NM_004153 
BE387162 



AW293165 
AW614850 
AA248587 
AW022983 
AW962081 



Hs. 150890 hypothetical protein 
Hs.226949 ESTs 

Taipei Exon 
Hs.288655 ESTs 
Hs.37776 ESTs 
Hs.197683 ESTs 

Hs .285681 Williams-Beuren syndrome chromosome regi 
Hs.30743 preferentially expressed antigen in mela 
Hs.196565 ESTs 

Hs.831 69 matrix metalloproteinase 1 (interstrfial 
Hs.30057 MRS2 (S. cerevisiaeHike, magnesium horn 
Hs.1 32816 hypothetical protein MGC14801 
Hs.279727 ESTs; homotogue of PEM-3 [Ciona savignyi 
Hs.17631 hypothetical protein DKFZp434E2135. _ 
Target Exon 

Hs.1 65390 ESTs, Highly similar to A40350 transcrip 
Hs.2248 small inducible cytokine subfamily B (Cy 
Hs.250822 serine/threonine kinase 15 

ESTs, Highly similar to S14458 larninrn a 
gbiHomo sapiens envelope protein RIC-3 ( 
neureguTm 1 
ESTs 

Wnesin-like protein 2 
cell division cycle 2, G1 to S and G2 to 
ESTs 

CDC7 (cell division cycle 7, S. cerevisi 
fibroblast growth factor 4 (heparin seer 
alpha-fetoprotein 
ESTs 
ESTs 

inter-alpha (globulin) inhibitor, H2 pol 
Human RPI13-2 pseudogene mRNA, comptele 
thymosin, beta, identified in neuroblast 
N1MA (never in mitosis gene a)-related k 
hypothetical protein FU 12457 , 
vitiHgo-assoctated protein VTT-1 
WAA0186 gene product 
ECT2 protein (Epiuiefial cell transforms 
matrix metalloproteinase 13 {collagen ase 
ESTs, Moderately similar to unknown [Rs 
POU domain, class 5, transcription facto 
growth differentiation factor 3 
nuclear transcripGon factor Y, alpha 
fibrillin 2 (congenital contractural ara 
telomere repeal binding factor (NIMA-in 
replication factor C (activator 1) 2 (40 
SRY (sex determining region Y)-box 11 
ESTs 

branched chain aminotransferase 1, cytos 
hypothetical protein FU10713 
DNA replication factor 
ESTs 

solute carrier family 25 (mitochondrial 
mutS (E. coB) homobg 2 (colon cancer, 
WAA1676 

down syndrome crifical region protein DS 
Homo sapiens cONA RJ11381 fis, done HE 
hepatocyte growth factor (hepapolefin A; 
ESTs 

nodal, mouse, homotog 
ESTs 

undifTerentiated embryonic cell Iranscri 
hypothetical protein RJ12910 
ESTs 

branched chain aminotransferase 1, cytos 
ESTs 

gbzr03f12j1 Stratagene NT2 neuronal pr 
gb:Ul-H-BW0-ajp-g^9-0-U1^1 NCLCGAP.Su 
Hs.1695 matrix metalloproteinase 12 (macrophage 
Hs.251673 DNA (cytosine-^)-rnethyltransferase 3 be 
Hs.152612 ESTs 
Hs.1 33022 ESTs 
Hs.134273 ESTs 

Hs.180171 Homo sapiens cDNA FU10417 lis. clone NT 
Hs.7901 8 chromatin assembly factor 1 , subunit A ( 
Hs.179D8 origin recognition complex, subunit 1 (y 
Hs.280658 ESTs, Highly similar to A35661 DNA excis 
Hs.237658 apoRpoprotein A-ll 
Hs.143134 ESTs 
Hs.1 93384 putatative 28 kDa protein 
Hs 30237 ESTs, WeaWy similar to AlUBJIUMAN !!!! 

gfcdf46h12.y1 Morton Fetal Cochlea Homo 
gb:EST374154 MAGE resequences, MAGG Homo 
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Hs.172816 
Hs.195922 
Hs.1 50587 
Hs.334562 

Hs.28853 

Hs.155421 

Hs.253277 

Hs.148659 

Hs.75285 

Hs.159486 

Hs.56145 

Hs.153704 

Hs.86154 

Hs.284289 

Hs.36232 

Hs.122579 

Hs.2936 

Hs.125331 

Hs.2860 

Hs.86232 

Hs.79432 

Hs.194562 

Hs.139226 

Hs.32964 

Hs.120591 

Hs.1 57205 

Hs.9536 

Hs.122908 

Hs.253569 

Hs.180408 

Hs.78934 

Hs.156905 

Hs.1 92371 

Hs.127797 

Hs.809 

Hs.65853 

Hs.131373 

Hs.158307 

Hs.1 5929 

Hs.192729 

Hs58086 

Hs.125395 

Hs.13273 



17.86 

17.20 

16.15 

15.80 

15.00 

14.80 

14.75 

14.70 

14.35 

14.20 

12.95 

12.70 

1255 

12.43 

12.35 

12.10 

11.65 

1155 

11.05 

10.08 

10.05 

10.05 

9.85 ' 

8.95 

8.92 

8.90 

8.52 

8.50 

8.47 

8.35 

8.35 

8.00 

7.95 

7.75 

7.65 

7.50 

7.36 

7.25 

7.25 

7.22 

7.13 

7.13 

7.08 

7.05 

6.88 

6.75 

6.75 

6.75 

6.72 

6.71 

6.62 

6.54 

6.30 

6.30 

6.12 

6.09 

595 

5.85 

5.85 

5.81 

5.80 

5.76 

5,75 

5.70 

5.60 

5.60 

5.56 

555 

551 

5.51 

547 

545 

5.40 

5.40 

5.21 

5.15 

5.15 

5.12 

5.05 

5.05 

5.00 

5.00 

4.95 
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430255 AK000703 Hs.323822 Homo sapiens mRNA for KIAA1551 protein, 4.94 

443537 D13305 Hs.203 cholecyslokinin B receptor 4.92 

431494 AA991355 Hs.298312 hypolhefica! protein DKF2p434A1 31 5 4.90 

416661 AA634543 Hs.79440 IGF-ll mRNA^tnding protein 3 4.85 

5 423842 AW452650 Hs.157148 hypothetical protein MGC13204 4.80 

449592 A1655494 Hs.195718 ESTs 4.75 

407300 AA102616 Hs.1 20769 gb:zn43e07.s1 Straiagene HeU cell S3 93 4.73 

420333 AJ001383 Hs.97084 lymphocyte antigen 94 (mouse) homolog {a 4.68 

446700 AW206257 Hs. 156326 Human DNA sequence from done RP1 1-145L2 4.61 

10 445537 AJ245671 Hs.12844 EGF^Ike^k)man, multiple 6 4.60 

448966 AW372914 Hs.86149 phosphoinositd 3#osphaie-binding prot 4.50 

439570 T79925 Hs.269165 ESTs. WeaHysunflarto ALU 1.HUMAN ALUS 4.50 

440006 AKQ00517 Hs.6844 NALP2 protein; PYRIN-Containing APAF1-li 4.48 

402145 Target Exon 4.48 

15 408750 BE294069 Hs.93581 hypothetical protein FU 1051 2 4.47 

453289 AI1B8161 Hs.144627 ESTs 4.45 

430252 AI538774 Hs.1 05328 testes devebpmenkelated NYD-SP20 4.40 

422689 AW856665 gb«C3-CT0297-29010W1W03CT0297Homo 4.32 

_ . 426427 M86699 Hs.1 69840 TTK protein kinase 4.30 

20 420047 Al 478558 Hs.94631 farefeldin A-tnhita'ted guanine nudeofide 4.20 

430287 AW182459 Hs.125759 ESTs, WeaJdy similar to LEU5_HUMAN LEUKE 4.18 

419635 NWL005033 Hs.91728 pdymyosifc^eroderma airtoantlgen 1 ( 4.15 

416209 AA236776 Hs.79078 MAD2 (mitotic arrest deficient, yeast h 4.10 

„ 438188 AA779975 Hs.128859 ESTs 4.10 

25 435514 AW592804 ESTs 4.10 

442333 AI650877 Hs.129302 ESTs 4.05 

413827 BE182082 Hs.246973 intronof Bicaudal D homolog 1 4.00 

445140 AI650599 Hs.197913 ESTs, Weakly simitar to SCP3 MOUSE SYNAP 4.00 

„ 448038 AW015073 Hs.232026 ESTs, Weakly similar to R052_HUMAN 52 KD 4.00 

30 458814 AI498957 Hs.170861 ESTs, Weakly similar to 2195_HUMAN ZINC 3.95 

419423 D26488 Hs.90315 K1AA0007 protein 3.95 

440527 AV657117 Hs.184164 ESTs, Moderately Mar to S65657 alpha 3.95 

441553 AA281219 Hs.121295 ESTs 3.95 

432415 T16971' Hs.289014 ESTs, Weakly similar to A43932 mucin 2 p 3.91 

35 409757 NMJJ01898 Hs.123114 cystatinSN 3.89 

432281 AK001239 Hs.274263 hypothetical protein FU10377 3.88 

450351 BE547267 Hs.59791 hypotheticai protein MGC13183 3.85 

403780 C4001759:gil133250lsplP19474IRO5^UMAN 3.84 

Arx 421917 AB028943 Hs.109445 WAA1020 protein 3.84 

40 417153 X57010 Hs.81343 collagen, type il. alpha 1 (primary oste 3.84 

429120 AK001673 Hs.196530 hypothetical protein FU 10811 3.82 

410193 AJ132592 Hs.59757 zinc finger protein 2B1 3.80 

453922 AF053306 Hs.36708 budding uninhibited by benzhnidazotes 1 3.80 • 

415829 AW450198 Hs.163742 ESTs 3.78 

45 440953 AI683036 Hs.124135 Homo sapiens cDNA FU1 3051 fis, clone NT 3.77 

439780 AL1 09688 gb:Homo sapiens mRNA full length insert 3.70 

422938 NM.001809 Hs.1594 centromere protein A (17kD) 3.68 

415947 U04045 Hs.7B934 mutS (E. coll) homolog 2 (colon cancer, 3.66 

423123 NM_012247 Hs.124027 SELENOPHOSPHATE SYNTHETASE ; Human selen 3.65 

50 420900 AL045633 Hs.44269 ESTs 3.65 

426572 AB037783 Hs.170623 hypothetical protein FU1 1183 3.65 

426496 D31765 Hs.170114 WAA0061 protein 3.60 

452461 N78223 Hs,108106 transcription factor 3.60 

418379 AA218940 Hs.137516 Rdgetin-Ske1 3.50 

55 442573 H93366 Hs.7567 branched chain aminotransferase 1, cytos 3.4B 

428301 AW628666 Hs.98440 ESTs, Weakly similar to 138022 hypothec 3.45 

419384 AA490866 Hs.39429 ESTs 3.44 

453932 AW006303 Hs.329298 ESTs,WeakrystnTflarto(deflinenotava 3.43 

446293 A1420213 Hs.149722 UM domain transcription factor UM-1 (h 3.41 

60 422094 AF129535 Hs.272027 F-box only protein 5 3.40 

418661 NM.001949 Hs.1189 E2F transcription factor 3 3.40 

423198 M81933 Hs.1634 cefldrvision cycle 25A 3.39 

424153 AA451737 Hs.141496 MAGE-0ke2 3.38 

417705 AW134952 Hs.175220 hypothetical protein FU14541 3.37 

65 443715 AI5831B7 Hs.9700 cycfinEI 3.34 

420281 AI623693 Hs.323494 Predicted cation efflux pump 3.34 

449571 AW016812 Hs300266 ESTs 134 

424687 J05070 Hs.151738 matrix metafloproteinase 9 (getatinase B 3.31 

„ 452807 AA02B933 Hs.162434 ESTs 3.31 

70 422756 AA441787 Hs.1 19689 glycoprotein hormones, alpha polypeptide 3.30 

421650 AA781795 Hs.1 22587 ESTs 3.30 

418355 L42563 Hs.1165 ATPase, H? transporting, nongastric, alp 3.28 

438494 AA908678 Hs.130183 ESTs 3.23 

_ r 424568 AF005418 Hs.150595 cytochrome P450, subfamay XXvIA, polype 3.22 

75 433764 AW753676 Hs.39982 zinc finger protein RINZF (NMJJ23929) 3.20 

427642 R40761 Hs.9834 ESTs 3^0 

414747 U30872 Hs.77204 centromere protein F (350/400kD. rritosin 3.18 
403432 NMJIQ1622:Hamo sapiens aJpha-2-HS^lycop 3.18 

on 442618 R56222 Hs.26514 ESTs 117 

Oil 415799 AA653718 Hs225841 DKF2P4340193 protein 3.17 

416000 R82342 Hs.79856 ESTs,WeakrysimflartoS65657alpha-1C- 3.15 

450431 AW135797 Hs.266041 ESTs 3.13 

433800 AI034361 Hs.135150 lung rype4 cell membraruKBSOciated gly 3.12 
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430835 
419741 
417791 
434609 
430253 
411975 
430491 
413943 
440207 
435726 
432840 
450149 
435373 
452571 
454679 
414972 
437496 
420092 
438378 
434414 
422746 
446258 
444371 
409517 
414034 
443169 
447519 
453785 
406687 
416201 
412140 
457191 
410704 
413646 
421307 
427719 
451684 
414590 
442032 
437123 
445528 
442007 
438180 
453900 
423765 
420949 
413813 
433914 
445413 
448769 
411022 
423600 
447175 
414151, 
448877 
427584 
440591 
449665 
453775 
429228 
410929 
427528 
446142 
445093 
413686 
447733 
420218 
407275 
414312 
421535 
439979 
426075 
435096 
422468 
449576 
415684 
452226 
421451 
424308' 
418203 
453941 
413762 
449655 



AI240006 
NM.007019 
AW965339 
R76593 
AK001514 
AI916058 
AL109791 
AW294416 
A1371978 
BE535787 
AK001403 
AW969781 
AW665538 
W31518 
AW813110 
BE263782 
AA452378 
AA814043 
AW970529 
AI798376 
NWL004484 
A1283476 
BE540274 
X90780 
U89277 
AI038687 
U46258 
AI368236 
M31126 
AA467752 
AA219691 
A1376228 
BE076754 
BE155042 
BE539976 
AI393122 
AF216751 
NKtO005O6 
AW015786 
AL049285 
AU076640 
AA301116 
AA808189 
AW003582 
R23858 
AA934053 
M96956 
AF10B138 
AA151342 
M66037 
AW936378 
A1633559 
A136520B 
AW976468 
A1583696 
BE410293 
AA431599 
AI655391 
NMJXJ2916 
AI553633 
H47233 
AU077143 
AI754693 
AI207197 
AI469213 
AF157482 
AW958037 
W364186 
AA155694 
AB002359 
AW600291 
AW513691 
AA664977 
AA355210 
AW014631 
D59356 
AA024898 
AA291377 
AW975531 
X54942 
U39817 
AW411479 
AI021987 



Hs.192326 ESTs 

Hs.93002 ubiquilin carrier protein E2-C 
Hs.1 11471 ESTs 

gb:yi60c11.r1 Soares placenta Nb2HP Homo 
Hs235844 hypothetical protein FU 10552 
Hs.144583 ESTs 

Hs.241559 Homo sapiens mRNA full length insert cDN 
Hs.144587 Homo sapiens cDNA RJ 12981 fis, done NT 
Hs.128326 ESTs 
Hs.113170 ESTs 

Hs.279521 hypothetical protein RJ20530 
Hs.1 32863 Zic famiiy member 2 (odd-paired Drosophi 
Hs.117689 ESTs 
Hs.34665 ESTs 

gb:CM4-ST0189-051099421-f05 ST0189 Homo 
Hs.77695 K1AA0008 gene product 
Hs.146668 Homo sapiens mRNA; cDNA DKFZp547J!25 (fr 
Hs.88045 ESTs 

Hs.86434 hypothetical protein FU21816 

gb:tr34b07.x1 NCl_CGAP_Ov23 Homo sapiens 
Hs.119651 grypican3 
rK26347B ESTs 
Hs^39 forkteadboxMI 
troponin I, cardiac 
Hs.305985 early development regulator 1 {homotog o 
Hs.133338 ESTs 
Hs.339665 ESTs 

Hs.283732 ESTs, Moderately similar to ALU INHUMAN A 

matrix metaBoproteinase 11 (stromelysin 
Hs.195161 ESTs 

Hs.73625 RAB6 interacting, kinesin-like (rabWnes 
Friend leukemia virus integration 1 
gb:CM1-8T0601-180200-121-b10BT0501 Homo 
gb:PMO.HT0349-10129«)02-E04 HT0349Homo 
Homo sapiens mRNA; cDNA DKFZp434B0425 (f 
ESTs 
CDA14 

coagulation factor II (thrombin) 
ESTs 

Homo sapiens mRNA; cDNA DKFZp564M193 (fr 
nucleolar protein 1 (120kD) 
nucleolar phospboprotem Nopp34 
ESTs 

ESTs. Weakly similar to ALU8_HUMAN ALU S 
Homo sapiens, clone IMAGE',3840937, mRNA, 
ESTs, Weakly similar to 138022 hypolheti 
teratocarcmoma-derived growth factor 1 
Homo sapiens DNA hefcase homotog (PIF1) 
CGI-147 protein 
ESTs 

gbK>V4-DT0021-301 299^)71-f05 DT0021 Homo 
ESTs 
ESTs 
ESTs 
ESTs 

v-myb avian myeloblastosis viral oncogen 
hypothetical protein FU23451 
Homo sapiens, clone IMAGB3840937, mRNA, 
• replication factor C(acfivator 1)4 (37 
ESTs 
ESTs 

mintehromosorne maintenance deficient (S. 
ESTs 
ESTs 
ESTs 

MAD2 (tratotic arrest deficient, yeast, h 
ribosomal protein L4 

gb:qw34h07jc1 NCLCGAPJJ14 Homo sapiens 
ESTs 

phc^phonT»syifixTTTy1gtycmamidine syntha 
hypothetical protein FU 10430 
ESTs, WeaMy similar to 2109260A B cell 
gb Jiu73b07^1 NCI_CGAPJ\M Homo sapiens 
gb:EST635B9 Jurkat T-cdis V Homo sapien 
ESTs 

sorbitol dehydrogenase 
Hs.157103 ESTs 
Hs.50831 ESTs 

Hs.154443 rnmichromosome maintenance deficient (S. 
Hs.83758 CDC28 protein kinase 2 
Hs.36820 Bloom syndrome 
Hs.848 FK506-binding protein 4 (59kD) 
Hs.59970 ESTs 



Hs.103305 
Hs.134726 
Hs.26813 
Hs.76530 

Hs.302053 

Hs.15243 

Hs.142838 

Hs.272151 

Hs.226414 

Hs.143375 

Hs.1 3836 

Hs.75561 

Hs.112160 

Hs.12677 

Hs.38173 

Hs.310359 
Hs.293506 
Hs.257245 
Hs.253313 
Hs.179718 
Hs.132799 
Hs.143375 
Hs.35120 

Hs.30643 

Hs.179565 

Hs.145968 

Hs.71404 
Hs.19400 
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Hs.6823 
Hs.270149 
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NM_U 10383 


H&242183 


hum- 1 to-00 tumor antigen 


2.49 


AA7AAA 
44/444 


AlUMUolo 


Hs.1 861 6 


nypotneuca protein rUAwl 1 


248 


414olo 


AtZU4o00 


Hs.96978 


nypotneuca proiem MGC10764 


2.48 


445363 


NMJJ05993 


Hs.1 2570 


tubuGn-specRlc chaperone d 


Z47 


452404 


AW450D75 


Hs212709 


ESTs 


2.46 


444823 


BE262989 


Hs.1 2045 


putative prolan 


2.46 


427675 


AW13B190 


Hs.1 80248 


zinc finger protein 1 24 (HZF-1 6) 


2.45 


444159 


«r4 icomc 

API 16846 


Hs.10431 


dead ringer (0rosoph3a)-&ke 2 (bright 


2.45 


436211 


AK001581 


Hs.334828 


hypothetical protein FU 10719; K1AA1794 


Z45 


416734 


H81213 


Hs.1 4825 


ESTs, Weakty similar to K1AA1 503 protein 


Z45 


433183 


AF231338 


Hs.222024 


transcription factor BMAL2 


2.45 


447350 


A1375572 




v-erb-a avian erythroblastic leukemia vi 


2.45 


428728 


Mil MCMC 

NWL016625 


Hs.1 91 381 


hypothetical protein 


2.43 


407325 


JL A AAJ 4 AA 

AA291180 


Hs^28476 


ESTs, Weakly similar to alternatively sp 


2.43 


410276 


AI554545 




angiopoietin~2 


142 


444670 


H58373 


Hs.332938 


hypothetical protem MGC5370 


Z42 


419029 


AA233397 


Hs326290 


hypothetical protein FU 12581 


2.42 


437908 


A f AO A A" 1 A 

AI082424 




ESTs 


2.41 


414812 


X72755 


Hs.77367 


monokine induced by gamma interferon 


2.41 


425202 


AW962282 


Hs.152049 


ESTs, Weakly siiriar to 138022 hypoiheti 


2.40 


42521 2 


AW962253 


Hs.171618 


ESTs 


Z39 


423787 


AJ295745 


Hs^36204 


nuclear pore complex protein 
GSK-3 binding protein FRAT2 


2.38 


425601 


AW629485 


Hs.1 40720 


Z38 


449576 


AW380579 


Hs.209657 


ESTs 


Z38 


429467 


NM_004477 


Hs 203772 


FSHO region gene 1 


Z37 


453227 


AW1 35862 


Hs.243991 


ESTs 


Z37 


417833 


AW003251 


Hs.86264 


hypothetical protein FU 14549 


2.36 


451999 


A1AHVJA1 

AW176401 


Hs.27424 


DEAD/H {Asp-Glu- Ala-Asp/His) box pdypep 


Z36 


407910 


AA55Q274 


Hs.41296 


fibronecb'n leucine rich transmembrane p 


Z35 


418866 


T65754 




gbtyd 1c07.s1 Stratagene lung (937210) H 


Z35 


410060 


ft.ll 1 AAtf J iA 

NM_001448 


Hs.58367 


gryplcan4 


Z35 


449138 


AW294215 


Hs.1 95631 


ESTs 


Z35 


425159 


NM_0O4341 


Hs.1 54868 


canbamoyt-phosphate synthetase 2, as part 


Z35 


434808 


AF1 55108 


Hs^56150 


Homo sapiens. Similar to RIKEN cONA 2810 


Z35 


436481 


AA379597 


Hs.5199 


HSPC1 50 protein sim3ar to ubiquitin-con 


Z34 


410275 


U85658 


Hs.61796 


transcription factor AP-2 gamma (activat 


Z34 


407818 


A 1 A A4 ftOO 

AL021938 


Hs.40154 


jumonji (mouse) homclog 


Z34 


417777 


AI823763 


Hs.7055 


ESTs, Weakly similar to 178885 serine/lh 


Z33 


401704 






NM_021 195*:Homo sapiens ciaudin 6 (CLDN6 


Z33 


449670 


F07693 


Hs.85603 


Homo sapiens mRNA; cDNA DKFZp434K2172 (f 


Z32 


424081 


NM_005413 


Hs.1 391 20 


ribonuctease P (3GkD) 


Z32 


422809 


AK001379 


Hs.1 21028 


hypothetical protein FU 10549 


Z31 


429271 


AF039850 


Hs.1 98515 


dead ringer (DrosophIla)-fike 1 


2.30 


432865 


AI753709 


Hs.1 52484 


ESTs, Weakly similar to 138022 hypothefi 


Z30 


421379 


Y15221 


Hs.103982 


small inducible cytokine subfamily B (Cy 


230 


410166 


AK001376 


Hs.59346 


hypothetical protein FU10514 


230 


448755 


AW503807 


Hs.21907 


histone acetyl transferase 


230 


403433 






NMJX) 1622 Homo sapiens alpha-2-HS-glycop 


Z29 


441031 


AI1105B4 


Hs.7645 


fibrinogen, B beta polypeptide 


Z29 


419594 


AA013051 


Hs.91417 


topcrisomerase (DNA) il binding protein 


228 


407289 


AA135159 


Hs.203349 


Homo sapiens cDNA FU12149 fis, done MA 


227 


425910 


AA830797 


Hs.1 84760 


CCAAT-box-btnding transcription factor 


Z26 


401220 






branched chain aminotransferase 1, cytos 


Z26 


453985 


N44545 


Hs.251865 


ESTs 


Z25 


414890 


BE281095 


Hs.77573 


urhfine phosphorytase 


Z25 


409014 


H83115 


Hs.49760 


origin recognition complex, subunit 6 (y 


225 


418140 


BE613836 


Hs.83551 


microfibril !ar-associated protein 2 


225 


424765 


A A iAA^A * 

AA428211 




hypothetical protein FU14033 simitar to 


225 


419278 


AU076799 


Hs.1 247 


apolipoprotein A-fV 


224 


412123 


BE251328 


Hs.73291 


hypothetical protein FU 10881 


224 


438459 


T49300 


Hs.35304 


Homo sapiens cDNA FU13655 fis, done PL 


223 


417273 


AKO022O9 


Hs.81831 


Homo sapiens cDMA FU 11 347 fis, clone PL 


2.23 


449722 


BE2B0074 


Hs.23950 


cycflnBI 


222 


443184 


AICIDTOO 

A153872B 


Hs.131973 


ESTs 


222 


416391 


AJ878927 


Hs.792B4 


mesoderm specific transcript (mouse) horn 


221 


4403HO 


M20KJ1 


Hs.7594 


solute earner family 2 (facilitated glu 


221 


435045 


BE297155 


Hs.143698 


ESTs 


221 


414883 


AA926960 




COC28 protein kinase 1 


221 


446323 


AI288Z74 


i k A J ITAA 

Hs.345792 


ESTs 


220 


410855 


X97795 


Hs.66718 


RAD54 (S,cerevisiae}-|jke 


220 


448757 


AJ36S784 




TATA hr\Y hrnritrtn nmtoln rTRP\_o«e<v'i;»tf» 




450254 


NMJ04885 


Hs.99231 


neuropeptide G protein-coupled receptor; 


220 


418973 


AA233056 


Hs.191518 


ESTs 


220 


413582 


AW295647 


Hs.71331 


hypothetical protein MGC5350 


220 


434334 


AA912476 


Hs.1 16750 


Homo sapiens cDNA FU 13221 fis, done NT 


220 


443748 


AW206447 




gb:Ul-H-BH-afg r o r 02-0-ai.s1 NCI_CGAP_Su 


220 


415989 


A1267700 




ESTs 


220 


400195 






NrvL007057*:Homo sapiens ZW1 0 interador 


220 


428878 


AA436884 


Hs.48926 


ESTs 


220 


431805 


NMJH4053 


Hs.270594 


avCR protein 


219 


446839 


BE091926 


Hs.16244 


mitotic spindle cciled-coi) related prot 1 


219 


4243B1 


AA285249 


Hs.146329 


protein kinase Chk2(CHEK2) 


218 


417389 


BE260964 


Hs.82045 


midkine (neurile growth-promoGng factor 


218 
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423905 

413992 

412722 

409089 

430809 

405542 

420509 

425234 

425580 

439398 

452833 

421350 

444853 

449410 

442717 

427953 

422281 

433675 

444960 

415890 

402099 

427779 

453005 

422170 

414161 

437623 

449810 

450663 

419525 

424727 

418592 

425292 

430821 

418552 

408291 

425474 

453028 

447831 

437162 

429166 

432446 

417866 

431093 

408116 

449569 



420552 
423175 
406137 
413833 
450375 
409066 
425700 
432359 



418054 
408446 
417115 
429840 
409717 
418113 
448275 
432731 
405157 
425274 
423739 
421310 
457107 
437257 
407259 



AW579960 
W26276 
A1343300 
NMJM4781 
AI791150 

M83554 
AW152225 
111144 
AA284267 
BE559681 
AW301608 
AW384082 
AA001356 
R88382 
AA417944 
M36B03 
AW977653 
A1611317 
H08225 

AA906997 
AW055308 
AI791M9 
M136106 
D63880 
AB008681 
K43540 
T79257 
AW590378 
X99226 
NM.005824 
AA487264 
AF198254 
AB023191 
Z48054 
AB006532 
AI433293 
AW005505 
AB033096 
AA542845 
AW7903 
AB031038 
AA251393 
AI656634 
AI761902 
AK000492 
W27595 

Z15005 
AA009647 
AA062980 
AF076292 
AA076049 
BE243834 
NMJJ02318 
AW450669 
AW952792 



Hs.135150 
Hs.104557 
Hs.15091 
Hs.50421 
Hs.262009 



AW452871 
AI272141 
BE514434 
R31178 

BE281191 
M398155 
AW630087 
AA418246 
AI2B3085 
L02256 



Hs.1314 
Hs.165909 
Hs.1907 
Hs.221504 
Hs.30736 
Hs.278188 
Hs.1 04879 
Hs.18159 
Hs.180591 
Hs.44331 
Hs.346935 
Hs.75319 
Hs.341531 
Hs.258712 

Hs.180780 
Hs.31803 
Hs.1 12432 
Hs.184852 
Hs.5719 
Hs.23994 
Hs.25292 
Hs.1 259 
Hs.152519 
Hs.284153 
Hs.155545 
Hs.154974 
Hs.86088 
Hs.44131 
Hs.158084 
Hs.31442 
Hs.164115 
Hs.5464 
Hs.197668 
Hs.294088 
Hs.82772 
Hs.301704 
Hs.289052 
Hs.195389 
Hs.99597 
HS.98B06 
Hs.347310 

Hs.75573 

Hs.66960 
Hs.159251 
Hs.274415 
Hs.50441 
Hs.83354 
Hs.45068 
Hs.334612 
Hs.99496 
Hs.56043 
Hs.83484 
Hs.20830 
Hs.287820 

Hs.155462 
Hs.97600 
Hs.103315 
Hs.185796 
Hs.290931 



tung typB-l cell membrane-associated gty 

RNA.U2 small nuclear 

ESTs 

KIAA0203 gene product 
ESTs, Moderately similar to 138022 hypot 
C19000728*:fli|12585552|splQ9Y2Q1|Z257_HU 
tumor necrosis factor receptor superfaml 
ESTs. Weakly similar to I38022 hypothec 
gatanin 
ESTs 

WAA0124 protein 

ESTs, Moderately similar to I54374 gene 
serine {or cysteine) proteinase mhibito 
ESTs 

ESTs. Weakly similar to T23976 hypolheti 
ESTs 

hemope&n 

ribonucleoQde reductase M2 polypeptide 
ESTs 
ESTs 

ENSP00000217725*iaminin alpha-1 chain p 
TERA protein 

ESTs, Weakly similar to N-WASP [Rsapien 
artj-Muilerian hormone 
K1AA1553 protein 

chromosome condensation-related SMC-asso 
acth/in A receptor, type IJB 
ribonudease HI, large subunit 
asialoglyco protein receptor 2 
hypothetical protein FU20674 
Fanconi anemia, complementation group A 
37 kDa leucine-rich repeal (LRR) protein 
Homo sapiens mRNA: cDNA DKFZp667N064 (fr 
IGF-ll mRNA-binding protein 1 
WAA0974 protein 
peroxisome receptor 1 
RecQ protein-fike 4 
ESTs 

thyroid hormone receptor coacBvating pr 
KIAA1270 protein 
GAJ protein 

collagen, type XI, alpha 1 
»mesodermin (Xenopus laevis) homolog 
Homo sapiens. Similar to RIKEN cONA 5430 
ESTs 
ESTs 

hypothetical protein 
hypothetical protein FU14627 
NM_000179*iHomo sapiens mutS (E. coO) h 
centromere protein E (312kD) 
a disintegrin and metaHoproteinase doma 
ESTs 

forkheadboxHI 

Homo sapiens cDNA FU10229 fis, clone HE 
CGW4 protein 
lysyloxidase4ike2 
hypothetical protein DKFZp434H43 
small nuclear ribonudeoprotein polypept 
ESTs 

CG1-1 15 protein 

SRY (sex determining region Y)-box 4 
klnesin-like 2 
fibnonecGn 1 

NM_003213 , :Homo sapiens TEA domain fan* 
rninichrornosome maintenance deficient (mi 
ESTs 

trinucleotide repeat containing 1 
ESTs, Weakly similar to Z1 84.HUMAN ZINC 
ESTs, Weakly similar to YFJ7.YEAST HYPOT 
gb:Human Fab fragment binding syncytial 
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AI352469 BE061601 B1062752 AW818205 BF887722 

AW973352 BF222929 AW016853 BF059130 A1651829 BE551767 AA558414 A13393S9 BF059601 A1961162 AI341422 A1206248 AI205165 
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AI075239 AI339996 AA701 623 Al 139549 AI336880 AA633648 AI989380 AI362835 AA399239 AI146955 BF51 4270 N92892 AI348243 AI278887 
AA459292 AJ494230 BF507531 AI492600 AA962596 AW61 3002 AA293140 AA235549 BF108854 AA954344 N49682 AI457100 AW589407 
AW300758 BE220715 BE220698 BE569091 BM009647 BF900351 A1537692 A12Q3723 A1857576 AA5B4410 AW371667 BM172363 
BM467830 AI084433 AW206447 AI400976 AI248530 R1 6553 

BC013389 BC017398 AI023543 AA191424 AI267700 A1469633 AW958465 AW953397 AA172056 BE940298 BF909208 BF909980 BF095153 
BG285B37AI720344 BF541715 AA355086M1 72236 

BM477554 BM423967 BC020979 AF067656 NM.007057 BI869291 BG468263 BG760599 BI261788 AA855060 BE257094 BF212452 BE888249 
BI259219 AW409765 BE089556 AL564377 BI2588B4 AW4404O1 AL578460 AL578434 AL556136 BG036804 AL531381 AW371767 BG610641 
BF1 02552 BE294929 BF792282 BG121657 BG502285 BG777493 AL564510 AW770358 AA573448 AA564001 AA969560 AW078946 AW750065 
AL573860AA143778 H99221 AA969210 AW103401 AW750073 

BG570706BG572749AW606284 H04O21 AA151166 AW954405 AA131254BG056461 W46291 H01532 H04384 H03231 AA852876 H04410 
H59605BE157601 AA113758 



TABLE 50C 

Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers In this column are Genbank Identifier (GI) numbers. "Dunham, el al." refers to the publication entitled The DMA sequence of 

human diromosorne 22" Dunham, el aL (1999) Nature 402:489495. 
Strand:. Indicates DNA strand from which exons were predicted. 
NLposifon: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposition 


404996 


6007890 


Rus 


37999-38145,38652-38998.39727-39872.4055 


406547 


7711513 


Minus 


172780-174358 


402145 


6018280 


Rus 


1130B6-114800 


403780 


8076989 


Rus 


93160-93409 


403432 


9719611 


Minus 


68204-68392 


401704 


3097841 


Ptus 


24712-25374 


403433 


9719611 


Minus 


72225-72437 


401220 


9929324 


Minus 


4807W8279 


405542 


7711499 


Rus 


117335-118473 


402099 


8117697 


Rus 


121553-121742,123265-123423 


406137 


9166422 


Minus 


30487-31058 
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TABLE 51A: 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene fine 

R1: Ratio of semincmatous testicular cancer compared to normal adult tissues 



Pkey 



ExAccn 



418696 AW959433 

432666 AW204069 

432730 AID66520 

426534 U58096 

428664 AK001665 

420367 AA259090 

420347 AL033539 

43705& AA861697 

407710 AW022727 

420528 AF130728 

42457B AK001973 

420759 T11832 

417407 AA923278 

429486 AF155827 

434649 M738254 

430252 A1638774 

423458 AI204212 

438915 AA280174 

427711 M31659 

427667 AK001279 



426427 
420401 AK001907 
406937 U14622 
430521 NM.016383 
425769 U72513 
418477 AW022983 
434551 BE387162 
436812 AW298067 
437789 AI581344 
433800 A1034361 
421241 X91817 
410102 AW248508 
418134 AA397769 
433159 AB035B98 
433975 AA971953 
422956 BE545072 
410561 BE540255 
431494 AA991355 
436899 M764852 
426083 AW962712 
.424905 NM_002497 
408908 BE296227 
413627 BE182082 
425572 AB011076 
415857 AA866115 
408728 AL137379 
406547 

424153 AA451737 
434699 M643687 
437421 AA917062 
409731 AA125985 
419423 D26488 
428227 AA321649 
431840 AA534908 
430576 AF084866 
436608 AA628980 
435206 A1432364 
414972 BE263782 
407340 AA810168 
426518 Z43039 
436513 AJ278110 
427521 AW973352 
423673 BE003054 
422232 043945 
420047 A1478658 
431041 AA490967 
427335 AA448542 
422797 AB033064 
418379 AA218940 



UnigenelD Unigene Title 

Hs.325290 hypothetical protein FU1 2581 

ESTs. Weakly similar to unnamed protein 
Hs.131358 ESTs 

Hs.2051 testis specific protein, Y-6nked 
Hs.1 89095 similar to SALL1 (sal (DrosophilaHike 
Hs.257028 ESTs 

Hs.97124 Human DNA sequence from clone RP1-309H1 5 
Hs.120591 ESTs 
Hs.23616 ESTs 

Hs.98586 doubJesex and mab-3 related transcripGo 
Hs.150890 hypothetical protein 
Hs.127797 Homo sapiens cDNA FU11381 6s, done HE 
Hs 290905 ESTs, Weakly similar to protease [H^api 
Hs.203963 hypothetical protein RJ10339 
Hs.165390 ESTs, Highly similar to A40350 transcrip 
Hs.1 05328 testes development-related NYD-SP20 .. 
ESTs 

Hs.285681 WilSams-Beuren syndrome chromosome regi 
Hs.1 8040B solute carrier family 25 (mitochondrial 
Hs.180171 Homo sapiens cONA FU10417 lis, ctone NT 
Hs.159840 TTK protein kinase 
Hs.97464 hypothetical protein 

gb:Human transketolase-like protein gene 
Hs.242183 H0M-TE&45 tumor antigen 
Hs.1 59486 Human RPL13-2 pseudogene mRNA, complete 

gb:df46h1Zy1 Morton Fetal Cochlea Homo 
Hs.280858 ESTs, Highly similar to A35661 DNA excis 

gb:UI-H-BW0-3|r>9-094-Ul.s1 NC1_CGAP_Su 
Hs.127612 ESTs, Weakly similar to T17330 hypotheti 
Hs.135150 lung type-1 cell membrane-associated gty 
HS.102B66 transketolase-fike 1 
Hs.279727 ESTs; homologue of PEM-3 [Ciona savigrryi 
Hs.86617 ESTs 
Hs.150587 kinesin-tike protein 2 
Hs.122055 ESTs 

Hs.1 22579 ECT2 protein (Epithelial ceB transform! 
Hs.6994 Homo sapiens cDNA: FU 22044 fis, clone H 
Hs.298312 hypott»eticalprotebDKFZp434A1315 
ESTs 

Hs.126712 ESTs, WeaWy similar to AF1 91020 1 E21G5 
Hs.1 53704 NIMA (never in mitosis gene a)-related k 
Hs.250822 serine/threonine kinase 15 
Hs^46973 intron of Blcaudal D homolog 1 
Hs.1 58307 undifferentiated embryonic cell transcri 
Hs.127797 Homo sapiens cDMA FU11381 fis, ctone HE 
Hs.47125 hypothetical protein FU13912 

Target Exon 
Hs.141496 MAGE-fike2 

Hs.149425 Homo sapiens cDNA FU11980 fis, done HE 
ESTs 

thymosin, beta, identified in neuroblast 
WAA0007 protein 

small inducible cytokine subfamily B (Cy . 
POU domain, class 5, transcription facto 
gb:Homo sapiens envelope protein RIM ( 
down syndrome critical region protein DS 
Hs.160594 ESTs 
Hs.77695 WAA0008 gene product 
Hs.284289 viBfigc-associated protein V1T-1 
Hs.170198 K1AA0009 gene product 
Hs.125507 DEAO-box protein 
ESTs 

Hs.1 695 matrix metalloproteinase 1 2 (macrophage 
Hs.1 1 3274 transcription factor EC 
Hs.94631 brefeldln A-inhibited guanine nucleotide 
Hs.1 97955 KIAA0704 protein 
Hs^51677 G anfjgen 7B 
Hs.236463 K1AA1 238 protein 
Hs.137516 fidgetin-likel 



Hs.55145 
Hs.90315 
HSJ2248 
Hs.2860 

Hs.192371 



R1 

56.62 

49.00 

37.64 

37.60 

32.70 

29.98 

26.50 

26.42 

2335 

23.12 

22.27 

22.06 

20.46 

18.44 

15.92 

15.44 

15.28 

15.26 

14.84 

12.98 

12.44 

1Z40 

11.60 

11.55 

11.52 

10.94 

10.78 

10.54 

10.40 

10.32 

10.14 

10.02 

a76 

9.56 

9.3B- 

9.30 

9.22 

9.16 

8.76 

8.76 

8.64 

8.50 

8.42 

8.30 

8.14 

8.14 

6.02 

7.90 

7.64 

7.53 

7.50 

7.38 

7.38 

7.32 

7.29 

7.25 

7.20 

7.12 

7.10 

7.10 

7.04 

6.96 

6.92 

6.90 

6.83 

6.76 



6.46 
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423905 


AW579960 


Hs. 1351 50 


lung typG— 1 ceil msnbrane-sssociaied gly 


6.45 


433764 


AW753676 


Hs.39982 


zinc finger protein RIN2F (NM 023929) 


6.44 


422655 


AJ011B12 


Hs.119018 


transcription factor 


6.38 


433701 


AW445023 


Hs.15155 


ESTs 


6.34 


436909 


AA907120 




ESTs 


6.28 


423728 


AW891294 


Hs.132136 


sotut& C3rnsf fsmfly 4, sodruni bicsrfaon 


677 


429228 


AI553633 




ESTs 


6.26 


419384 


AA490866 


Hs.39429 


ESTs 


673 


435514 


AW592804 




ESTs 


6.08 


434334 


AA912476 


Hs.1 15750 


Homo sapiens cDNA FU 13221 fis, done NT 


5.90 


430835 


A1240008 


Hs.1 92326 


ESTs 


5.89 


438188 


AA779975 


Hs.1 28859 


ESTs 


5.68 


429120 


AK001673 


Hs.1 96530 


hypothetical protein FU1081 1 


5.80 


408758 


NM_0036B6 


Hs.47504 


exonuclease 1 


5.78 


424081 


NM_005413 


Hs 139120 


ribonudppsp p rcnvro 

JlUwIlUUlCOdC 1 \\J\JI\LJI 


5.70 


432359 
428153 


AA076049 


Hs.274415 


Homo saoiens cDNA FIJI 0229 fis dnnpHF 


5.67 


AW513143 


Hs.98367 


SRY fsex determinino rpoinn YVhnr 1 7 f Q 


5.64 


422689 


AW856665 




nh-RP^rTTi9Q7 9QAirtfLni'i_rfni rmTQJ Unmn 


C CO 

0.00 


428301 


AW628666 


Hs.98440 


ESTs W(=>atdv simitar in LW177 hvnnitofi 


C CD 


419556 


U29615 




uilundBc 1 \CTlUOUlv5AJc56/ 


0,00 


438494 


AA908678 


no. iou i ck) 


ESTs 


o.oz 


421974 


AA301270 




nh*P^T1Z1 Q7 Tocfic himnr Unnvt eonionc rll 

yu.coi is i3t t cbus lurruH nuiinj sapiens cu 


o.oz 


427510 


Z47542 


Hs.179312 


smaS mirJpar RNA jWh/aflnn mmnlpY nn 




412265 


AA101325 


Hs.85154 


hvnnthfifical nrnfein FIJI 94*57 


5.45 


413623 


AA825721 


Hs 246973 


muuii ut on*o\iuai v iwnimuy i 


C -ic 
0.00 


402145 






Tarn pi Pyrin 


C on 

o.ou 


414136 


AA8 12434 




RUfM? /cinictitraJ matntonanra nf rhmmnen 
""1W UCUUol 1 lldil lUaioJIUC Ul ciuutnuov 


O.iO 


428479 


Y00272 




roll rln/Wnn n/r>lo 9 fn C and >»i 

«ju uiv&ttHi cycie o i id o ana lac go 


c ivj 

o.Zic 


428949 


AA445153 


Hs.1 04744 


hvnrdhofiral nrnfoVi nKP7rv1^ IfWI 7 

nypouicuCcD proies) ui\r^pHO i uuoi < 


o.ib 


408460 


AA054728 


Hs 9R*«74 




0.14 


415947 


U 04 045 


Hs.78934 


iiiuio \c cut] j iiDiiiLnog z ^coton cancer. 


0.1Z 


420900 


AL045633 


Hs.44269 


ESTs 


5.08 


426496 


D31765 


Hs 170114 




O.Ul 


407122 


H20276 


Hs.31742 


ESTs 


C Aft 

O.UU 


422938 


NM 001809 


Hs.1 594 


rontrnrrusro nmtoin A /17Wk\ 
CCRU 01 1 Id C piuunn M ^ 1 /KUJ 


/« nc 
*l.iS) 


402199 






Tampl Pyrin 




409103 


AF251237 


Hs.1 12208 


XAGE-1 rtrrrfpin 


a on 


416859 


H43437 


Hs 80305 






410166 


AKD01376 


Hs ^Qldfi 


hvnnfhptiral nmlph PI MCK1 A 


A DO 
4.0Z 


410929 


H47233 


Hs.30643 


ESTs 


4.73 


417886 


AA214584 




ESTs 


4.73 


426223 


AW977812 


H«s 1^0391 


ESTs 




409421 


AA1 99883 


He C7C04 


CO 16 


4.72 


428249 


AA1 30914 


Hs.1 83291 


7tnr firMwr nmtoin 9fift 




429999 


AI761902 


Hs 99597 


ESTs 




431721 


ABQ32996 


Hs.268044 


klAA117n nrnlp'rn 


A CO 
4.00 


408321 


AW405682 


Hs 44905 


corfistafin 




419197 


N48921 


Hs.27441 


KIAA1R1 1 ; nmipin 


4.00 


428329 


AA426091 


Hs 98453 


PSTs Marfpralplv similar In R9717R 9 M 


4.D4 


418235 


BE072634 




nh*Pm DTfiCXP 1719QQJW1 kOQ RTfKAft t-Urnrv 

go j^wh-o i uow- 1 f l-nuo d i uo40 rtorno 


A CA 
4.64 


427119 


AW880562 


Hs.272525 


ESTs 


A GA 
4.04 


414812 


X72755 


Hs 77367 


iituiiutuiit; inuuutMj uy y<uiund iniBiimun 


A GA 
4.04 


414034 


U89277 




eany development regulator 1 (homotog o 


A CA 

4.04 


409066 


AA062980 


Hs 66960 


ESTs 


A 0 
4.0Z 


416201 


AA467752 


Hs 1051(51 
no. lui 


ESTs 


A tt 
4.5J 


433330 


AW207084 


Hs.132816 


hvnothefical nrntein MGC14801 




429629 


BE501732 


Hs.30622 


Homo iflnipjis f FWA PI .111010 fis rfnnp NT 


4.50 


437099 


N77793 


Hs.48659 


ESTs, Highly similar to SI 4458 laminin a 


4.46 


415799 


AA653718 


Hs.225841 


DKFZP434D193 protein 


4.46 


412530 


AA766268 


Hs 266273 




4.J4 


418221 


Z45514 


Hs.83775 




4.32 


418971 


AA360392 


Hs.87113 


ESTsT 96 *° ramG 9Gne 


/ on 


416111 


AA033813 


Hs 79018 


rhmmafin accpmWv farffir 1 stihimrf A / 
Ljumikuii cuociiiuijr locuji 1 1 oUUUtm r\ ^ 


j1 OQ 


423175 


W27595 


Hs.347310 


hvnnthp final nmtwn Ft I14R77 


A 91 


415717 


AA1 67270 


Hs.1 30435 


ESTs 


4.18 


423198 


M81933 


Hs.1 634 


CftH dhnjiion rvdp 

wCM VMVI^lliMI VJfWv 4«H 


A 19 


433849 


BE465B64 


Hs 28079R 


ESTs 


A 10 


436211 


AK001581 


Hs.33482B 


hvnnthpKrat nmtpjn PI 110710- WAA17Q4 


4 11 

4.11 


432840 


AK001403 


Hs.279521 


hvDothetical nrnfpJn FLI20530 


/ 07 


421307 


BE539976 
AA769791 


Hs 103305 


Homo saotPJis mRNIA- rDMA nKF7n4 r MR04? 1 ; 


A 07 


414725 




ring finger protein 21 , interferorwespo 


4.05 


408291 


AB023191 


Hs.44131 


K1AA0974 protein 


4.05 


408332 


H91230 


Hs.234794 


Homo sapiens mRNA; cDNA OKFZp564B083 (fr 


4.04 


416773 


AK000340 


Hs.79828 


hypotheScat protein FU 20333 


4.04 


427584 


BE410293 


Hs.179718 


v-myb avian myeJoblastosis viral oncogen 


4.03 


421917 


AB028943 


Hs.109445 


K1AA1020 protein 


4.02 


430647 


AC003682 


Hs.127988 


ESTs, WeaHy similar to 221 1 .HUMAN ZINC 


4.02 


430287 


AW182459 


Hs.125759 


ESTs, Weakly similar to LEU5.HUMAN LEUKE 


4.01 


436360 


AI962796 


Hs.156100 


ESTs 


4.00 


438624 


AA889055 


Hs.1 23468 


ESTs 


3.99 


434609 


R76593 




gb7i60c11.r1 Scares placenta Nb2HP Homo 


3.92 


411945 


AL033527 


Hs.92137 


L-myc-2 protein(MYCL2) 


3.90 


408065 


AW954272 




gb:EST366342 MAGE resequences, MAGC Homo 


3.90 



598 



WO 03/042661 



PCT/US02/36810 



10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



413833 

421010 

438456 

424587 

412537 

418661 

408750 

422094 

419839 

416350 

426054 

401435 

424557 

422631 

409089 

426067 

415684 

429469 

424590 

427761 

433641 

418216 

438180 

4242B1 

421379 

428878 



416445 
424381 
432415 
427298 
420218 
407300 
410420 
432809 
424085 
421373 
423354 
418830 
431077 
418049 
420949 
432407 
434288 
418295 
429714 
421350 
420161 
414618 
430253 
414747 
423419 
410275 
408092 
423685 
438378 
415912 
412140 
420552 
402408 
432281 
415829 
423739 
418459 
421972 
437257 
429830 
420524 
433023 
421633 
420507 
432938 
414598 
419635 
425312 
425474 
411027 
432446 
424513 



215005 

AW974553 

AA913381 

J05070 

AL031778 

NM.001949 

BE294069 

AF129535 

U24577 

AF188625 

U12431 

AA343057 
BE218919 
NM.014781 
AW654691 
D59356 
M64590 
AW96S399 
AA412205 
AF080229 
AA662240 
AA808189 
AA766243 
Y15221 
AA435884 
AI886558 
AL043004 
AA285249 
T16971 
AA400495 
AW958037 
M102616 
AA224053 
AA565509 
NM_002914 
AA808229 
AB011130 
BE513731 
A1669133 
AA211467 
AA934063 
AA221036 
AW189075 
AW970043 
BE561801 
AW301608 
A1583069 
AI204600 
AK001514 
U30872 
R55336 
U85658 
NM 007057 
BE350494 
AW970529 
K08859 
AA219691 
AK0O0492 



Hs.164588 
Hs.1 18793 
Hs.50421 
Hs.97053 

Hs.27 
Hs.46821 



422789 
430056 
427617 



AK001239 

AW450198 

AA398155 

RB5436 

M18185 

AI283085 

AI537278 

AB010575 

AW864793 

AF121860 

AF093403 

T27013 

AI094221 

NIUL005033 

AA354940 

248054 

AF072099 

AA542845 

BE385864 

AW247145 

AK001113 

X97548 

D42063 



Hs.75573 centromere prolein E (312kD) 

Hs.267124 ESTs. Weakly similar to AW6JUJMAN ALU S 

Hs.20594 ESTs 

Hs.1 51738 matrix melaDoproteinase 9 (gelatinase B 

nuclear transcription factor Y, alpha 
Hs.1 189 E2F transcription factor 3 
Hs.93581 hypothetical protein FU10512 
Hs.272027 F-fcox only protein 5 
Hs.93304 phospholipase A2, group VII (platelet-ac 
Hs.1 89507 phosphofipase A2, group IID 
Hs.166109 ELAV {embryonic lethal, abnormal vision, 
C14000397*:ff|7499898lpirHT33295 hypoth 
ESTs, Moderately similar to neuronal for . 
hypothetical protein FU10688 
K1AA0203 gene product 
ESTs 

sorbitol dehydrogenase 
glycine dehydrogenase (decarboxytating; 
hypothetical protein FU20086 
Hs.140996 ESTs 

gb:Human endogenous retrovirus K done 1 
Hs.283099 AF15q 14 protein 
Hs.272151 ESTs 

gb:oa13b1U1 NQ_CGAP_GCB1 Homo sapiens 
Hs.103982 srnaB inducible cytokine subfamily B(Cy 
Hs.48926 ESTs 
Hs.184987 ESTs 
Hs.79337 WAA01 35 protein 
Hs.1 46329 protein kinase Chk2(CHEK2) 
Hs.289014 ESTs, Weakly similar to A43932 mucin 2 p 
ESTs 

ribosomal protein L4 
Hs.1 20769 gb:zn43e07.s1 Stratagene HeLa cell s3 93 
Hs.172405 cell division cyde 27 
Hs.131703 ESTs 

Hs.1 39226 replication factor C (activator 1) 2 (40 
Hs.46677 ESTs 

Hs.127436 calcium channel, voltage-dependent, alph 
Hs.88959 hypothetical protein MGC4816 
Hs.115650 hypolhefcal protein FU12810 

Homo sapiens. Simitar to nuclear locafiz 
ESTs, Weakly simBar to 138022 hypothetj 
gfczr03f1Zr1 Stratagene NT2 neuronal pr 
Hs.116265 fibritlin3 

Hs.238039 hypothetical protein FU11090 
Hs.2484 T-cell teukemia/lyrnphoma 1A 
Hs.278188 ESTs, Moderately similar to 154374 gene 
Hs.120817 ESTs 

Hs.96978 hypothetical protein MGC10764 
Hs.236844 hypothetical protein FU10652 
Hs.77204 centromere protein F (350/40010), mitosin 
ESTs 

transcription factor AP-2 gamma (activat 
2W10interactor 

uveal autoanSgen with coiled coil domai 
hypothefical protein FU21816 
Hs.206469 ESTs, Weakly similar to AIU6_HUMAN ALU S 
Hs.73625 RAB6 interacting, kinesin-like {rabkines 
hypothetical protein 

NM_030920*:Homo sapiens hypothetical pro 
hypothetical protein FU10377 



Hs.13836 
Hs.13273 



Hs.23539 
Hs.61796 
Hs.42650 
Hs.49753 
Hs.86434 



Hs.98806 



Hs.274263 

Hs.163742 ESTs 

Hs.97600 ESTs 

Hs.268814 ESTs 

Hs.1454 gastric inhibitory polypeptide 

Hs.290931 ESTs, Weakly similar to YFJ7_YEAST HYPOT 

HsJ225841 DKF2P434D193 protein 

Hs.98547 amiloride-sensifive cafion channel 3, te 

thrombospondin 1 

Hs.106260 sorting nexin 10 

Hs.98397 A kinase (PRKA) anchor protein 3 

Hs.3132 steroidogenic acute regulatory protein 

Hs.1 351 50 lung type-l cell membrane-associated gly 

Hs.91728 pdymyoslfis/sderoderma autoantigen 1 ( 

Hs.145958 ESTs 



Hs.158084 
Hs.67846 



leukocyte immunogtobulin-like receptor, 

Hs.294088 GAJ protein 

Hs.149894 mitochondrial translafjonal initiation f 

Hs.1 92729 ESTs 

Hs.120842 hypothetical protein FLM0251 

Hs.228059 KRAB-associated protein 1 

Hs.199179 RAN tending protein 2 
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405367 






NM 022357: Homo sapiens putative ftietafiap 


Z97 


418856 


T65754 




gb:yc11c07.s1 Stratagene lung (937210) H 


2.97 


435918 


Af 263538 


Hs.86232 


Qrowlh (fiffePBnttsfton f3ctor 3 


2.97 


436511 


AA721252 


Hs^91502 


ESTs 


Z96 


402680 






Target Exon - 


2.96 


414161 


AA136106 


Hs.184852 


K1AA1553 protein 


2.95 


427239 


BE270447 




2-95 


433683 


A1817723 


Hs.22678 


hvnolhpfical nmtpjn Fl J 21 832 


2.94 


417576 


AA339449 


Hs.82285 


phosphoribosylglycinarnMe formyltransfer 


2.94 


402299 






Target Exon 


292 


420697 


AA827705 


Hs.26505 


ESTs 


2.90 


427719 


AI393122 


Hs 134726 


ESTs 


2.90 


419131 


AA405293 


Hs.1 09526 


ESTs 


Z89 


410048 


W76467 


Hs.343874 


proline oxidase homoiog 


2.89 


427314 


AB033024 


Hs 175475 


K1AA1198 nrntptn 


2.89 


424315 


AW614850 


Hs. 193384 


putatative 28 kDa protein 


2.88 


430335 


D80007 


He. 9^QdQQ 




2.87 


410361 - 


DCOj tout 


He 89881 


yutiiiyiaic Dinoing protein i , irneneiun- 


9 R7 

£..01 


413686 


A1469913 


Hs.71404 


ESTs 


2.87 


429183 


AB014604 


Hs.1 97955 


K1AA0704 protein 


2.86 


430292 


AK000634 


Hs 238270 


hvnn.hpfirs. nrntpfn Fl I9AR97 


2.86 


422726 


U 11690 


Hs.1 572 


faranopnilal rive.nl.3sbi f Anre.kon-Srntt sv 
taMuyciuiOJ Mjop>oo*o ynaioRu^~v^vu oj 


2.86 


437834 


AA769294 






2.86 


435159 


AA66887Q 


Hs 1 1 6R4Q 


ESTs 


2.84 


428361 




Uc Ifl^RW 


uotouipuuiioi iniennsuiary ibciui i 


9 ft/ 

ay* 


430368 


AA356923 


Hs.240770 


nuclear cap bindinQ protein subunH 2, 2 


2.84 


434070 


AF11fi6«i5 




hvnnlhp final nrnfom PROflRI ? 


2.83 


429323 


1 llYl^WW 1 vt7 


Hs.2391 


artlno! rvrttoJfi Vonnnne 1aouie_fiVa 
dptudl piUlclII, Acnopilo IdBVIo-UKe 


9 fa 


433247 




no. JHcOOO 


iwv\ i □ i u protein 


9 89 


415884 


H22966 


Hs.1 3471 


ESTs 


282 


427668 


AA9Q878H 


ns. I OU la I 


hunnlhafinol nn-Hoin Pt 11/QOit 

nypotncucdi proieir ru 


9 fl9 


437162 


AW005505 


Hs.5464 


thvmiH hrvmnno nsronlnr mar4h/3t.nn nr 

UIjIUU IKJIHHJIIO ICUCptUl IAIoMIVoUJ »y pi 


2.81 


401091 






decay accelerating factor far complement 


2.81 


425601 


AW6294BS 


Hs 140720 


Wnriinn nmfoin FRAT2 

woivu uiiiuiiiy jjiutCiii rnni c 


97Q 


428597 


AKnoni47 






279 


417705 


AW1 34952 


Hs 175220 


hvnnfhpJicrrf nrntpm Fl I14S41 


279 


438243 


AJ 581311 

ru<ju ion 




ESTs 


278 


418203 


X54942 


Hs 83758 


PDP9R nmlptn tftrtaeA 9 
VXJLt^D |>IUlcl.i Mlldoc i. 


9 78 


410704 


RFft7fi7*^l 
DCUf Di OH 




nh-HM1 RTiTfim 1ftn9nfL1?1 MnRTOfiM Hnmn 


9 77 
Z./ / 


429063 


AW363845 


Hs 399QA3 


F*?Ts Wftflklv simitar in A4fiftm yjlntpri 


276 


427147 


AA398567 


Hs 97414 


ESTs 


276 


430552 


AA1 76374 


Ue 94TRflfi 


m linear utitnsnlintcm)^ enAim nmtotn fhic 
liUUtCdl OUlUeilUyOub o^K^III pULctll [Ukj 


276 


437660 


W31708 


Hs.55304 


ESTs 


274 


425237 


U07695 


Hs 155227 


Eph84 


272 


419335 




He 9841 37 


nypuineucai proiem ru i^ooo 




426386 


ft a 7i open 


He 1 5tflin 


bladder cancsr overexpressed protein 


c..lv 


423123 




He 194097 


QCI CMriPUnQDUATC CVMTUirrACC • Uiimon colon 
OCLI^UrnUornft ICOTNI nt 1 Aoc , nUJiian seien 


0 70 
Z./U 


430968 


AWP798VI 




nK'CCTTfl^QOC MACC raponncuvof MAPI Unmn 

go.cot oo*f?£9 mauc resequences, maul norno 


£./U 


420596 


NM 002692 


HsQQ185 


rtnlumoraea t DK1A /firo^lprTi Aneilnn 0 


268 


419741 


MM ftfl7fl1Q 


no.9«3UU.£ 


iitwrittftA Trior r\n>^oir* C0_P 

UDtquiun earner proiein 


9 en 

/.DO 


401464 






histone deacetyiase 5 


9 fifi 


411856 


H67BQQ 


Hs.4190 


Unmn egnlonc rflMA' CI fie rlnna f* 

noinu oopicns cuivv rLj ^ozoa ns, aone u 


9 KR 


411365 


M76477 


Ue TftQARO 


GM2 gangliostde activator protein 


9 en 

/.DO 


419029 


AA93T3Q7 


rto.tJ.tO£oU 


hunnf hp final nmlotn Fl 


9R7 


421654 


AW1 63267 


Hs 10848Q 


citnnrpeenr nf irarl rvrxwnckml %HlrP 
aUjjpicboUl ut vdl I ^O^sitnloiacj •>HIKc 


988 


421535 




Ue itKAJft 

no. 1 w.3*rf o 


ptioipiiuiiLwyiioiinyiyiyuriaiTo syiiuid 


968 


423453 


AW450737 


Hs 128791 

no* 1 lOi *7 1 


fTCLfiQ nmtpin 
V/urUg piumil 


988 

/■DO 


412673 


At 0499*17 


He. TIAdR 


ESTs 


/.DO 


410006 


AW732308 


Ks 57783 


ciihdiyuuu u ai IokHJU i I iiUUaUUtl ldLUJJ 


265 


434159 


AW135214 


Hs 191828 


ESTs 


265 


427260 


AA663848 




nh*9p7flhnR c1 Qlralanona e/*hrrn hrain C1 

yu^jc/uuuo.i l oudiaycnc swiiio lxoiu o i 


96i 

/.w 


439053 


BE244588 


Hs.6456 


rhanpmntn f*ontatnrnn T(^P1 eiihjinit 9 fh 


264 


414706 




Hs 78Q8Q 


l*TIAAnnQ7 none nmHnr-4 

fMAAuucj f gens pjuuuci 


984 
/.Dm 


433979 


AA620999 




nh - anfWpflR s1 ^narpe tpcfic KIHT Hnmn ean 


264 


403969 






cn*oruvAfVAiuj*K3Do^jnc linger piuiein 101 


9SA 


420582 


BE047878 


Hs 99093 


Homo sapiens chromosome 19, cos mid R2837 


264 


418355 


L42563 


Hs.1 165 


ATPasp H7 IranermrTmn nfmnsislrir si!n 


263 


411127 


AA668995 


Hs.218329 


hvnnthpfkml nm^pJn 


262 


437205 


AL1 10232 


Hs.279243 


Homo saniens mRNA- cDNA DKF7o564D2071 ff 


262 


412123 


BE251328 


Hs.73251 


hvnothefeal orriein FL1 1 088 1 

i \yyj\ju ic \i<roi pimcui rw i Www i 


261 


436481 


AA379597 


Hslsi99 


HSPC150 protein similar to ubiquifin-con 


260 


408446 


AW450669 


Hs.45068 


hypoQietical protein DKFZp434l143 


259 


437033 


AW248354 


Hs.5409 


RMA polymerase i subunit 


258 


418592 


X99226 


Hs^84153 


Fancon! anemia, complementation group A 


258 


415585 


R59946 


Hs.184852 


KIAA1553 protein 


257 


424800 


AL035588 


Hs.153203 


MyoD family inhibitor 


257 


426470 


AA528794 


Hs.128644 


ESTs 


257 


426919 


AU041228 




ELAV (embryonic lethal, abnormal vision. 


256 


421209 


AJ010230 


Hs.102576 


ret finger protein-Eke 1 anfisense 


256 


437496 


AA452378 


Hs.146668 


Homo sapiens mRNA; cDNA DKFZp547J125 (fr 


256 


401837 






NNL025109:Horno sapiens hypothetical pro! 


256 


428743 


AL080050 


Hs.301549 


Homo sapiens mRNA; cDNA DKFZp564H172 (fr 


256 


422809 


AK001379 


Hs.1 21028 


hypothetical protein FU 10549 


255 
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418648 
423020 
430345 
424075 
428728 
423755 
424051 
415734 
422406 
433228 
411943 
426181 
423642 
411571 
419750 
408209 
435726 
404068 
403137 
434276 
422283 
429652 
416204 
414713 
425910 
408875 
435244 
402679 
413943 
433914 
437812 
410855 
423232 
427578 
409934 
423787 
420892 
438869 
434981 
417911 
409210 
424425 
411885 
421567 
425159 
418678 
431197 
411630 
410968 
421305 
417153 
4123B9 
419359 
403780 
437681 
400205 
433160 
432606 
425331 
430606 
424308 
418821 
437437 
413437 
425B48 
435532 
430183 
409342 
430504 
427726 
417115 
412721 
404071 
413762 
425811 
424935 
415791 
431667 
424169 
436540 
418113 
403242 
414732 



AW979223 
AA383092 
AK000282 
A1B07320 
NMJM6625 
AB037735 
AL1 10203 
H81213 
AF025441 
F28212 
BE502436 
AA371422 
AW452650 
AA122393 
AL079741 
NMJJ04454 
BE535787 



Hs.292478 ESTs 

Hs.1608 replication protein A3 (14kD) 

Hs^39681 hypothetical protein FU20275 

Hs.227630 RE1-silendng transcription factor 

Hs.1 91381 hypothetical protein 

Hs.132560 hypothetical protein FU10312 

Hs.13841 1 Homo sapiens mRNA; cDNA OKFZp586J1922 (f 

Hs.14825 ESTs, Weakly similar to KIAA1503 protein 

Hs.1 1 6206 Opa-interacfing protein 5 

Hs.14953 WAA1491 protein 

Hs.7962 ESTs, WeaHy similar to $44608 C02F5.6 p 

Hs.334371 hypothetical protein MGC13096 

Hs.157148 hypothetical protein MGC13204 

Hs.7081 1 hypothefcal protein FU20516 

Hs.1831 14 Homo sapiens cONA FU14236 fis, clone NT 

Hs.43697 ets variant gene 5 (ets-related molecule 

Hs.1 13170 ESTs 

Target Exon 

NM_0Q5381*:Homo sapiens nudeoBn (NCL), 
leucine zipper, putative tumor suppresso 
CDC45 (eel! division cycle 45, S.cerevis 



AF123659 Hs.93605 

AW411307 Hs.114311 

AA766810 Hs.259290 ESTs 

AW972270 Hs.195161 ESTs 

BE465243 Hs.1 2664 ESTs 

AA830797 Hs.1 84760 CCAAT-box-binding transcription factor 

NM 015434 Hs.48604 DKF2P434B168 protein 

N77221 Hs.187824 ESTs 

NMJX)0478:Homo sapiens alkaline phosphat 

AW294416 Hs.144687 Homo sapiens cDNA FU12981 fis, done NT 

AF108138 Hs.1 1 21 60 Homo sapiens DNA helicase homolog (PIF1) 

AI582291 Hs.16846 ESTs, Weakly similar to 04HUD1 debrisoqu 

X97795 Hs.66718 RAD 54 (S.cerevisiaeHike 

BE244625 Hs.1 25742 leudne-rich neuronal protein 

AI591305 Hs.169084 ESTs, Highly similar to TUL3_HUMAN TUBBY 

R91601 Hs.1 90466 hypothetical protein FU22584 

AJ295745 Hs.236204 nuclear pore complex protein 

AW975076 Hs.1 72589 nuclear phosphoprotein similar to S. cer 

AF075009 gb:Homo sapiens full length insert cDNA 

AW182577 Hs.293077 ESTs 

AA333387 Hs.8291 6 chaperonin containing TCP1 , subunit 6A ( 

AA251812 Hs.51120 catheDckfin antimicrobial peptide 

AB031480 Hs.146824 SPR1 protein 

AA452636 Hs.131057 ESTs, Moderately similar to CRGD.HUMAN G 

AJ272137 Hs.198265 matrix metalloproteinase 25 

NMJJ04341 Hs.1 54868 carbamoyl-phosphate synthetase 2, aspart 

NM 001327 Hs.167379 cancer/testis antigen (NY-ESO-1) 

AL038596 Hs.250745 polymerase (RNA) III (DNA directed} (62k 

U42349 Hs.71119 Putative prostate cancer tumor suppresso 

AA199907 Hs.67397 homeoboxAl 

BE397354 Hs.324830 diptheria toxin resistance protein requi 

X57010 Hs.81343 collagen, type II, alpha 1 (primary oste 

AW947655 gb:RCO-MT0003-14030(W)31-b07 MT0003 Homo 

AL043202 Hs.90073 chromosome segregafon 1 (yeast homokxj) 

C4001759:gij133250lsplP19474|RO5^HUMAN 

A1207958 Hs.166556 Homo sapiens, Similar to TEA domain fami 

NM_006265*:Homo sapiens RAD21 (S. pombe) 

AW207002 Hs.1 34342 TASP for testis-specific adriamydn sens 

N M0021 04 Hs.3066 granzyme K (serine protease, granzyme 3; 

AW96212B gb:EST374201 MAGE resequences, MAGG Homo 

BE266026 Hs.31476 Homo sapiens cDNA FU13872 fis, done TH 

AW975531 Hs.1 54443 mrnichjomosome maintenance deficient (S. 

AA436002 Hs.183161 ESTs 

AA226869 hypothefical protein DKFZp762U)31 1 

BE31 3164 Hs.75361 gene from NF2/meningioma region of 22q12 

BE242709 Hs.159637 valyMRNA synthetase 2 

AW291488 Hs.1 17305 Homo sapiens, done IMAGE:3682908, mRNA 

BE010038 gb:PM3-BN0176-100400-001-g04 BN0176 Homo 

AU077058 Hs.54089 BRCA1 assodated RING domain 1 

H52761 * Homosapiens, done MGC:12617. mRNA, com 

AI359144 Hs.143688 Homo sapiens cDNA: FU 23031 fe, done L 

AW952792 Hs.334612 small nuclear ribonucteoproteln polypept 

AW183165 Hs.95600 ESTs 

C12000514*:gil7302471lgblAAF57556.1| (AE 

AW41 1479 Hs.848 FKSO^binding protein 4 (59kD) 

AL039104 Hs.159557 karyopherin alpha 2 (RAG cohort 1. impor 

A1655010 Hs.120363 hypothetical protein MGC15634 

H09366 Hs.78853 uraril-DNA glycosylase 

AA812573 Hs.246787 ESTs 

AA336399 Hs.153797 ESTs 

BE397032 Hs.14468 hypothetical protein MGC14226 

AI272141 Hs.83484 SRY (sex determining region Y)-box 4 
Target Exon 

minichrornosome maintenance defident (S. 



AW410976 Hs.77152 
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421002 AF116030 Hs.100932 transcripfion factor 17 2.24 

438833 BE612940 Hs.88252 ESTs 2.24 

420333 AJ001383 Hs.97084 lymphocyte antigen 94 (mouse) homdog (a 123 

433844 AA610175 Hs.1 79547 Homo sapiens cONAFU12195fe. clone MA 2.23 

5 427528 AU077143 Hs.17S565 miitichromoscme maintenance deficient (S. 2.23 

430289 AK001952 Hs 238039 hypothetical protein FU 1 1 090 123 

421016 AA504583 Hs.101047 transcripfcn factor 3 (E2A immunogiobul 123 

436251 BE515065 Hs.296585 nucleolar protein (KKE/D repeat) 123 

, _ 418826 AK000375 Hs.88820 HDCMC28P protein 223 

10 428612 AA770001 ESTs 122 

433220 AI076192 Hs.1 31933 ESTs 122 

422225 BE245652 Hs.1 18281 zinc finger protein 266 122 

437549 AA759149 Hs.128757 gb:ah70e0ls1 SoaresJestjs_NHT Homo sap 122 

409299 AA045650 Hs.53125 small nuclear ribonudeoproteh D2 por/p 122 

15 408665 T88845 Hs.1 12200 ESTs, Weakty similar to ALU7_HUMAN ALU S 122 

408116 AA251393 Hs.289052 Homo sapiens, Similar to RIKEN cONA 5430 121 

420062 AW411095 Hs.94785 TGF(betaH'nduced transcription factor 2 121 

432820 A1554057 Hs.1 52477 ESTs 121 

_ _ 430255 AK000703 Hs.323822 Homo sapiens mRNA for K1AA1551 protein, 121 

20 420337 AW295840 Hs.14555 Homo sapiens cDNA: FU21 513 fis, done C 120 

407275 AI364186 gbx|w34h07jc1 NCI CGAP Ut4 Homo sapiens 120 

416209 AA236776 Hs.79078 MAD2 (mitotic arrest deficient yeast, h 120 

423675 A1990509 Hs.131342 snTanindirible<^kinesubfamByA(Cy 120 

433698 H24201 Hs.247423 adducin 2 (beta) 119 

25 409101 NM_004297 Hs.50612 guanine nucleotide binding protein (G pr 119 

435541 AA687361 Hs.221318 ESTs 119 

412019 AA485890 Hs.69330 Homo sapiens cDNA FU13835 fis, clone TH 119 

418753 BE217818 Hs.87016 hypothetical protein FU22938 119 

„ 435461 AI075846 Hs.133996 ESTs 119 

30 402260 NlvL001436*:Horno sapiens Mlarin (FBL 118 

421098 AI697901 Hs.192425 ESTs 118 

400587 C1000O649^il7296574|gbIAAF51857.1|(AE 118 

407832 AW976516 Hs.283707 Homo sapiens cONA: FU21354 fis, done C 118 

427159 U80735 Hs.173854 PAX transcription acfjvafJon domain inte 117 

35 405770 NMJ)02362:HDmo sapiens melanoma antigen, 117 

412722 A1343300 Hs.15091 ESTs 116 

414334 AA824298 Hs.21331 hypothetical protein FU10036 116 

438192 A1859065 Hs.293S07 Homo sapiens AFG3L1 isofomi 1 mRNA, part 116 

_ rt 417420 T85150 Hs.268814 ESTs 116 

40 421308 AA687322 Hs.192843 leucine zipper protein FKSG14 116 

412851 AI826502 Hs.97269 ESTs 116 

414702 L22005 Hs.76932 ceil division cyde 34 116 

409670 AI358109 KIAA1856 protein 116 

. 419926 AW900992 Hs.93796 DKF2P585D2223 protein 115 

45 417863 AB000450 Hs.82771 vaccinia related kinase 2 115 

434750 BE019254 Hs.4112 Wcornplexl 115 

410252 AW821182 Hs.61418 rrtk^riRar-associaied protein 1 115 

418574 N2B754 M-phasephosphoprotein9. 115 

409019 AW385412 myosin regulatory Qght chain 1 smooth 115 

50 416608 R11499 Hs.189716 ESTs 1 114 

436027 AI864053 Hs.39972 ESTs, Weakly similar to 138588 reverse t 114 

408161 AW952912 Hs.300383 hypothetical protein MGC3032 113 

422805 AA436989 Hs.1 21 017 H2A histone family, member A 113 

410284 U50939 Hs.6182B amyloid beta precursor protein-binding p 113 

55 434274 AA628539 Hs.116252 ESTs, Moderately simitar to ALU1_HUMAN A 112 

430935 AW072916 zinc finger protein 131 (done pHZ-10) 112 

433252 AB040957 Hs.151343 KIAA1 524 protein 112 

416819 U77735 Hs.80205 pinv2oncogene 112 

437218 All 17497 Hs.58185 ESTs, Weakly similar to T42727 proffera 112 

60 407239 AA076350 Hs.67B46 leukocyte irrmmogtobuiin-Gke receptor, 112 

433947 AA927996 Hs.112876 ESTs. Weakly similar to AF1 29535 1 F-box 111 

424727 AW590378 Hs.152519 hypothetical protein FU20674 111 

435703 AW630133 Hs.83313 GK003 protein 111 

420297 A1628272 Hs.88323 ESTs, WeaJdy similar to ALU 1 HUMAN ALU S 111 

65 422192 AA305159 Hs.113019 fte485 111 

407961 AW672939 Hs.41694 origin recognition complex, submit 2 (y 110 

410193 AJ132592 Hs.59757 zinc finger protein 2B1 110 

414151 AW976458 Hs.257245 ESTs 110 

434789 AW292515 Hs.194317 ESTs, Weakly similar to T08680 hypothetj 110 

70 424195 AL133660 Hs.142926 Homosapiens beta cysteine string protei 110 

408831 AF090114 Hs.48433 endocrine regulator 110 

414733 BE514535 Hs.77171 rrunlcrrcmcsome maintenance deficient (S. 109 

434523 AA703709 Hs.23410 translccase of inner mitochondrial membr 109 

409637 AA323948 Hs.55407 Homo sapiens mRNA; cONA DKFZp434K062t (f 109 
75 403532 NM_024638:Homo sapiens hypothetical prot 109 

432141 BE410964 Hs.272735 nudear receptor binding protein 108 
409014 H83115 Hs.49760 origin recognifion complex, subunit 6 (y 108 

410575 BE207480 Hs.6994 Homo sapiens cDNA: FU22044 fis, done H 108 
OA 415071 AK002197 Hs.2B4270 Homo sapiens cDNA FU1 1335 fis, done PL 108 
oO. 418755 Y14443 Hs.8B219 zinc finger protein 200 108 

406137 NM_000179*^omo sapiens mutS(Ecdi)h 107 

409893 AW247090 Hs.57101 rninrchromosome maintenance deficient (S. 107 
421413 AIB26128 Hs.55209 ESTs, Weakly similar to A49364 59 protei 107 
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434283 
417230 
425956 
431393 
407162 
422382 
402677 
433017 
424677 



424959 
402678 
408146 
420027 
427447 
433219 
431126 
407136 
419669 
'419594 
426242 
432185 
437108 
408636 
420005 
412783 
415319 
425358 
409617 
438450 
431629 
424934 
435291 
414251 



AW235341 

U40998 

NWLO01761 

AWS71493 

N63855 

D79988 

Y15067 
U09414 
BE387036 
NM.005781 

R45621 

AF009746 

T65414 

AB040916 

AF085243 

T64896 

AJ007041 

AA013051 

AL096727 

AA221032 

AA434054 

BE294925 

AW271106 

BE276738 

AA659823 

AL079658 

BE003760 

A1050886 

AU077025 

U75370 

BE568452 

AU042306 



Hs.5871 5 thiamine rjyrophosphokinase 
Hs.81728 unc119 (Cetegans) homdog 
Hs.1973 cycfinF 

Hs.1 34269 ESTs, Highly similar to cytokine recepto 
Hs.142634 2inc finger protein 
Hs.115778 KIAA0166 gene product 

Nht00M78:Homo sapiens alkaline phosphat 
Hs.279914 zinc finger protein 232 

zinc finger protein 137 (clone pHZ-30) 
Hs.1211 acid phosphatase 5, tartrate resistant 
Hs.1 53937 activated p21cdc42Hs kinase 

Target Exon 
Hs.81057 hypothetical protein MGC2716 
Hs.94395 ATP-binding cassette, suWamOy D (AID) 
Hs.6647 Homo sapiens cDNA FU130B8 fis. done NT 
Hs.24105 KIAA1483 protein 
Hs.283619 zinc finger protein 236 
HS.2B7420 Homo sapiens cDNA FU1 1 533 fis. done HE 
Hs.92236 K1AA0304 gene product 
Hs.91417 topoisomerase (DNA) II binding protein 
Hs.168249 Homo sapiens mRNA; cDNA DKFZp434B104 (fr 
Hs.272838 hypothetical protein FU 10494 
Hs.80624 hypothetical protein MGC2560 
Hs.46680 CGH2 protein 
Hs.133294 ESTs 

Hs.74578 DEAD/H (As^Glu-Ata^spMs) box polypep 
Hs.34955 Homo sapiens cDNA RJ 13485 fis, clone PL 
Hs.338207 FK506 binding protein 12-rapamydn assoc 
Hs.55209 Homo sapiens mRNA; cDNA DKFZp434K0514 (f 
Hs.65853 nodal, mouse, homotog 
Hs.265827 interferon, alpha4nductble protein {cio 
Hs.1 53880 polymerase (RNA) mitochondrial (DNA dire 
Hs.344037 protein regulator of cytokinesis 1 
Hs.97689 VASA protein 



2.07 

107 

Z07 

Z06 

Z06 

2.06 

Z06 

Z05 

Z05 

2.05 

Z05 

2.05 

Z05 

2.04 

2.04 

2.04 

Z04 

Z04 

Z04 

2.03 

Z02 

Z02 

Z02 

2.02 

2.02 

Z02 

2.02 

2.01 

2.01 

2.00 

ZOO 

ZOO 

zoo 
zoo 



TABLE 51 B 

Pkey: Unique Eos probeset Identifier number 
CAT number. Gene duster number 

Genbank accession numbers 



CAT Number Accession 



Pkey 

432666 
423458 

41B477 

436812 



437421 
430576 



436909 
429228 



435514 



421974 
414136 



415684 
433641 



4242B1 



144.7 
30480J 

4172.1 

659779_1 
1000797J 
978554_1 
60836_2 



427521 513212J 



596835J 
215430J 

132288,1 
874209J 
864120J 
30243J 



417886 1031334J 
418235 886897.1 
414725 19377 J 



434609 14739J 
408065 101881J 
412537 14066J 



18695J8 
35983.1 



AI623B55AA223956AA223917AW022983 AW090580AW573219BF514491 BF445397 AA884705AI910424 

AW978773AW298067AA810101 AW194180 AA731645A1690673 

AA764852AA736937 

BSmBoSoT^E144M3 AW812D38 BE1 44812 AW81 2040 AW81 2041 AU124350 BE061602 BE0616O4 BF922595 BE061603 

AA548736 AA768578 AI539081 AW025957 AA736837 N79575 AW594357 AA480892 

AW969605A1553633 
AA683356 AW592804 A) 150287 
AW954733 AA315006 AW856665 

1^53 A^6^^ 

AA210987 D57294 AA214584 AA207006 D56572 

A^E^SBES^ 

AW052076 AI470776 AA588100 AW235852 AA769791 AI701653 AK027664 AI984770 AU153469 BE222316 AA609539 BE220093 AA6091 12 
BI054316 

AF147390 R76593 R76594 

BI603077 AW954272 BI59B724 AI003154 AA059300 AA046911 B1669907 B1600966 BI669987 AMe _,,_ ...... 

aSo1 AA425472 AI694282 BG057305 AA907787 A1286170 AI684577 AJ420494 AI809865 BF058095 AI478773 A1160445 AL0441 114 

BF445142 BG»2065 A114175B AI631202 AI167566 A1208445 AAB89823 BF982682 N90322 BI090882 BF208005 AW953918 AL0441 13 A1016793 
AA382556AW235763 AA927051 AI862075 BE886691 BE619282 

BF666746 D59356 BG678312 N56640 AA166861 »r M ™A acapmo^ ai 

^^9AF0B0232 U87593 U87592 U87591 U87590Al636743AI633818AW206802AI5o^ 

AlS AF080230 S46404 A1970376 AM63992 AV^ 

SfcN25695 H69001 U875968E673974AI797496A!701526 M703395AW139734 H92278 N66^ 

a™W^43^BF^13BG231Z71 BF773517 U87594 BF062180 BE466420 A1887798 BF674385 AA204735 AW496808 AA204833 

AA207155 BI0M756AA206262AI3652O4H776O8 AW590511 

AA338252AA338213 
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438243 
410704 



430968 
427260 
433979 
426919 



412389 
400205 



2532601.1 
1054673.1 



12371 15J 
11272.50 
2076469.1 
347372.1 

52134.1 

1174403.1 

2538.1 



427298 115241J AA933717 BF061897 AW628327AA641788 AA400495 

420218 191547.1 AW958037 R42557 AI337047 AA948350 AI638005 AA459950 AI62491 5 AI638047 A1467856 AI521 826 AAB60305 AI93231 5 AW003092 AW271756 
AW779380 AA609879 A! 634791 AI493770 AI56521 1 Z41 145 A1627952 AA303734 BE349457 AW196765 AA256527 BE089727 

418049 12052.4 AJ314547NM 052888 Bl494693AA835065Al634477AI336678AI807695BF477887Ar701147 Z39^ B1222234 
AV731417 R42406 H04996 T98498 R12489 R12577 R42405 

433023 3970.8 8E999967 BF438599 AW864793 AI802899 BE815132 AW468888 A1672189 A1052004 BF112024 AA772335 AW275054 AA573845 A1144148 

A1958683 AAB46S76 AA927355 H80424 AW973295 R88209 F29868 BE928871 

418866 245947.1 T65754AA229658AA229857 

427239 20459.2 AL532350BE794750AA582906AI015067AW271034BG271636AW075177 AW071374 A1345555 A1307208 BE138953 BE049086 AI334881 
AW075006 AW075181 AA464019 AW302733 AW075100 AW073433 AI802854 AI334909 AI802853 AJ345035 AI348921 AI340734 AJ307478 
AI251 289 AW302327 AW072520 AI3121 45 AW073656 AW072513 AW071 289 AI307559 AA876186 T29587 AI307493 A1255068 AI252868 AI252839 
AW074809 AI252926 AI252160 A1251662 A1251262 AI610913 AI270787 AI270156 A1252075 AW073469 AW072901 AW072496 AW071420 
AJ305762 AJ254764 AIB02837 A1251264 AW073O49 AW071311 AI340643 BE138965 BE1 38502 AW073456 AI334733 A1054335 BE139260 
A1054302 AI054060 AI054057 AI053722 A128971 1 BE139228 AW470478 AW271039 AW302085 BE041872 AI254494 AI271496 AI252427 
BF718773 BF71 8645 AW074866 BE857822 
437834 294580.1 BG1 10129 AW749287 BE535498 AW749299 AW749293 AW749302 AW749298 AW749291 AW749294 AW749289 AW74928B AW749296 
AA769294 AW749297 AW749295 AW749292 BE002573 
A1581311 AA781682 AA781678 

AW877458 AW877524 BE076922 BE166912 AW840534 BE076754 AW797829 BE166905 BE166926 AW877462 BE166927 BE166932 AW877523 
BE166917 AW877529 BE166928 BF351394 AWB77522 AW877528 BE166861 BE166866 BE166913 BE1 66919 AW877456 AW877537 BE076865 
AW840571 

AW972830 AA489820 AA527647 AA570362 
AA401424 AA4001 00 AA663848 
N5O454AA620999T16375 

BI91 7595 A1203314 AL041228 AV727959 D61361 D82004 BI753157 AA961066 AI990307 BF439651 AI453076 AI376075 A1014836 AI018308 
AW183530 AA393346 AA935601 AA628633 AI150282 A1028574 A12171 82 AA431478 AW087473 AW900295 H50055 AL041 229 BI91 7726 
AF075009 R63109R63068 
AW947655AW984020 

NM.006265 D38551 X98294 BM477931 BM461 566 AU 123557 AU1 33303 AU134649 AW500421 BM172439AW500587 AW503665AW5O4355 
AW503640 BM152454 AW505260 A1815964 AW504075 AW500716 AL597310 BC001229 BM474371 AA984202AU1 35205 BEO90841 AW1 63750 
BF747730 BF898637 AI208506 AV660870 AV6921 1 0 AW386830 AV656831 N8471 0 AW993470 BF086602 BF758454 BG960772 BF757769 
8I870853 BE018627 C75436 AW148744 BF757753 BG622067 BE909924 AA708208 BG530266 BF968015 AW992930 BF888862 BG536628 
AA143164 AW748953 BG498922 BF885190 BF889005 BF754781 BF800003 BM476529 AJ627668 AW028126 AL04601 1 BF590668 AI017447 
AA579936 A1367597 AA699522 BE280597 AI1 24620 AI082548 AW274985 AA677870 A1056767 BE551689 AA287642 H94499 AI752427 A1652365 
AW002374 AW062651 AA360834 N68822AU 135442 AU125960 Z78334 BE545813 A1092115 BF312771 BF242859 BG533616 BG533761 
BG164745 BG492433 BM473183 AA1 72043 M172069 AU157092 AU151353 AU15531 8 BE30221 1 A1375022 AA085641 AU1 57923 H88858 
AA132730 AA1 151 13 AA909781 AI475256 AA424206 AW572383 AW084296 A! 184820 AI46917B AA782432 H92184 AA340562 BF19581 8 
AA852821 AW576342AA827107 AA173317 AW190014AI918514 AA729372 AA729718 A1055958 AA331424 BE328601 AA515690 BI018896 
AW628277 AA74S36B AA626222 BG492636 AW380620 BF800058 AW370956 AA290909 R25857 BG952995 BF801437 AA1 72077 AU155890 
AU149783 AI720904 AA902936 AA865727 AI470830 AV740677 AA142982 AA482485 AU145485 AW576399 AU156042 R63448 BF246427 
BE928472 025910 BF758439 BF968785 BE565238 AA355981 A1905607 BG291148 BG533095 BG532888 BF030886 BG613756 BE928471 
BG574501 AA187596 AA361196 TB5557 BG531446 BG527242 BG527513 BG511106 AA085995 BF847252 BG024608 BE540261 BG531236 
AL579993 BG108733 BG483503 BG571032 BG492505 
425331 1227464.1 AA427363 AW952128 AA355353 

437437 6087.1 BC009352BC014630 AU131857AL527140AU131768B1769362BI753220AU129886AU128771 AA314135AU126819 AI333799 AA479336 

AA258503 AL597351 AL35961 9 BG697218 BI254283 AI743846 AA236444 AA397533 AA247450 A105 1464 A1224533 AU1 53442 AU151001 
AU152621 AU151829 AU153069 AW269958 AU154195 AI862754 A1589780 AW273839 AI338155 AI126632 BEO46048 AA976930 AI289304 
AI625961 AI222288 AI280054 AA973329 AI524262 AI242371 AA296517 AI567865 AI5906B1 AJ345616 AW247913 A1422051 AI475352 AI689531 
AW469308 AW198034 AA936939 AU151059 AU 148134 AA486419 AU151953 AI830968 BI493265 BI493264 AU149661 BE26S763 AV763495 
AW962827 BM480300 AA226869 AL529368 BM451957 AU 13271 4 B1871319 AA380739 BI911351 BF795908 BE548853 AW579751 

430183 17316.1 AK055746 AA039909 BE183282 W60721 AA464867 AA398986 T67280 BF995651 AI675065 BG001051 BF764727 BF766707 BF764717 BF764852 
BF173139BE010038 

430504 5477.6 BE219720 BF475241 AI571723 BE219848 BI789268 AI224899 AA724884 AW771467 AA480255 AW845616 A1440295 H52B00 BE218790 AI681575 

AW300064 AW262133 H21568 AI363015 AI884914 H86948 
428612 1383189 1 AA770001 AA431112AA432126 

409670 8882.8 AJ625045AW504152AI469086AA905873AW504662AW136114A1927270 BE041 754 AI648386AA662655 AA400052 All 43501 AI744934 

AI4O0147 AI381657 AA676551 AA974367 AW1 17437 A1570383 AI242456 AI274581 AA67B138 R49939 AI393926 AA345854 AW605850 AJ869780 
AW391171 R77044 

418574 12009.2 AW955043 AI990326 AA776406 AI01 6250 AW451 882 AA843678 BF916900 AW945895 A1979339 N23129 W70051 AA322S72 N23137 
409019 32320 4 BM480413 N28908 H39792 BE240826 BE882093 BE240827 AW868637 BF739795 AA700834 AA769597 AA489668 AW968806 AW085196 

AI093280 AJ21 8457 AA063138 AI632958 AW51 5005 AI570530 241724 AA748789 AI696584 AA062544 AA773643 AA490285 
430935 15297.3 B C0 17923 AA789302 AW466994 BF513878 AI819642 AI1 8491 3 AW469044 AI220572 AW07291 6 A1280239 AI47361 1 AW841 1 26 D60937 

AA489195 N59350 AA693435 BG531204 M484243 AW514092 
424677 2518.37 U09414 NM.003438 AA503545 AI022449 AA043458 AA766074 AA765442 AA805052 AI02821 1 AW609708 



TABLE 51 C 

Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. 'Dunham, et al' refers to the pubEcation entitled The DMA sequence of 

human chromosome 22* Dunham, et a). (1999) Nature 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposition: Indicates nucleotide posiOons of predicted exons. 



Pkey 


Ref 


Strand 


NLposiBon 


405547 


7711513 


Minus 


172780-174358 


402145 


8018260 


Rus 


113086-114800 


402199 


8576116 


Minus 


84187-84744 


401435 


8217934 


Minus 


54508-55233 


402408 


9796239 


Minus 


110326-110491 


406367 


9256126 


Minus 


5B313-58489 


402680 


8113438 


Plus 


137634-137768,139702-139893,140475-14059 


402299 


6693370 


Plus 


23367-25175 


401091 


9958240 


Rus 


94760-94898 
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10 



15 



401464 


6682291 


Minus 


403969 


8569909 


Plus 


401837 


7630990 


Minus 


404068 


3168621 


Minus 


403137 


9211494 


Minus 


402679 


811343& 


Plus 


4037B0 


8076989 


Bus 


404071 


7210053 


Minus 


403242 


7637817 


Minus 


402260 


3399665 


Minus 


400587 


9887626 


Plus 


405770 


2735037 


Plus 


403532 


8076842 


Minus 


406137 


9166422 


Minus 


402677 


8113438 


Plus 


402678 


8113438 


Plus 



170688-170834 
31237-31 375.32405-3250$ 
120993-121095.121660-121729 
18123-18766 

92349-92572,92958-93084,93579-93712,9394 

132079-132216 

93160-93409 

167354-167859.168810-168920,169000-16910 
11297-12511 

113765-113910.115653-115765.116808-11694 

25435-25588,25668-25747 

61057-62075 

81750-81901 

30487-31058 

22135-22309.23063-23238 
37395-37514.37866-37981 
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TABLE 52A: 

Pkey. Unique Eos probeset identifier number 
ExAccn: Exemplar Accession number. Genbank accession number 
UnigenelD: Unlgene number 
UnigeneTifteUnigene gene title 
R1: Ratio of testicular cancer (non-seminomatous and Seminomatous) 



Pkey 

414438 
424247 
416680 
412948 
438091 
406658 
418174 
400)38 
413063 
430542 



432730 

444562 

446525 

417088 

418870 

433800 

426295 

406856 

417139 

440207 

422578 

432359 

420367 

429978 

440440 

423673 

412636 

435538 



442562 
406656 
446619 
423961 
425543 
420676 
406820 



447526 
414587 
446627 
449571 
413787 
410315 
414092 
422714 
439180 
444784 
406648 
448588 
433423 
429490 
432606 
407862 



ExAccn UnigenelD Unigene Title 

AI879277 Hs.76136 thioredoxin 

X14008 Hs.234734 lysozyme (renal amyloidosis) 

AW245540 Hs79516 brain abundant, membrane attached signal 

BE243313 Hs.334851 UM and SH3 protein 1 

AW373062 nuclear receptor subfamiy 1, group I, m 

A1920965 Hs77961 major histocompatibility complex, class 

L20688 Hs.83656 Rho GDP association inhibitor (GDI) bet 

T97490 Hs.50002 srr^iwludble(^WnesubfarnilyA(Cy 

AL035737 Hs751B4 chitinase 3-iike 1 (cartilage glycoprote 

A1557486 Hs.1 19122 ribosomal protein L13a 

BE409838 Hs.1 94657 cadherin 1 , type 1, E-cadherin (epithefi 

AI066520 Hs.131358 ESTs 

AA186715 Hs.336429 RIKEN cDNA 9130422N19 gene 

AW967069 Hs.21 1556 hypothetical protein MGC5487 

M54915 Hs.81170 pim-1 oncogene 

AF147204 Hs.89414 chemokine (OX-C motif), receptor 4 (fus 

A1034361 Hs.135150 lung type-l cell membrane-associated gly 

AW367283 zinc finger protein 6 (CMPX1) 

AW515336 Hs.29797 ribosomal protein L10 

M69043 Hs.81328 nuclear factor of kappa Dght polypepUd 

AI371978 Hs.128326 ESTs 

AF239666 Hs.1545 caudal type homeo box transaction fact 

AA076049 Hs.274415 Homo sapiens cDNA FU10229 fis. clone HE 

AA259090 Hs.257028 ESTs 

AA249027 ribosomal protein S6 

Z28925 Hs.71 88 sema domain, immunoglobulin domain (Ig), 

BE003054 Hs.1695 matrix metaBoproteinase 12 (macrophage 

NM_004415 desmoplakin (DPI, DPI!) 

AB01 1540 Hs.4930 tow density lipoprotein receptor-related 

NM 005397 Hs.16426 podocalyxin-Tike 

BE379584 (tolichyWiphosp!x»Iigosaccharide-protei 

M16714 Hs.89643 major histocompatibility complex, class 

AU076643 Hs.313 secreted phosphoprotein 1 (osteopontin, 

D13656 Hs.136348 periostin(OSF-2os) 

R23313 Hs.334895 ribosomal protein L10a 

AI434780 Hs.4248 vav 2 oncogene 

A1223958 Hs.1081 24 ribosomal protein S4, X-Tinked 

NMJJ14297 Hs.7486 protein expressed in thyroid 

AUJ48753 Hs.303649 small inducible cytokine A2 (monocyte ch 

NM 004862 Hs76507 LPSnnduced TNF-alpha factor 

AI973016 Hs.15725 hypothetical protein SBBI48 

AW016812 Hs.200266 ESTs 

Al 352558 tyrosine 3-monooxygenasertryptophan 5-mo 

AI638871 Hs.1 7625 Homo sapiens cDNA: FU 22524 fis, clone H 

Z14244 Hs75752 cytochrome c oxidase subunitVllb 

AB018335 Hs!l19387 KIAA07 92 gene product 

AI393742 Hs.1 99067 v-erb-b2 avian erythroblastic leukemia v 

D12485 Hs.1 1951 ectonucleofidepyrophosphatase/phosphoal 

AA563730 Hs.277477 major histocompat&iGty complex, class 

AI970276 Hs.156905 K1AA1676 

BE4071 27 Hs.8997 heat shock 70kD protein 1 A 

AI971 131 Hs.23889 ESTs, Weakty similar to ALU7_HUMAN ALU S 

NMJW2104 Hs.3066 granzyme K (serine protease, granzyme 3; 

BE548267 Hs.3379B6 Homo sapiens cDNA FIJI 0934 fis, clone OV 



compared to normal adult testicular tissues 



R1 

51.77 

49.93 

49.20 

44.46 

40.70 

39.64 

38.70 

38.25 

37 JO 

37.22 

35.98 

35.25 

31.69 

31.33 

31.20 

29.93 

29.35 

29.32 

28.93 

27.99 

27.75 

26.95 

26.90 

26.50 

26.43 

26.36 

26,23 

26.15 

2525 

25.25 

25.15 

25.13 

24.78 

24.48 

24.38 

24.18 

23.96 

23.80 

23.56 

2352 

22.93 

22.83 

22.81 

22.68 

22.45 

22.45 

22.30 

21.69 

21.58 

21.23 

21.19 

2070 

20.60 

20.57 
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420754 
425769 
424800 
412915 
452322 
410143 
420759 
430253 
425535 
411573 
452874 



421379 

426083 

429183 

450000 

450377 

430255 

440528 

444381 

420028 

414682 

428782 

415221 

429614 

418707 

412025 

417407 

424326 

446921 

425996 

402474 

450937 

427521 

421181 

443523 

449338 

429469 

425945 

430332 

427691 

406786 

431639 

451106 

408380 

445863 

456236 

406791 

414020 

440273 

417640 

446108 

410185 

422105 

415899 

428227 

427820 

426552 

422241 

436860 

418509 

444060 

412623 



425234 
417144 
410325 
415938 
433412 
418151 



447211 
417426 
414420 
444051 
454413 
452651 
450581 
420962 
407112 
410598 
428664 
448412 



W79431 

U72513 

AL035588 

AW087727 

BE566343 

AA188169 

T11832 

AK001514 

AB 007937 

AB029000 

AK001061 

A1493591 

Y15221 

AW962712 

AB014604 

AI952797 

AB033091 

AK000703 

BE313555 

BE387335 

ABO146B0 

AL021154 

X12830 

W07418 

AI371172 

U97502 

AI827451 

AA923278 

MM.014479 

AB012113 

W67330 

R49131 

AW973352 

NM.005574 

AK001575 

H73444 

M64590 

AW410669 

R51790 

AW194426 

AW161678 

AK000680 

BE382701 

AF 123050 

R12234 

AF045229 

AI220684 

NMJ502984 

AI805392 

D30857 

AUD36596 

BE294068 

AI929700 

X78992 

AA321649 

BE222494 

BE297660 

Y00062 

H12751 

AB028624 

AA340277 

R28898 

AW361666 

AW152225 

AA382104 

AB023154 

BE383507 

AV653729 

AA854238. 

AW958934 

AL161961 

NMJ02291 

AA043424 

N48373 

A1653672 

AI21B918 

AF081513 

NM_005904 

AA070801 

A1817130 

AK001666 

AI219083 



Ks.346911 rftosoma! protein L22 

Hs.1 59486 Human RPI13-2 pseudogene mRNA, complete 

Hs.153203 MyoD tamfly inhibitor 

Hs.74823 NM_004541:Homo sapiens NADH dehydrogenas 

Hs-28988 gtutaredoxin {Ihiottransf erase) 

WAA1191 protein 
Hs.127797 Homo sapiens cONA FU11381 fis, clone HE 
Hs.236844 hypothefcal protein FU 10652. 
Hs. 158287 WAA0468 gene product 
Hs.70823 WAA1077 protein 
Hs.30925 hypothetical protein FU10199 
Hs.78146 piatelet/endolhefial cell adhesion mdec 
Hs.103982 small inducible cytokine subfamily B (Cy 
Hs.126712 ESTs, Weakly similar to AF191020 1 E2165 
Hs.197955 WAA0704 protein 
Hs. 10888 hypothetical protein FU21709 

WAA1265 protein 
Hs.323822 Homo sapiens mRNA for KIAA1551 protein, 
Hs.7252 WAA1224 protein 
Hs.283713 ESTs, Weakly simiiar to S64054 hypotheti 
Hs.8786 carbohydrate (N-aretylgtiico$amine-6-0) s 
Hs.76884 inhibitor of DMA binding 3, dominant neg 
Hs. 1 934O0 inlerleukin 6 receptor 
Hs.78225 annexinAI 
Hs.211539 hypothetical protein MGC4248 
Hs.87497 butyrophilin, subfamily 3, member A2 
H s.24 1 43 Wiskott-Aldrich syndrome protein interac 
Hs.290905 ESTs, Weakly simBar to protease {KLsapi 
Hs. 1 45296 ADAM-like disftitegrin protease, decystn 
Hs. 1 6530 small inducible cytokine subfamily A (Cy 
hypothetical protein AL1 101 15 
NM_004079:Homo sapiens cathepsin S (CTSS 
ATP-de pendant interferon response prolei 
ESTs 

UM domain only 2 (rhombofin-like 1) 
hypothetical protein FU10713 
adrenomedulDn 

glycine dehydrogenase (decarboxylating; 
solute carrier family 25 (mitochondrial 
Human clone 23933 mRNA sequence 
ESTs 

ferritin, Gght polypeptide 
phosphoprotein associated with GEMs 
N-MYC oncogene 



Hs.26267 

Hs.184585 
Hs.9536 
Hs.394 
Hs.27 
Hs.164280 
Hs.239483 
Hs.20726 
Hs.1 11334 
Hs^66175 
Hs.25950 
Hs.44532 
Hs.13396 
Hs.82280 
Hs.347939 
Hs.75703 
HsJ25335 
Hs.82353 
Hs.42322 
Hs.737 
Hs.111680 
Hs.78909 
Hs.2248 
Hs.180919 
Hs.170328 
Hs.170121 
Hs.5327 
Hs.85539 

Hs.74170 

Hs.49500 

Hs.1 65909 

Hs.81337 

Hs.62264 

Hs.78921 

Hs.8185 

Hs.83583 

Hs.173108 

Hs.17767 

Hs.82124 

Hs.76095 

Hs.10247 

Hs.40092 

Hs.30209 

Hs.25195 

Hs.100602 

Hs.51615 

Hs.9195 

Hs.189095 

Hs.42532 



Homo sapiens done 25028 mRNA sequence 
regulator of G-prolein signalling 10 
hemoglobin, alpha 2 
small inducible cytokine A4 (homologous 
Homo sapiens cONA; FU23523 fis, clone L 
protein C receptor, endothelial (EPCR) 
A kinase (PRKA) anchor protein 2 
immediate early protein 
endosuifine alpha 

butyrate response factor 2 (EGF-response 
small inducible cytokine subfamily B (Cy 
inhibitor of DNA binding 2, dominant neg 
moesin 

protein tyrosine phosphatase, receptor t 
PR01914 protein 

ATP synthase, H transporting, mitochondr 
Homo sapiens cONA FU20167 fis, clone CO 
metallothionein 1E (functional) 
WAA0746 protein 

ESTs, Weakly similar to 138022 hypothec 

lectin, galadostde-tindmg, soluble, 9 

K1AA0937 protein 

A kinase (PRKA) anchor protein 1 

CGI44 protein; sulfide dehydrogenase G 

acGn related protein 2/3 complex, subun 

Homo sapiens cDNA: FU21897 fis. done H 

K1AA1 554 protein 

lamiriin, beta 1 

immediate early response 3 

activated leucocyte cell adhesion molecu 

PNAS-123 

KIM0854 protein 

TGF-beta4 

MAO (mothers against decapentaplegic, Dr 
ESTs. Weakly similar to ALU7.HUMAN ALU S 
Homo sapiens cONA FU13698 fis, clone PL 
similar to SALL1 (sal (T>osophila)ike 
ESTs, Moderately similar to ALUS HUMANA 



20.40 

20.15 

20.10 

20.01 

19.89 

19.41 

19.08 

19.03 

18.78 

18.63 

18.53 

18.52 

18.50 

18.50 

18.48 

18.44 

18.40 

18.15 

18.05 

17.98 

17.80 

17.75 

17.48 

17,47 

17.40 

1730 

17.14 

17.13 

17.10 

17.03 

16.98 

16.98 

16.98 

16.93 

16.93 

16.53 

16.36 

16.23 

16.21 

16.15 

16.13 

16.11 

16.10 

16.09 

16.00 

15.93 

15.70 

15.69 

15.64 

15.55 

1555 

15.53 

15.49 

15.23 

15.23 

15.05 

15.02 

14.96 

14.88 

14.85 

14.84 

14.78 

14.70 

14.53 

14.48 

14.31 

14.23 

14.20 

14.19 

14.18 

14.13 

14.08 

14.08 

14.04 

14.02 

1193 

13.86 

13.85 

13.78 

13.63 

13.59 

13.57 

13.53 
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430268 AK000737 Hs^37480 hypothetical prolan FU 20730 

445055 BE512855 Hs.109051 SH3 domain binding glutamic acid-rich pr 

447534 AW353935 Hs.288655 ESTs , _ 

408822 AW500715 Hs^7079 Homo sapiens cDNA FU 13267 fis, done OV 

428065 A1634046 Hs.157313 ESTs 

425289 AW139342 Hs.155530 interferon, gamma-indudNe protein 16 

436398 H87136 Hs.5174 ribosomal protein S17 

453856 AA804789 Hs.19447 PDZ-UM protein mystique 

452436 BE077546 Hs.31447 ESTs, Ntoderatery sirnftar toA46010X-lin 

445617 NM_0D3642 Hs.13340 histone acetyttransferase 1 

408437 AW957744 Hs^76469 lacrimal proline rich protein 

435522 K64214 Hs.9774 synovial sarcoma translocation gene on c 

415857 AA866115 Hs.127797 Horra sapiens cDNAFU 11 381 fis, done HE 

406743 AA9115B8 Hs-279860 tumor protein, trarrsialionaSy-cxintraJle 

407951 W77762 Hs.79015 antigen identified by monoclonal antibod 

435080 AI831760 Hs.155111 hypothetical protein FU14428 

418299 AA279530 Hs.83968 integral, bete 2 (antigen CD18 (p95), ly 

430630 AW269920 Hs.2621 cystatln A (steSn A) 

409208 Y00093 integrin, alpha X (antigen CD1 1 C (p1 50), 

422511 AU076442 Hs.117938 coDagen, type XVII, alpha 1 

43B915 AA280174 Hs2B5681 WJiiams-Beuren syndrome diromosome regi 

437374 AL359571 Hs.44054 runein (GSK3B interacting protein) 

433793 AW975959 Hs.107513 ESTs, Moderately similar to K1AA1058 pro 

409963 AA133590 Hs.250857 f^urTycalrnodulin-dependent protein kin 

412247 AF022375 Hs.73793 vascular endothelial growth factor 

413497 BE177661 g b:RC1-HT059W)2030(W)11-*i02HT0598HoTno 

436876 A1124756 Hs5337 isccitrate dehydrogenase 2 (NADP), mitoc 

432409 AA806538 Hs.130732 KIAA1 575 protein 

453020 AL162039 HsJ1422 Homo sapiens mRNA; cDNA DKFZp434M229 (fr 

419384 AA490866 Hs.39429 ESTs 

410275 U85658 Hs.61796 transcription factor AP-2 gamma (actjvat 

432805 X94630 Hs.3107 CD97 antigen 

416975 NM 004131 Hs.1051 granzyme B (granzyme 2, cytotoxic T-tymp 

450719 AI096837 Hs.21349 ESTs, Weakly similar to RB8B JiUMAN RAS-R 

423753 Y11312 Hs.132463 phc^hotoosit»dB-3JOTasB, class 2, beta 

418460 M26315 Hs.85258 C08 antigen, alpha potypepfide (p32) 

402145 Target Exon 

407179 AA206465 Ihymosin, beta 4. X chromosome 

433208 AW002834 Hs.24095 ESTs 

447735 AA775268 Hs.6127 Homo sapiens cDNA: FU23020 fis, done L 

408912 AB011084 Hs.48924 WAA0512 gene product; ALEX2 

422068 AI807519 Hs.104520 Homo sapiens cDNA FU13694 fis, clone PL 

431427 AKDO0401 Hs.252748 Homo sapiens cDNA FU20394 fis, done KA 

427761 AA412205 Hs.140996 ESTs 

449246 AW411209 Hs.23363 hypothetical protein FU 10983 

436075 BE090176 Hs.179902 transporter-like protein 

440774 AM20611 Hs.153934 ESTs 

430594 AK000790 Hs.246885 hypothetical protein FU20783 

419223 X60111 Hs.1244 C09 antigen (p24) 

424528 AW073971 Hs.238954 ESTs, Weakly similar to K1AA1204 protein 

444656 AI277924 Hs.145199 ESTs 

420943 AI718702 Hs^79930 major histocompatibility complex, crass 

450294 H42587 Hs.238730 hypothetical protein MGC10823 

413686 A1469213 Hs.71404 ESTs 

406701 AA780613 Hs.62954 ferritin, heavy polypeptide 1 

424687 J05070 Hs.151738 matrix metalloproteinase 9 (getaSnase B 

407252 AA659037 Hs.163780 ESTs 

445929 A1089660 Hs.323401 dpy-30-tike protein 

451864 N20370 Hs.69547 ESTs 

429307 AU076592 Hs.198951 jun B proto-oncogene 

434280 BE005398 gb:CM1-BN0116-150400-189-h02 BN0116 Homo 

447519 U46258 Hs.339665 ESTs 

417365 D50683 Hs.82028 transforming growth factor, beta recepto 

418945 BE246762 Hs.89499 arachidonale 54rpoxygenase 

406776 T16206 Hs.237164 ESTs, Highly similar to LDHH.HUMAN L-LAC 

437103 AW139408 Hs.152940 ESTs 

449961 AW265634 Hs.133100 ESTs 

441244 BE612935 Hs.1 84052 PP1201 protein 

450139 AK001838 serum/gtecocorticotrJ regulated kinase 

427202 BE272922 Hs.173936 interteukin 10 receptor, beta 

449944 AF290512 Hs.58215 Homo sapiens, Similar to rhotekin, done 

446682 AW205632 Hs.211198 ESTs 

413886 AW958264 Hs. 103832 similar to yeast Upf3, variant B 

430068 AA464964 gb:zx80f10.s1 Soares ovary tumor NbHOT H 

424950 AA602917 Hs.156974 ESTs 

434442 AA737415 ESTs 

438089 W05391 nudear receptor subfamily 1 , group 1, m 

432559 AW452948 Hs.257631 ESTs 

414191 AW250089 Hs75807 PDZ and UN! domain 1 (elfin) 
434649 AA738254 Hs.165390 ESTs, Highly similar to A40350 transcrip 

424321 W74048 Hs.1765 lymphocyte-specific protein tyrosine kin 
452568 AA805634 Hs.300870 Homo sapiens mRNA; cDNA DKFZp547M072 (fr 

419490 NM_006144 Hs.90708 granzyme A (granzyme 1 , cytotoxic T-tymp 
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425875 AU077333 
416926 H03109 



420225 
445577 
411975 



AW243046 

N40696 

A191605B 



447644 AW861622 

408784 AW971350 

444795 AI193356 

407110 AA016O42 

400440 XB3957 

414829 AA321568 



427711 
426827 
4563S2 
446795 
424201 
422627 
419904 
451129 
414405 
418840 



M31659 

AW067805 

AW973003 

AI797713 

133075 

BE336857 

AA974411 

BE072B81 

A1362533 

AI821614 



453716 AA037675 
415323 BE2S9352 



415189 
408360 
423024 
434423 
437469 
416078 
410397 
422603 



L34657 
AIB06090 
AA593731 
NM 006769 Hs.3844 
AVV753112 Hs.15514 



Hs.12461 

Hs.15119 

Hs^0924 

Hs.160483 

Hs.263395 

Hs.282076 

Hs.1 37064 

Hs.144583 

Hs.108646 

Hs.63386 

Hs.160316 

Hs^52085 

Hs.83870 

Hs.77436 

Hs.180408 

Hs.172665 

Hs.179909 

Hs.156471 

Hs.1742 

Hs.118787 

Hs.18672 



Hs.185831 
Hs.152675 
Hs.949 
Hs.78146 
Hs.44344 
Hs.325823 



AL034349 
AF217517 
BE242587 



434524 AA635931 
422960 AW890487 



414774 
411960 



408161 
441455 
433271 
436823 



X02419 
R77776 
AI131291 
AW952912 Hs.300383 
AJ271671 HsJ854 



Hs.79005 
Hs.63042 
Hs.118651 
Hs.249716 

Hs.77274 
Hs.18103 
Hs.102308 



BE621697 
AW749865 



427968 AI857607 

420059 AF161486 

410730 AW368860 

431958 X63629 

417315 AI080042 

421098 A1697901 

422689 AW856665 

433156 R59206 

425246 AI085561 

440268 BE270030 

414821 M63835 



AW1 29401 

BE245550 

D80011 

AA353B95 

AW137772 



407254 
426689 
420099 
424768 
441436 
446019 
437886 

430556 AW957807 



Hs.14317 
Hs.1 17077 
Hs.181301 
Hs.94769 

Hs^877 

Hs.18O450 

HsJ92425 

Hs.17519 

Hs.155321 

Hs.336959 

Hs.77424 

Hs.181165 

Hs.171825 

Hs.95140 

Hs.152983 

Hs.185980 



AW947164 Hs.195641 
BE264111 Hs.31314 



450147 
442806 
431187 
449971 
417018 
422451 



Hs 13797 
AW373713 Hs.146324 
AW294522 Hs.149991 
AW971146 Hs.293187 



AA807346 

M16038 

AA310753 



419839 U24577 

409493 AA386192 

432314 AA533447 

414591 A1888490 

415825 Y18024 



429500 
420337 
452679 
437108 



X78565 
AW295840 
Z42387 
M434054 



417228 AL134324 
425593 AA278921 



422616 
438980 
429109 
444933 



BE3O033O 
AW502384 
AL008637 
NMJM6245 Hs.12150 



Hs.288581 
Hs.80887 
Hs.42491 
Hs.93304 
Hs.193482 
Hs.312989 
Hs.55902 
Hs.78877 
Hs.289114 
Hs.14555 
Hs.83883 
Hs.80624 
Hs.7312 
Hs.1908 
Hs.1 18725 

Hs.196352 



LCHN protein 
WAA1361 protein 
WAA1628 protein 

erythrocyte membrane protein band 7.2 (s 
HT018 protein 

Homo sapiens mRNA for K1AA1650 protein, 
cytoplasmic potyadenytafion element bind 
ESTs 

Homo sapiens cDNA RJ14934 fis. done PL 

ESTs 

ESTs 

Prader-WflE£Angetman syndrome-5 

nebufin 

pteckstrin 

solute carrier family 25 (mitochondrial 
methylenetetrahydrofoiate dehydrogenase 
hypolhefoai protein FU22995 
ESTs 

IQ motif containing GTPase activating pr 
transforming growth factor, beta-induced 
ESTs 

a£:RC2^T0548-20030W)12-e09 BT0548 Homo 

K1AAO306 protein 

ESTs 

ESTs 

neutrophil cytosoDc factor 2 (65kO, chr 

ptatelet/endothefial ceil adhesion molec 

hypothetical protein FU20534 

ESTs. Moderately similar to ALU5.HUMAN A 

UM domain onfy 4 

hypothetical protein MGC3260 

protein tyrosine phosphatase, receptor t 

DKFZp564J157 protein 

hematopoieticaily expressed homeobox 

ESTs 

cadherin 13, H-cadherin (heart) 
plasminogen activator, urokinase 
ESTs 

potassium inward ly-recCfying channel, s 
hypothetical protein MGC3032 
zinc/iron regulated transporter-like 
nucleolar protein f amity A, member 3 [HI 
ESTs, Weakly similar to 138022 hypothefj 
cathepsinS 

RAB23, member RAS oncogene family 
DnaJ (Hsp40) homotog, subfamily B, membe 
cadherin 3, type 1, P-cadherin (placenta 
ribosoma! protein S24 
ESTs 

gb:RC3CT0297-29010(W)13^03 CT0297 Homo 
Homo sapiens cDNA: RJ22539 fis, done H 
serum response factor (c-fos serum respo 
Homo sapiens, clone 1MAGE:3677185, mRNA 
Fc fragment of IgG, high affinity la, re 
eukaryofic translation elongation factor 
basic helix-loop-heQx domain containing 
KIAA0189 gene product 
HUS1 (S. pombe) checkpoint homolog 
ESTs 

ESTs, Moderately sim3ar to 138022 hypot 
retinoMastoma-binding protein 7 
ESTs 

CGI-145 protein 

ESTs 

ESTs 

Homo sapiens cDNA RJ 14296 fis, clone PL 
v-yes-1 Yamaguchi sarcoma viral related 
ESTs, WeaJdy similar to S65657 alpha-10 
phosphofipase A2, group VII (plateiet-ac 
Homo sapiens cDNA FU 11 903 fis, clone HE 
ESTs 

ESTs, Weakly similar to ALU8_HUMAN ALU S 
inositol 1,4,5-trisphosphate 3-Wnase B 
hexabrachion (tenascin C, cytotactin) 
Homo sapiens cDNA: FU21513 fis, done C 
transmembrane, prostate androgen induced 
hypothetical protein MGC2560 
ESTs 

proteoglycan 1, secretory granule 
seienophosphate synthetase 2 
gb:UI-HF-BR0r>aka+12^Wil.r1 MH_MGC_5 
neutrophil cytosolic factor 4 (40kO) 
reGnal short-chain dehydrogenase/reduct 

608 
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430592 
445812 
427254 
428970 
425190 
430162 
421684 
445559 
447198 
437457 
401091 
442832 
442495 
428467 
449924 
447674 
425580 
449656 
412093 
407833 
411979 
437134 
430333 
408996 
425264 
441623 
442622 
441021 
446630 
417621 
433655 
449335 
446975 
436797 
414662 
414601 
406699 
443884 
442821 
418522 
435968 
440327 
409327 
435684 
430299 
427523 
407151 
448094 
421395 
431574 
412645 
423523 
426759 
426780 
426215 
435748 
443351 
447500 
407949 
428728 
434511 
411852 
424875 
419378 
449523 
425277 
451831 
443303 
407013 
429999 
445493 
413420 
422392 
453485 
434159 
432666 
430915 
425913 
448776 
438763 
435905 
406663 
427395 



AJ224864 Hs.9688 leukocyte membrane anEgen(IRCI) 
N94126 Hs.12969 hypothetical protein 
AL121523 Hs.97774 ESTs 
BE276891 Hs.194691 refjnrjfc acid induced 3 
AW028302 Hs.1 55079 protein phosphatase 2, regulatory subuni 
AW450B43 Hs.346348 ESTs 
BE2B1 591 Hs.1 06768 hypothetical protein FU1051 1 
AI335361 Hs.226376 ESTs 
061523 Hs.283435 ESTs 

AA757900 Hs.270823 ESTs, Weakly similar to S65657 alpha-1C- 
decay accelerating factor for complement 
Hs.253569 ESTs 
ESTs 

hypothetical protein FU11259 
Homo sapiens cDNA: FU221 30 fis, done H 
cycTuvdependent kinase 2 
galanin 
ESTs 
ESTs 

ESTs, Weakly similar to S1 9560 proDne-r 
rettnoblastoma-binding protein 5 
ARP2 (actifwelated protein 2, yeast) ho 
T1A1 cytotoxic granule-associated RNA-bi 
gtycopralein (transmembrane) nmb 
NSI-associated protein 1 
desmoglein 2 

Notch (DrosopnSa) homotog 3 
H1 histone family, member 2 
Homo sapiens mRNA; cONA DKFZp434E033 (fr 
interferon-induced, hepatitis C-assoclat 
ribosomal protein S23 
STAT induced STAT inhibitor 3 
ubiquifin-acfivating enzyme E1-tike 
hypothetical protein MGC14879 
major histocompatibility complex, class 
AHNAK nudeoprotein (desmoyokin) 
ribosomal protein L12 
lepfci receptor 
transmembrane protein 4 
Homo sapiens cDNA: FU21950 fis, clone H 
integral membrane protein 3 
ESTs 

collagen, type IX, atpha 3 
UM domain binding 2 
serine carboxypeptidase 1 precursor prot 
upregulated by 1^25-dihydroxyvitamin D-3 
ESTs, Moderately similar to unknown [H.S 
ESTs, Weakly similar to 138022 hypothec 
pyruvate dehydrogenase (lipoamide) alpha 
hypothetical protein (U434014.3 
Homo sapiens, Similar to hypothetical pr 
ESTs 
ESTs 

adenylate cydase 7 
stanniocalcin 2 
ESTs 

Homo sapiens cDNA FU 13471 fis, done PL 
ESTs 

ESTs, Weakly similar to 2109260A B cell 
hypothetical protein 
ESTs 

ESTs, Weakly similar to T00329 hypotheti 
ESTs 

nucleotide-sugar transporter similar to 
chemoJdne (G-C motiO receptor 5 
cydinT2 

activating transcription factor 3 
caspase 7, apoptosis-related cysteine pr 
gb:Human nebufin mRNA, parfial cds 
ESTs 

metallothionein IE (functional) 
proteasome (prosome, macropain) activate 
mannosidase, beta A, lysosomal 
hypothefical protein PP2447 
ESTs 

ESTs. Weakly similar to unnamed protein 
gb:aa55e05j1 NCLCGAP_GC81 Homo sapiens 
SEC22, veside trafficking protein {S. c 
MRS2 (S. cerevisiaeKike, magnesium hom 
CCAAT/enhancer binding protein (OEBP). 
K1AA0456 protein 

hrtmunogtobuTin heavy constant mu 
Hs.97861 ESTs. Moderately similar to 138022 hypot 



AW206550 
AI184717 
AK002121 
W30681 
BE270640 
L11144 
AA002008 
BE242691 
AW955632 
X85134 
AA349944 
S70114 
AI979168 
AF155568 
AA315805 
NM_000435 
AW578716 
AW384793 
AV654694 
AL036559 
AW150717 
BE246446 
AA731491 
AL036058 
AV650804 
L06505 
N20617 
BE391929 
AA605038 
AW161481 
R12581 
L41162 
NWL001290 
W28673 
BE242779 
H25836 
H24387 
D90084 
AW572659 
AW444433 
AW299828 
A1590401 
BE2422B4 
AW963419 
AA699756 
AW016783 
AI381900 
W21874 
NMJJ16625 
R28982 
AA528140 
A1187945 
R24922 
NM_000579 
NM_001241 
NM 001674 
U67319 
U35637 
AI761902 
A1915771 
AW410235 
NM 005908 
BE620712 
AW135214 
AW204069 
AA488953 
AA365799 
BE302464 
A1583207 
AW997484 
U24583 
AW298741 



Hs.184465 
Hs.146233 
Hs.19192 
Hs.1907 
Hs.188633 
Hs.14947 
Hs.66666 
Hs.72984 
Hs.42915 
Hs.239489 
Hs.344096 



Hs.8545 
Hs.7644 
Hs.15740 
Hs.82316 
Hs.3463 
Hs.345728 
Hs.16695 
Hs.334477 
Hs.76807 
Hs.301417 
Hs.182979 
Hs.194397 
Hs.8752 
Hs.7149 
Hs.111577 
Hs.191146 
Hs.53563 
Hs.4980 
Hs.106747 
Hs.179526 
Hs.301527 
Hs.32061 
Hs.1023 
Hs.261373 
Hs.136061 
Hs.193580 
Hs.21213 
Hs.172199 
Hs.155223 
Hs.117335 
Hs.30799 
Hs.159212 
Hs^47057 
Hs.191381 
Hs.18106 
Hs.107515 
Hs.199310 
Hs.9007B 
Hs.54443 
Hs.155478 
Hs.460 
Hs.9216 
Hs.83870 
Hs^9597 

Hs.75348 
Hs.1 15945 
Hs.33026 
Hs.191828 



Hs.30057 
Hs.99029 
Hs.5003 
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446272 BE268912 Hs.1 4601 hemalopoieGc cell-specifk: Lyn substrat 775 

438382 BE045594 gbim41c11jc1 NC1_CGAP_RDF2 Homo sapiens 7.75 

434963 AW974957 Hs.288719 Homo sapiens cDNA FU12142 fis, done MA 7.73 

_ 422900 AA641201 Hs.222051 ESTs 7.73 

5 432598 AI341227 Hs.157106 ESTs 7.72 

449322 A1638616 Hs.1 96566 ESTs 7.71 

416987 D86957 Hs.80712 KIAA0202 protein . 7.67 

410800 BE2B0421 Hs.94499 ESTs 7.67 

416801 X98834 Hs.79971 sal (Droscph2a}-like 2 7.67 

10 437442 T85104 Hs.222779 ESTs, Moderately similar to similar to N 7.65 

407137 T97307 gb:ye53h05^1 Scares (etai fiver spleen . 7.65 

401466 vesicle-associated membrane protein 4 7.65 

406870 AAQ75144 gb:zm86f06.s1 Stratagene ovarian cancer 7.64 

408558 AW015759 Hs.235709 Homo sapiens mRNA; cDNA DKF2p667B0711 (f 7.63 

1 5 457250 AA811987 Hs.125779 ESTs 7.63 

412949 AI471639 Hs.71913 ESTs 7.63 

406819 AA908472 gb:og82a10\s1 Na_CGAP_OvB Homo sapiens 7.62 

441612 AI802629 Hs.113660 Homo sapiens cDNA RJ 11 631 fis, clone HE 7.62 

_ _ 414799 AI752416 Hs.77326 tnsuJin-like growth factor binding prote . 7.61 

20 43S937 AA830893 Hs.1 19769 ESTs 7.60 

447197 R36075 gb:yh88b01.s1 Scares placenta Nb2HP Homo 7.60 

407719 AW963866 Hs.44021 Homo sapiens mRNA tor FU00065 protein, 7.60 

417336 R70429 Hs.81988 disabled (Drosophila) homolog 2 {mitogen 7.56 

418134 AA397769 Hs.86617 ESTs 7.55 

25 451812 X81889 Hs.152151 p)atophiRn4 7.55 

412347 AW970026 Hs.73818 ubiquinoi-cytochrome c reductase hinge p 7.54 

429083 Y09397 Hs.227817 BCL2-related protein A1 7.54 

414004 AA737033 Hs.7155 ESTs, Moderately similar to 21 1 5357A TYK 7.S2 

423905 AW579950 Hs.135150 hjng type-l cell membrane-associated gly 7.52 

30 407784 AW139585 Hs.12708 ESTs 7.52 

425762 BE244076 Hs.1 59578 AT-hook transcription factor AKNA 7.50 

418452 BE379749 Hs.85201 C-type (calcium dependent, carbohydrate- 7.50 

438459 T49300 Hs.35304 Homo sapiens cDNA FU13655 fis, clone PL 7.48 

446013 AI360167 Hs.152774 ESTs 7.48 

35 429281 AA830856 Hs.29808 Homo sapiens cDNA: FU21 122 fis, done C 7.48 

415526 N76536 Hs.265591 ESTs, Wealdy similar to ALU INHUMAN ALU S 7.45 

417450 AA314435 Hs.17519 Homo sapiens cDNA: RJ22539 fis, clone H 7.45 

431773 BE409442 HS.26B557 pleckstrin homotogy-Cke domain, family 7.44 

447082 T85314 Hs.54629 thioredoxm-like 7.43 

40 441962 AW972542 Hs.289008 Homo sapiens cDNA: FU21814 fis, clone H 7.43 

42905B Af 138863 Hs.35254 hypothefjcal protein FLB6421 7.43 

439971 W32474 Hs.301746 RAP2A, member of RAS oncogene family 7.43 

442233 AW967149 Hs.28439 ESTs, Weakly similar to I38022 hypothefJ 7.43 

436394 AA531187 Hs.126705 ESTs 7.39 

45 452248 AA093668 Hs.28578 musdeblind {DrosophilaJ-lflte 7.39 

446258 AI283476 Hs.263478 ESTs 7.38 

410570 AI133096 Hs.64593 ATP synthase, H transporting, rrBtochondr 7.37 

447484 AA464839 Hs.292566 hypotftefical protein FU 14697 7.36 

435541 AA687361 Hs.221318 ESTs 7.35 

50 453932 AW006303 HsJ29296 ESTs, Weakly similar to (deffine not ava 7.35 

408067 BE244580 Hs.342307 hypothetical protein FIJI 0330 7.35 

427307 AF117947 Hs.174795 PDZ domain-containing guanine nucleotide 7.35 

418335 BE179882 glutathione peroxidase 3 (plasma) 7.35 

448877 A1583696 Hs.253313 ESTs 7.35 

55 443195 BE148235 Hs.1930B3 Homo sapiens cONAFU 14201 fis, done NT 7.35 

444838 AV651680 Hs.208558 ESTs 7.33 

422693 BE3Q0073 Hs.279860 tumor protein, translatianally-ccntrolle .7.31 

424677 U09414 zinc finger protein 137 (done pHZ-30) 7.30 

441678 AI801869 Hs.127982 ESTs 7.29 

60 406542 C19000728*:gi[12585552JsplQ9Y2Q1|Z257_HU 7.28 

408418 AW963897 Hs.44743 KIAA1435 protein 7.28 

425367 BE271188 Hs.1 55975 protein tyrosine phosphatase, receptor t 7.26 

442492 AA528489 Hs.234518 ribcsomal protein L23 7.25 

424541 AW392551 Hs.180559 ESTs, Weakfy similar to A56194 thromboxa 7.25 

65 452852 AK001972 Hs.30822 hypothefjcal protein FU 11 110 7.25 

426501 AW0437B2 Hs.293616 ESTs 7.25 

411251 R19774 Hs.22835 HHGP protein 7.25 

444670 H58373 Hs.332938 hypothetical protein MGC5370 725 

„ 418117 A19220T3 Hs.83496 finker for activation of T cells 7.24 

70 441384 AA447849 Hs.288660 Homo sapiens cDNA: FU22182 fis, done H 7.24 

434817 AA082118 Hs.102737 gofiath protein 7.23 

419970 AW612022 ESTs 7.23 

432290 AKD01099 Hs.274273 Homo sapiens cDNA RJ 10237 fis, clone HE 7.23 

426647 AA243464 Hs.294101 pm-B-cefi leukemia transcription factor 7.23 

75 433891 AA613792 gteno97h03.s1 NCl_CGAP_Pr2 Homo sapiens 7.21 

45403B X06374 Hs.37040 ptateteWerived growth factor alpha pel « 7.21 

430314 AA369601 Hs.239138 pre-8-ce!l colony-enhancing factor 7.20 

443247 BE6143B7 Hs.333893 oMyc target JP01 7.20 

441224 AU076964 Hs.7753 calumenin 7.18 

80 447188 H65423 Hs.17631 hypotheGcal protein DKFZp434E21 35 7.18 

447887 AA1 14050 Hs.19949 caspase 8. apoptosis-related cysteine pr 7.15 

447341 AF106941 Hs.18142 arrestin, beta 2 7.15 

408113 TB2427 Hs. 1941 01 Homo sapiens cDNA FU 20869 fis, done A 7.14 
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418696 AW959433 Hs.326290 hypolhelical protein FU12581 

434699 AA643687 Hs.149425 Homo sapiens cDNAFLM 1980 fis. clone HE 

421633 AF121860 Hs.106260 sorting nexin 10 

410668 BE379794 Hs.159651 hypolhefical protein 
5 43581 2 AA700439 Hs.1 88490 ESTs 

414476 AA301867 HsJ6224 EGF-containing fibufin-fike extracelluta 

408331 NM 007240 Hs.44229 dual specificity phosphatase 12 

417165 RB0137 HsJ02738 Homo sapiens cDNA: FU21425 fis, done C 

408605 AF025374 Hs.46465 T-cell, Immune regulator 1 
10 416401 N80139 Hs.268916 ESTs 

415799 AA553718 Hs£25841 DKFZP434D1 93 protein 

41 5995 NM_004573 phospholipase C, beta 2 

414812 X72755 Hs.77367 monokine induced by gamma interferon 

417535 AA203569 Hs.191482 ESTs 
15 449567 AI990790 Hs.188614 ESTs 

429355 AW973253 Hs.292689 ESTs 

442460 NMJJ14135 Hs.8345 PRO0641 protein 

453187 A1161383 Hs.34549 ESTs, Highly similar to S94541 1 done 4 

430280 AA361258 Hs.237868 interleukin 7 receptor 
20 426124 A1268389 Hs.250697 phosphatidyiinositd gjycan, dass F 

4426B5 AB033017 Hs.8594 WAA1191 protein 

433735 AA608955 Hs.109653 ESTs 

416003 X98001 HsJ8948 Rab geranylgeranyltransferase, beta subu 
424415 NM 001975 Hs.146580 enolase 2, (gamma, neuronal) 

25 416555 AW96B613 Hs.79428 BCL2/adenovinisE1B 19kCWnteracting pro 
409956 AW103364 Hs.727 inhibin, beta A (acfivin A, activin AB a 
407136 T64896 Hs.287420 Homo sapiens cDNAFU 11 533 fis, done HE 
425235 AA353113 Hs.112497 Homo sapiens cDNA: FU22743 fis, done H 
451653 W18193 ESTs, Moderately similar to HERC2 [H.sap 

30 439444 AI277652 Hs^4578 ESTs, Weakly similar to I38022 hypolheti 
451838 AW005B66 Hs.193969 ESTs 

436812 AW298067 gbiUi-H-BWO-aip-g-OWKJUl NCI_CGAP_Su 

443749 R38828 Hs.143463 ESTs 

434584 D57341 Hs.188361 Homo sapiens cDNA FU 12807 fis, clone NT 
35 427919 AA173942 Hs.326416 Homo sapiens mRNA; cDNA DKF2p564H1916 (f 

431840 AA534908 Hs.2850 POU domain, dass 5, transcription facto 

435655 AW105663 Hs.6947 HSPC069 protein 

427640 AF05B293 Hs.180015 Dxlopachrome tautomerase 

418259 AA215404 ESTs 
40 407244 M10014 fibrinogen, gamma polypeptide 

418832 X04011 Hs.88974 cytochrome b-245, beta polypeptide (chro 

441321 H17182 Hs.7771 B-cel associated protein 

433162 AI025842 ESTs 

425410 AA310974 Hs.156828 Homo sapiens cDKA FL) 10522 fis, done NT 
45 434372 AA631373 gb:np86c01.s1 NCLCGAPJThyl Homo sapiens 

456629 AW891965 histonedeacetylase3 
430283 BE391688 RAB7, member RAS oncogene family 

418300 A1433074 Hs.86682 Homo sapiens cDNA: FU21578 fis, done C 
406858 AI865720 Hs.29797 ribosomal protein L10 
50 4295B2 A1569068 Hs.22247 ESTs ( . 

401 1 13 sdute carrier family 22 (organjccation 

449576 AW014631 Hs.22506B ESTs 
432588 X92715 Hs.3057 zinc finger protein 74 (Cos52) 
417558 AF045229 Hs.82280 regulator of G-protein signaHing 10 
55 430451 AA836472 Hs.297939 cafhepsinB 

410503 AW975746 Hs.188662 KIAA1702 protein 
415682 AI347128 Hs.191870 ESTs 

410102 AW248508 Hs.279727 ESTshomdogueof PEhW [Clona savignyl 
414217 AI309298 Hs.279898 Homo sapiens cDNA: FU23165 fis, clone L 
60 457073 AA233210 Hs.179943 ribosomal protein L11 

442232 AI357813 Hs.337460 ESTs, Weakly similar b A47582 B-cell gr 
436137 AI056769 Hs.133512 ESTs 
425787 AA363867 Hs.155029 ESTs 
437802 A1475995 Hs.122910 ESTs 

65 432636 AA340864 Hs.278562 daudin7 

407340 AA810168 Hs.284289 vitfligo-associated protein VTM 
418036 Z37976 Hs.B3337 latent transforming growth factor beta b 
423494 AW504365 Hs.24143 Wiskott-Aldrich syndrome protein interac 
441355 AI822034 Hs.137097 ESTs 

70 430968 AW972830 gb:EST384925 MAGE resequences, MAGL Homo 

434551 BE387162 Hs.280858 ESTs, Highly similar to A35651 DNA exds 
447232 AW499834 Hs.327 interleukin 10 receptor, alpha 
422310 AA316622 Hs.98370 cytochrome P450, subfamBy US, polypept 
449217 AA278536 Hs. 23262 ribonudease, RNase A family, k6 

75 449057 AB037784 Hs.22941 KIAA1363 protein 
446979 AI654443 Hs.197683 ESTs 
452382 N38902 Hs.211539 hypothetical protein MGC4248 
424858 AI568170 Hs.96886 ESTs 

4094B5 S80990 Hs.252136 ficolin {coilagenffibrinogen domain-conl 
80 451603 BE379499 Hs.173705 Homo sapiens cDNA: FU22050 fis, done H 
4261 58 NM 001 982 Hs.1 99067 v-erb-b2 avian erythroblastic leukemia v 
452472 AVTC57300 Hs.294142 ESTs, Weakly similar to C55653 oligodend 
450256 AA286887 Hs.24724 MFH-ampitfied sequences with iBUClne-ric 
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451589 


AA424791 


Hs.5734 


meningioma expressed antigen 5 (hyaluion 


444207 


Al 565004 




caDrepsin D (lysosomal aspartyt protease 


418459 


R85436 


Hs.268814 


ESTs 


427667 


AK001279 


Hs.180171 


Homo sapiens cDNA HJ 1041 / its, clone n i 


406745 


AW511970 


Hs.279860 


tumor protein, translation ally-con trolie 


446173 


BE565849 


Hs.14158 


copine HI 


436566 


BE545586 


Hs^78712 


Homo sapiens cDNA FU 11 074 fis, done PL 


423825 


NMJXM402 


Hs.1 33089 


DMA fragmentation factor, 40 kO, beta po 


443441 


AW291196 


Hs.92195 


ESTs 


428403 


AI393048 


Hs.326159 


leucine rich repeat fm FUI) interactin 


431971 


BE274907 


Hs.77385 


myosin .light polypeptide .6, alkafi, smo 


450219 


A1826999 


Hs.224624 


ESTs 


408896 


A1610447 


Hs.48776 


niban protein 


442618 


R56222 


Hs.26514 


ESTs 


422773 


AB028962 


Hs.301552 


WAA1039 protein 


413663 


BE247585 


Hs.75462 


BTGfan% member 2 


418905 


BE539674 




aclinin, alpha 4 


405086 






NM_006662*:Homo sapiens Snf2-related CBP 


448520 


AB002367 


Hs.21355 


douWecorOn and CaM kmase-like 1 


407284 


AI539227 


Hs.214039 


hypothetical protein FU 23556 


447296 


AW243614 


Hs. 18063 


Homo sapiens cDNA FU10768 fis, done NT 


443953 


AA878183 


Hs.17448 


ii ; . ci una a n^. Jam fil 

Homo sapiens cDNA FU1 351B lis, aorta PL 


426496 


D31765 


Hs.170114 


KIAA0061 protein 


422303 


AW410382 


Hs.27556 


hypothetical protein FU22405 


440119 . 


AA865455 


Hs.125331 


ESTs, Moderately similar to unknown [Rs 


451656 


AW195351 


Hs.250520 


ESTs, Moderately similar to 138022 hypot 


435918 


AF263538 


Hs.86232 


growth differentiation factor 3 


439979 


AW600291 


Hs.6823 


hypothetical protein FU 10430 


412220 


BE350058 


Hs.367B7 


chromodomaln helicase DNA binding protei 


436716 


AI433540 




gb^69g05.x1 NCl_CGAPJ<id11 Homosapien 


413703 


BE15B360 




gb:PM1-HT0383-131299401-h08 HT0383 Homo 


413326 


H86621 


Hs.19762 


ESTs, Weakly similar to KIAA1 140 protein 


441970 


AW959918 


Hs.73737 


ESTs 


430835 


AI240006 


Hs.192326 


ESTs 



414890 BE281095 Hs.77573 uridine phosphorylase 

418113 AI272141 Hs.83484 SRY (sex determining region Y)-box 4 

414768 AW376989 Hs.259855 elongation factor-2 kinase 

422340 AW296219 Hs.1 15325 RAB7, member RAS oncogene family-lite 1 

4071 98 H91679 gb.7vO4a07.s1 Soares fetal liver spleen 

432586 AA56854B ESTs 

432729 AK000292 Hs. 130732 hypothetical protein FU 20285 

420012 AW957955 Hs.99014 Homo sapiens, clone 1MAGE:363216B, mRNA 

432879 AW815932 Hs.173734 ESTs, Weakly similar to ALU1_HUMAN ALU S 



429732 


U20158 


Hs.2488 


ryrnphocyte cytosolic protein 2 (SH2 doma 


415082 


AA160000 


Hs.137396 


ESTs, Weakly similar to JC5238 galactosy 


437296 


AA350994 


HS.202B1 


K1AA1700 


427747 


AW411425 


Hs.1 80655 


serine/threonine kinase 12 


445873 


AA250970 


Hs.251946 


polytA)-bhding protein, cytoplasmic 1-1 


410387 


A1277367 


Hs.47094 


ESTs 


413677 


AW503116 


Hs.301819 


zinc finger protein 146 


418458 


AA332941 


Hs.85226 


lipase A, lysosomal acid, cholesterol es 


443634 


H73972 


Hs.134460 


ESTs 


409453 


AI885516 


Hs.95612 


ESTs 


443035 


Z45822 


Hs.B906 


Homo sapiens clone 24889 mRNA sequence 


432841 


M93425 


Hs.62 


protein tyrosine phosphatase, norwecept 


410532 


T53088 


Hs.1 55375 


hemoglobin, beta 


428453 


AB011110 


Hs.184367 


GTPase activating protein-tike 


410597 


W16518 


Hs.279518 


amyloid beta (A4) pTecursor-like protein 


458965 


AA010319 


Hs.60389 


ESTs 


419926 


AW900992 


Hs.93795 


DKF2P586D2223 protein 


426797 


AW936258 


Hs.342849 


ADP-ribosylation factor-like 5 


412528 


A1123478 


Hs.32112 


ESTs 


410079 


U94362 


Hs.58589 


grycogenin 2 


427477 


AW973119 


Hs.178391 


ribosoma! protein L44 


416297 


AA157634 


Hs.79172 


solute carrier family 25 (mitochondrial 


435961 


BE293127 


Hs.283722 


GTT1 protein 


424090 


X99699 


Hs.139262 


X1AP associated factor-1 


428311 


NMJ05651 


Hs.183671 


tryptophan 2,3-dioxygenase 


451061 


AW291487 


Hs.2136S9 


ESTs, Weakly similar to K1AA1357 protein 


409731 


AA125985 


Hs.56145 


thymosin, beta, identified in neuroblast 


440129 


AA865818 




ESTs, Weakly similar to S71886 Ste2(Mik 


428773 


BE256238 


Hs.193163 


bridging Integrator 1 


436372 


AW972301 


Hs.310286 


ESTs 


440719 


AA 150869 
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TABLE 52B 

Pkey: Unique Eos probeset identifier number 
CAT number: Gene cluster number 
Accession: Genbank accession numbers 
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425996 138046J 



427521 
444060 
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AW377699 AW607238 BE082519 AW377700 BF349467 AI190590 AI5544Q3 A1392926 AU15B477 BI467252 AU159919 AI760B16 BF082516 
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AV745530 B1762796 BG287391 AW798780 BE706045 BE926470 AW799118 BF087996 BE002273 AW879451 AI 57 1075 BE067785 AV721320 
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BE067737 BG319486 AA247685 AW798883 AW103521 BF989173 AW860878 BE939707 BE185750 BE714064 BE713903 BE71 3858 BE71 3763 
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AI124697 D54224 F08031 AA340253 BF923383 BM457808 BI546644 BG777200 BG705941 BG468577 AU127209 AW403970 BI597630 BI458091 
AV689560 BI669267 BG5C6219 B1837163 B1667275 AA343750 BE783112 BF671405 BF954720 H67636 H 69456 AA484894 BI869271 BF998207 
N31547 BF945817 BF9479 1 8 N90630 BG9801 94 AA1 56681 BI493502AW273118 AI473820AA6086B8AI359337 AV712091 AA084101 BF592036 
H13301 AIB64305 AA505883 AI423963AW084401 AI917740 R6985B AA033631 N79982BE885276 AI635674 AA096126 AA700018AV707753 
A1082545 AU145681 AA629032 AI421367 AA740589 AA150830 A1248541 AA988608 AA150478 W65437 BM310234 AA262704 T28031 AIB1 1 1 1 6 
BM272753 H21979 T15405 AA938406 F04963 AI188296 AW152629 AA905196 BG223058 AI831016 AI766457 A1811 102 AA776573 AI922133 
AA775958 AI261476AA219489 AI688035 A1872093 BE537084AW1 89078 D82630 All 23121 AL583492BE350791 R69901 W65436 BE155392 
BI089081 BE1 55394 AL120538 AW1 66100 AI359620 AI174338 N20527 W47413 AA155615 A1272249 H25293 BE614558 H69864 AW383484 
H78021 H1 1617 R56892 H23204 N21530 R82499 AW383522 AA774536 AL534331 W94127 W46459 A1866231 AA513281 AA192465 H69844 
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AK000357 AI571830 AA579513 AA668790 BF939495 BF 1 96886 AI990982 BF591561 AI809189 AW410232 BF739769 A1144392 BF438721 
AI707495 AI423359 N52503 BE855764 N94367 AI023931 AA563662A1744624A1221 298 A1299523AI 299520 BI491312AI452711 AI360730 
AA622643 AW195955 AA470473 AW392767 AI218127 AA873430 AA906005 AA748160 H89523 AW020252 AW664988 AA970424 AA879079 
AI581622 AI361357 AA468498 AW008694 AA903275 AI187724 AI187718 AA8905O5 BF092771 AI066655 BE714172 BG289028 AW0B0390 
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AB033091 AL520743 BE81 1813 N53332 N99716 AL561910 AA280655 BE710392 AV705100 AW293978 AW444556 AA281459 AI679751 AI873695 
BG700891 BI553517 R80518 BG779771 BG534451 AA479402 AW961580 BF061 430 AIB57643 AI768486 AW5121 1 B AA479302 AW770384 
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BM144372 AA989341 AI824838 AI963970 A1637671 AW196330 BG427526 BM148789 BF893644 BF881946 
BE177661 H06215BE144709BE144829 
BE005398 AA628622 AA994155 

AK001838 AU135179AU134241 AV651702AV650032AV651304 AV650101 AV651 263 AV65 1888 AV651866AA628554AV651355AV651174 
AV651 172 AW856145 AU117599 AU135386 BG254665 AA166919 BG483981 AW809606 BG494194 AA622811 AI576156 AA6B7804 AI701729 
AU133725 AW961387AU144387 AU151757 AA551031 BE675412N34769AA7 13483 AI890079 A15B8918 AB61889AI2O9020 AA668981 AI240990 
AA741144AA490899AI200221 AW589574 W96201 BG154182AV655159AA328145 N36348AI081357N76715AA693346AA742488AI269719 
AA897483 AI 886459 AU 155873 H04255 AW243986 AA557749 AI286227 R68691 R33453AW388097 
AA947566 

AA662701 AA633929AA737415 

BM475665 BE644917 AW770789 AW952971 N64863 BM263259 AI224545 AI1 84866 N691 14 AW518902 AI440169 AA809472 AV654440 
AA281642 AU1 85230 AW337382 AI872923 AI5371 13 N73882 T83378 H63731 BF671764 AW897824 A181 1204 AA344546 BE0091 1 2 BG899664 
H91240 R60548 N41701 
BE072881 AJ762181 BE072946 

AID47596 AA393792 AI670731 AI037957 AWB74364 AI038137 N62286 A1241379 BE501096 AW090696 AI927369 AI669226 A1369437 AI371075 
AW612409AI686711A1183289M477717A1076122AA635190AA700984AA781508 D81020 BF575223AJ356183 D79312AI37555BH61111 
BG283489 BE090566 BE090664 BE090662 H26545 

BF090249 AW954947 AW890487 AI305236 D60845 D60537 AA825429 W36294 AW890410 AW088235 BF740240 AA448709 AI350279 AA8791 19 

AA319510 BE702077 BE699015 BE702046 AW901293 T99319 D81708 BF475488 D60383 D81751 BE699260 

BG427950 AA826016 AI903441 BG939868 AW979154 AA640872 BG547134 AA457091 AW368860 W88852 R94779 AA088823 

AW954733 AA315006 AW856665 

614 



WO 03/042661 



PCT/US02/36810 



438960 
442495 
425284 



441623 



10 



445493 
432666 
15 430915 
425913 



20 



25 



30 



438962 
406870 
406819 
447197 
418336 

424677 
419970 

433891 
415995 



917280J 
928718.1 
38343 



3362.1 



423456J 
144.7 
197844.1 
4123.2 



195763.1 

0.0 

0.0 

2176805.1 
58817.1 

2518.37 
l_1 



AW502384 AA828822 A1982587 
AI184717AW518883AF121173 



647290.1 
2117.1 



435812 
418259 



40 

45 

50 

55 

60 

65 

70 

75 

80 



433162 
434372 



659779.1 
133853.1 



2167905.1 
858779.1 
207.22 



430283 1418.1 



BKJ94458 BE706702 BG496559 BF248373 BG494800 
AV71 1317 A1809938 A1808768 A1240593 AJ915771 
AA558585 AA565499 A1350576 AW204069 AA991 
BG425760 BF9976O0 N48516 W73454 BFB16344 BF997601 AA488953 



BF678528 AI627829 BG993975 AV701283 
A1207343 BF813584 BF928775 AA8285B5 
AA075144 
AA908472 

AW150900BF244813 H79201 



35 451653 MH115364.1 



AI302271BE219432AA6B7294AA018972AW62M29Z45675AW361626 T30940 R34554TB4712BG986694 
AW978773 AW298067 AA810101 AW194180AA731645AI690673 



W05240 

AI742311 A1025B42 AA578843 

HMHR 



i III'! Ill 



AW842095A1243049AW902074A^^AWi^ 



W i iWInU l ii *n rr 

615 



WO 03/042661 



PCT/US02/36810 



430368 
444207 



1237115 1 
9172.3 



418905 



435716 
413703 
432586 
440129 
406685 



431155 
447832 
449625 

423458 

455263 



406797 
453331 



430504 



517.1 



2472838.1 

376077.1 

6633.1 

2607882.1 

0.0 

0.0 



1235742.1 
1038795.1 
249224.1 

30480.1 

26143.1 



0.0 

16559.1 



5477.6 



D54161 R73016 D55021 BI857200 H83444 BI016954 D54163 R1 5563 BI81 8664 BE152207 BI048502 BF885667 BE613212 BE165773 BF149332 

AW607045 BE3O52O0 

AW972830 AA489820 AA527647 AA570362 

BE739425 AA514221 AA865491 AI828293 AA470456 A1276739 AA169357 BE932464 AA514889 AW819039 AW81 9083 BE843048 AI432496 
A1470335 A1247243 B6533994 AA513783 AI887309 AA528036 AW972006 AW873028 A1924914 AI818810 AW152378 AW084946 AI521413 
AI6695B3 BE932521 AI581370 BE180238 AW089750 AW771461 AW089714 AI590949 AI819148 AA731056 BF815234 BF91 1506 AA235803 
AA485373 AI73565B AW393133 AW073080AI707637 BF353320 BE843111 AW819036 AW393135 BG697291 AV648670 AV654332 AV687530 
BG566964 A1807430 AI676072 AA837010 AI452482 AI625817 AW241750 BE048616 A1290928 AI680714 AA485530 BE175587 AV648513 
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BM469076 AA533027 AI1 27512 A1368802 AA533141 AA700560AW576028 AI610851 AI435361 BM129172AW474544 BM 1 28899 Al 81 4292 
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TABLE 52C 

Pkey: Unique number corresponding to an Eos probes et 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (GI) numbers. "Dunham, et al" refers to the publication entitled The DNA sequence of 

human chromosome 22" Dunham, et al (1999) Nature 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposifion: indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposifion 


402474 


7547175 


Minus 


53526-53628,55755-55920,57530-57757 


402145 


8018280 


Plus 


113086-114B00 


401091 


9958240 


Plus 


94760-94898 


401466 


6682292 


Phis 


28748-29023 


406542 


7711499 


Plus 


117335-118473 


401113 


9956541 


Minus 


19419-19959 


405086 


8072509 


Plus 


73664-73841,74081-74217,74610-74779,7492 



TABLE 53A: 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of testicular cancer (non-seminomatous and seminomatous) compared to normal adult tissues 



Pkey ExAccn UnigenelD Unigene Title R1 

432666 AW204069 ESTs, Weakly similar to unnamed protein 78.20 

452838 U65011 Hs.30743 preferentially expressed antigen in mela 75.45 

418696 AW959433 Hs.326290 hypotheScal protein FU12581 58.80 

432730 AI065520 Hs.13135B ESTs 5180 

450581 AF081513 Hs.25195 TGF-beta4 48.40 
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426534 U5B096 Hsl2051 testis specifc proleh, Y-Enked ^.05 

423458 A1204212 ESTs X^'ec 
42B664 AK001665 Hs.189095 similar to SALL1 (sal (OrosopWla>4te 
420367 AA259090 Hs^57028 ESTs 

5 451105 BE382701 Hs.25960 N-MYConcogene *H« 
437052 AA851697 Hs.120591 ESTs 

417407 AA923278 Hs.290905 ESTs. WeaWysimflar to protease [H^ap zu» 

42075 T11832 Hs.127797 Homo sapiens cDNA FU113B1 **** £45 

420347 AL033539 Hs.97124 Human DMA sequence from clone RP1-309H1 5 28.25 

10 407710 AW022727 Hs.23616 ESTs **J 

448981 AI968719 Hs.195387 ESTs tS„ 

429488 AF155827 Hs.203963 hypothetical protein FU10339 «» 
420528 AF130728 Hs.98586 doublesex and mab-3 related transcnpbo 

425769 U72513 Hs.159486 Human RPL13-2 pseudogene mRNA, complete 23 JO 
15 430252 AI638774 Hs.105328 testes devetopmenkelated NYT>SP2Q 
454077 AC005952 Hs^7062 tnsuGMike 3 (Leydig ceD) 

428227 AA321649 Hs.2248 small inducible cytokine subfamily B (Cy f£V> 
434649 AA738254 Hs.165390 ESTs, Highly similar to A40350 transcrip 

424578 AK001973 Hs.150890 hypothetical protein j*™ 

20 427335 AA448542 Hs.251677 G antigen 7B !JJ5 
438915 AA280174 Hs.2856B1 Wdliams-Beuren syndrome chromosome regi 

432938 T27013 Hs.3132 slerddogenic acute regulatory protein }»■«> 
449322 AI638616 Hs.196566 ESTs 

430691 C14187 Hs.157208 aristatess-related homeobox protein ARX J8.0U 

25 430676 AF084666 gb:Homo sapiens envelope protein RIC-3 ( 1"B 

440119 AAB65455 Hs.125331 ESTs, Moderately similar to unknown [Us J™ 

418756 AA252254 Hs.226949 ESTs J'*£ 

410102 AW248508 Hs.279727 ESTs; homoloflue of PEM-3 [Ctona savignyi 16-20 
447534 AW953935 Hs.28B655 ESTs 

30 407122 H20276 Hs.31742 ESTs J™ 
446979 AI654443 Hs.197683 ESTs 

406547 Target Exon ' 

427711 M31659 Hs.180408 sohite carrier family 25 (mitochondrial jw* 

456847 AI360456 Hs.37776 ESTs 1™ 

35 448776 BE302464 Hs.30057 MRS2 (S. oerevisiaeHike, magnesium hom J WW 

452291 AF015592 Hs.28853 CDC7 {eel division cycte 7, S. cerevts JJ» 

408908 BE296227 Hs.250822 serinefthreontne kinase 15 JJ-w 

418007 M13509 Hs.83169 matrix metaltoprotelnase 1 fintersfifial 1^ 

422828 AL133396 prion protein 2 (dubtoQ Jj*» 

40 433330 AW2070B4 Hs.132816 hypothetical prolan MGCU801 J™ 

410561 BE540255 Hs.6994 Homo sapiens cDNA: FU22044 fis, clone H 14.05 

427667 AK001279 Hs.180171 Homo sapiens cDNA FU10417 fis, done NT 13.90 

418134 AA397769 Hs.86617 ESTs J*» 

454438 AA224053 Hs.172405 cell divtston cycte 27 £™ 

45 449032 AA045573 Hs.22900 nuclear factor (erytrvoxi-denved 2>-fik w.« 

426427 M86699 Hs.169840 TTK protein kinase J**J 

437789 A1581344 Hs.127812 ESTs, Weakly similar to T1 7330 hypotheli 13.20 

419384 AA490866 Hs.39429 ESTs J*™ 

418477 AW022983 gb^46h1Zy1 Morton Fetal OodJea Homo 2-85 

50 453922 AF053306 Hs.36708 budding uninhibited by beraimdazotes 1 Jjw 

447188 H65423 Hs.17631 hypothetical protein DKFZp434E2135 12-78 
430521 NWL016383 Hs.242183 HOM-TES-85 tumor antigen 

443068 AI188710 ESTs J~ 

437099 N77793 Hs.48659 ESTs, Highly s'rmaar to S14458 teminin a 12.60 

55 420401 AK001907 Hs.97464 hypo Weal protem £j£ 

410361 BE391804 Hs.62661 guanylate binding protein 1 ( toterferon- Jf^T 
431494 AA991355 Hs.298312 hypothefical protein DKFZp434A1 31 5 

406937 U14622 gb:Human trarjsketdase^te protein gene 2.25 

439451 AF086270 Hs.278554 hetercchromafin-tike prolem 1 Jf-'« 

60 404996 Target Exon J * 
424905 NWL002497 Hs.153704 N1MA (never in mitosis gene ^ 

444619 BE538082 Hs.8172 ESTs, Moderately similar to A46010 X-fin -60 

434551 BE387162 Hs.280858 ESTs, Highly similar to A35661 DNA excis -55 
421241 X91817 Hs.102866 transketdas&fike 1 i 

65 414972 BE263782 Hs.77695 WAA000B gene product ™* 
426866 U02330 Hs.172816 neureguBnl 
433159 AB035898 Hs.150587 tanesm4ite protein 2 

433800 AI034361 Hs.135150 lung type-1 cell nrjernbrane-assoaated gjy JJ^J 
440207 AI371978 Hs.128326 ESTs ^kivqp 

70 407276 AI95111B Hs.326736 Homo sapiens breast cancer antigen NY-BR 
450142 AW207469 Hs.24485 chondroifin sulfate proteoglycan 6 (bama 
449576 AW014631 Hs.225068 ESTs 

414251 ALM2306 Hs.97689 VASApotfiirt ™ 

422956 BE545072 Hs.122579 ECT2 protem (Epithelial cell transfomu itwu 

75 4368^2 gb:U^WO-ai M -09^Ul.s1 Na_CGAP.Su 10.85 

MVm Hs.47125 hypothetical protein FU 1391 2 JO» 

442832 AW206560 Hs.253569 ESTs 

436899 AA764852 ESTs 

80 428949 AA442153 Hs.104744 hypothetical protein DKFZp434J0617 

409731 AA125985 Hs.56145 Ihymosin, beta, identified in neuroblast 

435206 AI432364 Hs.160594 ESTs 

433975 AA971953 Hs.122055 ESTs 

617 



11.10 
11.05 
10.95 



10.60 
10.55 
10.45 
10.15 
10.10 



WO 03/042661 



PCTYUS02/36810 



448791 AI632278 Hs.195922 ESTs 10.05 

422232 D43945 Hs.113274 transcripSon factor EC 10.00 

420047 AI478658 Hs.94631 brefeWin inhibited guanine nucleotide 9.71 

434334 AA912476 Hs.116750 Homo sapiens cDNA FU13221 (is, done NT 9.50 

5 423673 BE003054 Hs.1695 matrix metattoproteinase 12 (macrophage 9.44 

438188 AA779975 Hs.128859 ESTs 9.30 

418973 AA233056 Hs.191518 ESTs 9.25 

413627 BE162082 Hs.246973 intron of Bicaudal D homolog 1 9.25 

422689 AW856665 gb:RC3-CT0297-2901 00-01 3-d03 CT0297 Homo 9.15 

10 438608 AA628980 Hs. 192371 down syndrome critical region protein DS 9.11 

434699 AA643687 Hs.149425 Homo sapiens cDNA RJ119B0 tis, done HE 9.08 

426518 Z43039 Hs.170198 WAA0009 gene product 9.05 

440968 N36327 gb:yx82bG6j1 Soares melanocyte 2NbHM Ho 9.05 

440952 AI291804 Hs.118101 ESTs 9.05 

15 427469 AA403084 Hs.269347 ESTs, Weakly similar to 2109260AB cell 9.05 

442618 R56222 Hs.26514 ESTs 8.96 

419423 D26488 Hs.90315 K1M0007 protein 8.95 

428153 AW513143 Hs.98367 SRY (sex determining region Y)-bax 17 (S 8.80 

439979 AW600291 Hs.6823 hypolheiica] protein FU 10430 8.76 

20 444971 AI651116 Hs.148659 ESTs 8.75 

436513 AJ278110 Hs.125507 DEAD-box protein . 8.60 

427486 AA974433 fibroblast growth factor 4 (heparin seer 8.59 

415857 AA866115 Hs.127797 Homo sapiens cONAFU 11 381 fis.done HE 8.58 

428847 AI954833 Hs.98881 ESTs 8.57 

25 408465 AW196940 Hs.253277 ESTs 8.54 

443523 AK001575 Hs5536 hypothetical protein FU10713 a 53 

440527 AV657117 Hs.184164 ESTs, Moderately similar to S65657 alpha a50 

439570 T79925 Hs.269165 ESTs, WeaWy similar to ALU INHUMAN ALU S 8.50 

450480 X82125 Hs.25040 zix finger protein 239 a50 

30 425266 J00077 Hs.155421 aipha-feloprotein 8.50 

453884 AA35592S Hs.36232 KIAA01 86 gone product 8.42 

413318 AU076607 Hs.75285 inter-alpha (globulin) inhibitor, H2 pol 8.35 

430B35 AI240006 Hs.192326 ESTs 8.33 

416859 H43437 Hs.80305 hypothetical protein MGC1 4258 a30 

35 423905 AW579960 Hs.135150 lung type-l cell niembrane-assodated gly 8.26 

407340 AA810168 Hs.284269 vitiTigo-assodaled protein VIT-1 8.25 

449260 AA741180 Hs.29879 ESTs 8.25 

430255 AK000703 Hs.323822 Homo sapiensmRNA for KIAA1 551 protein, ai8 

448844 AI581S19 Hs.177164 FGENESH predicted novel cell surface pr ai7 

40 431840 AA534908 Hs.2860 POU domain, dass 5, transcription facto 8.14 

428479 Y00272 Hs.334562 cell cfivisioncyde 2, G1 to S and G2to 8.14 

426083 AW962712 Hs.126712 ESTs, Weakly similar to AF1 91020 1 E2IG5 a03 

'425572 AB011076 Hs. 158307 undifferentiated embryonic cell transcri 7.98 

Ar 410420 AA224053 Hs.172405 ceD division cycle 27 7.90 

45 453878 AW964440 Hs.19025 DC32 7.75 

430287 AW182459 Hs.1257S9 ESTs, Weakty simflar to LEU5_HUMAN LEUKE 7.66 

453913 AW004683 Hs.78934 mutS (E coG) homolog 2 (colon cancer, 7.65 

421974 AA301270 gb:EST14192TesSs tumor Homo sapiens cO 7.65 

432840 AK001403 Hs.279521 hypothetical protein FU20530 7.65 

50 451950 AW292317 Hs.213307 ESTs 7.60 

412265 AA101325 Hs.86154 hypothefjeal protein FU12457 7.59 

435514 AW592804 ESTs 7.55 

431041 AA490967 Hs.197955 KIAA0704 protein 7.55 

432415 T16971 Hs.289014 ESTs, Weakly similar to A43932 mucin 2 p 7.51 

55 416830 BE513731 Hs^8959 hypothetical protein MGC4816 7.38 

409421 AA199883 Hs.67624 ESTs 7.35 

449433 A1672096 Hs.9012 ESTs, Weakly similar to S26650 DNA-bindi 7.35 

458570 AW971698 Hs.12627 TJ6 protein 7.30 

441287 AW293132 Hs.131373 ESTs 7.30 

60 434609 R76593 Qfa^i60c11j'1 Soares placenta Nb2HP Homo 7.25 

432239 X81334 Hs.2936 matrix metatoproteinase 13 (coJlagenase 125 

441425 AA933590 Hs.28937 homeobox protein from AL590526 7.25 
446293 AI420213 Hs.149722 UNI domain transcription factor UM-1 (h 7.21 
414136 AAB12434 SMC2 (strudural maintenance of chromoso 7.20 

65 409089 NM147B1 Hs£0421 WAA0203 gene product 7.19 
422938 NIYL001809 Hs.1594 centromere protein A (17X0) 7.18 
441421 AA356792 HsJ34824 hypothetical protein FU 14825 7.15 
452226 AAD24898 Hs.157103 ESTs 7.15 
435918 AF26353B Hs.86232 grc^ differentiation factor 3 7.14 
70 418661 NWL001949 Hs.1189 E2F transcription factor 3 7.10 
436360 AI962795 Hs.156100 ESTs 7.10 
442950 AI500417 Hs.46764 ESTs 7.00 
415684 059356 sorbitol dehydrogenase 7.00 

__ 448336 R53848 Hs.44976 ESTs 7.00 
75 453183 AW086185 Hs.223856 ESTs 7.00 
444434 NM_004849 Hs.11171 APG5 (autophagy 5, S. cerevisiaeHike 6.95 
422665 AJ011812 Hs.1 19018 transcription factor NRF 6.95 
437421 AA917062 ESTs 6.95 

428916 AF003001 Hs.194562 tetomeric repeat binding factor (NIMA-in 6.94 
DO 408045 AW138959 Hs.245123 ESTs a90 
448588 A1970276 Hs.158905 WAA1676 6.89 
433764 AW753676 Hs.39982 zinc finger protein RINZF (NM_023929) a85 
439780 AL109588 gtoHomo sapiens mRNA full length Insert a85 
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449911 AI252106 Hs.12553 ESTs 6.85 

417791 AW98S339 Hs.1 11471 ESTs 6.80 

424085 NMJW2914 Hs.139226 repUcalion factor C{activalor 1)2 (40 6.75 

453160 AI263307 H28 histone family, member L 6.75 

5 453392 U23752 Hs.32964 SRY (sex determining region Y)-box 1 1 6.75 

425427 A16526B2 Hs.1 57205 branched chain aminotransferase 1, cytos 6.73 

447254 NM.004153 Hs.17908 origin recognition complex, subimft 1 (y 6.70 

418379 AA218940 Hs.137516 fidgeUtvOke 1 6.70 

407365 AF026942 Hs.17518 gb:Homo sapiens cig33 mRNA, partial sequ 6.70 

10 414618 A1204600 Hs.96978 hypothetical protein MGC10764 6.69 

417153 X57010 Hs.81343 collagen, type It, alpha 1 (primary oste 6.66 

428743 ALD80060 Hs.301549 Homo sapiens mRNA; cDNA DKFZp554H172 (fr 6.65 

442717 R88362 Hs.1 80591 ESTs,WeaHysirnBarton3976hypothe!i 6.65 

433247 AB040948 Hs.1 42856 KIAA1515 protein 6.65 

15 430647 AC003682 Hs.127988 ESTs, Weakly similar to Z211 .HUMAN ZINC 6.65 

417886 AA214584 ESTs 6.64 

432169 Y00971 Hs.2910 phosphoribosy! pyrophosphate synthetase 6.62 

412537 AL031778 nuclear transcription factor Y, alpha 6.61 

426614 AA411925 Hs.301960 ESTs 6.57 

20 457465 AW301344 Hs.122908 DNA replication factor 6.52 

430253 AK001514 Hs.236844 hypothefical prolein FU 10652 6.50 

440801 AA906366 ESTs 6.50 

453116 A1276680 Hs.146088 ESTs 6.50 

436909 AA907120 ESTs 6.50 

25 402199 Target Exon 6.50 

419556 U29615 Hs.91093 chifinase 1 (chitotriosidase) 6.46 

421285 NMJJ00102 Hs.1 363 cytochrome P450, subfamily XVII (steroid 6.41 

438494 AA908678 Hs.130183 ESTs 6.41 

418592 X99226 Hs.284153 Fanconi anemia, complementation group A 6.40 

30 408758 NIUL003686 Hs.47504 exonucleasel 6.40 

442671 AI005668 Hs.130673 EST 6.40 

432281 AK001239 Hs.274263 hypothetical protein FU 10377 6.38 

413B33 Z15005 Hs.75573 centromere protein E (31 2kD) 6.35 

424081 NM 006413 Hs.139120 ribonuclease P (30kD) 6.33 

35 441878 AI801B69 Hs.127982 ESTs 6.31 

429120 AK001673 Hs.196530 hypothefical protein FU1081 1 6.31 

418221 Z45514 Hs.83775 DiGeorge syndrome gene D 6.30 

410166 AKD01376 Hs.59346 hypothetical protein FU 1051 4 6.30 

421650 AA781795 Hs.122587 ESTs 6.30 

40 453932 AW006303 Hs.329296 ESTs, WeaWy simitar to (deffine not ava 6.28 

408291 AB023191 Hs.44131 KIAA0974 protein 6.26 

438180 AA808189 Hs.272151 ESTs 6.25 

412026 AA383618 Hs.73073 testts^eculcaiikyrinrnotifrantaiiiing 6.25 

427510 Z47542 Hs.179312 small nuclear RNA acBvating complex, po 6.20 

45 423642 AW452650 Hs.157148 hypothetical protein MGC1 3204 6.20 

416111 AA033813 Hs.79018 chromatin assembly factor 1, subunft A ( 6.18 

407300 AA102616 Hs.120769 gbzn43e07.s1 Stratagems Hela cell s3 93 6.12 

426223 AW977812 Hs.130391 ESTs 6.10 

445038 A1635444 Hs.143917 (U467N1 1.1 protein 6.10 

50 419197 N48921 Hs.27441 KIAA1615 protein 6.09 

453775 NMJXJ2916 Hs.35120 replicafion factor C (activator 1)4(37 6.05 

436902 AW247145 Hs.192729 ESTs 6.05 

429228 A1553633 ESTs 5.99 

457065 AI476318 Hs.192480 ESTs 5.90 

55 426572 AB037783 Hs.170623 hypothetical protein FU1 1 1 83 5.90 

449132 BE045641 Hs.197573 ESTs 5.90 

432359 AA076049 Hs.274415 Homo sapiens cDNA FU 10229 fts, clone HE 5.B9 

423728 AW891294 Hs.132135 solute carrier family 4, sodium bicarbon 5.85 

457289 AW573204 Hs.137078 ESTs 5.85 

60 433849 BE465884 Hs.280728 ESTs 5.85 

412S42 BE244598 Hs.809 hepatocyte growth factor (hepapoietin A; 5.85 

438450 AI050866 Hs.65853 nodal, mouse, homolog 5.81 

428301 AW628666 Hs.98440 ESTs, Weaxry similar to 138022 hypothefi 5.80 

408750 BE294069 Hs^3581 hypothefical protein FU 1051 2 5.77 

65 415947 U04045 Hs.78934 mutS (E. cofi) homolog 2 (colon cancer, 5.77 

408460 AA054726 Hs.285574 ESTs 5.75 

442461 AW062564 HsJ285833 Homo sapiens cDNA: FU22135 fis, clone H 5.75 

416747 AWB76523 Hs.15929 hypothefical protein FU 12910 5.75 

428249 M130914 Hs.183291 zinc finger protein 268 5.74 

70 419635 NM.005033 Hs.91728 polymyosife/sclerodermaautoantigen 1 ( 5.72 

402145 Target Exon 5.71 

447178 AW594541 Hs.192417 ESTs 5.70 

458814 A1498957 Hs.170861 ESTs, Weakly similar to Z195.HUMAN ZINC 5.65 

442980 AA857025 Hs.B878 kmesin-Eke 1 5.65 

75 419131 AA406293 Hs.109526 ESTs 5.60 

450254 NMJJ04885 Hs.99231 neuropeptide G protein-coupled receptor; 5.60 

441627 AA947552 Hs.58086 branched chain aminotransferase 1, cytos 5.60 

440304 BE159984 Hs.1 25395 ESTs 5.60 

440553 AA889416 Hs.344043 Homo sapiens cDNA FU14459 fis, clone HE 5.58 

80 442333 AI650877 Hs.129302 ESTs 5.58 

453941 U39817 Hs.36820 Bloom syndrome 5.57 

415799 AA653718 Hs.225841 DKFZP434D193 protein 5.57 

413623 AA825721 Hs^46973 intron of Bfcaudal D homolog 1 5.55 
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413943 AW294416 Hs.144687 Homo sapiens cDNA RJ 12981 fis, done NT 152 

412123 BE251328 Hs.73291 hypothetical protein FU108B1 151 

430958 AW972830 gb:EST384925 MAGE resequences, MAGL Homo 150 

449457 AW205006 Hs.1 97042 ESTs 150 

55 405935 Target Exon 150 

429782 NM_005754 Hs.220689 Ras-GTPase-activaling protein SH34omain 150 

411027 AF072099 Hs.67846 leukocyte immunoglobutin-Ske receptor, 150 

412140 AA219691 Hs.73625 RAB6 interacting, kinesin-like {rabkines 149 

_ 429183 AB014604 Hs.197955 KIAA0704 protein 149 

60 428878 AA436884 Hs.48926 ESTs 3.49 

418203 X54942 Hs.83758 CDC28 protein kinase 2 3.49 

435068 H16262 Hs.31415 ESTs 3.48 

442573 H93356 Hs.7567 branched chain aminotransferase l.cytos 3.48 

451065 AW295132 Hs.222231 ESTs, Weakly similar to granule ceD mar 14B 

65 419741 NM 007019 Hs.93002 ubto^fin carrier protein E2-C 3.48 

406542 C19000728*:gqi2585552jsp)Q9Y2Q1|2257_HU 3.47 

422406 AF025441 Hs.116206 Opa4nteracting protein 5 3.46 

402099 ENSPW0M2in25*larnWnaipha-1 chain p 3.45 

418826 AK000375 HsX8820 HDCMC28P protein 3.45 

70 424513 BE385864 Hs.149894 mn^ondrialtranslaSonalinitiafionf 145 

427617 D42063 Hs.199179 RAN binding protein 2 3.45 

428361 NNL015905 Hs.183858 transcriptional intermediary factor 1 3.45 

400268 NM_003292:Homo sapiens translocated prom 3.45 

„ 443596 AW026048 Hs.134124 ESTs 145 

75 442875 BE623003 Hs.23625 Homo sapiens clone TCCCTA00142mRNAsequ 3.45 

416031 T30290 Hs.107515 ESTs, WeaHy similar to T00329 hypothec 3.45 

435244 N77221 Hs.187824 ESTs 145 

423354 AB011130 Hs.127436 calcium channel, voltage-dependent, alph 3.45 

orv 4537B5 AI358236 Hs.283732 ESTs, Moderately similar to ALU1_HUMAN A 3.45 

80 420686 AI950339 Hs.40782 ESTs 3.44 

429467 NWL004477 Hs.203772 FSHD region.gene 1 3.43 

448769 N66037 Hs.38173 ESTs 143 

423453 AW450737 Hs.128791 CGI-09 protein 141 
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hypothetical protein FU13149 
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hypothetical protein FU 14904 


121 


65 


452794 


A1 192444 


Ue OCDOO 


to i s, vveajviy similar io io/uoo epitneta 
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ESTs 
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Hs.99480 


ESTs 
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452031 
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RAP1A, member d RAS oncogene family 
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ESTs 
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Hs.279637 


ESTs 
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KIM1553 protein 
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440129 
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ESTs. Weakly similar to S71886 Ste20-Dk 


3.14 
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Ht291955 


ESTs 


3.14 


441013 


AI125252 


Hs.126419 


ESTs 


114 


450431 


AW136797 


Hs.266041 


ESTs 


3.14 


423755 


AB037735 


Hs.132560 


hypothetical protein FU 10312 


3.13 


434769 


AA648884 


Hs.134278 


Homo sapiens cDNA FU 12576 fis, done NT 


3.13 


449523 


NM.000579 


Hs.54443 


chemokine (C-C motiO receptor 5 


112 


410704 


BE076754 




gb:CM1-BT0601-180200-121-b10BT0601 Homo 


3.12 


412673 


AL042957 


Hs.31845 


ESTs 


3.11 


420507 


AF093408 


Hs.98397 


A kinase (PRKA) anchor protein 3 


3.11 


423419 


R55335 


Hs.23539 


ESTs 


3.11 


428925 


AW242474 


Hs.98960 


ESTs 


111 


426108 


AA622037 


Hs.166468 


programmed cell death 5 


3.10 


439398 


AA284267 


Hs.221504 


ESTs 


3.10 


449138 


AW294215 


Hs.1 95631 


ESTs 


3.10 


441795 


N58115 


Hs.21137 


AD024 protein 


110 


456053 


S5749B 


Hs.76252 


ertdothefin receptor type A 


3.10 


403610 






C3001 199:gir7494834lpirirri5308 hypolhet 


110 


421281 


A1299139 


Hs.17517 


ESTs 


3.10 


429274 


AI379772 


Hs.99206 


ESTs 


3.10 


438243 


AI581311 




ESTs 


3.10 


424800 


AL035588 


Hs.153203 


MyoD family inhibitor 


109 


429469 


M64590 


Hs.27 


glycine dehydrogenase (decarboxytafing; 


108 


416443 


N69469 


Hs.194225 


ESTs 


3.08 


421230 


AW958439 


Hs.105633 


ESTs 


107 


427906 


AA864330 


Hs.166520 


ESTs 


3.07 


414706 


AW340125 


Hs.76989 


KIAA0097 gene product 


3.08 


441703 


AW390054 


Hs.192843 


leudne zipper protein FKSG14 


105 


445679 


AI343868 


Hs.301059 


hypothetical protein FU12488 


3.06 


434456 


AW452621 


Hs.116832 


ESTs 


105 


433228 


F28212 


Hs.14953 


KIAA1491 protein 


3.05 


419335 


AW960146 


Hs.284137 


hypothetical protein FU12888 


3.05 


415227 


AW821113 


HsJ2402 


ESTs 


3.05 


421164 


NM.003616 


Hs.102456 


survival of motor neuron protein interac 


3.05 


438869 
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gb:Homo sapiens fuU length Insert cDNA 


3.05 


422726 
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Hs.1572 


taciogenital dysplasia (Aarskog-Scott sy 


3.04 


429302 
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Hs.198899 


eukaryotic translation initiation factor 


3.04 


416975 


NM_004131 


Hs.1051 


granzyme B (granzyme 2, cytotoxic T-lymp 


3.04 


433914 


AF108138 


Hs.112160 


Homo sapiens DNA heKcase homolog (PIF1) 


3.04 


411365 


M76477 


Hs.289082 


GM2 gangfioside activator protein 


104 


435726 


BE535787 


Hs.1 13170 


ESTs 


103 


426386 


M748850 


Hs.125830 


bladder cancer overexpressed protein 


3.03 


420596 


NMJXJ2692 


Hs.99185 


polymerase (DNA directed), epsiton 2 


3.02 


427953 


AA417944 


Hs.44331 


ESTs 


3.01 


433612 


AF078164 


Hs.61188 


Homo sapiens Ku7Q-binding protein (KUB3) 


3.01 


421305 


BE397354 


Hs.324830 


diptheria toxin resistance protein requi 


3.00 


448048 


BE281291 


Hs.170408 


ESTs, Moderately similar to A47582 B^el 


3.00 


434776 


AA648988 




gb:ns41f11.s1 NCLCGAPJSCB1 Homo sapiens 


3.00 


414132 


A1801235 


Hs.48480 


ESTs 


3.00 


430491 


AL109791 


Hs.241559 


Homo sapiens mRNA full length insert cON 


3.00 
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AA594915 


Hs.155087 


ESTs 


100 
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N45202 


Hs30012 


hypothetical protein FU 23441 


3.00 


453416 


NMJI03037 


Hs.32970 


signaling lymphocytic activation molecu) 


3.00 
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417886 
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418235 
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451105 
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449587 
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413646 
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440840 
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874209.1 
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6028.5 



1031334 1 
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^S^fSBSSSV^ BF059130 Al551829 BE551767 AA558414 AI339359 BFO59601 AI951162 AI341422 A1206248 AI206165 
AA548736 AA768578 A1539081 AW025957 AA736837 N79575 AW594357 AA480892 
AA764852AA736937 
AW954733 AA31 5006 AW856655 

AI9&4TO1 AI634418 AW236545 A1B248S0 BF223710 AW1 39686 AJ 672051 AI655566AW025712 N36327BF222876 N34083 AA911045N403O3 

AVVO<JD9l)l 

BF51 071 5 BE673055 BE4641 1 1 AW590620 AI637939 AA404324 AW235441 A1650952 BF056796 AA974433 
AA301 270 AA301 379 AA301 365 
AA683355 AW592804 Al 150287 
AF147390 R76593 R76594 

AJ420453 AL526740 AW968449 AA459140 AA843893 AI56651 6 AW971760 AA430089 AI753216 AA854268 AA743075 AI864957 AA458920 
A1566634 AA211796 BG615512 BE169275 BF983253 BF969462 AA766261 AI769894 AA135B33 AB31542 N63376 AA214392 AU15448S 
AW605017 AW450072 AA446459 BE881875 A1061423 AA598549 AW439151 AA426273 Z40087 AA812434 AA13596S H04812 
BF666746 D59356 BG67831 2 N56640 AA165861 
AA91 7062 AA757369 AW592218 
AL10968BR23665 R26578 

BC009512 NM.003526 BI597616 AV761592 AV760377 AL601008 BI604131 BE645918 BG187760 BG181525 BG210S34 BG1 92999 AJ263307 

AA084581 AA033610 AV742510 AV735788 R08336 1 
AA210987 D57294 AA214584 AA207005 D56572 

AA906366 AA938956 AI910938 

AW102570 AA907150 AA907120 AA737188 AI248890 AW977353 

SSSS^SS? AM79 ° 75 AI025794 A" 017957 fiMAS270 8E465812 AA853422 AI392649 BG952034 AA513384 BF840124 BE714620 
AW9595Q5 Al 553633 

BM453041 AA760783BE2185B2AI340046AW166131 BF515854 AI63029S AA461307 AI090881 AW023059AA1 55797 AA1 15486 AL597396 
AW889004 AW937420 AA137082 AA013374 BG619478 BG401839 «ft i imoo 

BE072634 BE072653AA830615AA214736 AA331718 
AA21 8925 AW962081 AA354237 

SJS, 6 ^ 6 ? 2749 mmm M151 166 AW954405 AA131254 BG056461 W45291 H01532 H04384 H03231 M852876 H04410 
K59605 BE1 57601 AA1 1 3758 

^0363 X54163I M64247 AI265781 AJ76O600 AI367238 BE140258 AW207185 AJ657074 C03333 AI19391 1 C05O24 C03193 AI950215 C05070 

SS£?«J2? SEE J* 31 1399 0041 80 004898 005502 005482 C0445BO04543O0455BC04551 C03114C03103 AQ89979i5^S 
T12391 T12073 W19390 C02994 C02730 C04434 W07136 R57607 C03339 

AK056685 BG399272 AA1 87835 BF821 903 AV66055O AV660556 AV660502 BG564397 BE379584 BF446961 AI653056 AW973709 AI653173 
^^S 7 ^^ 6043 BI054879AI656750 AI492830 AW021142 AI4721 84 AW1 70056 AI082443 AM 67921 D59940 BI492088 H74180 AW130886 
tSS^^ 2 J!SI^!J 5 - 17 A 1698203 AA1 15535 AI264790 AW205074 AA860452 AA5S4902 AI000715 D62102 BE544768 AI376090 
AW242249AA525421 R34211 R34328 BF248064 BF241 437 BF572759BF21 8832 
BI01 5205 AT761324 AW880937 AW880941 
AA338252AA338213 

£SS«2 ££S25£ BE183282 A^ 64867 mSmi T67280 BF995651 A 1675065 BG00105t BF7 «727 BF766707 BF764717 BF764852 
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NM.058166AF220030AL043894AW974257AA625445AU153502AI650537AW BE892241 BE501 740 AA71 8938 

SU!?^ AI470776 AA588100 AW235852 AA769791 AJ701653 AK027664 AI984770 AU153469 BE222316 AA609539 BE220093 AA609112 
BI054316 

^SJ^iSSSi? 7593 087592 U87591 U87590 A1636743A)633818AW205802^^ 

AA 463992 AW665466 BP 512210 U87595 U67589 BE550633 AI672574 BE467547 AI680833 AW514951 
J^^SIff^SSSSfSELISrS^S^ 73374 «7»«a6 AI701 S26 AA7033BB AWt 39734 H9227B N6GCM8 BE219539 BK71G65 AI62481 7 BE4G661 1 
AEQB344 AA574397 BF593413 BG231271 BF773517 U87594 BF062180 BE466420 AI887798 BF674385 AA204735 AW496808 AA204833 
AA207155 BI004756AA206262 A1365204 H77608 AW590511 
T39328 T39310 T39303 T39284 

BE893356 AA625304 AI765607 AJ624898 R76060 AA069651 BG998885 R35783 BF086499AA428755 A1245055 

IS™bSS 

N50454AA620999T16375 

AV ^? 7 R42557 A 1337047 AA94B360 AI638005 AA459950 A162491 5 A1638047 A1467856 AI521825 AA860305 AI93231 5 AW003092 AW271756 
tctoPaao^m^aa'wS 479 ^ AM93770 AI55521 1 Z41 145 AI627952 AA303734 BE349457 AW196765 /^9B527 BHI897^ AW271756 
T65754 AA229658 AA229857 

^S550 AK056356 AI928212 AI742073 AW300558 BG058755 AA058343 AI554842 AW207438 BF509981 BF444954 AW026234 AI620104 
AAS73460 AI370934 N63066 AA493129 AW590888 AI682952 Al 167202 AA631394 AI421915 A1222883 BF477519 AI208777 AA765849 AI675076 
a £K£! ^S? 224 AA 453524 AW771805 AJ492842 H54679 AA961022 AW023555 H06192 AA91 0222 Al 650021 AI032525 AJ375480 
^^° 0 ™ 9 n^^ 9 BG057928 ^553913 AW235737 AA002124 AA91 3636 F04507 AI867699 M548100 BE091446 AM85378 

H84627 8,059837 BF917559 BF917100 BF917043 BF917104 BF91687B BG290981 AW954251 AA757126 H11545 AA353384 N48448 
t£3!5£!!£ 943 AA 379928 AA002123 BM4701 1 8 AL598847 AL598830 BG899239 R57470 BF9391 79 AJ650642 AI75B851 BF352505 W68422 
W35297 H11435 AA937499 AI783996 R12500 AI819557 N39093 Z41619 H22849 AA004942 R09436 R02403 TTO2T85823 
BG029683AI248120BI85O480AW779829 N22494 
BE155042 BE155040 BE154987 BE155012 

BG1 10129 AW749287 BE535498 AW749299 AW749293 AW749302 AW749298 AW749291 AW749294 AW749289 AW749288 AW749296 
AA769294 AW749297 AW749295 AW749292 BE002573 w«o Am«M» 

AW813110 BF771370 BF771371 AW813113 AW003381 

BI862319 AA204955 BF240507 BG212143 AW205739 BI760647 BM129481 BI760482 AW300025 AI288591 AW2361 14 A1302852 AI038548 
AI797207 AA534496 BG188194 AA921877 BG191846 BG182959 BE620243 BF217428 BC009514 BM463015 AL529077 BM051874 BG773269 
BM314351 BM314660AW629666AA316207AI623431 AA5041 53 AA314700BG1 95449 BG61 4101 

AI968683 AA846676 AA927355 H80424 AW973295 R88209 F29868 BE928871 
AAB46804 AA757581 A105O950 AI092024 AA838807 



626 
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PCT/US02/36810 



408065 
418049 

430968 
400268 



417553 25B857 1 AL545411 A1Q963W BF431 750 Al 1 30946 W60065W8X63 AA2585BO W73279 W76156 W80662 AW058658A1204699W60115N56751 N30878 
AI769345 R71250 A1363766 R22777 R17009 R27985 R2B243 
101881J BI603077AW954272BI598724A1003154 M059300AAW6911 B 1669907 81600966 BI669987 

12052 4 AJ314647NM 052888 B1494693AAB350S5 AI634477 AI336676A1 807696 BF477887AI70 11 47 Z391 87 R38979 F02234 AA984711 B1222234 

AV731417 R42406 H04996 T98498 R12489 R12577 R42405 
1 2371 15 1 AW972830 AA489820 AA527647 AA570362 _ 
840 4 " U69668AA448366 X63105BC016514BE694436AI655840AVV235355BG427984AA612862M448223BM1^ 

BM148408 AA448232 AA454 176 AA740959 AA884391 AAB08545 AW070759 BM144223 N75518 BE542983 BE241942 Al 124022 M761687 
BF908518 BF907890 R1 1490 AL536642 BF109180 AA953881 AI783716 BE622908 AI621005 AW148784 AI6901 14 AW275000 AI765790 BF222859 
AW167268 AI990460 AW300443 AA779660 A1620568 BF115024 BE504703 AW628332 AI922B51 BE006636 AU158376 AI16B279 AA80991 6 
AI469757 AA830828 AA830388 N64324 AKM9683 AA970275 BF477364 B6261301 AA326388 AU150565 AU1 58374 AA687957 N5851 0 AI650450 
AL549572 BF349280 BF349269 BM463016 AW836798 AL120958 AW836891 AW385525 BE1 75733 BE175727 BE175723 BF092430 BI0617B2 
AU135358 BE175731 BE175754 BE175756 BE841747 BF79B384 AU128251 BF095246 BG223262 AW847833 AL536643 AW366516 AW391532 
BE934857 BF925057 AW438446 R86246 AW179270 BE087782 BI832144 
10075 1 BC017350 BC021031 AI220219 A1828751 AW1 34498 BE139642 AA894554 AI278594 AV747315 BE561749 BI085890 T801 17 H69682 N70904 

AV741999 H70098 

20459 2 AL532360 BE794750 AA582906 A1015067 AW271034 B6271636 AW075177 AW071374 AI345565 A1307208 BE138953 BE049086 AI334881 
AW075006 AW075181 AA464019 AW302733 AW075100 AW073433 AI802854 A1334909 A1802853 A1345036 A1348921 A1340734 A1307476 
A1251289 AW302327 AW072520 A1312145 AW073656 AW072513 AW071289 AI307559 AA875186 T29587 A1307493 AI255068 AI252868 A1252839 
AW074809 A1252926 AI252160 AI251662 A1251262 A161Q913 AI270787 AI270156 A1252075 AW073469 AW072901 AW072496 AW071420 
AI305762 A1254764 AI802837 AI251264 AW073049 AW071311 AI340643 BE138965 BE138502 AW073456 AI334733 AI054335 BE139260 
A1054302 A1054060 AI054057 AI053722 AI28971 1 BE1 39228 AW470478 AW271039 AW302085 BE041872 AI254494 AI271496 A1252427 
BF718773 BF71 8645 AW074866 BE857822 
175963J AI207197 BF773544 AW196462 

15472 2 BC017965AW969075AA279982AA504511 AI219979 AA504595A1245579 AA278181 BG485019 B1049312 
1383189 1 AA770001 AA431112AA432126 
77594.1 . AL079309AA281819 
2607882 1 AI732997AA977533AA865818 

1054673~1 AW877458 AW877524 BE076922 BE1 66912 AW840S34 BE076754 AW797829 BE1 66905 BE166926 AW877462 BE1 66927 BE1 66932 AW877523 
BE166917 AW877529 BE166928 BF351394 AW877522 AW877528 BE166861 BE166866 BE166913 BE166919 AW877456 AW877537 BE076866 
AW840571 

438243 2532601J AI581311 AA781682AA781678 
438869 52134 1 AF075009 R53109 R63068 
434776 118129J AW974599AA648988 R98760 



440606 
427239 



445093 
456505 
428612 
437642 
440129 
410704 



TABLE 53C 

Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham, et al. refers to the publication entitled "The UNA sequence ot 

human chromosome 22" Dunham, et al. (1999) Nature 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposioon: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposition 


406547 


7711513 


Minus 


172780-174358 


404995 


6007890 


Plus 


37999-38145,38652-38998,39727-39872,4055 


402199 


8576116 


Minus 


84187-84744 


402145 


8018280 


Plus 


113086-114800 


401837 


7630990 


Minus 


120993-121095.121660-121729 


403780 


8076989 


Plus 


93160-93409 


402299 


6693370 


Pius 


23367-25175 


401435 


8217934 


Minus 


54508-55233 


401464 


6682291 


Minus 


170688-170834 


402098 


8117697 


Minus 


4418644330 


404267 


2326514 


Plus 


53134-53281 


406367 


9256126 


Minus 


58313-58489 


403137 


9211494 


Minus 


92349-92572,92958-93084,93579-93712,9394 


402178 


8575912 


Plus 


391138-391711 


403433 


9719611 


Minus 


72225-72437 


402408 


9796239 


Minus 


110326-110491 


405935 


6758795 


Minus 


163112-163652 


406542 


7711499 


Plus 


117335-118473 


402099 


8117697 


Plus 


121553-121742,123265-123423 


404068 


3168621 


Minus 


16123-18766 


401644 


8576138 


Plus 


82655-83959 


402680 


8113438 


Plus 


137534-137768,139702-139893.140475-14059 


401091 


9958240 


Plus 


94760-94898 


400587 


98B7626 


Plus 


25435-25588.2566&-2S747 


401148 


2547238 


Minus 


22521-23053 


403432 


9719611 


Minus 


68204-68392 


400592 


9887642 


Minus 


24642-24815 


403610 


8308266 


Plus 


157705-157860 



TABLE 54A: 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

Rl: Rafio of normal test! to normal adult tissues 

R2: Ratio of "average" normal testi to "average" testicular cancer 



Pkey 



ExAccn 



UnigenelD Unigene Title 



R1 



R2 
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401979 
421825 
408493 
441728 
452215 
415211 
418577 
449108 
420437 
435632 
418409 
405409 
427060 
427310 
427166 
427178 
410694 
424310 
427441 
438057 
422183 
427293 
444963 
428508 
453178 
428618 
401741 
422086 
426604 
442373 
427455 
437248 



427297 
422358 
451610 
410630 
426677 
437558 
► 423088 
426476 
421952 
429877 
413114 
412026 
411844 



426683 
426930 
427836 
407721 
430B22 
434150 
422789 
422116 
433724 
410187 
419584 
458182 
418665 
426646 
420349 
428624 
420710 
434317 
443432 
425709 
426670 
408613 
452235 
434133 
427294 
427262 
429851 
406378 
425865 
428665 
439379 
427520 
458940 



429516 







C17000767^]|11990770Jamb|CAC19651.1| (A 


10.08 


43.3 


AA298758 


Hs.183747 


ESTs, Moderately similar to CALB HUMAN C 


10.35 


36.8 


BE206854 


Hs.46039 


phosphogrycerate rnutase 2 (muscle) 


5.74 


32.0 


AI797395 


Hs.169797 


Homo sapiens BOULE (BOULE) mRNA, complet 


10.54 


24£ 


AKD02043 


Hs.28472 


hypothetical protein FU 1 1 1 81 


4.86 


22.0 


R64730. 


Hs.155986 


OEAD/H (Asp-Glu-Ala-Asp/His) box poiypep 


6.93 


19.8 


S83308 


Hs.87224 


SRY (sex determining region Y)-box 5 


4.94 


18.5 


AM 40683 


Hs.98328 


hypothetical protein MGC13040 


7.94 


17.5 


AA992768 


Hs.97633 


A kinase (PRKA) anchor protein 4 


.16.75 


15.6 


AA724299 


Hs.304020 


ESTs. Weakly similar to CRTC_HUMAN CALRE 


6.51 


14.9 


AA219332 


Hs.1 20869 


ESTs. Weakty similar to R1 07_HUMAN H-REV 


4.96 


14.6 






Target Exdn 


198 


143 


AW378993 


Hs.90286 


ESTs 


156 


14 9 


AI613480 


Hs.47152 


tektin 3 


4.50 


14.0 


AA431576 


Hs.99154 


ESTs 


4.28 


133 


AA398866 
AL137538 


Hs.97542 


Homo santens tesfis-dAvpJrmmp-n) rplafpd 


10.19 


13.7 


Hs.65500 


Homo sapiens mRNA; cDNA OKFZp434N2019 (f 


5.76 


13.4 


AA338648 


Hs.50334 


testes development-related NYD-SP22 


5.24 


13 J 


AA412S05 


Hs.343879 


SPANX family, member C 


10.45 


15 R 


AW294544 


Hs. 125785 


ESTs Weaktv simflaf ta CORR MDll^F PfiRNI 


18.57 


15 3 


AA431698 


Hs.1 12794 


Human DNA sequence from clone 1068E13 on 


5.18 


12.3 


M705799 


Hs.183714 


ESTs 


10.79 


1Z1 


AI916973 


Hs.213603 


ESTs 


3.18 


1Z1 


AI699329 


Hs.99168 


ESTs. Weatdv similar to AF1 35975 1 fifil-3 


15.40 


11 A 


AA496086 


Hs.6164B 


ESTs 


4.13 


11^ 


AAB85360 




Target CAT 


7.53 


11.5 






Target Exon 


10.41 


11.5 


AW1 82930 


Hs.250182 


ESTs 


4.39 


10.7 


H53354 


Hs.97141 


ESTs, Weakty similar to hypothetical pro 


7.04 


10.6 


AJ377758 


Hs.1 64799 


testes development-f elated NYD-SP17 


8.23 


10.3 


AF1 73081 


Hs.178215 


Vertebrate LIN 7 homnlna 1 Tax Interact 


3.03 


10.1 


AW449340 


Hs.93090 


ESTs 


9.06 


10.1 


AA444162 


Hs.99344 


hypothetical protein PRTD-NY3 


3.68 


10.0 


AW292593 


Hs.334907 


Homo saniens clone MGfV 17333 mRNA mm 


9.70 


9.8 


AL133030 


Hs.1 15429 


Homo saniens mRNA for KIAA1RRR nrntetn 


11.85 


9.7 


AW1 18604 


Hs.207126 


ESTs 


*» fi3 


07 


BE044562 


Hs!266847 


ESTs, Weakly similar to KIAA121 4 protein 


4^33 


9.5 


AW949856 


Hs.97165 


ESTs 




Q 3 
3.0 


Al 126471 


Hs.1 241 12 


ESTs Moderated similar In H&J5 HUMAN D 


4.47 


0 9 


NM_006687 


Hs!l 23530 


actin-Cke 7A 


15.07 


8.9 


NMJJ03295 


Hs.2042 


testis specific protein 1 (probe H4-1 p3 


18.55 


8.9 


AA300900 


Hs.98849 


dvnein Goht chain 2R fDNL C5B\ 


13.93 


R R 
0.0 


W37337 


Hs.1 03014 


ESTs 


RQ7 


R 7 


AI825838 


Hs.75206 


nmtein nhnsnhsfasp 3 ffarmpHv 5R1 rat 


3.78 


R R 
0.0 


AA383618 


Hs.73073 


icouo optAJitu ditAjun utoui coniaunrig 




0.0 


A1807681 




co 1 a, vvcdwy sunuar to 1 1 / lo/ nypoineu 


7 


0.6 


AA974253 


Hs.120319 


Homo sarupns atitnimmitna tnfprfilHv-rpla 


A 1R 


fi 5 
0.4 


AW1 83574 




ESTs 


6.29 


R 1 
O. I 


A1073430 


Hs 146775 


F^Tft WAalch/ cirmlar fn T3HQQ7 hwnnthofi 

co i s, * vcaiuy sirrnioT id i jutso nypouieu 


in do 


O.U 


AA393442 




ESTs 


c OR 


fi n 

O.U 


AA416642 


Hs.1 16176 


ESTs 


4.79 


8.0 


Y12735 


Hs.38018 


dual-snpafiritv tvrosine-fYUnhnsnhnrvf 


5.11 


7 9 


AJ005371 


Hs.248017 




91 9R 


7 R 
f .0 


BE047007 


Hs 116116 




4.00 


r.o 


AK001113 


Hs.1 20842 


hvnolhptiral rtmfpin PI Mn5 I i1 


in ?q 


7 c 

t .0 


H64205 


Hs.111850 


mitDchondriai cansule cplpnnnmipin 


9.12 


7 R 


AI827749 


Hs.1 44924 


serine/Thmoninp nmfptn t'macp QQTK 


09 OA 


7 A 


AA860341 


Hs.104680 


ESTs 


3 rt3 


7 A 


AF053356 


Hs.283764 


F-box onlv nmtpin 24 


6.43 


7.4 


AJ147996 


Hs.1 55833 


ESTs. Weaklv similar to snliceosorrtzl nm 


9.90 


7.3 


T19204 


Hs.1 95685 


ESTs 


7 1A 


7 3 
1.0 


AA3B2787 


Hs.1 2271 3 


ESTs 


7.03 


7.3 


NM_016611 


Hs.97174 


potassium Irrwardly-redifying channel, s 


14.90 


7.3 


AI125222 


Hs.98712 


hypothetical protein DKFZp434H0311 


3.71 


7.1 


N^JX)7009 


Hs.99875 


70 n a oelludda hinrfirwi nmtpin 


2078 




AI674D95 




ESTs 


198 


7.1 


AI056863 


Hs.339871 


ESTs 


146 


7 n 


AA383076 


Hs.1 59274 


outer dense fibre of sperm tails 1 


23.21 


7.0 


AA383047 


Hs.3 10210 


ESTs 


R 05 


7fl 


AW242086 


Hs.253967 


ESTs 


5.77 


6.8 


AL039743 


Hs.28514 


testes development-related NYD-SP21 


a23 


6.7 


AJ655275 


Hs.236635 


ESTs, Weakly similar to ATHUB acfin beta 


7.46 


6.7 


AA412594 


Hs.125902 


ESTs 


3.44 


6.7 


AA448509 


Hs.128652 


ESTs 


5.66 


6.5 


AA459835 


Hs.120573 


hypotheficai protein DKFZp434K1 172 


9.01 


6.5 


AA393491 


Hs.183740 


NrA.02124r:Homo sapiens protamine 3 (PRM 


3.96 


6.4 


ESTs 


9.15 


6.4 


NM_017481 


Hs.1 89184 


ubiquIGrt 3 


11.07 


6.4 


AA835002 


Hs.1 25611 


ESTs 


5.06 


63 


BE467881 


Hs.97489 


ESTs. Weakly similar to B28096 Rne-1 pr 


9.29 


6.2 


8E149824 


Hs.132888 


KIAA1674 


3.11 


6.2 


AW450252 




ESTs 


12-27 


6.2 


AJ653299 


Hs.99354 


ESTs, Weakty similar to hyperpolarizatio 


9.15 


6.1 
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426736 


AA431615 


Hs.130722 


ESTs 


3.58 


6.1 


427843 


AC005622 


Hs.160943 


hypothetical protein R30953J 


6.34 


6.1 


426639 


AI799059 


Hs.1 12807 


ESTs 


6.93 


6.0 


438637 


BE500941 


Hs.126730 


ESTs, WeakJy si/rater to KIAA1214 protein 


3.04 


6.0 


433795 


A1216583 


Hs.122599 


ESTs, Weakly similar to ALU7.HUMAN ALU S 


10.45 


5.9 


441232 


AI656050 


Hs.7086 


hypothetical protein MGC12435 


4.27 


5.9 


433943 


AA992805 


Hs.44665 


lymphoid enhancer-binding factor 1 


6.87 


5.8 


426955 


AA393669 


Hs.238094 


ESTs 


4.75 


5.8 


428918 


AL036957 


Hs.2324 


protamine 2 


38.40 


5.8 


427851 


AA846543 


Hs.98257 ' 


ESTs 


15.87 


5.8 


428208 


AA442327 


Hs.104854 


ESTs 


6.34 


5.7 


422207 


AI828862 


Hs.10964 


ESTs 


6.43 


5.7 


431153 


AW972342 


Hs.77823 


hypothetical protein FU21343 


9.24 


5.7 


419350 


AC005328 




Homo sapiens chromosome 19, cos mid R2666 


14.94 


5.6 


427107 


AAB89586 


Hs.180346 


ESTs 


6.25 


5.6 


429461 


A118B219 


Hs.99311 


ESTs, Weakly similar to HSJ2_HUMAN DNAJ 


3.92 


5.6 


432512 


NMJM3284 


Hs.3017 


transition protein 1 (during histone to 


22.03 


5.6 


434451 


AW445179 


Hs.121438 


ESTs 


7.89 


5.5 


420348 


AL137385 


Hs.97140 


Homo sapiens mRNA; cDNA DKF2p434M1 126 {f 


11.26 


5.5 


427214 


AA442240 


Hs.178213 


ESTs 


8.41 


5.5 


458658 


AI301117 


Hs.122055 


ESTs 


4.35 


5.5 


457034 


AA398061 


Hs.296587 


Homo sapiens chromosome 21 segment HS21 C 


11.29 


5.4 


423120 


AW160551 


Hs.124021 


soggy- 1 gene 

proacrosin binding protein sp32 precurso 


8.88 


5.4 


438983 


AF085884 


Hs.20029 


22.69 


5.4 


426619 


AI357194 


Hs.119284 


ESTs 


7.07 


5.4 


440822 


A1554897 




Homo sapiens clone 1 91 B7 placenta expres 


3.60 


5.4 


416205 


AA176396 


Hs.169624 


ESTs 


10.26 


5.4 


426712 


AW173177 


Hs.197755 


hypothetical protein MGC5356 


8.17 


5.3 


427840 


AI216654 


Hs.98251 


ESTs 


6.44 


5.3 


439314 


AA382413 


Hs.178144 


ESTs 


8.35 


5.3 


426943 


BE551631 


Hs.20969 


ESTs 


6.31 


5.2 


409209 


AA460160 


Hs.73217 


ESTs 


7.85 


5.2 


441710 


AI187883 


Hs.127510 


ESTs, WeaHy similar to ENC1_HUMAN ECTOD 


7J3 


5.1 


420571 


AA442366 


Hs.98952 


Human DNA sequence from done RP1-39G22 


9.39 


5.1 


428563 


AA431616 


Hs.98660 


ESTs 


14.94 


5.1 


433994 


AUJ42483 


Hs.335499 


ESTs 


6.84 


5.0 


441856 


A1674774 


Hs.128014 


ESTs 


3.74 
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10 

2.9 

Z9 

2.9 

Z9 

2.9 

2.9 

2.9 

Z9 

2.9 

2.9 

2.9 

2.9 
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28 

28 

28 

28 

28 
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458255 


AW140126 


Hs.1 32357 


433612 


AF078164 


Hs.61188 


440562 


AA993337 


Hs.129082 


435566 


A1457958 


Hs.80454 


433771 


A1028794 


Hs.112684 


447924 


AI817226 


HsJ13413 


426703 


AI221B93 


Hs.121549 


430251 


AA609246 


Hs.181451 


427184 


AI969361 


Hs.180471 


439909 


AW450062 


Hs.187134 


448885 


AW003686 


Hs30325 


450340 


AA442322 


Hs.60288 


428100 


AW655592 


Hs.1 904 13 


449333 


AI203021 




429861 


AI989571 


Hs.99510 


426622 


AL044400 


Hs^5371 


427256 


AL042436 


Hs.97723 


408407 


AF214680 


Hs.44685 


403328 






436264 


AA707457 


Hs.120014 


427104 


AA398187 


Hs.104682 


426640 


A1200961 


Hs.98104 


428789 


AW296167 


Hs.91930 


435274 


AA887547 


Hs.150905 


426612 


AA922057 


Hs.184185 


435110 


N42688 


Hs*1Q01 


433792 


AA778661 




423278 


AL1 17527 


Hs.126289 


427284 


AA400298 


Hs.144698 


423375 


Z94277 


Hs.1 27689 


422362 


Z46967 


Hs.115460 


439993 


T18864 


Hs.144924 


409364 


AI480252 


Hs.137368 


419224 


NMJ)12189 


Hs314452 


428915 


AI041278 


Hs.87908 


427181 


AI183653 


Hs^7888 


442122 


AI932330 




424812 


AF059252 


Hs.1 53299 


430956 


AI183529 


Hs^706 


427234 


AA399667 


Hs.104675 


423005 


AL080148 


Hs.1 23004 


428214 


AA936282 


Hs.120397 


452613 


AA461599 


Hs.23459 


410380 


AL1 33068 


Hs.62880 


452537 


AW247390 


Hs.77735 


401712 






429186 


BE503443 


Hs.112095 


438124 


AA778610 


Hs.122045 


422937 


U03270 


Hs.122511 


410279 


BE271977 


Hs.61809 


428625 


WB7565 


Hs.18566 


433439 


AA431176 


Hs.113230 


433760 


AW592321 




431219 


AI190773 


Hs.1 27204 


411773 


NM.006799 


Hs.72026 


453468 


W00712 


Hs.32990 


445158 


AI992108 


Hs.127206 


440860 


R10482 


Hs.132876 


452420 


BE564871 


Hs.29463 


433281 


N48673 


Hs.146037 


429369 


A1269514 


Hs.129802 


433949 


A1674766 


Hs.1 12877 


427668 


AA298760 


Hs.180191 


414708 


AA393379 


Hs.97415 


408485 


AW274294 


Hs.144092 


412869 


AA290712 


Hs.82407 


426956 


AA393673 




429152 


AA447209 


Hs*99099 


426247 


U92992 


Hs.98834 


427589 


• T19219 


Hs.97978 


429099 


BE439952 


Hs.196177 


453353 


U33055 


Hs.32959 


413372 


H55532 




411737 


AW160339 


Hs.71791 


453868 


NMJJ14433 


Hs.35984 


427098 


AA398161 


Hs.97602 


427165 


AA429709 


Hs.99336 


425808 


AA364109 


Hs.177990 


444790 


AB030506 


Hs.1 1955 


426718 


AA383555 


Hs.126413 


411441 


AU042355 


Hs.70202 


450852 


AI983354 


Hs.7740 


427054 


AA421240 


Hs.97570 



ESTs 

Homo sapiens Ku704jinding protein (KU83) 
ESTs 

hepaGSs B virus x-interac&ng protein 
ESTs 

ESTs, WeaWy simaar to T231 10 hypothefi 

ESTs 

ESTs 

ESTs 

ESTs, Moderately simaar to AF263742 1 g 

ESTs. Highly simflar to AF200923 1 tesfi 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs, Weakly similar to A37232 mucin, tr 
ESTs 

C3HC4-Eke zinc finger protein 

Target Exon 

ESTs 

ESTs. Weakly similar to rnftochondrial d 

ESTs 

ESTs 

ESTs 

ESTs 

F-box only protein 25 
ESTs 

Homo sapiens mRNA; cONA DKF2p434B115 (fr 
ESTs 

type 1 protein phosphatase inhibitor 
caftan 

serine/threonine protein kinase SSTK 
ESTs 

fibroushealNn II 

Snf2-related CBP activator protein 

ESTs. WeaWy similar to ALULHUMAN ALU S 

ESTs 

OOM-3(C.elegans)homoiogZ 
glutathione peroxidase 4 {phospholipid h 
ESTs 

DKF2P434B204 protein 

ESTs 

ESTs 

novel protein similar to mouse MOV10 
hypothetical protein FU11618 
Target Exon 

hypothetical protein DKFZp434F1819 
ESTs 

central, EF-hand protein, 1 
hypothetical protein FU141 17 
ESTs 

ribosomal protein S15 
ESTs 

ESTs. Weakly simaar to similar to CR16, 

protease, serine, 21 (tesfisin) 

DKF2P566F084 protein 

ESTs 

ESTs 

centrin, EF-hand protein, 3 (COC31 yeast 
hypothetical protein DKFZp434C135 
ESTs 
ESTs 

hypothetical protein FU14904 

ESTs, Weakly similar to T33068 hypotheti 

ESTs, Weakly similar to A Chain A, Sacch 

CXC c hemokine fig and 1 6 

ESTs, Weakly simiiar to ALU5_HUMAN ALU S 

Homo sapiens NYD-SP28 mRNA. complete cds 

ESTs 

hypothetical protein MGC4766 similar to 
phosphoryiase kinase, gamma 2 (testis) 
G protein-coupted receptor kinase 2 (Dro 
tubulin, alpha 2 
hypothetical protein 

rhabdoid tumor deletion region protein 1 
ESTs 

ESTs, WeaWy similar to T15446 hypotheti 

ESTs 

B9 protein 

ESTs 

WD repeat domain 10 
oxysterd binding protein-like 1 
ESTs 
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3.95 


2.8 


5.29 
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3.28 


2.8 


3.35 


2.8 


5.30 


2.8 


3.93 


2.8 


4.04 


28 


6.78 
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3.65 


2.8 


3.34 


2.7 


5.39 


2.7 


5.32 


2.7 


4.35 


27 


3.28 


2.7 
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2.7 


4.08 


2.7 


3.27 
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4.26 
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3.58 


2.7 
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4.25 


2.7 


7.17 
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4.85 
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5.81 
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5.03 


2.6 
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2.6 
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26 
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26 
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26 


3.53 


26 


4.14 


26 


7.78 


26 
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26 


3.43 


26 


4.51 


26 


5.90 


26 


143 


26 


3.60 


26 


4.36 


26 


5.29 


26 


3.50 


25 


3.26 


25 


5.10 


25 


8.07 


25 
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25 
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25 


4.26 
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25 


5.68 


25 
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25 


5.15 


25 


10.46 


25 


3.87 


25 


6.10 


24 


5.64 


24 


4.68 


24 


4.34 


24 
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24 


3.40 


24 
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24 
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24 
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24 
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24 
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24 
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438533 


AI553327 


Hs.123501 


ESTs 


3.46 


2.3 


427199 


AW015836 


Hs.292919 


ESTs 


4.31 


2.3 


440182 


AA668919 


Hs.250110 


ESTs 


3.03 


2.3 


435517 


AA928626 


Hs.130177 


ESTs 


3.64 


13 


446309 


BE044261 


Hs.149774 


ESTs 


3.52 


13 


420338 


AA825595 


Hs.88269 


Homo sapiens, clone MGC: 17339, mRNA. com 


4.23 


2.3 


433829 


AI190715 


Hs.102021 


ESTs 


6.08 


2.3 


429485 


AW197086 


Hs.99338 


ESTs 


3.14 


2.3 


423058 


AW964568 


Hs.1 11591 


ESTs 


3.36 


2.3 


433822 


A1218609 


Hs.1 12772 


ESTs 


3.83 


13 


44226B 


BE278064 


Hs.8179 


hypotheScaJ protein, done 2746033 


3,00 


13 


434298 


AA860090 


Hs.116290 


ESTs 


3.71 


13 


440720 


AW662776 


Hs.336943 


Human DNA sequence from done RP1 1-60H7 


3.08 


13 


427554 


AW246578 


Hs.179615 


hypothetical protein FU10058 


3.39 


13 


414251 


AL042306 


Hs.97689 


VASA protein 


11.25 


13 


430254 


AI809520 




ESTs 


3.27 


13 


437418 


AI476954 


Hs.59459 


ESTs 


3.43 


12 


437522 


AA983844 


Hs.121383 


ESTs 


4.15 


12 


422808 


AA449014 


Hs.121025 


chromosome 1 1 open reading frame 5 


3.09 


12 


436695 


M725655 


Hs.120480 


ESTs 


5.26 


12 


422247 


U18244 


Hs.1 13602 


solute carrier family 1 (high affinity a 


6.78 


12 


421625 


AA405386 


Hs.178004 


ESTs 


3.22 


12 


434807 


AA364183 


Hs.323443 


hypothetical protein FU11806 


5.51 


12 


428174 


AA913321 


Hs.126778 


ESTs 


3.09 


12 


409735 


AL035295 


Hs.56175 


H^apiens gene from PAC 1 06H8, similar t 


3.11 


12 


444467 


AI150366 




ESTs 


3.81 


12 


433832 


AA918018 


Hs.172516 


ESTs 


6.94 


12 


440036 


AW593295 


Hs.210956 


ESTs 


5.87 


12 


415240 


AA161411 


Hs.58668 


chromosome 21 open reading frame 57 


3.66 


12 


432538 


BE25B332 


Hs.278362 


male-enhanced antigen 


3.58 


11 


440882 


AI205777 


Hs.129538 


ESTs 


3.83 


11 


436605 


AI187742 




ESTs 


3.41 


11 


422990 


AF035620 


Hs.122764 


BRCA1 associated protein 


5.66 


11 


432174 


AW590264 


Hs-132805 


ESTs 


3.05 


11 


409267 


NM_012453 


Hs.52515 


transductn (beta)4ike2 


5.46 


11 


423021 


AL036111 


Hs.292767 


ESTs 


3.87 


11 


439012 


BE333814 


Hs.6455 


RuvB (E coli homologHike 2 


5.25 


11 


433812 


AA725026 


Hs.97165 


ESTs, Weakly similar to T31 611 hypolhefi 


3.62 


11 


456924 


A1631510 


Hs.196956 


ESTs, Highly similar to match to EST AA3 


4.38 


11 


437249 


AA4322Q2 


Hs.103147 


hypothetical protein FU21347 


3.3B 


11 


426038 


AA368101 


Hs.99052 


ESTs 


3.03 


11 


427065 


AA397903 


Hs.236535 


gbzt89f11r1 SoaresJestis_NHT Homo sap 


3.23 


11 


428824 


W23624 


Hs.173059 


ESTs 


3.07 


11 


428224 


X54017 


Hs.183088 


acrosin 


3.1B 


11 


436954 


AA740151 


Hs.130425 


ESTs 


3.20 


11 


444470 


AA412195 


Hs.13740 


ESTs 


4.27 


11 


457579 


AB030B16 


Hs.36761 


HRAS-like suppressor 


5.30 


11 


427886 


AA417083 


Hs.104789 


ESTs 


3.49 


11 


439273 


AW139099 


Hs.269701 


ESTs 


3.83 


11 


434318 


AW207552 


Hs.116328 


ESTs, WeaWy similar to A39564 transcrip 


4.01 


11 


427015 


AA397520 




ESTs 


4.28 


11 


421598 


AW630942 


Hs.106061 


RD RNA-binding protein 


3.30 


11 


427236 


AA399959 


Hs.148271 


ESTs 


3.07 


11 


434520 


AA205273 


Hs.177011 


hypothetical protein 


3.19 


10 


456051 


T85626 


Hs,76239 


hypolhefical protein FU20608 


3.11 


10 


418322 


AA2B4166 


Hs.84113 


cyclirHdependent kinase inhibitor 3 (CDK 


8.41 


10 


451807 


W52854 




hypolhefical protein FU23293 similar to 


3.52 


10 


448984 


AW751955 


Hs22753 


hypolrfetical protein FU22318 


4.73 


10 


420484 


W32963 


Hs.98289 


VRK3 for vaccinia related kinase 3 


3.86 


10 


414181 


AK000476 


Hs.7579B 


hypothetical protein 


3.33 


10 


424558 


AF038847 


Hs.150490 


FK506-binding protein 6 (36kD) 


7.70 


10 



TABLE 54B 

Pkey: Unique Eos probeset identifier number 
CAT number. Gene duster number 
Accession: Genbank accession numbers 



Pkey 
428616 



CAT Number 
2668J 



426599 


10110J 


426930 


1310779J 


434317 


599587J 


426620 


142987 J 


419350 


13086.1 


440822 


532606.1 


421938 


863589J 



BC017998 BI826643 BG715794 BG722697 B1460787 BG773459 H52859 AI652853 A1990773 AW665193 AW340601 AA913806 AI337099 
BE045942 AW572790 AW515652 H15004 AA909115 BI465310 BI462024BI561578 BI463075 BG722527 R86003 BG623286 H15003 BI562131 
BG435272 

BE736800 BM471423 AL557221 BG763302 BF742196 BF991016 BG200112 BF920027 BG576409 BG332214 B1B30957 AI827504 AW183574 
A1805171 AI126491 AA448257 A1090641 AW183329 AA994873 A1203663 BE041513 AA382260 AA382261 AL554887 BE273483 
AI809889 AA393442 AI150574 AI200886 AI221692 AA608977 AA813213 

AI209094 AI377740 AW1 17382 AW182289 AI674095 AW1 88019 AA897352 AA931314 AA923336 AW665317 AA629314 AA776691 AA906846 
AA974625 AA884357 AI808590 

AL042392 A1147451 AA758821 AW450252 AA399310 AI656343 A1636668 AW515660 AI190733 AI025B12 AA723645 AA709253 AA725709 
AA398244AA382463AI139837 

AI218809 BC014609 BG724383 AI024359 AA904573 AI138595 AA868685 AI768931 BI828436 BG717350 BG719800 AW182303 AA448181 
B1826670 BI827131 B1B30254 BI824155 BI831 745 T1 9190 B1830415 

BG207562 BG192113 AA977616 AW274024 A1554897 AI221 379 AA969158 AA906867 AI873494 A1015039 
AA412383 AA300675 BG773248 AA412243 AA405951 
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442589 33097.2 



436588 
431986 
420431 
436601 
408415 

427748 
440115 
428524 
440933 
427829 
438735 
449333 



433792 
442122 
433760 
426956 
413372 



430254 
444467 
436505 
427015 
451807 



2470836.1 

7B926J 

3290.1 

10131.1 

4581.6 

1372622J 
34 3 

1382184.1 

980517J 

1373537J 

10316.1 

36378.1 



2204621.1 
2684549 1 
584982.1 
657337.1 
32896.1 



13102.1 
1008400.1 
1008207 1 
683123 1 
17758_2 



NM.004157 X14968 BG480488 BE409869 BG723898 BG476313 AU121626 BE386516 AI969297 AW172340 AA889668 R23438 AI015037 
BE250558 BF590945 AW385993 BF983000 AA070235 AL556082 M78388 AW504473 AW3701 39 BG91 3697 BE899096 BG827945 BE741233 
AI015465 AW370169 BE297350 AA093249 
AI122828 AA909991 AA759233 

AL591713 BF197609 AI9B5094 AW448916 AI243277 AL449630 AL449629 

AW241405 AW205071 A1671586 AJ652354 AI638465 AW590359 AW662771 AW594067 BE502532 AI218894 BE466416 BF056295 A1247365 
A1990484 A1917746 AW665925 AI216456 AW182169 AA969884 AA723888 A1018419 

BI602176 BI603138 BI459895 Bf755030 AW418788 AA883999 AA724858 AM80311 AW196355 AI004813 Ai651117 BE814363 AW589856 
AA448124 AA447982 BI461166 AA405629 
AI208966 AA421041 AA81 5377 AA41 1954 

BF980396 R51074 BF979883 A1539370 BM128735 AA993397 AI61 1039 AW593985 R41808 
A1208080 AA442862 AA429772 

AI125404AVira93312Al247364A!208217AA910021AI915307 

AI190292 AI188225 AA416673AA41 6596 AA952888 AA972172 AA905874 

M76676 NM.022571 BG772522 BF516449 AI537485 AW517245 BF762536 AA634446 AW196331 A1203035 BG722281 

AK056320 AL522040 B1793043 AW071691 AJ433682 AA85S414 AA702684 B1792794 H96879 R52351 AA21 1 1 26 AA442875 N25725 AA482563 

N33446 N25222 Z41 1 10 N26507 N73447 N24077 N20492 AW275550 H9961 9 AL51 8306 AL522041 AW959849 AL518307 AA725907 A16551 1 3 

AI309906 F10184 BM451081 BE257595 BG721625 B1828509 BG700470 F12568 Z45396 BI829288 AA364818 AA354851 AA421448T74231 

R52350 AA482415 A1203021 T88948 AI565842 

A1024286 AA76989B AA778661 AA86B972 AA609524 

AI932330 AI190707 AI376782 AA976B47 

AA609179 AW592321 AA758282 A1214437 AW072537 AA781937 

BI831 486 AW190479 AI472793 AA460217 AA459937 BF082576 AA393673 AA398702 

NM.006001 L1 1645 A1205604 AI207994 AI187362 AA709190 BI462421 BG772170 BG722772 AA436991 BG771 655 Bl 553260 BF 126025 
BF125857 BI462670 BG724164 BI562424 BG721652 BI559652 BG722455 B1596415 BG717561 BG722138 BG773507 BG720572 C03867 AI016802 
AL042663 AA770436 AA435720 T1 9355 AA625698 AA759057 AI208021 BF507844 AI208058 AA41 271 9 AA426374 AI208775 AA977217 AA758055 
F34585AA180062 

BG700885 AA868017 AW341719 AA971332 AI688794 Z20462 AI808145 AW665263 AA884952 AA906136 
AW663704A1150368AI216464 

AI125340 AI125684 AI377949 AI126470 AI21 8351 AW665355 AI243952 AW663454 A1240603 AI187742 AA884214 AA723933 
AAB57437 AI968733 A1968938 AA992784 AA397520 AW235244 

BM479185 AL552795 AL577722 BF03B888 BM127617 BF510346 AW450652 AA865478 AW449519 BM127314 AI806539 AW449522 AA993634 
AJ827626AA904788 



TABLE 54C 

Pkey: Unique number corresponding to an Eos probes ei 

Ref: Sequence source. The 7 (figjl numbers In this column are Genbank Identifier (Gl) numbers. "Dunham, et aL" refers to the publication entitled The DNA sequence of 

human chromosome 22" Dunham, et at. (1999) Nature 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposition: indues nucleotide petitions of predicted exerts. 



Pkey 


Ref 


Strand 


NLposition 


401979 


2828778 


Minus 


75693-75851.76977-77112 


406409 


9256364 


Minus 


141101-141256 


401741 


2982169 


Plus 


196686-196823,200241-200381 


406378 


9256142 


Minus 


126408-126800 


405264 


7329374 


Plus 


28556-286B4 


401692 


3540172 


Phis 


26365-26510 


403783 


8081824 


Plus 


128412-128635 


404271 


9828129 


Minus 


56392-57645 


401798 


6730720 


Plus 


22831-23448 


402857 


9801539 


Plus 


13402-14133 


405528 


9581957 


Minus 


22418-22687 


403328 


8469086 


Minus 


120428-120703 


401712 


6682593 


Minus 


76410-76527,76592-76829,78737-78866,8024 



TABLE 55A 

Pkey. Unique Eos probese! Identifier number 

ExAccrc Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of non-serninomatous mixed germ cell testicular cancer compared to norma) adult testicular tissues 



Pkey 


ExAccn 


UnigenelD 


Unigene Title 


R1 


416680 


AW245540 


Hs.79516 


brain abundant, membrane attached signal 


48.80 


423961 


D13666 


Hs.136348 


periosfin(OSF-2os) 


43.30 


412948 


BE243313 


Hs.334851 


UM and SH3 protein 1 


42.50 


428928 


BE409838 


Hs.194657 


cadherin 1, type 1, E-carfherin (epiihefi 


36.80 


424247 


X14008 


Hs.234734 


lysozyme (renal amyloidosis) 


29.80 


414438 


AI879277 


Hs.76136 


thioredoxhi 


29.40 


406658 


AI920965 


Hs.77961 


major histocompatibility complex, class 


29.25 


446899 


NM.005397 


Hs.16426 


podocaryxin-Uxe 


28.70 


411573 


AB029000 


Hs.70823 


KIAA1077 protein 


28.40 


432730 


A1066520 


Hs.131358 


ESTs 


28.00 


418870 


AF147204 


Hs.89414 


chemokine (C-X-C mou'l), receptor 4 (fus 


28.00 


444381 


BE387335 


Hs^83713 


ESTs, Weakly similar to S64054 hypotheQ 


27.90 


446619 


AU076643 


HsJ313 


secreted phosphoprotein 1 (osteopontin, 


26.80 


447526 


AL048753 


Hs.303649 


small inducible cytokine A2 (monocyte ch 


25.00 


418174 


L20688 


Hs.83656 


Rho GDP dissociation inhibitor (GDI) bet 


24.15 
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AI821614 

BE379794 

BE244076 

AI301558 

AA386192 

AA554989 

Y18024 

AB011540 

AL008637 

M26315 

A1979168 

AW204059 

AA700439 

X94630 

AA927670 

R20855 

AW997484 

AA278921 

Y09397 

AI817130 

AA354572 

AA807346 

AA281504 

BE465754 

AL134324 

AA878183 

N38902 

AW411425 

R25513 

M430321 

AJ954968 

AI569068 

A1362533 

AI739168 

AW579216 

M16038 

BE391929 

R28982 

AW511970 

AI161383 

AW772041 

M613726 

M605038 

AI903474 

AA315805 

AI433074 

AL080058 

AW662958 

AVB54694 

AF1 53820 

BE409248 

AAB36472 

106505 

AA010319 

AJ224864 

AL036559 

X57348 

AW500715 

AW2915B7 

AW361666 

AK002121 

W32474 

W30681 

AA908472 

AW958613 

AA424791 

L41162 

A1857607 

AU076592 

AA602917 

BE512730 

AI754813 
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NMJXJ0169 

AA7B0613 

BE254086 

BE539674 

AK001495 

AL137663 

AA369601 

BE185536 

AK001764 

AW129401 



Hs.185831 ESTs 

Hs.159651 hypolheficaJ protein 

Hs.159578 AT-hook transcription factor AKNA 

RNA binding motif protein, X chromosome 

Hs.193482 Homo sapiens cDNA FU 119035s, done HE 

sudD (suppressor of bhnD6, Aspergillus n 

Hs.78877 inositol 1,4,5-trisphosphate 3*mase 8 

Hs.4930 low density fipoprotein receptor-related 

Hs.196352 neutrophil cytosoDc factor 4 (40kD) 

Hs.85258 CD8 antigen, alpha polypeptide (p32) 

Hs.344096 glycoprotein (transmembrane) nmb 

ESTs, Weakry similar to unnamed protein 

Hs.188490 ESTs ' 

Hs.3107 C097 antigen 

Hs.131704 ESTs 

Hs.5422 grycoprotein M6B 

Hs.5003 KIAA0456 protein 

Hs.1908 proteoglycan 1, secretory granule 

Hs.227817 BCL2-related protein A1 

Hs.9195 Homo sapiens cDNA FU13698fis, clone PL 

gb:EST62857 Jurkat T-cells V Homo sapien 

Hs.288581 Homo sapiens cDNA FU 14295 fis, clone PL 

Hs.24444 Homo sapiens cDNA: FU22165 fis, done H 

Hs.17778 neuropffin 2 

Hs.7312 ESTs 

Hs.17448 Horm>sariens<^NAFU13618fis,clonePL 

Hs.211539 hypolhefcal protein MGC4248 

Hs.180655 serine/lhreonine kinase 12 

Hs.10683 ESTs 

Hs.293945 ESTs 

matrix Qa protein 

Hs.22247 ESTs 

WAA0306 protein 

Homo sapiens cONA FU13458 fis, done PL 

HsJ264610 ESTs. Moderately similar to Ibd1 (H.sapi 

Hs.80887 v-yes-1 Yarnaguchi sarcoma viral related 

Hs.8752 transmembrane protein 4 

Hs.18106 ESTs 

Hs.279860 tumor protein, translationalry-controlle 

Hs.34549 ESTs, Highly similar to S94541 1 clone 4 

Hs.18439 ESTs, Moderately similar to JC5238 galac 

Hs.29797 ribosomal protein L10 

Hs.7149 Homo sapiens cDNA: FU21950 fis, clone H 

Hs.230 fibromoduBn 
desmogiein2 

Hs.86682 Homo sapiens cDNA: FU21578 fis, done C 

Hs.6909 DKFZP564G202 protein 

Hs.75825 pJekjmorphic adenoma gene-like 1 

Hs.8231 6 interferon-induced, hepatitis C-associat 

Hs. 1 547 potassium inwardly-rectifying channel, s 

Hs.57988 hypothetical protein FU22357 similar to 

Hs.297939 cathepsin B 

Hs.182979 ribosomal protein L12 

Hs.603B9 ESTs 

Hs.9688 leukocyte membrane anfjgen(lRC1) 

Hs.3463 ribosomal protein S23 

Hs.184510 stratifin 

Hs.57079 Homo sapiens cDNA FU13267 fis, clone OV 

Hs.82733 nidogen 2 

Hs.49500 KIAA0746 protein 

Hs.184465 hypolheBcal protein FU1 1259 

Hs.301746 RAP2A, member of RAS oncogene family 

Hs.146233 Homo sapiens cDNA: FU22130 fis, done H 

gb:og82a10.s1 NQ_CGAP_Ov8 Homo sapiens 

Hs.79428 BCX2/adenovirus E1B 19kCMnteracting pro 

Hs.5734 meningioma expressed antigen 5 (hyaiuran 

Hs.53563 coDagen, type IX, a^jha 3 

Hs.181301 cathepsin S 

Hs.1 98951 jun B proto-oncogene 

Hs.156974 ESTs 

Hs.65114 keratn18 

Hs.146428 collagen, type V, alpha 1 

Hs.98073 ESTs,Modera4efysimilartoZ195 HUMAN Z 

Hs.69089 galactosidase, alpha 

Hs.62954 ferritin, heavy polypeptide 1 

Hs.29647 uncharacterized hematopoietic stem/proge 

actinin, alpha 4 

Hs.23467 hypothetical protein FU10633 

Hs.7378 Homo sapiens mRNA; cDNA 0KFZp434G227 (fr 

Hs.239138 pre-B-ceD colony-enhandng factor 

Hs.301 1 83 molecule possessing ankyrin repeats indu 

Hs.247112 hypothetical protein FIJI 0902 

Ks. 181 165 eukaryouc translation elongation factor 

638 



620 
6.16 
6.13 
6.13 
6.12 
6.10 
6.10 
6.10 
6.10 
6.10 
6.10 
6.09 
6.06 
6.06 

ao6 

6.00 
6.00 
5.99 
5.95 
5.95 
5.95 
5.93 
5.90 
5.90 
5.86 
5.86 
5.84 
5.84 
5.82 
5.81 
5.80 
5.80 
5.80 
5.80 
5.80 
5.80 
5.77 
5,76 
5,70 
5.70 
5.70 
5.69 
5.68 
5.65 
5.63 
5.63 
5.60 
5.50 
5.60 
5.60 
5.58 
5.57 
5.53 
5.50 
5.50 
5.50 
5.42 
5.40 
5.40 
5.40 
5.40 
5.40 
5.40 
5.39 
5.36 
5.34 
5.34 
5.32 
5.30 
5.30 
5.30 
52? 
5.27 
5.26 
5.26 
5,24 
5.23 
5.22 
5.20 
5.20 
5.20 
5.20 
5.20 



WO 03/042661 



PCT/US02/36810 



10 
15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 



409604 
432581 
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431315 
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424875 
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442806 
442495 
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452472 
418117 
431824 
417558 
410570 
431805 
430333 
428494 
419641 
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444621 
422200 
416003 
425428 
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406797 
412347 
422392 
447197 
447832 
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413593 
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417308 
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418113 
414191 
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424263 
406867 
449378 
427202 
418945 
448966 
426711 
433681 
441321 
448896 
447232 
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436372 
422082 
432465 
417924 
446659 
414829 
418036 
417677 
443559 
423766 
432407 
453485 
452973 
427816 
406794 
449475 



AA299552 
A1187945 
AI270591 
AW294522 
AI184717 
A1392640 
AW855398 
AW957300 
A1922013 
AW972842 
AF045229 
AI133096 
WL014053 
S70114 
AA233439 
BE170548 
K73972 
AK001972 
AA298065 
AA080895 
X9B001 
AL1 10261 
R53185 
M63835 
AI391454 
X92715 
AI025842 
A1432224 
AW970026 
NMJJ05908 
R36075 
AI433357 
AW374605 
AA205248 
AW195351 
AU076964 
BE244580 
AA479005 
H60720 
A1583207 
AI272141 
AW250089 
NM_014718 
AA974433 
M77640 
AA157857 
AW664025 
BE272922 
BE246762 
AW372914 
AA383471 
A1004377 
H17182 
AL157484 
AW499834 
AW293413 
AW972301 
AA016188 
D56165 
AU077231 
AI335361 
AA321568 
Z37976 
NMJ16055 
AKJ75765 
AA303799 
AA221036 
BE620712 
H88409 
AA1 59248 
A1890243 
AI348027 



Hs.49124 
Hs.278441 
Hs.13797 
Hs.163986 
Hs.155079 
Hs.44743 
Hs.278311 
Hs.28309 
Hs.183918 
Hs.224398 
Hs.9238 
Hs.111496 
Hs.199310 
Hs.146116 
Hs.149991 



ESTs 

KlAAM15geneprodud 
ESTs 

Homo sapiens cDNA: FU 22765 fe, done K 
protein phosphatase 1 regulatory subuni 
K1AA1435 protein 
p!exinB1 



Homo sapiens cDNA RJ12797 (is. clone NT 
Homo sapiens cDNA FU11469 fis. clone HE 
hypothetical protein FU2351 6 
Homo sapiens cDNA FU1 1643 fis, done HE 
ESTs 
ESTs 
ESTs 
ESTs 

Hs. 18272 amino acid transporter system A1 
Hs.12210 hypotrtefcal protein FU13732 similar to 
Hs.294142 ESTs, Weakly similar to C55663 ofigodend 
Hs.83496 linker for activation of T cells 

gb:EST384937 MAGE resequences, MAGI Homo 
Hs.82280 regulator of G-protein signauing 1 0 
Hs.64593 ATP synthase, H transporting, rritochondr 
Hs.270594 RVCR protein 
Hs.239489 T1A1 cytotoxic granule-associated RMA-bi 
Hs.184634 hypothetical protein FU20005 
Hs.1 18190 Homo sapiens cDNA: RJ21081 fis, done C 
Hs.134460 ESTs 

Hs.30822 hypothetical protein FU11110 
Hs.1 1465 gtutalhione-S-trarisferase lite; glutathi 
Hs.347969 cytochrome c oxidase subunit IV 
Hs.78948 Rab geranyigeranyttransferase, beta subu 
Hs.157211 DKFZP586B0621 protein 
Hs.32366 ESTs, Weakly similar to TWST.HUMAN TWIST 
Hs.77424 Fc fragment of IgG. high affinity la, re 
Hs.207251 nudeotar autoantigen (5ScD) similar to 
Hs.3057 zinc finger protein 74 (Cos52) 
ESTs 

ribosomal protein L6 
Hs.73818 ubiquindK^ochronie c reductase hinge p 
Hs.1 15945 mannosidase, beta A, lysosomal 

gbyh88b01.s1 Soares placenta Nb2HP Homo 
ESTs 

Hs.1 1607 ESTs, Weakly similar to T21697 hypolheti 

gbzq78c12j1 Stratagene hNT neuron (937 
Hs.250520 ESTs, Moderately similar to 138022 hypot 
Hs.7753 cahimenin 
Hs.342307 hypothefical protein FU 10330 
Hs.154036 tumor suppressing subtransferable candid 
Hs.81892 WAA0101 gene produrt 
Hs.99029 CCAAT/enhancer binding protein (C/EBP), 
Hs.83484 SRY (sex determining region Y)-box 4 
Hs.75807 PDZ and LIM domain 1 (elfin) 
Hs.107809 WAA0726 gene product 

fibroblast growth factor 4 (heparin seer 
Hs.1757 L1 cell adhesion molecule (hydrocephalus 
Hs.182265 kerafin19 
Hs.59892 ESTs 

Hs.173936 interieukhi 10 receptor, beta 
Hs.89499 arachidonate 5-Trpoxygenase 
Hs.86149 phosphoinositol 3-phosphate-binding prot 
Hs.343800 conserved gene amplified in osteosarcoma 
Hs.200360 Homo sapiens cDNA FU 13027 fis, clone NT 
Hs 7771 B-cell associated protein 
Hs!22483 Homo sapiens mRNA; cDNA DKFZp762M127 (fr 
Hs.327 interteukin 1 0 receptor, alpha 
Hs.132906 19A24 protein 
Hs.310286 ESTs 
Hs.1 11244 hypothefical protein 
Hs.2751 63 non-metastatic cells 2, protein (NM23B) 
Hs.B2932 cydin D1 (PRAD1 : parathyroid adenomatos 
Hs.226376 ESTs 
Hs .77436 pleckstrin 

H&83337 latent transforming growth factor beta b 
Hs.82389 CGI-118 protein 
Hs.269899 ESTs, Moderately similar to ALU8_HUMAN A 
Hs.300141 ribosomal protein L39 
Hs.13273 gbzr03J12.r1 Stratagene NT2 neuronal or 
Hs.33026 hypothetical protein PP2447 
Hs.40527 ESTs 
Hs.180909 peraxrredoxm 1 

ribosomal protein L6 
Hs.108557 hypothetical protein PP1057 

639 
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15 BE857251 AI962074MW0027AW769317AA343477AA640112BF876213 R82948H^^ BG617830 

AA235802 BE774985 BE006682 BF342375 AA903144 BF33B083 BF984258 AV657996 A1749532 BE768614 BE857252 BE932516 BE768573 
AV657993 AV657777 AV752631 BE774974 T55847 BF095761 BF911511 BE710793 BE180119 BG617338 H45942 T55897 AV657718BG563497 
413497 1518002 J BE177661 H06215 BE144709 BE144829 
_ _ 438962 195763.1 AI207343 BF813684BF928775AAB28585 

20 413840 38807J BC020284AW953495AW402677BF890739 Z44378A1650081 AI769242 T84954 C05886 AI224851 A1568340AI024026 AW015010 A1032051 

AA505095AA830304H98001 H63431 BG249610 AI284792 AA205732AI598130AW516813A1123905AA132557AI140199 H53399AA928496 
A1200299 AI400044 BE94051 2 BE940509 H28028 BF913868 AI301 558 D79095 A1762695 AA31 1547 A1673408 AI673002 N67358 AA88591 3 
AI288094 N67347 240311 T94918 AV722693 AW170339 AW975566 AA452774 AA504759 AA370643 T79706 AA721603 BFB58887 BG982917 
„ _ AI343373 AW236167 BE568091 BF747959 BF241262 BE940663 AI435278 R05794 AW027091 AI860259 AI258890 T94871 AW182884 N671B3 

25 AW149083 H42473 A1678254 R26706 AI419684 R24905 AW38856B AW363261 N31299 H63489 AW195475 AA452592 BEB44216T91205 H64955 

BF858811 AW962779AW388295BF857615BF856552BF856548BF857611 AW866752 
450944 36100.1 BG926557 AW965540 R76280 AA335645 BF370246 BE835794 AA7251 02 AW1 52576 BF055494 A1743398 BE464853 AI391675 A1453078 

BE017970 AI803141 AI41 7070 AA489486 BE83581 8 AW05O475 BE835826 A101 5220 AW300496 AA343881 H98062 AA554989 N32774 AA01 2825 
_ _ BF989549 AL576463 W60527 AW576215 N32300 AA450065 AW137525 A1290944 T16431 T50379 AA830657 N78847 T51070 AW505288 

30 AI446370 AA100986 AA824552 BE835780 AA770659 BF370223 H03B90 R76557 

432666 144.7 AA558585AA565499 AI360576 AW204069AA991648AA864939 

425291 298763 1 AI744949 AW062361 BF91 9486 AW81 3419 AW8 16041 AA354572 

443194 19335.1 BI754027 BF696071 AI351939 BG1 51 298 AI91 9334 A1401620 BI7701 65 W72057 T96158 T29478 AA181252 BG927793 AA714431 AA600749 

. _ AA181247 AA614756 AA081092 H52207 BG926934 BF222579 BG899001 N64245 AA953040 AI832406 AA102441 BG928081 AA993445 AA916041 

35 AA987847 AA983329 AA737219 AA91 6443 AW1 28994 AI492550 AI761 847 BC005272 NM.000900 X53331 M58549 BI758966 AL598829 BI754530 

BG599770 BE439699 BE440148 AV704365 AV733652 BG212015 BG184149 BG200180 BG212690 BI761222 BG182079 AW338822 AI925631 
AI423041 AW071181 A1889836 AW129112 BG925339 A1017633 AA568964 BF725590 AI004210 AI809799 BE083097 BG896220 AW997681 
BF668788 BE0831 34 AW631281 BG1 93052 BG183095 BE440088 BG185728 AI499579 M18B162 AA8642B2 BI493352 M155854 AA836749 
. _ AA836844 AA985478 AW082299 AI816747 AA450221 AA971294 BE327509 AI719662 BG576669 AI479382 BF824747 AI741800 BG982962 

40 AI088473 AA916151 AW473324 BG901 177 BE439998 AW023269 BE813B71 AW999947 BE839108 AV707983 AA369722 AW796527 AW890608 

AI341771 AA302459 BI493353 AA366332 AA371 104 AA3&7277 AL547972 BG92801 1 A1678903 AI699885 AI9561 65 AA4B4893 AA643953 
AWS91063BG203275BG211093AI334791 AA91 6589 AW058266AI362370AI1 43352 AA508721 A1928079 D57214 BE045265AA541785 
BG219510 BG201686 BG195572 AW019904 AW089242 AA953322 A1686698 F27562 AA614749 D56645 F20774 F30660 F25646 AW023542 
. _ AA827300 AA582214 AI701289 AA228293 AI906950 AA230156 AA384572 AW438988 AA742516 BI490938 AA731082 BF6658B9 BG19051 8 

45 AW04158BE439643 M910666M155913M923097AA975721AA9B5555BG9Z7032AA94B389M45168 

AW0B3733 AA1 28053 A1953789 AI91 1993 AA421798 BG429150 AI91 5306 Z30130 M126929 BG926630 AA08101 3 AA553696 AA916094 
BG924321 AI039722 AI954968 AI372839 AI401406 AI53B215 
414405 112689J ALQ47596AA393792A1670731 AI037957AVW74364AI038137 N62286AI241379BE501096AW090696AI927369 AI669226A1369437AI37 
_ _ AW612409 AI68671 1 AI1 83289 AA477717 AI076122 M6351 90 AA700984 AA781508 D81020 BF575223 AI356183 D79312 AI375558 H61 1 1 1 

50 BG283489 BE090666 BE09Q664 BE090662 K26545 

428342 6712.1 AK05631 5 A!01 5524 AA724079 BI713619 AI377728 AW293682 AI928140 AI092404 AI085630 AA731340 BM469629 AW968804 AA425658 

M769094 BF446026 AW118719 A1332765 AW500888 AVTC76556 Al^^ 
Al923640AW<m>509A!52l500AL042095 M609309 M761tf^^ 
r AI392620 Z40708 A1985564 AW26351 3 AA913892 A1693486 AW263502 AI8061 64 AW291 137 BI061872 BI059498 AA134476 AW084888 M036967 

J 5 AW370823 T55263 BI002756 AA489664 BFB27261 W74741 BF963166 

441623 3362.1 BC022413 BE395396 BF754175 AA506621 BE706665 BE706678 AA723159 BE153169 BE706729 BE706558 BE153312 BE706706 AW371B53 

AW371849 BE153241 BC017410 AI337912 AI090244 AW090300 BE219837 AI623661 BE501576 BE501734 AI742232 AI023964 AI458424 
AA975373 AI288904 AI984583 AA890325 N32562 AI358102 AW241694 AI038448 AI672071 AI018389 AA576391 AA977874 AW189392 W37448 
AA612894 AI277548 H89551 AI699774 H89365 AA315805 AW579185 BC014584 BC0145B1 AW780125 AI672414 BE328145 AW600919 BF031306 
60 AW172758 BE708322 AA345675 BE875779 H28241 H25318 BF540913 BG179688 BF1 10202 AA528775 W37573 BE041644 AW366504 BM1 29522 

BM129822 AI122760 BE718200 AW887496 AA149420 BE706307 BE539395 BE748765 A1373653 R75904 8F979185 BF691393 BG49S595 
BI09445B BE706702 BG496559 BF248373 BG494800 
406819 0.0 AA908472 

r . 418905 517.1 BM469076 AA533027 AI127512 AI368802 AA533141 AA7O0560 AW576028 A1610851 AI435361 BM129172 AW474544 BM128899 AI814292 

65 AW502039 AA531243 BF941858 AW502037 AA702337 AI41 9854 AA662755 AA934364 AI300510 A1291 1 36 AA505263 Al 144527 A! 07691 9 

AI633534AI242473AA938561 BG055372AA512894AI671356AA962403BF808010AA663911 AA847056AA513301 AA369069AA377265 
BG291 206 AA402298 AAB85766 AW801002 AA302290 AI305B42 AWBO0873 AA302492 AA478427 AI817291 AW801 1 04 AW801 028 AA865744 
BF155979 AI374743 AA478431 AI159846 AI369757 A1800672 BF435788 AA255451 AI937707 AW006198 AI280363 BF062434 AW801 1 15 
AI919181 F28413 W04214AW152380AW901567 AW901570AA886371 AA3B4251 A1302846BE701902AA931606 H42673R33703AW901556 

70 AA009816 AW901568 AW352200 AA256558 H15928 BI087170 AW800530 AA369068 N98562 H28652 N34644 H97650 H00956 W70039 AI142831 

AA009817 F37136 N70289 AA531347 R72374 H27488 R66605 
442495 928718 1 All 8471 7 AW518883AF121173 
431824 1237125J AW972842AA516061 AA630205 

__ 433162 2167905.1 AI74231 1 AI025842 AA578843 

7 5 406797 0.0 AI432224 AW276890 AI499346 AA93701 4 AA653573 AI31 8525 AI246219 AA961591 AI270640 

447197 2176805.1 R36075 R36167 AI366546 
447832 1036795.1 AI628543 AI433357 AW772732 
413593 2949482.1 AA205248 AA204737 AA1 30658 
_ _ 427486 684159.1 BF510715 BE673055 BE464111 AW590620 AI637939 AA404324 AW236441 AI650952 BF056796 AA974433 
©0 406794 0 0 A1890243 

410295 2817 1 8G402B52 BG545066 AA150252 AL036760 AA452480 AI033256 W68776 W93372 N31248 AI052219 A1357635 W69374 N8861 0 R58194 BI524854 

BI4971 1 1 BF940043 AI129268 A1359798 AI056480 AA121421 AI0421 50 AW449003 AI4181 80 AI419420 AI356058 BF832243 AI349330 AI359448 
W76647 BF477170 AA099163 BF994549 AW608256 AA045418 H03770 AL574791 AW069455 BE302148 AW022281 AW950273 AA121 268 
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413703 
406870 
456629 



376077.1 

0_0 

207.22 



437386 5541J 



439403 4937.10 
409245 3199.2 



448782 34980.1 



422960 11862.2 



AI336371 AI989381 AI131425 AI147483 AI31 1 537 AW338638 AI141649 AA709414 A1187177 AA780884 A1333805 AA045312 A1823918 AI349421 
W53753 W70299 AA557276 AA299007 N98212 W74064 N24823 T54892 AA054724 W73059 A1869152 N93462 N71889 AI537432 R71628 
AA303089 AI498550T60941 AV706417 AW067848 AI150677 AW338118 AI336313 AA826256 A1139518 AA662948 AA902723 AI970175 W58682 
AI089380AI148372H99951 AW183001 AI270317AA532767AA044727 AA931652 RB2469AA150261 W67788H67495 R80715 AW149812 N78914 
A1852034W61122AW023118 W69375T88917T47984N21531 R35646 AA055544 H1 5534 AA688295 AA090586 AA044764 BF994641 R79547 
^1313BF674610H02874AVV975323R16904AA328030AA054671 R79546BF832310AI249109 
BG015794 BE158357 BE158353 BE 1 58358 BE1 58360 BE158352 BE158351 BE158355 
AA075144 

AW891965 AW604749 BE080872 R15559 BE177623 AWB83520 AW945343 AI2461 67 T07082 AW805679 W96278 AA135796 W32615 AW99541 8 
AWB01688 BE003837 AW801521 AW385721 AW385742 AW385714 AW604757 W87409 AW604738 AW385757 AW5B0796 AW801247 BE003239 
BE003183 AA8471 12 AW580975 AW6O4760 AW385727 BE164590 BE003090 AW362791 AW604759 AW866589 AW604758 N44337 A1378548 
AW890438 AA077172 Al 288683 AA229639 AA091945 AW945454 AA063629 AA702504 AW851 938 AW894816 AW580841 AA094372 T06399 
AW885686 BE244086 BE005035 AW8B1913 AA551773 AWB58460 AW370926 AW754352 AW889695 AW384408 AI907428 BE067491 AW861939 
AA248197 AW381373 AW177325 AW806879 AA935217BE067498 BE083742 BE067470 AW894935 BE082529 AI248811 BE179917 BE002200 
AW607506 AW392889 AW894560 AW381360 AI904206 AW863533 C00509 AW381372 BE082530 AW8981 20 BE075323 AW392799 AW601420 
AI695314 BE083790 AW858568 AW945550 BE1771 53 AW970506 BE35041 9 A1906919 AW360794 AI906917 AW8B5979 AW794240 AW945566 
AI688583 AI688694AW009660AW601421 AW360793 BE066524 BE083901 AW369847AW381871 AW935435AW664582AW877775AW838449 
BE180466AW85B501 BE180464 A1371163AA778231 AI174991 BE011720 AW877776 AW877800AW877795T19»0AW866355AW898rj99 
BE01 1715 BE167842 BE01 1718 BE01 1724 AW363639 AW878658 AW878662 AWB94887 BE082356AW389211 AW804286AW610312AI904717 
AW610318 AW996909 AW610296 AW901 923 AW880003 AI762171 AW062582 AW358713 AW062593 AW176663 AWB42064 AW842089 
AW842095 AI243049 AW902074 AW062592 AW176664 AW751692 BE087703 AI907439 BE009686 BE172115 BE077030 AW608556 AW835577 
AI909S2B BE077029 AW176241 BE077552 BE16O370 BE1 60288 AW835656 AW606765 AW606770 AW835678 AW606758 AW606778 AJ907484 
BE172821 AW606768 AW999517 AWB44165 BE1 71738 AW751683 AW61 0493 BE1 77484 BE177487 AA090510 AW844117 BE173367 AW999878 
AI124B70 BE163472 AW841823 AW379762 AW893297 AI290295 BE089132 AA610287 AW176676 AW607622 BE172639 AW893232 AA329629 
BE089008 8E178350 BE178214 BE063291 AW820236 AW999653 BE089486 BE173126 BE171775 BE185787 AA558280 Al 174840 AW999112 
BE218391 BE172734 BE178021 BE172738 BE173324 AW603494 AL036722 R38192 R60905 H53721 H41052 AL037917 R37795 AW998972 
M7671B9 AW044272 H50689 AA768399 M767764 AI087888 H44202 BE222792 N90597 W81396 N90615 A1935353 BE501168 F10945 
AW118215 A1970480 AI627641 AW236081 AA574090 AI627652 AJ681913 AI759983 N69591 N59276 BE467722 AW392780 BE172467 H92861 
A1524921 F02989Z39328 F02705 F01414T88678A1215165HB7220AW374781 

BM476605 BI545004 B1834636 8G112453 BI199049 BG1 12759 AA149846 H97925 AA306121 AA313204 W52451 AI734997 AA931 168 AA429766 
N47913 AA584321 BF940241 A1083648 AI089410 A1347705 A1343661 AI186232 AI889031 M98464 A1820039 AI459034 AV652512 AA622990 
BE857200 AA932998 AA740573 AJ826264 AA865683 AI344550 AI027349 AI056087 AA442777 AA603724 AA873347 A1056717 AI0921 85 AI032895 
AA5356B9 BF806025 8F806061 BF805985 BF746099 BF746097 AI309259 AI597603 BFB05066 AI090653 AI129205 AI248410 H72993 AW615341 
BF805990 BF8059B2 AA99381 9 T34373 T35604 H56242 AA648145 T35907 BF808691 N9401 5 AV703438 BG774276 H82341 R76371 
AK056692 AF086220 A1375066 AA284293 W32566 AW797961 AA960897 AA504145 

AF030234 8C017465 BG008526 AW505550 BM460141 N47324 AA361037 AA321632 N45606 AV752798 AV657116 AA296632 AU137857 
AW467027 AI742080 A1624350 H58206 AA478518 AW439997 AW393555 AW393523 A1559753 AI808732 R66856 H01374 BI257369 BI259830 
AW960845 BM466252 AW956813 BE768647 AV658853 BM055248 BF372070 BF372055 BF372061 AA347852 AA905863 BG505078 AV654024 
BF093291 AW021929 H22650 AA459715 BG496341 BE697763 B1254209 BG499543 H42948 BI059780 BI086741 H87896 H87599 BF691752 
BE76851 1 8G940948 W37195 BF372041 BE883795 BF372082 BF367329 BF909744 AW96S003 AV714014 BI492868 BI495144 AA921845 
AI693426 A1652147 A1435449 N47325 AW34429 AA573137 AI183429 AI829962 AI332526 BF513937 A1189561 AI221 962 A1378034 AW1 18897 
AW665247 AW340077 N41605 AA478519 AA463875 AI858260 AA463379 A129230S BE045947 AA971089 AI125820 BG940947 AI080245 
AA884954 AI125702 AI382934 AA931835 AI358631 AW439905 AJ027833 AI399648 AI014533 AA347851 AA738261 N67374 NS9081 AI768657 
AA948472 AI819214 AA293133 AI186725 AA889214 AI222635 BI495143 N29605 N48812 AA769041 AI492769 056771 AA09591 1 BE222062 
D56772 AW372265 BM054985 D12465 BG534562 AW00351 1 H874B6 H42880 AW1 90293 BF594697 BF37761 1 H22043 BI255749 BI492B48 
H16217 H21980 H22651 H88179 H87354 H44052 H25165 H44128 

AB018301 AL050295 BF513128 AW385080 AL551708 AJ352542 AI829703 AI819388 AW629019 AW0731B9 AW273857 AW1 1876B AI453845 
A1452494 AA886341 AI057144 AA904647 AI423547 AW263913AI094774A1434419A1039546AKJ02491 AI240412Z25099AA995178 AW050649 
AW026140 AI796309 A1584012 BE166666 AI767991 AI309041 AA724059 A1695284 A1245095 T63971 Z40627 BE166681 BG570071 BF921915 
BI562702 BG506502 AV658056 R48378 AA121543 AI096938 AA618131 H40993 R48277 A1352281 BG540263 BG538901 N95225 AI356752 
A1221152 Z28777 R16574 AW966449 AA044116 AW797518 BI010405 AA044288 AI093508 BE140169 T64039 BG433106 AW130367 AW1 30361 
N73937 AA1 27680 AW044037 AI096437 AA384077 BF941499 T93764 BG003285 

BF090249 AW954947 AW890487 AI305236 D60845 D50537 AA825429 W36294 AW890410 AW088235 BF740240 AA448709 AI350279 AA879119 
AA319510 BE702077 BE699015 BE702046 AW901293T99319 D81708 BF475488 D60383 D81751 BE699260 



TABLE 55C 

Pkey: Unique number corresponding to an Eos probesel 

Ret: Sequence source. The 7 digit numbers in this column are Genbank Identifier (G!) numbers. •Dunham, et aL" refers to the publication entiBed The DNA sequence of 

human chromosome 22" Dunham, etal (1999) Nature 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposHbn: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


401466 


6682292 


Plus 


401192 


9719502 


Minus 


402474 


7547175 


Minus 


402145 


8018280 


Pius 


406230 


4760409 


Plus 



Ntposifion 

28748-29023 

69559-70101 

53526.53628,55755-55920,57530-57757 

113086-114800 

71716-72515 



TABLE 56A: 

Pkey: Unique Eos probesel identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1 : Ratio of semtnomatous testicular cancer compared to normal adult testicular tissues 

Pkey ExAccn UnigenelD Unigene Title R1 
414438 A1879277 Hs.76136 thioredoxin 47.30 
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424247 X14008 Hs.234734 lysozyme [renal anrtyloidosis) 44.80 

438091 AW373062 nuclear receptor subfamly 1, group I. m 40.10 

412948 BE243313 Hs.334851 UM and SH3 protein 1 34.90 

417088 M54915 Hs.81170 pin>1 oncogene 31.10 

5 430542 AI557486 Hs.119122 ribosomal proteai L13a 29.60 

412915 AW087727 Hs.74823 NM_004541:Homo sapiens NADH dehydrogenas 29.10 

418174 L206B8 Hs.83556 Rho GDP dissociation inhibitor (GDI) bet 28.15 

406820 AI2239S8 Hs.106124 ribosomal protein S4. X-finked 28.13 

t _ 433800 AI034361 Hs.135150 lung type-l cell membrane-associated gty 28.10 

10 406658 AI920965 Hs.77961 major histocompaMy complex, class 27.85 

416680 AW245540 Hs.79516 brain abundant, membrane attached signal 27.70 

446525 AW967069 Hil211556 hypothefica) protein MGC5487 27.20 

432359 AA076049 Hs.274415 Homo sapiens cDNA FU10229 fis, done HE 2630 

422578 AF239666 Hs.1545 caudal type homec box transcription tad 25.80 

15 429978 AA249027 ribosomal protein S6 25.40 

418870 AF147204 Hs.89414 chemokine (C-X-C motif), receptor 4 (fus 24.60 

440207 AI371978 Hs.128326 ESTs 24.50 

425543 R23313 Hs.334895 ribosomal protein L10a 2430 

442562 BE379584 dofichyi^phc«pru>oligosac^aride-prolei 24.10 

20 444562 AA186715 Hs.33S429 RlKENcDNA9130422N19gene 24.05 

413063 AL035737 Hs.75184 chitlnase 3-fike 1 (cartilage gtycoprote 24.00 

409038 T97490 Hs.50002 small inducible cytokine subfamily A [Of 22.90 

420357 AA259090 Hs.257028 ESTs 2190 

406856 AW515336 Hs.29797 ribosomal protein L10 22.77 

25 417139 M69043 Hs.81328 nuclear factor of kappa fight polypeptid 2275 

412636 NM.0Q4415 desmoplaldn (DPI, DPII) 22.40 

420676 AI434780 Hs.4248 vav 2 oncogene 22.10 

440869 NM 014297 Hs.7486 protein expressed in thyroid 21.40 

446627 AI973016 Hs.15725 hypothetical protein SBBI48 21.20 

30 410315 A1638871 Hs.17625 Homo sapiens cDNA: FU22524 fis, clone H 21.10 

420754 W79431 Hs.346911 ribosomal protein L22 20.98 

435538 AB011540 Hs.4930 tow density lipoprotein receptor-related 20.90 

440440 Z28925 Hs.7188 sema domain, immunoglobulin domain (Ig), 20.80 

429490 AI971131 Hs.23889 ESTs, Weakly simflar to ALU7_HUMAN ALU S 20.40 

35 425769 U72513 Hs.1 59486 Human RPL1 3-2 pseudogenemRNA. complete 19.50 

422714 AB018335 Hs.1 19387 WAA0792 gene product 1915 

430253 AK001514 Hs^36844 hypothetical protein FU 10652 19.00 

413787 A1352558 tyrosine S^nonooxygenase/tryptophan 5-mo 18.50 

452874 AK001061 Hs.30925 hypothetical protein FU10199 1B.50 

40 430255 AK000703 Hs.323822 Homo sapiens mRNA for KIAA1551 protein, 18.00 

432606 NM_002104 Hs.3066 granzyme K (serine protease, granzyme 3; 17.90 

448588 AI970276 Hs.156905 K1AA1676 1770 

444784 D12485 Hs.11951 ectonucleotide pyroprwsphatase/phospriodi 17.50 

428782 X12830 Hs.193400 interleukin 6 receptor 17.40 

45 414092 Z14244 Hs.75752 cytochrome c oxidase submit VHb 17.20 

425945 AW410669 Hs.164280 solute carrier family 25 (mitochondrial 17.15 

420759 T11B32 Hs.127797 Homo sapiens cDNA FU11381 fis, done HE 17.10 

440528 BE313555 Hs.7252 WAA1224 protein 17.06 

410143 AA188169 WAA1 191 protein 17.05 

50 421181 NMJJ05574 Hs.184585 UM domain only 2 (rhombothvlke 1) 16.90 

' 426083 AW962712 Hs.126712 ESTs, WeaWy similar to AF1 91020 1 E2JG5 16.70 

429183 AB014604 Hs.197955 WAA0704 protein 16.70 

450937 R49131 Hs.26267 ATP-dependant interferon response protei 16.60 

449571 AW016812 Hs.200266 ESTs 16.50 

55 432730 AI066520 Hs.131358 ESTs 16.20 

426295 AW367283 zinc finger protein 6 (CMPX1) 16.15 

439180 AI393742 Hs.199067 v-erb-b2 avian erythroblastic leukemia v 15.90 

420028 AB014680 Hs.8786 carbohydrate (N-acetylgliicos3rnine-6-0) s 15.80 

421379 Y15221 Hs.103982 small inducible cytokine subfamily B (Cy 15.80 

60 456236 AF045229 Hs.82280 regutatorof G-protein signalling 10 15.70 

429469 M64590 Hs^7 glycine dehydrogenase (decarboxylating; 15.50 

428928 BE409838 Hs.194657 cadherin 1, type 1, E-cadherin (epflheB 14,90 

452322 BE566343 Hs.28988 glutaredoxin (foicJtransferase) 14.90 

406656 M16714 Hs.B9643 major histocompatlbiTrty complex, class 14.85 

65 414020 NK/UM2984 Hs.75703 small Inducible cytokine A4 (homologous 1471 

450377 AB033091 K1AA1 265 protein 14.70 

425996 W67330 hypothetical protein AL1 101 15 14.60 

430332 R51790 Hs.239483 Human clone 23933 mRNA sequence 14.60 

427691 AW194426 Hs.20726 ESTs 14.42 

70 429614 AI371172 Hs.211539 rr/pothefcal protein MGC4248 14.35 

451106 BE382701 Hs.25960 N-MYC oncogene 14.21 

422241 Y00062 Hs.170121 protein tyrosine phosphatase, receptor 1 14.13 

436860 H12751 Hs£327 PR01 91 4 protein 13.90 

„ 446899 NM 005397 Hs.16426 pocfocalyxuvlike 13.90 

75 450000 A1952797 Hs.10888 hypothetical protein FU21 709 13.75 

408380 AF123050 Hs.44532 diubiquitin 1370 

447526 AL048753 Hs.303649 small inducible cytokine A2 (monocyte ch 13.40 

427521 AW973352 ESTs 13.30 

410598 A1817130 Hs.9195 Homo sapiens cONA FU 13698 fis, done PL 13.25 

80 428664 AK001666 Hs.189095 similar to SALL1 (sal (DrosophilaJ-fike 13.23 

408B22 AW500715 Hs.57079 Homo sapiens cDNA FU13267 fis, clone OV 13.23 

425289 AW139342 Hs.1 55530 interferon, gamrna-inducible protein 16 1270 

426552 BE297660 Hs.170328 moesin 12.69 
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415857 


AA866115 


Hs.1 27797 


436398 


H87136 


Hs^174 


418151 


AA864238 


Hs.83583 


453020 


AL162039 


Hs^1422 


410275 


U85658 


Hs.61796 


414587 


NM.004862 


Hs.76507 


425875 


AU077333 


Hs. 160483 


415938 


BE383507 


Hs.76921 


419384 


AA490866 


Hs.39429 


410185 


BE294068 


Hs.737 


407862 


BE548267 


Hs.337988 


433793 


AW975959 


Hs.1 07513 


406743 


AA911568 


Hs.279860 


408969 


AW361666 


Hs.49500 


430268 


AK000737 


Hs.237480 


447735 


AA775268 


Hs.6127 


410325 


AB023154 


Hs.62264 


445617 


NM_003642 


Hs.13340 


418299 


AA279530 


Hs.83968 


445863 


R12234 


Hs.1 3396 


454413 


AI653672 


Hs.40092 


418460 


M26315 


Hs.85258 


428065 


AI634045 


Hs.1 57313 


432805 


X94630 


Hs.3107 


422511 


AU076442 


Hs.1 17938 


444060 


AA340277 




452436 


BE077546 


Hs.31447 


409963 


AA133590 


Hs.250857 


402474 






407112 


AA070801 


Hs.51615 


406786 


AW161678 


Hs.111334 


428227 


AA321649 


Hs.2248 


444656 


A1277924 


Hs.1 451 99 


453656 


AAB04789 


Hs.19447 


440774 


AI420611 


Hs.153934 


406669 


AI493591 


Hs.78146 


431639 


AK000680 


Hs.266175 


444381 


BE387335 


Hs.283713 


418509 


AB02B624 


Hs.85539 


437374 


AL359571 


Hs.44054 


415899 


X78992 


Hs.78909 


450719 


AI096837 


Hs.21349 


424800 


AL035588 


Hs.1 53203 


446682 


AW205632 


Hs.211198 


447211 


AH 61 961 


Hs.17767 


425234 


AW152225 


Hs.1 65909 


422105 


A1929700 


Hs.1 11680 


417144 


AA382104 


Hs.81337 


422068 


AI807519 


Hs 104520 


452651 


AI218918 


Hs.30209 


418707 


U97502 


Hs.87497 


426996 


AW968934 


Hs.1 731 08 


427761 


AA412205 


Hs. 140996 


443523 


AK001575 


Hs!9536 


402145 






413686 


AI469213 


Hs.71404 


446488 


AB037782 


Hs.15119 


449246 


AW411209 


Hs^3363 


424321 


W74048 


Hs.1765 


407179 


AA206465 




413497 


BE177661 




430068 


AA464964 




446795 


AI797713 


Hs.1 56471 


435522 


N64214 


Hs.9774 


451864 


N20370 


Hs.69547 


419490 


NM 006144 


Hs.90708 


419904 


AA974411 


Hs.1 8672 


427711 


M31659 


Hs.1 80408 


409208 


Y00093 




424950 


AA602917 


Hs.1 56974 


447534 


AW953935 


Hs.288555 


419223 


X60111 


Hs.1 244 


423673 


BE003054 


Hs.1695 


422950 


AW890487 




412025 


AI827451 


Hs.24143 


408784 


AW971350 


Hs.63386 


417407 


AA923278 


Hs.290905 


432409 


AA806538 


Hs.130732 


440273 


A1805392 


Hs.325335 


407110 


AA018042 


Hs.252085 


408161 


AW952912 


Hs.300383 


434280 


BE005398 




434524 


AA635931 


Hs.249716 



Homo sapiens cONA FU 11381 fis, done HE 12.55 

ribosomal protein S17 1 2.50 

actin related protein 2/3 complex, subun 1 Z30 

Homo sapiens mRNA; cDNA DKF2p434M229 (fr 1130 

transcription factor AP-2 gamma (activat 12.28 

LPS-induced TNF-abha factor 12^5 

erythrocyte membrane protein band 7.2 (s 12-25 

A kinase (PRKA) anchor protein 1 1Z20 

ESTs 1Z20 

immediate early protein 12.15 

Homo sapiens cDNA FU 10934 fis, done OV 12.05 

ESTs, Moderately similar to KIAA1 058 pro 12.00 

tumor protein, translafionalry-controlle 1 1 .90 

KIAA0746 protein 11.80 

hypothetical protein FU20730 1 1 .80 

Homo sapiens cDNA FU23020 fis, done L 11.80 

WAA0937 protein 11.70 

histone acetyltransferase 1 1 1 .70 

integrin, beta 2 (antigen CD1 8 (p95), ry 1 1 .61 

Homo sapiens done 25028 mRNA sequence 1 1 .60 

PNAS-123 11.60 

CD8 antigen, alpha polypeptide (p32) 1 1 .40 

ESTs 11.40 

C097 antigen 11.36 

collagen, type XVII, alpha 1 11.35 

Homo sapiens cDNA FU20167 fis, done CO 11.30 

ESTs, Moderately simflar to A46010 X-fin 1 U0 

caldum/calmodulin-dependent protein kin 11.11 

NM_004079:Homo sapiens cathepsin S (CTSS 1 1.00 

ESTs, WeaMy similar to ALU7.HUMAN ALU S 11.00 

ferritin, Bght polypeptide 1 0.95 

small indudble cytokine subfamily B (Cy 1 0.90 

ESTs 10.90 

PDZ-UM protein mysfique 10.85 

ESTs 10.82 

platelet/endothdial cell adhesion molec 10.80 

phosphoprotein associated with GEMs 10.80 

ESTs, Weakly similar to S64054 hypotheb 10.80 

ATP synthase, H transporting, mitochondr 10.70 

ninein (GSK3B interacfing protein) 10.65 

butyrate response factor 2 (EGF-response 10.60 

ESTs, Weakly similar to RB8B.HUMAN RAS-R 10.43 

MyoD family inhibitor 10.40 

ESTs 10.40 

KIAA1554 protein 10.31 

ESTs, Weakly simflarto I38022 hypotheti 10.30 

endosulfine alpha 10.21 

lectin, galactostde-binding, soluble, 9 10.20 

Homo sapiens cDNA FL1 13694 fis, clone PL 10.20 

KIAA0854 protein 10.15 

butyrophilin, subfamily 3, member A2 10.1 1 

Homo sapiens cDNA FU21897 fis, done H 10.10 

ESTs * 10.10 

hypothetical protein FU1071 3 9.90 

Target Exon 9.82 

ESTs 9.80 

K1AA1361 protein 9.80 

hypothetical protein FU10983 9.80 

rymphocyte-spedrlc protein tyrosine kin 9.80 

thymosin, beta 4, X chromosome 9.72 

gb:RC1-HT0598-02030(W1 1-h02 HT0598 Homo 9.70 

gb2x80f1 0*1 Soares ovary tumor NbHOT H 9.70 

ESTs 9.70 

synovial sarcoma translocation gene on c 9.65 

ESTs 9.65 

granzyme A {granzyme 1 , cytotoxic T-lymp 9.60 

ESTs 9.60 

solute earner family 25 (mitochondrial 9.60 

Integrin, alpha X (antigen CD1 1 C (p1 50), 9.52 

ESTs 9.50 

ESTs g.50 

CD9 antigen (p24) 9.41 

matrix metaQopmteinase 1 2 (macrophage 9.40 

cadherin 13, H-cadherin (heart) 9.33 

Wiskott-Aldrich syndrome protein interac 9.32 

ESTs 9.30 

ESTs, Weakry similar to protease [H-sapi 9.30 

K1AA1575 protein 9.30 

Homo sapiens cDNA: FU23523 fis, done L 9.30 

Prader-Wnii/Angelman syndrome- 5 9.22 

hypothetical protein MGC3032 9.20 

gb:CM1-BN01 16-150400-1 89-MJ2 BN0116 Homo 9.20 

ESTs 9.20 
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450294 H42587 Hs.23B730 hypolheOcal prolan MGC1 0823 9.20 

407254 AW129401 Hs.181165 eukaryctic translation elongation factor 9.10 

434442 AA737415 ESTs 9-10 

440268 BE270030 Hs.336959 Homo sapiens, done IMAGE:3577185. mRNA 9.03 

5 447519 U4625A Hs.339665 ESTs 900 

433156 R59206 Hs.17519 Homo sapiens cDNA: FU22539 lis, done H 8.98 

410730 AW358860 OnaJ (Hsp40) homotog, subfamily B, membe 8.90 

436823 AW749BS5 Hs.1 17077 ESTs, Weakly similar to 138022 hypotneB 8.90 

442806 AW294522 Hs.149991 ESTs 8.90 

10 433271 BE621697 Hs.14317 nucleolar protein family A, member 3 (H/ 8.B9 

445577 N40696 Hs.137064 cytoplasmic poryadenytation element bind 6.81 

408437 AW957744 HsJ278469 lacrimal prcHne rich protein 8.80 

420962 NMJJ05904 Hs.1 00602 MAD (mothers against decapentaplegic, Dr 8.80 

431187 AW971146 Hs.293187 ESTs 8.80 

15 421098 A1697901 Hs.19242S ESTs 8.70 

424528 AW073971 Hs.238954 ESTs, WeaWy similar to KIAA1 204 protein 8.70 

446108 AL036596 Hs.42322 A kinase (PRKA) anchor protein 2 8.70 

401 091 decay accelerating factor for complement 8.62 

433412 AV653729 Hs.8185 CGW4 protein; sulfide dehydrogenase G 8.60 

20 438089 W05391 nudear receptor subfamily 1, group I, m 8.60 

431958 X63629 Hs.2877 cadherin 3. type 1.P-cadherin (placenta 8.60 

452568 AA805534 Hs.300870 Homo sapiens mRNA; cDNA DKFZp547M072 (fr 8.59 

414191 AW250089 Hs.75807 POZ and UM domain 1 (elfin) 8.56 

411979 X85134 Hs.72984 retmoUastoma-blnding protein 5 8.50 

25 414829 AA321568 Hs.77436 pteckstrin 8.50 

430162 AW450843 Hs.346348 ESTs 8.50 

448412 A1219083 Hs.42532 ESTs, Moderately similar to ALU8_HUMAN A 8.50 

423753 Y11312 Hs.132463 phosphoinos]fide-34dnase, class 2, beta 8.45 

407833 AW955632 Hs.66666 ESTs, WeaWy similar to S 1 9560 proHne-r 8.43 

30 416975 NMJJ04131 Hs.1051 granzyme B (granzyme 2, cytotoxic T-lymp 8.40 

433208 AW002834 Hs.24095 ESTs 8.40 

428970 BE276891 Hs.194691 retinoic acid induced 3 8.38 

425284 AF155568 NS1-assodated protein 1 8.33 

437108 AA434054 Hs.80624 hypoihefcal protein MGC2560 8.33 

35 408360 A1806090 Hs.44344 hypothetical protein FU20534 8.30 

426827 AW067805 Hs.172665 methyteneletrahydrofolate dehydrogenase 8.30 

453716 AA037675 Hs.1 52675 ESTs 8.30 

418840 A1821614 Hs.185831 ESTs 8.20 

434649 AA738254 Hs.165390 ESTs, Highly similar to A40350 transcrip 8.20 

40 449656 AA002008 Hs.188633 ESTs 8.20 

425535 AB007937 Hs. 158287 WAA0468 gene product 8.17 

409493 AA386192 Hs.193482 Homo sapiens cDNA FIJ1 1903 fis, done HE 8.13 

432559 AW452948 Hs.257631 ESTs 8.10 

436797 AA731491 Hs.334477 hypothetical protein MGC1 4879 8.10 

45 420099 D80011 Hs.95140 KIAA0189 gene product 8.01 

417640 D30857 Hs.82353 protein C receptor, endothetia! (EPCR) 8.00 

420337 AW295840 Hs.14555 Homo sapiens cDNA:FU21513 fis, clone C 8.00 

434423 NWL006769 Hs.3844 UM domain only 4 8.00 

437886 BE254111 Hs.31314 refinoblastoma-binding protein 7 8.00 

50 418522 AA605038 Hs.7149 Homo sapiens cDNA: FU21950 fis, done H 7.92 

433655 AL036559 Hs.3463 ribosomal protein S23 7.89 

435968 AW161481 Hs.111577 integral membrane protein 3 7.89 

434511 R28382 Hs.18106 ESTs 7.88 

423523 AW299828 Hs.1935B0 ESTs 7.86 

55 409327 L41162 Hs.53563 collagen, type IX, alpha 3 7.84 

411960 R77776 Hs.18103 ESTs 7.80 

434159 AW135214 Hs.191828 ESTs 7.80 

447500 A1381900 Hs.159212 ESTs 7.80 

406699 L06505 Hs.182979 ribosomal protein L1 2 7.75 

60 422603 BE242587 Hs.1 18651 hematopoieScalry expressed homeobox 7.68 

426759 A1590401 Hs.21213 ESTs 7.66 

406776 T16205 Hs.237164 ESTs, Highly similar to LDHH_HUMAN L-LAC 7.62 

422689 AW856665 gb:RC3-CT0297-29010(M)13<i03 CT0297 Homo 7.60 

444795 AI193356 Hs.160316 ESTs 7.60 

65 406663 U24683 immunoglobulin heavy constant mu 7.59 

442821 BE391929 Hs.8752 transmembrane protein 4 7.56 

412347 AW970026 Hs.73818 ubkjuind<rytxhromec reductase hinge p 7.52 

407252 AA659037 Hs.163780 ESTs 7.50 

414405 A1362533 KIAAO306 protein 7.50 

70 427395 AW298741 Hs.97861 ESTs. Moderately similar to 138022 hypot 7.50 

429999 AI761902 Hs.99597 ESTs 7.50 

441436 AW137772 Hs.185980 ESTs 7.50 

447644 AW861622 Hs.108646 Homo sapiens cDNA FU14934 fis, clone PL 7.50 

_ _ 420943 AI718702 Hs.279930 major r^tocompallbility complex, class 7.46 

75 447674 BE270640 Hs.19192 cydin-dependent kinase 2 7.43 

413420 AW41Q235 Hs.75348 proleasome (prosome, macropain) acfivato 7.42 

422451 AA310753 Hs.42491 ESTs, Weakly similar to S65657 alpha-1 C- 7.41 

437134 AA349944 Hs.42915 ARP2 {actiiwelated protein 2. yeast) ho 7.40 

408912 AB011084 Hs.48924 K1AA0512 gene product ALEX2 7.40 

80 419839 U24577 Hs.93304 phosphofipase A2. group VII (plaielet-ac 7.40 

431427 AK000401 Hs.252748 Homo sapiens cDNA FU20394 fis, done KA 7.40 

437469 AW753112 Hs.15514 hypothelical protein MGC3260 7.40 

432598 AI341227 Hs.157106 ESTs 7.38 
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447484 AA464839 

441612 A1802629 

406067 BE244580 

434963 AW974957 

437103 AW139408 

442495 AI1B4717 

445929 AI089660 

446013 AD60157 

436075 BE090176 

450139 AKD01838 

423905 AW579960 

405819 AA908472 



425593 AA278921 

413886 AW956254 

422616 BE300330 

424677 U09414 

427254 AL121523 

427307 AF1 17947 



AW502384 
451129 BE072881 
441878 
443247 



BE614387 



Hs.292566 hypothetic protein RJ 14697 7.34 

Hs.1 13660 Homo sapiens cDNARJ 11 631 fis, done HE 7.30 

Hs.342307 hypothetical protein RJ 10330 7.30 

Hs.288719 Homo sapiens cONA RJ 12142 fis, done MA 7.30 

Hs.152940 ESTs 7.30 

ESTs 7.30 

Hs.323401 dpy-30-GXe protein 730 

Hs.152774 ESTs 7.30 

Hs. 179902 transporter-flee protein 7.20 

serum/glucocortjcoid regulated kinase 7.20 

Hs.1 351 50 hing type-1 cell membrane-associated gty 7.17 

gb:og82a10.s1 NCLCGAP_Ov8 Homo sapiens 7.16 

407719 AW963866 Hs.44021 Homo sapiens mRNA for RJ00065 protein, 7.12 

Hs.1 908 proteoglycan 1, secretory granule 7.10 

Hs.1 03832 similar to yeast UpQ, variant B 7.10 

Hs.1 18725 selenophospnate synthetase 2 7.10 

zinc finger protein 137 (clone pHZ-30) 7.10 

Hs.97774 ESTs 7.10 

Hs.174795 PDZ doman-contahing guanine nucleotide 7.10 

p^:UVHJ-8R0p^ka-f.12-(Rll/1 NIH_MGC_5 7.10 

gb:RC2^T0548-2003(XW)12-e09 BT0548 Homo 7.10 

Hs.127932 ESTs 7.09 

Hs333893 c-Myc target JP01 7.04 

412645 AW444433 Hs.136061 Homo sapiens, Similar to hypdhefoal pr 7.00 

417315 AI080042 Hs.180450 ribosomal protein S24 7.00 

Hs.35254 hypothetical protein RB6421 7.00 

Hs.29808 Homo sapiens cDNA: HJ21 122 Ss, done C 7.00 

Hs.1 2461 LCHN protein 7.00 

Hs.77367 monokine induced by gamma interferon 7.00 

Hs.1 09051 SH3 domain binding glutamic acid-rich pr 6.97 

Hs.63042 DKFZp564J157 protein 6.96 

Hs.326290 hypothetical protein RJ12581 6.96 

Hs.146233 Homo sapiens cDNA: FU22130 fis, clone H 6.95 

Hs.86617 ESTs 6.90 

Hs.152983 HUS1(S.pombe)chedopointru}mok)g 6.90 

Hs.921 6 caspase 7, aporjtosis-related cysteine pr 6.90 

Hs.107515 ESTs,WeaWysirralartoT00329hypotheti 6.89 

451838 AW005866 Hs.193969 ESTs 6.88 

Hs.155975 protein tyrosine phosphatase, receptor t 6.87 

Hs.33026 hypothetical protein PP2447 6.85 

vesicle-associated membrane protein 4 6.84 

Hs.179943 ribosomal protein L11 6.83 

Hs.14947 ESTs 6.83 

Hs.234518 rioosornal protein 123 6.83 

Hs.288581 Homo sapiens cONA RJ 14296 fis, done PL 6.83 

Hs .268557 pleckstin homobgy-ltke domain, family 6.82 

Hs.268916 ESTs 6.80 

AW043782 Hs.293616 ESTs 6.80 

Hs.155111 hypothetical protein RJ14428 6.80 

Hs.5337 tsocHraie dehydrogenase 2 (NADP), mitoc 6,80 

NM.000579 Hs.54443 diernoJdne(&CinotiO receptor 5 6.80 

ESTs, WeaHy similar to unnamed protein 6.79 

Hs.1742 IQ motif containing GTPase activating pr 6.77 

NM_001241 Hs.155478 cydinT2 6.72 

425246 A1085561 Hs.155321 serum response factor {c-fos serum respo 6.70 

428728 NMJJ16625 Hs.191381 hypothetical protein 6.70 

430299 W28673 Hs.106747 serine carboxypeptidase 1 precursor prot 6.70 

433735 AA608955 Hs.1 09853 ESTs 6.70 

430556 AW967807 Hs.13797 ESTs 6.69 

417535 AA203569 Hs.191482 ESTs 6.69 

418117 A1922013 Hs.83496 Tinker for acOvaBon of T ceils 6.67 

417558 AF045229 Hs.82280 regulatorof (protein signalling 10 6.65 

Hs.1 80559 ESTs, Weakly similar to A56194 thromboxa 6.62 

Hs.18142 arrestin,beta2 6.61 

Hs.247057 ESTs, Weakly shnflar to 21 0926QABcen 6.60 

NMJ)14135 Hs.8345 PRO0641 protein 6.60 

* Hs.1 02308 potassium irwaratyreclifying channel, s 6.59 

Hs.329296 ESTs, WeaWy similar to (deffine not ava 6.57 

Hs.78225 annexinAI 6.56 

Hs.24724 MFH-amplified sequences with leucine-ric 6.54 

Hs.288660 Homo sapiens cONA: RJ221 82 fe, clone H 6.51 

Hs.106768 hypothefca! protein RJ10511 6.50 

Hs.7753 (^umerrin 6.50 

Hs.143463 ESTs 6.50 

Hs.32061 ESTs, Weakly similar to 138022 hypolhefi 6.50 

Hs.79971 sal prosophflaHike 2 6.40 

ESTs 6.40 

Hs.106260 sorting nexin 10 6.40 

Hs.1 19769 ESTs 6.40 

Hs.1 2959 hypothetical protein 6.40 

ESTs, Moderately similar to HERC2 [Usap 6.40 

Hs.287420 Homo sapiens cDMA RJ 11 533 fis, clone HE 6.40 

Hs.279860 tumor protein, Uar^tior^-corrtrofls 6.39 
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429058 AF138863 

429281 AA830856 

445245 AB032973 

414812 X72755 

445055 BE512856 

410397 AF217517 

418696 AW959433 

449924 W30681 

418134 AA397769. 

424768 AA353895 

443303 U67319 

411852 AA528140 



425367 BE271188 

453485 BE620712 
401466 

457073 AA233210 

412093 BE242691 

442492 AA528489 

449971 AA807346 

431773 BE409442 
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416401 
426501 
435080 AI831760 
436876 A1124756 
449523 
432666 AW204069 
424201 L33075 
425277 



AW392551 
AF106941 
W21874 



424541 
447341 
407949 
442460 

428818 A1131291 

453932 AW006303 

415221 W07418 

450256 AA288887 

441384 AA447849 

421684 BE261591 

441224 AU076964 

443749 R38828 

448094 H24387 

416801 X98834 

418259 AA215404 

421633 AF121860 

435937 AA830893 

445612 N94126 

451653 W18193 

407136 T64896 
422693 BE300073 
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434817 


AA08211B 


Hs.102737 


41447B 


AA301867 


Hs.76224 


425410 


AA310974 


Hs.1 56828 


431840 


AA534908 


Hs.2860 


435812 


AA700439 


Hs.188490 


401113 






408418 


AW963897 


Hs.44743 


412220 


BE3500S8 


Hs.36787 


426780 


BE242284 


Hs.172199 


427202 


BE272922 


Hs.1 73936 


434899 


AA543687 


Hs.149425 


447887 


Ml 14050 


Hs.19949 


449576 


AW014631 


Hs. 225068 


444933 


NM.016245 


Hs.12150 


432841 


M93425 


Hs.62 


411975 


AI916058 


Hs.144583 


452852 


AK001972 


Hs.30822 


433162 


AI025842 




449322 


AI638616 


Hs.1 96566 


430333 


S70114 


Hs.239489 


440327 


R12561 


Hs.191146 


442B32 


AW206560 


Hs.253569 


456362 


AW973003 


Hs.179909 


427968 


AI857607 


Hs.181301 


414662 


AL036058 


Hs.76807 


418113 


AI272141 


Hs.83484 


406870 


AA075144 




416003 


X98001 


Hs.78948 


445493 


A1915771 




424687 


J05070 


Hs.1 51738 


427477 


AW973119 


Hs.1 78391 


422499 


AI268666 


Hs.1 9631 


443441 


AW291196 


Hs.92195 


413677 


AW503116 


Hs.301819 


406797 


AM32224 


4C6857 


AA613726 


Hs.29797 


410387 


AI277367 


Hs.47094 


410503 


AW975746 


Hs.1 88662 


441962 


AW972542 


Hs.289008 


425762 


BE244076 


Hs.1 59578 


406877 


AA226392 


Hs.179943 


407784 


AW139585 


Hs.1 2708 


416297 


AA157634 


Hs.79172 


446272 


BE268912 


Hs.1 4601 


412949 


AM71639 


Hs.71913 


420059 


AF 161 486 


Hs.94769 


435756 


AI418466 


Hs.33665 


451658 


AW195351 
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Hs.240770 


436590 


AA811465 


Hs.1 23375 


442071 


BE048433 


Hs.276043 


449567 


Al 990790 


Hs.1 8861 4 


453213 


AA06265O 


Hs.6217 


440129 


AA865818 




437802 


A1475995 


Hs.122910 


409461 


AA3B2169 


Hs.54483 


421932 


W51778 


Hs.323949 


428453 


AB011110 


Hs.1 84357 


413441 


AI929374 


Hs.75367 


446560 


AK001567 


Hs.311002 


435541 


AA687361 


Hs.221318 


410557 


AA085803 


Hs.1 92997 


412766 


BE544475 


Hs.54347 


415526 


N76536 


Hs255591 


418973 


AA233056 


Hs.191518 


421433 


A1829192 


Hs.22380 


432925 


AAB78324 


Hs.264750 


438869 


AF075009 




442233 


AW967149 


Hs.28439 


447198 


D61523 


Hs.283435 


448552 


AW973653 


Hs.20104 


444681 


AJ243937 


Hs.288316 


414598 


AI094221 


Hs.135150 


447817 


BE620775 


Hs.4866 


416062 


AA724811 


Hs.334791 


406661 


X66975 


Hs.1 72550 


424582 


AF026849 


Hs.1 50922 


411165 


NM_000169 


Hs.69089 


435905 


AW997484 


Hs.5003 


445776 


NMJM131Q 


Hs.1 331 3 


424730 


NMl003358 


Hs.23703 


414747 


U30872 


Hs.77204 


410668 


BE379794 


Hs.159651 


406774 


AW518383 


Hs.1 77592 


406648 


AA563730 


Hs.277477 


407951 


W77762 


Hs.79015 


415682 


AI347128 


Hs.1 91 870 


417621 


AV654694 


Hs.82316 


419970 


AW612022 




'420012 


AW957965 


Hs 99014 


431574 


AW572659 


Hs.261373 


432586 


AA568548 




437438 


AL359620 


Hs.14217 


441355 


AI822034 


Hs.1 37097 


444539 


AI955765 


Hs.1 46907 


458965 


AA010319 


Hs.60389 


406655 


M21533 


Hs277477 


414915 


NMJJ02462 


Hs.76391 


414821 


M63835 


Hs.77424 


423766 


AA303799 


Hs.300141 


451351 


AW058261 


Hs.321435 


450043 


AA885699 


Hs.24332 


447742 


AF1 13925 


Hs.1 9405 


433339 


AF019226 


Hs.8036 


426395 


BE151985 




418300 


AI433074 


Hs.86682 


423799 


AW026300 


Hs.1 32906 


445093 


AI207197 




428044 


AA093322 


Hs.301404 


453968 


AA847B43 


Hs.62711 


414194 


BE175494 


Hs.75811 


427747 


AW411425 


Hs.180655 


405745 


AW511970 


Hs.279860 


407013 


U35637 


Hs.83870 


407198 


H91679 




414646 


AA353776 


Hs.901 


429687 


AI675749 


Hs^11608 


436566 


BE545586 


Kfe^78712 


437634 


AW293046 


Hs.255158 


439971 


W32474 


Hs.301746 


442485 


BE092285 


Hs.29724 


445873 


AA25097O 


Hs.251946 



gb:nq88b05.s1 NCl_CGAP_Co9 Homo sapiens 


4.83 


aclivin A receptor, type I IB 


4.82 


Homo sapiens cDNA FU22844 fis, clone K 


4.81 


actin related protein 2/3 complex, subun 


4.81 


RAB7, member RAS oncogene family-like 1 


4.81 


zinc finger protein 304 


4.80 


K1AA1 077 protein 


4.80 


ESTs 


4.80 


Homo sapiens cDMA: FU 22743 fis, clone H 


4.80 


nudear cap binding protein subunil 2, 2 


4.80 


ESTs 


4.80 


ESTs 


4.80 


ESTs 


4.80 


Homo sapiens cDNA FU 12521 fis, clone NT 


4.80 


ESTs, Weakly similar to S71885 Ste20-Iik 


4.78 


ESTs 


4.77 


N-myc (and STAT) inleractor 


4.77 


kangai 1 (suppression of tumorigenicity 


4.74 


GTPase activating proleirvEke 


4.74 


Src-iike- adapter 


4.74 


Homo sapiens cDNA FU10705 fis, clone NT 


4.73 


ESTs 


4.71 


ESTs, Moderately similar to 178885 serin 


4.70 


ESTs 


4.70 


ESTs, WeaWy similar to ALU1 HUMAN ALUS 


4.70 


ESTs 


4.70 


ESTs 


4.70 


ESTs 


4.70 


gb:Homo sapiens full length insert cONA 


4.70 


ESTs, WeaWy similar to 138022 hypotherj 


4.70 


ESTs 


4.70 


hypothetical protein FU0O052 


4.70 


chromosome 6 open reading frame 9 


4.66 


lung type-! cell membrane-associated gry 


4.66 


Homo sapiens cDNA FU 14387 fis, clone HE 


4.65 


Homo sapiens cDNA FU 14609 fis, clone NT 


4.65 


porypyrimidine tract binding protein (he 


4.64 


BCS1 (yeast homolog Hike 


4.64 


galactosidase, alpha 


4.63 


WAA0456 protein 


4.63 


cAMP responsive element binding protein- 


4.62 


ESTs, Moderately similar to CEGT_HUMAN C 


4.62 


centromere protein F (35Q/400kD, mitosin 


4.62 


hypothetical protein 


4.61 


ribosoma) protein, large, P1 


4.60 


major histocompatibility complex, class 


4.60 


antigen identified by monoclonal anGbod 


4.60 


ESTs 


4.60 


interferon-induced, hepatitis C-associat 


4.60 


ESTs 


4.60 


Homo sapiens, clone IMAGE:3632168 ( mRNA 


4.60 


hypothetical protein dJ434014.3 


4.60 


ESTs 


460 


hypothetical protein DKF2p762P21 1 1 


4.60 


ESTs 


4.60 


ESTs, Weakly similar to 2004399A chromos 


4.60 


ESTs 


4.60 


major histocompatibility complex, class 


460 


myxovirus (influenza) resistance 1, homo 


4.60 


Fc fragment of IgG, high affinity la, re 


4.59 


ribosomal protein L39 


4.59 


ESTs, Weakly similar to ALU1 HUMAN ALU S 


4.56 


CGI-26 prolan 


4.56 


caspase recruitment domain 4 


4.54 


glioblastoma overex pressed 


4.54 


hypothefical protein FU23316 


4.53 


Homo sapiens cDNA: FU21578 fis, clone C 


4.53 


19A24 protein 


4.53 


ESTs 


4.52 


RNA binding motif protein 3 


4.52 


High mobility group (nonhistone chromoso 


4.51 


N-acytephingosine amrdohydrolase (acid c 


4.50 


serine/threonine kinase 12 


4.50 


tumor protein, translationafly-controlle 


4.50 


gb:Human nebuSn mRNA, partial cds 


4.50 


gb:yv04a07.s1 Soares fetal Ever spleen 


4.50 


CD48 antigen (B-cdl membrane protein) 


4.50 


nucleoporin 153kD 


4.50 


Homo sapiens cDNA FU 1 1 074 fis, done PL 


4.50 


ESTs 


4.50 


RAP2A, member of RAS oncogene family 


4.50 


hypothetical protein FU131B7 


4.50 


poMAJ-binding protein, cytoplasmic 1-1 


4.50 
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450497 


H64159 


la- 4eooo 

ns. 1 0010 


PQTc 
CO IS 


4.0U 


417497 


AWHJiSO<£ 


Uc 079 in 
ns.otx.ii. 


LrUoo anugen 


a cn 
4.0U 


447667 


ML1 If Oil 


Uc 101CA 
rtS. 13 IDU 


nOfno Sapiens mKNA, CUNA Ui\r<Cpob4Azl b4 (I 


4.49 


/•i -afire 


l"M 7R70 
1/10009 


Up 7CC0C 

nS./oiwJb 


eyefin D2 


4.49 


419556 


U£3D 1 0 


ns.yiuyj 


cniunasB 1 (cntioinosid3se) 


4.49 


429617 


YQQQR4 


Ue 71 1 CCO 

rts.zi 1000 


d-ccjI uLuiyrnpiKxria 7 a 


4.48 


427157 


UO I loo 


Ue 1 77H7/ 
rtS. I / 00/4 


thymkie-ONA gtycosylase 


A AO 

4.48 




OC003113 


Hs.286 


ribosoma) prolan L4 


4.47 


413822 


nUOsOU 


Uc *iTX\AA 
nS.///U44 


cb is, weawy similar to ALU INHUMAN ALU S 


4.46 


417R1Q 




Ue lilfMQ 

HS.z4U4b 


FK506 blnolng protein precursor 


4.46 


448717 


R67419 




Un_. c<4ruc>n» /sHMA CI 14 OOrtO Re kIma MT 

nomo sapiens cuna ru i/3uu ns, oone n i 


4.45 


401846 






NM_uuu3oo\Homo sapiens noosornai prota 


4.44 


HZZOUO 


AW*» 1 UOOZ 


Up 77CCC 


nypolneucai protein rU2240o 


4.43 


442358 


Bc567985 


Hs. 18585 


ESTs, Moderately similar to ALU4_HUMAN A 


4.43 


/1CC07, 

400WO 


A 1 ill 7/170 

AI41 /U73 


Hs.1 07265 


ESTs 


4.42 




tJOO/ A A 


Hs.73722 


APEX nuclease (multifunaional UNA repai 


4.42 


40704Z 


Ai/nrvfi7m 
AKU0U702 


Hs.5420 


hypothetical protein FU20695 


4.42 


416754 


nU'lto 


Uc C7QQ 

ns.o/yy 


co is, weaxry stmiiar to Ti Z4oo nypoineti 


4.41 


ho DO/ t 


AlA/1 174 CO 

AWlo7io9 


Hs. 183291 


ESTs 


4.40 


410079 


U94362 


ns.00303 


glycogenin 2 


4.40 


vi7nicn 
4zuioU 


AAo4o712 


Hs.29798 


KIAA1712 protein 


4.40 




DC4U3010 


nS.io*foo7 


protein arginine N-melhy!transferase 3(h 


4.40 




A AQ0/Q7Q 

AA3343/3 


Uc QOQCT 

n5.3o3b/ 


ATPase, HO-transporflng, lysosomal, non 


4.40 




ALUUODJ7 


Hs.1 96352 


neutrophil cytosofic factor 4 (40kD) 


4.40 


■tOiACOU 


AAOOltOO 


Hs. 237868 


mteneunn / receptor 


4.40 


4OO00U 


AyV4oUo7* 


U_ OCT04C 

HS.Z57310 


ESTs 


4.40 


438962 


0CU £ t003 i t 




nk4inA1f41 w4 Mr»l AAAD DHCO U.«. 

gDJ)n4iciiJ(i N u_UbAr_KU r ^ Homo sapiens 


4.40 


444/34 


A14 13331 


HS.145Z25 


ESTs 


4.40 


*rtD IUU 


AW 1 0OIU3 


Uc iOQ-H 

nS.i/on 


Homo sapiens done 23570 mRNA sequence 


4.40 




KbUUOl 


HS.13SB99 


eukaryoUc translation initiation factor 


4.40 




AAo34«>4 


HS.O0U43 


ESTs 


4.40 


452404 


MVV«*OWfO 


Ue OI 77A0 


CCTe 

tola 


4.40 


447296 


AW24oo14 


Hs.1 8063 


Homo sapiens cDNA FU1 0768 fis, done NT 


4.39 


4Zboy/ 


Mil A4JIOJI7 

IMM_U14/47 




PDZ domain containing guanine nudeofele 


4.37 


441607 


mm nncnm 

lMIVI_UUOUIU 


He 7Q19 


neuronal ceQ adhesion molecule 


4.37 






Uc 77QDCn 


tumor protein, translafionaOy-controDe 


4.35 


410U30 


AU/m A 1 cn 
AWOHloO 


U_ 4 over 

Hs. 182585 


K1AA1276 protein 


4.34 


410342 


R31350 


Hs.743 


Fc fragment of IgE, high affinity 1, rec 


4.34 


<WZOOJ 


AIRCn077 


HS.1 13302 


ESTs 


4.33 


1 


AA/7annc 

/V\4/3UU0 


Uc 4C/fl*3C 
HS.I04UOD 


tumor suppressing subtransferable candid 


4.32 


41 T0 17 


rtuoooy 


HS^0o4o3 


rpT» iaIjljlIjIlj . ■,, . *i . i . ai i in in a vi ai ii f* 

ESTs, Weakly similar to ALU6J1UMAN ALU S 


4.32 


4 J MOD 


WO AO 




nbosoma protein L10 

Homo sapiens mRNA; cDNA DKFZp667B071 1 (f 


4.31 


4UOOO0 


AW0io7o3 


Hs^35709 


4.30 


408875 


NM_015434 


Hs.48604 


DKF2P434B1 68 protein 


4.30 


4U30U4 


A\fJAAAAAQ 

AW44444o 


Hs.49124 


ESTs 


4,30 


418856 


T65754 




gb:yc1 1c07^1 Stratagene tung (937210) H 


4.30 




D26488 


Hs.90315 


K1AA0007 protein 


4.30 


422017 


NM_003877 


Hs.1 10776 


STAT induced STAT inhibitor-2 


4.30 


422797 


ABUOoQo4 


Hs^36463 


K1AA1238 protein 


4.30 


428467 


A i/rtnn *i4 

AK002121 


Hs.1 84465 


hypothetical protein FU1 1 259 


4.30 


432290 


AK001099 


Hs^74273 


Homo sapiens cDNA RJ 10237 fis, done HE 


4.30 


404001 


BE387162 


Hs.280858 


ESTs, Highly similar to A35661 DNA excts 


4.30 


4 loo 


UCOQIO. 

Hooo23 


Hs.25717 


Homo sapiens cDNA: FU23454 hs, done H 


4.30 


400310 


AA7Q/M7>I 

AAZOU174 


ir. 00 ceo 4 

Hs.285681 


Wilfiams-Beuren syndrome chromosome regi 


4.30 


449217 


AA278535 


Hs.23262 


ribonuclease, RNase A family, k6 


4.30 


452994 


AW962597 


Hs.31305 


WAA1547 protein 


4.30 


/10QOO 
410000 


BE387036 


Hs.1211 


add phosphatase 5, tartrate resistant 


4.30 


A170KT\ 


UcZ0/04l 


Hs.94576 


hypotnetjcal protein MGC3062 


4.29 


*wuy iu 


ny/o/o 


II. 4 4T07J 

HS.117374 


ESTs 


4.29 


4flfifi^ 


AADl4oW 


1 1- OC07CO 


nypolneScal protein FU23059 


4.28 


4J2235 


BE091049 


Hs.343665 


ribosoma) protein S15a 


4.28 


AnmAA 

•HJU4A4 






hOSUXluOl 


4.28 


410010 


QC1.A0/CC 
DC143400 


Hs.75415 


beta-2-rnicrogIobufm 


4.28 


•K/y 10* 




Uc C/T707 

nS.5U/0Z 


protein kinase, AMP-activated, beta 2 no 


427 


4Uo/4b 


AA 580395 


Hs.279860 


tumor protein, translafionaDy-controfie 


4.26 


4UUo3o 


AF111167 




v-fbs FBJ murine osteosarcoma viral onco 


4.26 


<HO£iy 


AlUO/ 1Z9 


Uc 1O0OQC 

HS.133o3o 


ESTs 


4.26 


450201 


T97838 


HS.25722 


ESTs 


4.25 


409S36 


AA305729 


Hs. 18272 


amino arid transporter system A1 


4.25 


422062 


AA016188 


1 i- 4 4 4 fl J 4 

Hs.1 11244 


hypothetical protein 


4.24 


444LJ33 


D87432 


Hs.1 031 5 


solute carrier family 7 (cationic amino 


424 


453902 




Hs.3402 


ESTs 


A 'iA 

4u£4 


415189 


L34657 


Hs78146 


platelet/endotheliaj cell adhesion molec 


4.22 


404854 






Target Exon 


4.21 


406653 


AA574074 


Hs.77961 


major histocompatibility' complex, dass 


4.20 


400440 


X83957 


Hs.83870 


nebuEn 


4.20 


415049 


N67334 


Hs.50158 


ESTs 


4.20 


418304 


AA215702 




gb2i97g10j1 Na_CGAP_GC81 Homo sapiens 


4.20 


423180 


AF068302 


Hs.125031 


4.20 
4.20 


424684 


AW752714 


Hs.5174 


ribosoma! protein S17 


429412 


NMJW6235 


Hs.2407 


POU domain, dass 2, assodating fador 


4.20 


438141 


AW946871 




gb:RC2-ET0022-08050T>012Kl02 ET0022 Homo 


4.20 


438607 


AW080237 


Hs.252884 


ESTs 


4.20 
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451952 
455397 
417116 
453247 
430451 
414283 
452248 
450745 
444797 
445718 
425783 
414837 
405710 
424436 
422343 
416207 
406724 
449475 
413828 
416819 
436674 
405256 



AL120173 
AW935332 
Z43916 
T80198 
AA836472 
AW9S0011 



Hs.301663 ESTs 



gb:OV4^T0021-281299470-g01 DT0021 Homo 
Hs.7634 hypothetical prolan FU 12287 similar to 
Hs.1 11806 ESTs 
Hs.297939 cafhepsin B 
Hs.1 54993 ESTs 

Hs.28578 musctebiind (Drosoph3a)-Eke 
D82673 Hs.278589 genera) transcription factor II, i 
AB0 18333 Hs. 12002 K1AA0790 protein 
H79791 Hs.15227 ESTs 
A1026740 HS.194B ribosomal protein S21 
U24266 Hs.77448 aldehyde dehydrogenase 4 family, member 
AI708347 Hs. 184014 ribosomal protein L31 
AW816428 Hs.4953 golgi autoanfigen, gdgin subfamily a, 3 
AJ628633 Hs.346823 gb:ty77d05jc1 NQ.CGAP.Kidl 1 Homo sapien 
NM_014745 Hs.79077 Homo sapiens, clone MGC:2908, mRNA. comp 
C14071 Hs.234518 ribosomal protein 123 
A1348027 Hs.108557 hypothetical protein PP1057 
|_1 9057 v-rel avian refkaitoendothefoste viral 

U77735 Hs.80205 pfn>2 oncogene 
AA725002 Hs.27201 8 tow molecular mass ubiquinone-btnding or 
Target Exon 

AI979168 Hs.344096 glycoprotein (transmembrane) nmb 
410704 BE076754 gb:CM1-BT0601-1 80200-1 21-510 BT0501 Homo 

420851 AA281062 Hs.29493 hypothetical protein FU201 42 
423096 AA7326B4 Hs .278428 progestin induced prolan 
428328 AA426080 Hs^92812 ESTs. Weakly similar to 138022 hypotheti 
429355 AW973253 Hs.292689 ESTs 
433308 AA582718 Hs.291650 ESTs 

443559 A1076765 Hs.269899 ESTs, Moderately similar to ALU8_HUMAN A 
450850 AA648886 Hs.151999 ESTs 

453785 AI358236 Hs.283732 ESTs, Moderately similar to ALU 1 .HUMAN A 

406854 AA613705 Hs.252259 ribosomal protein S3 

410768 AF038185 Hs.66187 Homo sapiens clone 23700 mRNA sequence 

419612 A1498267 Hs.110613 WAA0421 protein 

434203 BE262677 Hs.283558 hypothetical protein PR0 1 855 

439237 AW408158 Hs.318893 ESTs,WeakrysirriartoA47582 B-cellgr 

441374 AA043696 Hs.7822 Homo sapiens mRNA; cDNA DKFZpS64C1 21 6 (f 

443415 A1056523 Hs.133472 ESTs 

424338 W78816 Hs.49943 ESTs, Weakly similar to S65657 alpha-1C- 
422305 A1928242 Hs^93438 ESTs, Highly similar to AF1 98488 1 trans 
400233 Eos Control 

421959 AW751497 Hs.9B370 cytochrome P450, subfamily IIS, porypept 
442622 NM 000435 Hs.8546 Notch (Drosophila) homolog 3 
424795 AW102850 Hs.153177 ribosomal protein S28 
446231 NM_002163 Hs.14453 interferon consensus sequence binding pr 
452933 AW391423 Hs.288555 Homo sapiens cDNA: RJ22425 fis, clone H 
427681 AB018263 Hs.180338 tumor necrosis factor receptor superfaml 
409061 A1204994 Hs.7874 Homo sapiens cDNA: RJ21435 fis, done C 
413891 BE271020 tumor suppressor deleted in oral cancer- 

414004 AA737033 Hs.7155 ESTs, Moderately similar to 21 15357A TYK 
417035 AA192455 Hs.22968 Homo sapiens clone IMAGE:451939, mRNA se 
410584 AB011112 KIAA0540 protein 

417353 AA375752 HsJJ48140 Homo sapiens mRNA; cONA DKFZp586F1 822 (f 

423645 A1215632 Hs.147487 ESTs 

430048 T65054 Hs.73605 ESTs 

431113 AK000873 Hs.274337 hypothetical protein FU20S66 

434170 AAJ626509 Hs.122329 ESTs 

434584 D57341 Hs.188361 HomosapieracDrWnj12807fis.cJorieNT 
435391 AA704588 Hs38934 ESTs 
446768 AV650305 Hs.1 1 0286 ESTs 

448019 AW947164 Hs.195641 ESTs, Moderately similar to 138022 hypot 
451831 NMJJ01674 Hs.450 activating transcripfion factor 3 
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Pkey: Unique Eos probeset Identifier number 
CAT number. Gene cluster number 
Accession: Genbank accession numbers 

Pkey CAT Number Accession 
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22448 1 AKD54860AV652198A\TC521^ 

AWTC179 AW880409 AA345002 BF155189 BE068931 X56197 AL603014 AW953629 BM263546 BE550772 M7010M^^AA^9 
AVU938841 BF438147 W05391 H75313BF326185AV646335AV651589AV6^ 

BEOM45 BE699444 A1707807 D52654 A1214518 AI004723 A1698085 AW087420 ^SI^^S^^Mi^ 
A1061 126 BF362770 A1268939 AI435818 BF475318 A1024767 BE174213 AA757598 AA513019 AA902959 A1860794 A13347B4 BF108411 
SSSS^ BF095468 AW890091 BH>95753A^ 
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BF999056 R83430 229922 T85791 W03942 HB3289 AI091537 BF086583 AA345570 H48870 H80720 T83523 BI039626 BI037700 R00353 
BF155184 N98343 N79072 H01812T555B1 
429978 35194 2 BE738425 BE738323 BM126944 AW629678 AW265195 AI91 6735 AI394255 AI573090 AI354442 AW61 2857 A133955B AI919424 A1377532 
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AW978773AW298067AA810101 AW1 94180 AA731645 AJ690673 
AA908548 

SIS BM129172AW474544BM128899AI814292 
tfcS Ai^7^^ AA962403 BF80801 0 AA663911 AAB47056 AA513301 AA369069 AA377265 

AA009817 F37136 N70289 AA531347 R72374 H27488 R66505 
AW276131 

AA740616 AA654854 AA229923 

BM2244?BW041M 000970 BC020679 X69391 D17554 BC013B63 BG779630 BG574189 BG571986 BG494603 BG575713 AV702244 
AM145720 aSiTTI BK50854 AA730918 AA634024 AV744673 AI611 573 AI613381 A1613403 AI250148 AW301759 AJ312307 

AJ313TO6AI3(»M1aX^ 

A1S11948 AI5KB62 AJ583284 A1583245 A1379398 AI371935 AI340564 AW301840 A1862239 AI612025 AI611869 A1609852 A1345449 A1312375 



445093 
438962 
425097 



437386 



418866 
400244 



371165J 
9758.4 

0.0 

2607882.1 
52134.1 
i9_1 



6633 1 
22291J 



175963.1 
195763.1 
23175.2 



5541.2 



245947J 
12188.1 



BG429596 BE395392 BM424161 BF663310 AV727364 BM4738S4 BG531178 AA307S91 BF965435 

ISzATO BfSb 5 Sm152273 AA730753 W07504 M406S07 AA316220 AM24683 N35844 W2473MM210S I W01788 

M639388 AA584945 AA776364 AA776365 AA865528 
AI732997 AA977633 AA865818 

ISoBEslK^^ 

AKB^BEPMSB AraKOT AA720784 BG236866 AI583152 BE677464 AW149338 A1926439 BG031265 BF91S924 JW9825B3 

BSB^13MK83^rei51985BE152208BE152002BE818337Bni7581BE8183MBE8^ 

BG170636 N90052 
AJ207197BF773S44AW198452 

bSJSiM AA^Tf515960 BE168475AA453247 AI287S01 R60894 R44223 T33194M114936W31640 W368» W39109 
WMmXi BW50^^BG112453BI199049 BG112758 AA149846 H97925AA306121 AA313204 W52451 AI7M997AA931168M429766 



418304 



^S^IIfBoIK^tS N94015 AV703438BG774276H82341 R76371 

SbC0^S)5BF19^ 

AM49679 hW40864 NM 00111 1WB121 AL567297 BG773B01 BF973874 AV687104 AA527S79 M843525 BE706355 A1074589AJ523475 
BE1MMS AwXm BE074258 AV7ffl485 BF809610 BG058619 AA677244 BE179838 M622264 A1460106 AA740411 W4991|8 AI078223 
WfflMa ffira^9ATO753M /W8W^BG984978Z40874 T17054 F09669 AW844043 U10439 BI71 1870 AW2459S7 A 1115 ^?^??^. 
iS 6 W2510 W3460Z i BSOSTG AW251062 AA132373 A1925621 A1860230 AI340172 AW192891 AI707980 A1094937 W042 15 AC00901 
^52 AWCTwSk3S1065 AA970761 N68M^ 

aSX^7Xm5AJ87i921A1333970A1452887A]818335AA398K5^ 

wS4AA576649 AW16B294 AA813181 AA912168 A1049738 AW514073 AA548255 A1569630 BE710031 AA244182AI341697AM63904 
T^tow Avraraw MMTlStl ^3949! IAI750294 AW150414A1253293BE825720T31860AW150775 O20310AA150892AU133933BE781148 
S£ m ' B©B8142i KW3R176I SlM AVW66705 BE093482 BG990396 A1499917 AA054452 H05484 AIB28502 

BE939021 BOT7M7BE180S74 BE305207 N4901 1 AA947119 M678801 BE536876 AW897428 BG329648 BG818540 BE542344 BI919250 
BI253018 AW130996 BE074249 BE895428 B1034862 BE083277 BF952166 
BE883520 B1057842 AA21S702 AA21S703 AA36B006 BE006876 BE066555 
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438141 
455397 
413828 



1173217 1 
1163608 1 
9453J 



410704 1054673.1 



400233 11259 J 



823J 



410584 3531 9_1 



M778849 AW946871 AW946782 AW946955 

B^1^ 2 BG^UAU124990BG829759AU143705BG701663BG899781 AU 131718 BE515064AU1 21812 BG898850AL558481 BM151887 
AU128758 BM2S3692 AU099013 A1241350 U88316 AW058398 AW469340 BF683967 AI470140 AU150993 AAS33376 AW150821 AA536142 
AU148749 AI620B47 AU151769 AU 153404 AWD70S66 A1457758 AU153077 N99965 AW050940 BG055674 AA506S57 AW301529 A1918646 
A161 1235 A1266081 A1334542 AW071277 AI312434 AW3031 14 AI436544 AI436466 R22972 AJ472987 N77B86 AW072883 AA318583 D19761 
AW050566 AI312433 AA328444 R72435 AM30721 AI142599 AA582290 AU148896 M721233 AW628132 R93935 AA100710 BI520773 AI934172 
BG222461 H85359 AW074639 AA0171 17 B1025412 AL582142 AA443547 AA585793 AA777535 AA693844 A10 18561 AA577422 AA522800 
BF054818 AA102378 AA757993 AA687769 R55540 AA505784 B1820705 B1767939 

AW877458 AWH77524 BE076922 BE166912 AW840534 BE076754 AW797829 BE1 65905 BE166926 AW877462 BE168927 BE166932 AW877523 
BE166917 AW877529 BE166928 BF351394 AW877522 AW877528 BE16S861 BE165866 BE166913 BE166919 AW877455 AW877537 BE076866 
AW840571 

BC004324 NM 001 020 BC007977 M60854 BM050628 BG829809 BE385504 BG744451 B1826914 BE44O007 BI260556 BE3951 17 BE389334 
BE255792 BI194169 BI668218 BI194376 BG715213 BG714408 BE392513 AV722219 AW328077 BM424171 B1828267 AW95B606 BG831 252 
BE392943 BE394033 BIB58915 B1668334 BE621019 BG706995 BE791985 BF967484 BI193635 BG761859 BM456537 BG747165 BG827488 
AI133550 BM01151 1 BI227282 BG489212 BG478388 BE7277B9 BI160880 BG831707 BG324692 BM470427 B1083889 BG831605 BG7541 14 
BG420536 BF308210 BE384213 BG832271 BG828032 BG481541 BF205675 BE899041 BE271558 BI193807 BI159856 BG473786 BG397178 
B1194428BI117210BG76S^6BG7595O7BF975645BF343657Bl^ BF306557BE562511 BM050145 

BM017978 B1193934 B1160764 BI160371 BG754991 BF973348 BF663234 BF032537 BE388168 BM009051 B1192794 BG831002 BG830459 
BG764737 BG761808 BG481705 BG104314 BM464565 B1261500 BG831857 BG8316B4 BG829852 BG765030 BG760419 BG760268 BG749762 
BG480900 BG419S27 BG248771 BF975542 BM042233 BI161149 BG831302 BG830033 BG829626 BM050064 BI193014 BI161360 BG822729 
BG1 10091 BG106500 BI258359 BG831982 BM458301 BM019513 BI151350 BI1 14178 BG481969 BG474870 BF974048 BF971122 BE741405 
BE395269 BG832027 BG831469 BG490895 BM413638 BG943529 BGB31012 8G829471 BG686284 BG337575 BG338551 BF20S677 BI258301 
B1160946 BG105893 BF183072 BM459542 B1193881 BG832043 BG831323 BI194545 BI160968 BG755930 BG706018 BE743865 BM465145 
BG831227 BG774290 BF683451 BE907161 BM045391 BI194396 BI161269 BG747091 BG546643 BF984863 BI160206 B122B402 BI22633B 
AW328236 BG339458 BF972634 BE909808 BI160988 BI160251 BG828764 BG826850 BG758360 BF568228 B1818282 BI457127 BG831491 
BG759864 AI830010 BF568381 BE907238 BI161172 BI1 16773 BG827153 BG825088 BG335419 BG109404 A1929068 BE906354 BE408564 
BM045000 BG339617 BG282794 BG335767 BE907263 BF568921 BG829961 BG479305 BG260397 AI922228 BE301975 AW516055 BG480919 
BG480626 AW19B817 BG336261 BE906157 BE395717 BE391427 BI192954 BG829757 BG476379 BE301536 BE394727 BE257695 BE905344 
AI433577 BE894416 BE886992 BE409223 BF034756 BE904077 BG830886 BE909153 BE907998 BE395767 A1871751 BE744523 BI192663 
BG831659 AI000225 BE74383S BE272515 AA628078 BM463802 BE393375 BE393033 AW170187 BE730961 BE395410 BE744572 BE392297 
BE391448 BE390780 BE388821 BE258477 BE905970 BE901567 BE898833 BE880326 BF725889 BE910504 BE390753 BE390131 AAS50542 
BE744156 BE394125 BE742207 BE395265 BE392942 BE894336 BE378222 BE906926 BE904650 BE393704 BE620999 BE515162 BE378753 
BE272370 BE907458 BE612801 BE392484 BE907636 BE907353 BE910491 BE909796 BE905331 AW248173 A1683576 BE908825 BE620180 
BF037570 BE908312 BE615015 BE255977 BE746875 BE394133 BE391478 BE910068 BE9071B5 BE742109 AA995746 BE561195 BE908825 
BE906472 BE906509 BE906017 BE910442 BE514657 B1261969 BE741707 BE392216 BM042793 BF570283 BI2621 19 BE395707 BE378298 
AW327827 BE394422 BF569178 BE263240 A1700512 BG830290 BF569308 BF569156 B1194587 BE390831 BG745096 A1681675 BE395674 
AA136372 BE279892 AA442822 BE384898 AA313519 A1878866 AA305904 F33366 BE394852 F29153 F33618 AI133837 AA300009 F34063 
F29455 AU099691 A1905085 AI906656 AA343249 BE388691 AW404280 AA379888 F29022 BF089981 F31013 F24305 
BE271020 A1925430 AI806151 AW12991 1 AA828002 AW003539 BE042625 A1287859 AW778973 A1621 173 AI991000 AA84601 6 AW150029 
AW169748 AA649945 AI358496 A1470921 BF43421 1 AW513748 AW451232 A1953739 AI249448 AI040580 A1655280 AI837976 AW194345 
AW611997 AI387197 BF064039 F2955B AI537342BF593207 AW879538AA973211 AI674328 AW879559BF061961 AA481914 AA426532 
AM26653 AA480106 AW243290 BF513102 BF346057 AI763358 AW003726 A1139045 A1570748 AW237602 T57492 BE887212 AI95931 1 
AA133045 F23464 AA576416 T15590 AIB50891 A1950958 AI9B3931 AW515101 A1650820 H819B9 AA508473 

BFB28833 AI968217 A1651409 A1760574 AI147562 AW0O1418 A1146791 AI650589 AI952939 AI432373 A1964094 AI963870 AI420438 AI336803 
AA809634 BF590826 AA741 075 BI71 2639 AL134637 BM264338 AA527993 A18S7208 A1439038 AI684987 AI631696 AI5B7126 A1637622 A1651931 
A1867525AI783674 AI638281 A1825752AI339197A1653411 AI341372 AI673213 A1673191 AW779788A1627934A1921836AI741634 AI3822B4 
AI741624 AI401569 AW1 90430 AW196390 AI829182 AJ523816 AI760522 BE505O14 A1917343 BG818909 AW009307 AA927544 AA825621 
AA829400 AA527307 A1S87999 A1865022 AA885083 AA653458 AA48381 6 AA836167 AA505879 AA4210O4 AA252628 AI38Q678 AW196980 
M649133 A1742276 AW01 5700 AA595019 AA877835 AI701658 AA729793 AA535004 AA926792 AA5051 1 3 AA603726 W68390 N90130 AA489461 
AAB30462 



TABLE 56C 

Pkey. Unique number corresponding to an Eos probeset 
Ret: Sequence source. The 7 digit numbers in this column are Genbank It 
human chromosome 22" Dunham, et aL (1999) Nature 402:48W95. 
Strand: IndicatesONA strand from which exons were predicted. 
NLposifion: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposifion 


402474 


7547175 


Minus 


53526-53628,55755-55920,57530-57757 


402145 


8018280 


Plus 


113086-114800 


401091 


9958240 


Plus 


94760-94898 


401466 


6682292 


Plus 


28748-29023 


401113 


9966541 


Minus 


19419-19959 


406542 


7711499 


Plus 


117335-11B473 


405086 


8072509 


Plus 


73664-73841,74081-74217.74610-74779,7492 


401846 


7712190 


Minus 


82775-82823,82912-83022 


404854 


7143420 


Plus 


14260-14537 


405266 


4156171 


Minus 


63337-63552 



numbers. -Dunham, et at' refers to the publication enfifled The DNA sequence of 



TABLE 57A: 703 genes unregulated in testicular cancer relative to norma! body tissues 

Table 57A lists about 703 genes unregulated in testicular cancer relafive to normal body tissues that are Rkery to encode proteins amenable to modulation by small molecules, 
peptides, or antibodies. These genes were selected from 59680 probesets on the Eos/Affymetrix Hu03 Genechip array. Gene expression data for each probeset obtained from trus 
analysis was expressed as average intensity (Al), a normalized value reflecting the relative level of mRNA expression. The protein products of these genes often contain one or more 
domains mdicafrve of have oncogenic function or of transducing intracellular signals, or of being modutatable by small molecules, peptides, or arriflxxfies (e.g. pkmase, death-domain, 
7tm, phosphatase. Wionjransporter). Certain predicted protein domains are noted. 
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Ptey: Unique Eos probeset identifier number 

Exto Exemplar accession number, GenBank accession number 

UniGenelD: UniGene number 

Pred.ProLDomains: Certain predicted protein domains. Abbreviations used: TM. transmembrane domain; SS, signal sequence; =Y, very likely to contain; =M 

likely to contain; other protein domain abbreviations are from PFAM (Nucleic Acids Research. 2002. 30:276-2801 
UniGene Title: UniGene gene title 



R1 



95th percenffle of testicular cancer A!s divided by the 50th percentae of normal tissues Ais, where the 1 0th percentile of an normal tissue Als was subtracted 
tram both {he numerator and denominator 



1 0 Pkey; ExAccn; UnigenelD; Unigene Title; Pred.ProtDomains; R1 

i^5i?^l 7 S ma J«P^Pratemase 9 (getafinase B, 92kD gelatinase, 92kD type TVcotlagenase); matrix metalloproteinase 9 (gelatinase B; 31.23 
4401 19; AA865455; Hs. 1 25331; ESTs, Moderately similar to unknown (H^apiensJ; ESTs, Moderately similar to unknown [Us; 27 37 
421241; X91817; Hs.102866; transketoiase* 1; transketotase-Bke 1; 26.89 ' 
1 3 431840; AA534908; Hs.2860; POU domain, class 5, transcription factor 1; POU domain, class 5, transcription facto- 25 03 
435918; AF263538; Hs.85232; growth oTnerenuaGon factor 3; growth differentiation factor 3; 19.88 

22* mSu 1 ma« 1 !5 ESTS ; IS** to Unnamed ^ hapten* ESTs, Weakly similar to unnamed protein ; 1 7.74 

41 9556; U2961 5; Hs.91 093; chifinase 1 (chilotriosidase); chitinase 1 (chitotriosidase); 1 7.64 

452838; U6501 1 ; Hs.30743; preferentially expressed antigen in melanoma; preferentialiy expressed antigen in mela: 1 7.06 
ZU 417886; AA214584; ; ESTs; ESTs; 15.95 

412265; AA101325; Hs.66154; hypothetical protein FU12457; hypothetical protein FU12457; 15.93 

425572; AB01 1076; Hs. 158307; undifferentiated embryonic cell transcription factor 1; undifferentiated embryonic cell transcn" 15 82 

423905; AW579950; Hs.135150; tung type-t cell membrane-associated glycoprotein; lung type-l cell membrane-associated giy, 15 11 

41 9741; NM_007019; Hs.93002; ubiquitin carrier protein E2-C; ubkjuitin carrier protein E2-C; 15.08 
ZD 427584; BE410293; Hs.179718; v«nyb avian myeloblastosis viral oncogene homologJike 2; v-myb avian myeloblastosis viral oncogen' 14 17 

418696: AW959433; Hs.326290: hypotheficd pralein FU12581; bypMteticat pioWnFU125B1 ; 135B 3505BViraionc0flen ' 14 ' w 

416819; U77735; Hs.80205; pinv2 oncogene; pim-2 oncogene; 13.20 

1 U Si 277: ^.305985; development regulator 1 (homolog of potyhomeofc 1); early development regulator 1 (homolog o; 12.93 
454077; AC005952; Hs.37062; InsuMce 3 (Leydig cell); insuMte 3 (Leydg cellj; 12jSo 1 9 ^ 

iU 432730; AI066520; Hs.131358; ESTs; ESTs; 12.B4 

JSS? iSSSSJi »s -149722; UM domain transarpGon factor UM-1 (hUM-1) mRNA; UM domain transcription factor UM-1 ft 1Z74 
^Sl* S 31^2/deltasubun^c^mchannel, vottag^ependent alph; 1*46 

35 IS S^fSf 5, ^ ,War J? ms - m J^ RAS-RELATED PROTEIN RAB-8B [rUapiens]; ESTs. Weakly simflar to RB8B_HUMAN RAS-R; 1 2.26 
J D 431462; AW583672;Hs.256311;granin-uT<eneu^ " ^ 

B !? 46956 ' "s- 251 673 = DMA (cytosine-5.>methyltransferase 3 beta; DNA [cytosine-5-)-methyltransferase 3 be; 1 1.91 
402199;;; Target Exon; Target Exon; 11.85 

424578; AK001973; Hs.150890; hypothetical protein; hypoihefical protein; 11.81 
416350; AF188625; Hs.1B9507; phosphoBpase A2, group I1D; phosphorrpase A2, group UD; 1 1.67 
W 439979; AW600291; Hs.6823; hypothetica! protein FU10430; hypothetical protein FLM0430; 1 1.57 
410048; W76467; Hs.343874; proline oxidase homolog; proine oxidase homolog; 1 1.42 

442573; H93366; Hs.7567; branched chain aminotransferase 1, cytosoBc; branched chain aminotransferase 1 , cytos; 1 1 .42 
414812; X72755; Hs.77367; monokine induced by gamma interferon; monokine induced by gamma interferon; 1 1.38* 
421917; A8028943;Hs.109445;KlAA1020 protein; K1AA1020 protein; 11.15 

J* 00051 * ^6844; NALP2 protein; PYRIN-Containing APAFI-like; MAIP2 protein; PYRIN-Containing APAF1-B; 10,92 
414683; S78296; Hs.76888; hypotheScal protein MGC12702; hypothetical protein MGC12702; 10.91 

423673; BE003054; Hs.1695; matrix meiaUoprotebase 12 (macrophage elastase); malrix nTetaDoproteinase 12 (macrophage ; 10 74 
433800; A1034361; Hs.135150; lung type-l cell membrane-associated glycoprotein; lung type-l cell membrane-associated gly; 10 68 
■ 429120; AKfJ01673;Hs. 196530; IryjMthetk^^ 
DU 444371; BE540274; Hs.239; forkhead box Ml; forkhead box M1; 10.46 
441553; AA281219; Hs.121296; ESTs; ESTs; 10.37 

426534; U58096; Hs.2051; tesfis specific protein, Y-finked; testis specific protein, Y-finked; 10.28 
441878; AI801869; Hs.127982; ESTs; ESTs; 10.06 
432117; AL036195; Hs.2909; protamine 1; protamine 1; 10.01 
3 J 425427; AI652662; Hs.317432; branched chain aminotransferase 1, cytosoBc; branched chan aminotransferase 1 cvtos" 9 97 
416201; AA467752; Hs.195161; ESTs; ESTs; 9.97 
410929; H47233; Hs.30643; ESTs; ESTs; 9.91 

OU 402680;;; Target Exon; Target Exon; 9.68 

fJIS? Y S^ 3; "s- 172631 ' "^n. ***** x (an^n CD11C (p150), alpha polypeptide); integral, alpha X (antigen CD11C (p150) ; 9 46 
443426; AF098158; Hs.9329; chromosome 20 open reading frame 1; chromosome 20 open reading frame 1; 9 42 
440207; A1371 978; Hs. 128326; ESTs; ESTs; 9.41 

433001; AF217513; Hs.279905; clone HQ0310 PRO0310p1; clone HQ0310 PRO0310p1; 9.41 
CO 447534; AW953935; Hs.288655; ESTs; ESTs; 9.33 
442333; AI650877; Hs.129302; ESTs; ESTs; 9.28 

42345* ^^S^^EsSe^S^ ^ DKFZp434B ° 425 (fmmCto,e Homo sapiens mRNA; cDNA DKF2p434B0425 (t 9.24 

431958; X63629; Hs.2877; cadherin 3, <ype 1, P-cadherin {placental); cadherin 3, type 1, P-cadherin (placenta; 9 23 
/ V 422938; NM_001809; Hs.1594; centromere protein A (17kD); centromere protein A (17kD); 9.21 

SIS? H ! ,67 l 45: to* 0 ^ Jmrnunogtobutin-like receptor, subfamily B (with TM and FT1M domains), member 4; leukocyte urirnunogtobufirHike receptor ; 9.21 

425397; J04088; Hs.156346; topoisomerase (DNA) 11 alpha (170kD); topoisomerase (DNA) ll alpha (170kD); 9.18 V«mam recepior. , 

428664; AK001666; Hs.189095; similar to SALL1 (sal (DrosophilaHike; similar to SALL1 (sal (DrosophilaHike- 9 17 
7S S£? ffSSi ^ 1 SJS. 1: re&lric ,,nduced 3 {RAIG1): ^tebotro^glutamate farr% GPCR; retinofc acid induced 3(RA1G1); metabo; 9.1 1 
/ -> 447733; AF157482; Hs.19400; MAD2 (mitofic arrest deficient, yeast, homotogHike 2; MAD2 (mitotic arrest deficient, yeast, rr 9 11 

422310; AA31 6622; Hs.98370; cytocrirorne P450, subfamily IIS, polypeptide 1; cytochrome P450, sutfarnffy IIS, rxrfypept 9 10 ' 

449722; BE280074;Hs.23960 ;{ yclmB1;cycnnB1;8.86 .\™rPW*w 

il^? S V ' etiya avlan ef y throblasfc teutemia ^ oncogene homotog-like 4 (HER4); v-erb-a avian erythroblastic leukemia vr, B.B6 

C H ™2 : * J594; ^ fami| y 2 ( fa « l ' talBd Qlucose transporter), member 3; solute carrier family 2 (facilitated glu; 8.86 

OV 409342; AU077058; Hs^4089; 8RCA1 associated RING domain 1; BRCA1 associated RING domain V 8 83 ^gui.o.oo 

420367; AA259090; Hs.257028; ESTs; ESTs; 8.82 

IIS?? !5JSSiJ s :! 8 5 4: m[S (E *® homo, ° 9 2 {cdon cancer ' n "P0lyP«fe fo» 1): mutS (E coS] homolog 2 (colon cancer, ; 8.73 
418613; AA744529; Hs.86575; rnhogen-adivated protein kinase kinase kinase kinase 1; mhogervaciivated protein kinase kinase ; &71 
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417407; AA32327B; Hs.290905; ESTs, Weakly similar to protease [Ksapiens); ESTs, Weakly simlar to protease [H.sapi; 8.64 

407239; AA076350; Hs.67846; leukocyte tmrnunogtobufirMIke receptor, subfamity B (with TM and ITIM domains), member 4; leukocyte imrnunoglobulin-like receptor, ; B.58 
436481; AA379597; Hs.51 99; HSPC150 protein similar to uiriquitin-conjugating enzyme; HSPC150 protein similar to utriquifin-con; 8.55 
41 2140; AA219S91;Hs.73625;RAB6 interact 
J 438091; AW373062; Hs.351546; nuclear receptor subfamily 1, group ), member 3; nuclear receptor subfamily 1, group I. m; 8.51 
424800; ALD35588; Hs.153203; MyoD family inhibitor; MyoDfarraTy inhibitor. 8.45 
447188; H65423; Hs.17631; hypothefical protein OKFZp434E2135; hypothetical protein DKFZp434E2135; 8.45 
43005B; X97548; Hs.228059; KRAB-associated protein 1 ; KRAB-associated protein 1; 8.42 
417389; BE2609S4; Hs.82045; midkine (neurite growth-prornofing factor 2); midkine (neurite growth-promoting factor; 8.40 
430676; AF084866; Hs.372585; gfcHomo sapiens envelope protein RtC-3 (env) gene, complete cd; gb:Homo sapiens envelope protein R1C-3 (■ 8.38 
420759; T11832; Hs.127797; Homo sapiens cDNA FU1 1381 fe, clone HEMflA 1000501; Homo sapiens cDNA RJ11381 6s, done HE; 8 38 
406621; X57809; Hs.181 1 25; irrummogtobulin lambda focus; immunoglobuBn lambda locus; 8.37 
453914; NM_000507; Hs574; fnjctose-1,6-bisphosphatase 1; mxtose~1 ,6-bisphosphatase I; 8.25 
423198; M81933; Hs.1634; cell division cycle 25A; cen division cycle 25A; 8.19 

41 829 ^! 9 S? ; t Hs 8 ? 968; We9rin ' 2 (anfi9en 0018 Nhayle function-associated antigen 1; macrophage antigen 1 (mac-1) beta subunit); integrin, beta 2 (antigen 
CD1B [p95], ty; 8.17 

453968; AA847843; Hs.6271 1 ; High mobility group {nonhistone chromosomal) protein 4; High mobility group (nonhistone chromoso* 8.16 
453985; N44545; Hs.251865; ESTs; ESTs; 8.14 • 
451 106; BE382701; Hs.25960; N-MYC oncogene; IWC oncogene; 8.10 
ZU . 420347; AL033539; Hs.97124; Human DNA sequence from clone RP1-309H15 on chromosome 6p22. 1-22.3 Contains a gene similar to HDGF (teoatDma-derived qrowth factor fhioh- 
mobJrtygroup protein 1-fike)), ESTs, STSs, GSSs and a CpG fet; Human DNAsequence from clone RP1-309H15; 8.03 
415857; AA866115; Hs.127797; Homo sapiens cDNA FLJ11381 fe, clone HEMBA10D0501; Homo sapiens cDNA FU11381 fis clone HE: 8 02 
425601; AW629485; Hs.140720. GSK-3 binding protein FRAT2; GSK-3 binding protein FRAT2; 7.90 

421016; AA504583; Hs.1Q1047; transcription factor 3 (E2A immunoglobulin enhancer binding factors E1 2/E47); transcription factor 3 (E2A immunogtobul- 7 89 
Z.D 432407; AA221036; ; gbzr03f12j1 Stratagene NT2 neuronal precursor 937230 Homo sapiens cDNA done 5" similar to SWPOIJBAEVM P10272 POL POLYPROTEIN • 'mRNA 
sequence; gbzr03f 12j1 Stratagene NT2 neuronal pr, 7.83 

422846; BE513934; Hs.1 583; neutrophil cytosolic factor 1 (47kD, chrome granulomatous disease, autosomal 1); neutrophil cytosolic factor 1 (47kD chr 7 80 

433228; F28212; Hs.14953; KIAA1491 protem; KIAA1 491 protein; 7.73 1 

446528; AU076640; Hs.15243; nucleolar protein 1 (120kD); nucleolar protein 1 (120kD); 7.71 
D U 447350; AI37S572; Hs.1 72634; v-erb-a avian erythroblastic leukemia viral oncogene homotog-like 4 (HER4); v-erb-a avian erythroblastic leukemia vi; 7 71 

448775; AB025237; Hs.388; nudix (nucleoside diphosphate linked moiety X)-type motif 1; ruidix (nudeoside diphosphate linked mor 7 71 

430253; AK001514; Hs.236844; hypothetical protein FU10552; hypothetical protein FU10652; 7.70 

JJS? nl?Sc IS-lIf 1 ^ to ^ W n^ ph0S ^l^^ pMKle ^ 1 Fte™^ membrane glycoprotein PC-1); ectonudeotide pyrophosphatase/pr^phodi; 7.62 
443537; D1 3305; r^3; cholecystokmm B recepton cto^ 
J J 446291; BE397753; Hs. 14623; interferon, gamma4ndudfale protein 30; interferon, gamma-indurible protein 30; 7.55 

410006; AW732308; Hs.57783; eukaryolic translation initiation factor 3, subunit 9 (eta, 1 16kO); eukaryotic translation initiation factor 7 53 
430255; AK000703; Hs.323822; Homo sapiens mRNA for K1AA1 551 protein, partial cds; Homo sapiens mRNA for KIAA1 551 protein ; 7 52 
41 1975; AI916058; Hs,1445B3; 3'UTR of. dead ringer (DrosophUaMike 1; 3UTR of: dead ringer (Drosophila)-like ; 7.50 

439864; AI720078; Hs.291 997; ESTs, Weakly similar to A47582 B-ceD growth factor precursor (RsapiensJ; ESTs, Weakly similar to A47582 B<eH or, 7 47 
W 440773; AA352702; Hs.37747; Homo sapiens, Similar to RJKEN cDNA 2700083B06 gene, done MGC:4669, mRNA. complete cds; Homo sapiens Similar to RJKEN cDNA 2700- 7 47 
417705; AW134952; Hs.175220; hypothetical protein FU14541; hypothetical protein FU1 4541; 7.47 

425367; BE271188; Hs.155975; protein tyrosine phosphatase, receptor type, C-associated protein; protein tyrosine phosphatase, receptor fc 7 47 
407710; AW022727; Hs.23616; ESTs; ESTs; 7.45 
445093; AI207197; Hs.374149; ESTs; ESTs; 7.41 
4o - 418113; AI272141;Hs.83484;SRY (sex determining region YJ-box4;SRY(sexdetermrangregbnY)-box4;7^9 

417900; BE250127; Hs.82906; CDC20 (cell division cyde 20, S. cerevisiae, homolog); CDC20 (cell division cyde 20, S. cerevi; 7.37 

429469; M64590; Hs.1 1 1 801; glydne dehydrogenase (decarboxylafing; glydne decarboxylase, glydne cleavage system protein P); glydne dehydrogenase (decarboxytafing- ; 7 33 
422726; U1 1690; Hs.1572;fadop^nitaldysplaste(Aarskog-Sc^ ' " " 

430504; H52761; Hs.44095; Homo sapiens, done MGC:12617, mRNA, complete cds; Homo sapiens, clone MGC:12617, mRNA, com; 7 32 
448981; A196871 9; Hs.1 95387; ESTs; ESTs; 7.28 

413762; AW41147$ Hs.848; FK506-binding protein 4 (59kD); HCSOoMjinding protein 4 (59kD); 7.26 

435092; AL137310; Hs.4749; Homo sapiens mRNA; cDNA DKFZp761E13121 (from done DKFZp761E13121); partial cds; Homo sapiens mRNA; cDNA DKF2p761E13121 ( 7 25 
434414; AI798376; ; gb:tr34b07 jc1 NCLCGAP_Ov23 Homo sapiens cONA done 3 1 similar to TR01 5475 01 5475 UNNAMED HERV-H PROTEIN ;. mRNA sequence- gb-tr34b07 .xl 
_ NCJ_CGAP_Ov23 Homo sapiens; 7.24 

DO 428977; AK001 404; Hs.1 94698; cydin B2; cydin B2; 7.19 

434274; AA62B539; Hs.57783; ESTs, Moderately similar to ALU INHUMAN ALU SUBFAMILY J SEQUENCE CONTAMINATION WARNING ENTRY |H.sapiens]; ESTs, Moderately 
simflar to ALUI^HUMAN A; 7.19 

446700; AW206257; Hs.156326; Human DMA sequence from done RP11-145L22 on chromosome 6p21.32-22.2 Contains the gene for rnyeTm/oligoa^rocyte glycoprotein MOG 
(part of) the gene for a novel KRAB box containing OH2 type zinc f; Human DNA sequence from done RP11-145L2; 7.16 v 
OU • 420524; AB010575; Hs.98547; amitoride-sensftive cation channel 3, testis; amiteride-sensitive cation channel 3, te; 7.15 

439053; BE244588; Hs.6456; criaperonin containing TCP1, subunit 2 (beta); chaperonin contaming TCP1, subunit 2 (b; 7.14 
445076; A1206888; Hs.1 54131; ESTs; ESTs; 7.14 
448588; AI970276; Hs.156905; K1AA1676; WAA1676; 7.13 

429486; AF155827; Hs.203963; hypothetical protein FU10339; hypothetical protein FU 10339; 7.10 
O J 441362; BE614410; Hs.23044; RAD51 (S. cerevisiae) homolog (E cofi RecA rrornolog); RAD51 (S. cerevisiae) homolog (£ coR Re; 7 04 

433914; AF 1081 38; Hs.1 12160; Homo sapiens DNA heficase homolog (PIF1) mRNA. partial cds; Homo sapiens DNA helicase homolog (PIF1)- 7 02 
413278; BE56308^ Hs.833; interferorhstirnulated protemj 

423765; R23858; Hs. 143375; Homo sapiens, done IMAGE:3840937, mRNA, partial cds; Homo sapiens, clone IMAGE:3840937, mRNA.- 6 96 

41 6658; U03272; Hs.79432; fibrilBn 2 (congenital contractura) arachnodactyry); fjbrilfin 2 (congenital contracture) a/a; 632 
/ U 43B450; AI050866; Hs.65853; nodal, mouse, homolog; nodal, mouse, homdog; 6.90 

415323; BE269352; Hs.949; neutrophil cytosoGc factor 2 (65kD. chronic granulomatous disease, autosomal 2); neutrophil cytosolic factor 2 (65kD chr 6.90 

444381; BE387335; Hs.283713; hypothetical protein 8C014245; hypothefical protein BC014245; 6.89 ' 

447582; BE293520; Hs.1891 0; prostate cancer overexpressed gene 1 ; prostate cancer overexpressed gene 1; 6.89 

424779; AL046851; Hs.1 53053; CD37 antigen; CD37an5gen; 6.89 
/ 3 443907; AU076484; Hs.9963; TYRO protem tyrosine kinase binding protein; TYRO protein tyrosine kinase binding pro; 6.84 

427298; AA400495; ; ESTs; ESTs; 6.82 

414732; AW410976; Hs.77152; minichromosome maintenance defident (S. cerevisiae) 7; minichromosome maintenance defident (S ■ 6 81 

424959; NMJ05781; Hs.153937; activated p21cdc42Hs kinase; activated p21cdc42Hs Knase; 6.81 
Qn 426866; U02330; Hs.172816; neuregufin 1; neureguKn 1; 6.80 
6U 418203; X54942; Hs.83758; CDC28 protein kinase 2; CDC28 protein kinase 2; a80 

427521; AW973352; ; ESTs; ESTs; a75 

430397; AI924533; Hs.105607; bicarbonate transporter related protein 1; bicarbonate transporter related protein ; 6.75 
427719; AI393122; Hs.1 34726; ESTs; ESTs; 6.74 
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439453: BE264974; Hs.6566; thyroid hormone receptor mteractor 13; thyroid hormone receptor interactor 13; 6.72 
45334 B; BEZ72316; Hs.8595; hypothetical protein FU12438; hypothetical protein FU 12438; 6.71 

446113; AW967553; Hs.323518; Homo sapiens mRNA for FU00083 protein, parfial cds; Homo sapiens mRNA for FU00083 protein, ; 6.70 
_ 445363; NMJJ05993; Hs.12570; tubufirvspecific chaperone d; tubuBn-spodfcchaperone d; 6.70 
5 433701; AW445023; Hs.15155; ESTs; ESTs; 6.69 

418054; NM.002318; Hs.83354; lysyl oxidase-fike 2; rysyl oxtdase-ike % 6.63 

441031; AI1 10684; Hs.7645; fforinogen, B beta polypeptide; fibrinogen, B beta potypepfide; 6.62 

439237; AW408158; Hs.318893; ESTs, Weakly similar to A47582 B-celf growth factor precursor (H^aptensJ; ESTs. Weakly similar to A47582 B-ceB gn 6.59 
424381; AA285249; Hs. 146329; protein kinase Chk2 (CHEK2); protein kinase Chk2 (CHEK2);6.58 
1 U 414821; M63835; Hs.77424; Fc fragment of IgG, high affinity fa, receptor for (C064); Fc fragment of IgG, high affinity la, re; 6.58 
418883; BE387036; Hs.1211; acid phosphatase 5, tartrate resistant acid phosphatase 5, tartrate resistant 6.57 
414161; AA136105; Hs.184852; KIAA1553 protein; WAA1553 protein; 6.57 

437437; AA226869; Hs.351623; hypothetical protein DKFZp762L031 1; hypothetical protein DKFZp762L031 1; 6.55 
425769; U72513; Hs.159486; Human RPL13-2 pseudogene mRNA, complete cds; Human RPL13-2 pseudogene mRNA, complete ; 6.55 
1 !> 452363; AI582743; Hs.94953; Homo sapiens, Similar to complement component 1 , q subcomponent, c polypeptide, clone MGC:17279, mRNA, complete cds; Homo sapiens, Similar 
to complement comp; 6.55 

422765; AW409701; Hs.1578; bacutoviral IAP repeat-containing 5 (survMn); baculoviral IAP repeat-containing 5 (sun 6.51 
409893; AW247090; Hs.57101; mimchromosome maintenance deficient (S. cerevisiae) 2 (mJtofin); rririWirornosome maintenance deficient (S.: 65) 
418918; X07871; Hs.89476; C02 antigen (p50), sheep red blood cell receptor; CD2 antigen (p50), sheep red blood cell ; 6.49 
ZU 41 791 1; AA333387; Hs.8291 6; chaperonin containing TCP1 , subunit 6A {zeta 1); chaperonin containing TCP1, subunit 6A {; 6.44 
427747; AW411425; Hs.180655; serine/threonine kinase 12; serinefthreonine kinase 12; 643 

409142; AL1 36877; Hs.50758; SMC4 (structural maintenance of chromosomes 4, yeast)-5ke 1; SMC4 (structural maintenance of chromoso; 6.42 

430280; AA36125B; Hs.237868; interteukin 7 receptor; interleuWn 7 receptor; 6.42 

432938; T2701 3; Hs J t 32; steroidogenic acute regulatory protein; steroidogenic acute regulatory protein; 6.42 
ZD 422809; AK001379; Hs.121028; hypothetical protein FU10549; hypothetical protein RJ10549; 6.40 

427578; AI591 305; Hs. 169084; ESTs, Highly similar to TUL3_HUMAN TUBBY RELATED PROTEIN 3 (H^apiens); ESTs, Highly similar to TUL3JIUMAN TUBBY; 6.40 

417115; AW952792; Hs.334612; small nuclear ribonudeoprolein potypepfide E; small nuclear ribonudeoprotein polypept 6.39 

428227; AA321649; Hs.2248; small inducible cytokine subfamily B (Cys-X-Cys), member 10; small inducible cytokine subfamily B (Cy; 6.39 

441384; AA447849; Hs.288680; refinolc acid Induced 3; retinoic acid induced 3; 6.38 
30 438915; AA280174; Hs.285681; WflBams-Beuren syndrome chromosome region 14; WiHiams-Beuren syndrome chromosome regi; 6.34 

416773; AK000340; Hs.79828; hypothetical protein FU20333; hypothetical protein FU20333; 6.34 

451999; AW176401; Hs.27424; DEAD/H (Asp-Su-Ala-Asp/His) box polypeptide 1 1 (S-cerevisiae CHL1-Kke heficase); DEAD/H (Asr>Glu-Ala^p/His) box polypep; 6.31 
444159; AF1 16846; Hs. 10431; dead ringer (Drosophaa)-Eke 2 (bright and dead ringer); dead ringer (DrosophilaHike 2 (bright ; 6.31 
425274; BE281 191; Hs.1 55462; mWchromosorne maintenance deficient (mis5, S. pombe) 6; rrunichromosorne maintenance deficient (mi; 6.31 
3 J 434649; AA738254; Hs.165390; ESTs. Highly similar to A40350 transcription repressor protein YY1 [RsapiensJ; ESTs, Highly similar to A40350 transcrip* 6.30 
420507; AF093408; Hs.9B397; A kinase (PRKA) anchor protein 3; A kinase (PRKA) anchor protein 3; 6.30 
415B29; AW450198; Hs.163742; ESTs; ESTs; 6.28 

410342; R31350; Hs.743; Fc fragment of IgE, high affinity I, receptor for; gamma polypeptide; Fc fragment of IgE, high affinity I, rec; 6.26 
446839; BE091926; Hs.16244; mitotic spindle coHed-coil related protein; mitotic spindle coited^oi! related prot 6.25 
4U 457465; AW301344; Hs.122908; DMA replication factor; DMA replication factor; 6.25 
428918; AL036967; Hs.2324; protamine % protamine 2; 6.24 

443523; AK001575; Hs.9535; hypothetical protein FU10713; hypothetical protein FU10713; 6.19 

424415; NMJXJ1975; Hs.146580; enolase 2, (gamma, neuronal); enolase 2, (gamma, neuronal); 6.19 

407245; X90568; Hs.172004; titin; fifin; 6.1 8 
45 458627; AW088642; Hs.979B4; SRY (sex determining region Y)-box 17 (S0X17); SRY (sex determining region Y^xw 17 (S; 6.18 

421379; Y15221; Hs.103982; small inducible cytokine subfamily B (Cys-X-Cys), member 11; small inducible cytokine subfamily B (Cy, 6.16 

435099; AC0O4770; Hs.4756; flap structure-specific endonuclease 1; flap structure-specific endonuctease 1; 6.1 3 

424308; AW975531; Hs.154443; minichromosome maintenance deficient (S. cerevisiae) 4; minfclranosome maintenance deficient (S^ 6.12 

430521; NA/L016383; Hs.242163; HOMTES45 tumor antigen; HOM-TES45 tumor anSgen; 6.10 
J V 444823; BE262989; Hs.120*45; putalive protein; putative protein; 6.10 

428484; AF104032; Hs.1 84601; solute carrier family 7 (cafionic amino acid transporter, y system), member 5; solute carrier family 7 (catbnic amino ; 6.09 

402260; ; ; NM_001436*:Homo sapiens fibrillarin (FBL) f mRNA. transcript) (F8A), mRNA.; NM_001436*:Homo sapiens fibrillarin (FBL; 6.09 

441321; H17182; Hs.7771; B^*H associated protein; B-ceU associated protein; &05 

422283; AW41 1307; Hs.1 1431 1; COC45 (cell division cycle 45, S.cerevisiae, homolog)-like; CDC45 (cell division cycle 45. Sxerevis; 6.04 
JJ 431629; AU077025; Hs.265827; interferon, alpha-inducible protein (clone 1FI-6-16); interferon, alpha-inducibte protein (do; 6.04 
402678; ; ; Target Exon; Target Exon; 6.03 

453B84; AA355925; Hs.36232; WAA0186 gene product KIAA0186 gene product 6.01 

439753; BE262233; Hs.7423; hypothetical protein from EUROIMAGE 2168212; hypothetical protein from EUROIMAGE 2168; 6.01 

420596; NM_002692; Hs.99185; polymerase (DNA directed), epsiton 2; polymerase (DMA directed), epslton 2; 6.01 
OU 420676; A1434780; Hs.4248; vav 2 oncogene; vav 2 oncogene; 6.00 

418756; AA252254; Hs.226949; ESTs; ESTs; 599 

454438; AA224053; Hs.172405; cell division cycle 27; cell division cycle 27; 5.98 

407818; AL021938; Hs.40154; Jurnonjl (mouse) IwmoJog; jumonji (mouse) homolog; 5.98 

413313; NMJW2047; Hs.293885; glycyl-tRNA synlhelase; grycyl-tRNA synthetase; 5.96 
65 424247; X14008; Hs.234734; rysozyme (renal amyloidosis); rysozyme (rena! amyloidosis); 5.95 

417777; AI823763; Hs.7055; ESTs, Weakly similar to 178885 senne/uVeorune-specihc protein kinase (H.sapiens); ESTs, Weakly similar to 178885 serine/th; 5.94 

449569; AI656634; Hs.195389; ESTs; ESTs; 5.92 

436576; AW58213; Hs.77542; ESTs; ESTs; 5.90 

438746; AI885815; Hs.184727; Human melanorra-associated antigen p97 (rnelanofransferrin) mRNA, 3" flank; Human melanoma-associated antigen p97 (nx 5.89 
70 420005; AW271 105; Hs. 133294; ESTs; ESTs; 5.89 

417208; S67773; Hs.81665; v-kit Hardy-Zuckerrnan 4 feline sarcoma viral oncogene homolog; v-kit Hardy-Zuckerman 4 feline sarcoma v; 5.88 

403171; ; ; C2001472*:gt]5809678|gb|AAB41846.2| (U64675) sperm membrane protein BS-63 (Homo sapiensM; C2001472":gi|5B09678[gblAAB41 848.21 (U64; 5.87 

448730; AB032983; Hs.21894; WAA1157 protein; KIAA1157 protein; 5.87 

406137; ; ; NM_000179«:Homo sapiens mutS (E. coli) homolog 6 (MSH6), mRNA. VERSION NM_00017&1 Gl; NMJH)0179*:Homo sapiens mulS (E. colO h; 5.85 
0 423787; AJ295745; Hs.236204; nudear pore complex protein; nudear pom complex protein; 5.85 

425126; N32759; Hs.1 72944; chorionic gonadotropin, beta polypeptide; chorionic gonadotropin, beta polypeptide; 5.84 
452796; AB01 1 1 00; Hs.30656; K1AA0528 gene product K1AA0528 gene product 5.84 

41 8322; AA284166; Hs.841 13; cycfirHlependent kinase inhibitor 3 (COK2-associated dual specifidty phosphatase); cydirKiependent kinase inhibitor 3 (CDK; 5 80 
0 A 447359; NMJH2093; Hs. 18268; adenylate kinase 5; adenylate kinase 5; 5.79 

OU 420344; BE463721; Hs,97101; putative G protein-coupled receptor putative G protein-coupled receptor, 578 

420297; A1628272: Hs.128757; ESTs, Weakly similar to ALU INHUMAN ALU SUBFAMILY J SEQUENCE CONTAMINATION WARNING ENTRY Hsapiensl; ESTs, Weakly similar to 

ALU INHUMAN ALU S; 5.75 1 
414761; AU077228; Hs.77256; enhancer of zeste (Drosophila) homolog 2; enhancer of 2este (Drosophila) homolog 2; 5.75 
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430287; AW182459; Hs.125759; ESTs, Weakly simflar to LEU5_HUMAN LEUKEMIA ASSOCIATED PROTEJN 5 IRsapienst ESTs, WeakJy similar to IEU5 HUMAN LEUKE* 5 74 
435&1; BE515065; Hs.296585; nucleolar protein (KKE/D repeal); nucleolar protein (KKE/D repeat); 5.73 

421535; AB002359; Hs. 105478; phosphoribosyitorrnyigtyctnarra synthase (FGAR amidotransferase); phosphcribosylformykjh^inanri^ syntha; 5.71 
414883; AA925950; Hs.34B669; CDC28 protein kinase 1; CDC28 protein kinase 1; 5.69 
-> 4251 59; NM_004341; Hs.154B68; carbanioyl-phosphats synthetase 2, aspartate transcarbamytase, and cfihydroorotase; carbamoyl- phosphate synthetase 2, aspart 5 69 
401704; ; ; NM_021 195*:Homo sapiens daudin 6 (CLDNS), mRNA. VERSION NM 0209811 Gl; NM 021 195\Homo sapiens daudin 6 (CLDN6; 5 66 
425358; AL079558; Hs.338207; FK506 binding protein 12-rapamycin associated protein 1; FK505 binding protein 12-rapamyctn assoc; 5.65 

402677; ; ; NM_000478:Homo sapiens aflcaTine phosphatase, irver/bone/kidney (ALPL). mRNA. afpha-byoYoxylase). polypepSde 1 (CVP7B1J, mRNA.; NM 000478:Homo sapiens 
A alkaline phosphat 5.64 

1 0 409264; NMJ)14937; Hs.52463; KIAA0966 protein; KIAA0965 protein; 5.63 

432185; AA221032; HS.Z72B38; hypothefical protein FU10494; hypothetical protein FU10494; 5.63 
409012; AL117435; Hs.49725; OKFZP434I216 protein; DKFZP43412 16 protein; 5.63 

430252; AI638774; Hs. 105328; testes devebpmenkelatsd NYD^SP20; testes devetopmenkelated NYD-SP20; 5.61 

41 9359; AL043202; Hs.90073; chromosorne segregation 1 (yeast homologHike; chromosome segregation 1 {yeast homolog); 5.61 
ID 452816; AA131789; Hs.61509; ESTs; ESTs; 5.60 

402679; ; ; NM_000478:Homo sapiens alkaGne phosphatase, Dver/boneflddney (ALPL), mRNA, arpha-hydroxylase), polypeptide 1 (CYP7B1), mRNA.; NM_000478:Homo sapiens 
alkaline phosphat; 5.59 ~ 

41 4291 ; AI289S1 9; Hs. 1 3040; G protein-coupJed receptor 85; G protein-coupted receptor 86; 5.58 

453028; AB006532; Hs.31 442; RecQ protein-like 4; RecQ protein-like 4; 5.58 
ZK) 453905; NMJXJ2314; Hs.36566; UM domain kinase 1; UM domain kinase 1; 5.56 

41 1 263; BE297802; Hs.69360; kinesirHike 6 (mitotic centrornere-assodated kmesin); kinesin-like 6 (mitotic centromere-assoc; 5.55 

41 9660; BE280337; Hs.194693; solute carrier family 7 (cationic amino add transporter, y system), member 7; solute carrier family 7 (cationic ammo ; 5.55 

44697ft A! 654443; Hs, 197683; ESTs; ESTs; 5.54 

424321; W74048; Hs.1765; ryrnphocyte-spectfic protein tyrosine kinase; lymphocyte-specific protein tyrosine km; 5.53 
ZD 418962; AA714835; Hs.271863; ESTs; ESTs; 5.53 

447388; AW630534; Hs.76277; Homo sapiens, done MG&9381, mRNA, complete cds; Homo sapiens, done MG09381, mRNA, comp; 5.52 

427247; AW504221 ; Hs. 174103; integrin, alpha L (antigen C011A (p180), lymphocyte function-associated antigen 1; alpha polypeptide); integrin, alpha L (antigen CD11A (p180),; 
5.52 

449322; AI638616; Hs. 198566; ESTs; ESTs; 5.51 
3i) 428450; NMJH4791; Hs.184339; KIAA0175 gene product KIAA0175 gene product 5.51 

415M to^ M HUI^^U S- 548 ' WeaWy dnto b ALU7 - HUMAN ^ SUBFAM,LY SQ SEQUENCE CONTAMINATION WARNING ENTRY fRsapiens); ESTs, Weakly similar 
454048; H05626; Hs.6921; ESTs; ESTs; 5.46 

417079; U65590; Hs.81 1 34; interieukin 1 receptor antagonist interieukin 1 receptor antagonist 5.45 
35 434699; AA643687; Hs. 149425; Homo sapiens cDNA FU11980 fis, done HEMBB1 001304; Homo sapiens cONA FU11980 fis. done HE; 5 44 
414334; AA824298; Hs.21 331; hypothetical protein FU10036; hypothetical protein FU10036; 5.44 

452291; AF015592; Hs.28853; CDC7 (cell division cycle 7, S. cerevisiae, homotog)-Iike 1; CDC7 (cell division cyde 7, S. cerevisi; 5.44 

438564; AA381553; Hs.198253; major histocompatibiliiy complex, class U, DQ alpha 1; major histocompatibility complex, class ; 5.44 

427668; AA298760; Hs.180191; hypothetical protein FU14904; hypothetical protein FU14904; 5.43 
4U 449437; A1702038; Hs. 100057; Homo sapiens cDNA: FU22902 fis, done KAT05581; Homo sapiens cONA: FU22902fis, done K; 5.41 

453633; AA357001; Hs.34045; hypothetical protein FU20764; hypothetical protein FU20764; 5.40 

450746; D82673; Hs.278589; general transcription factor II, t general transcription factor II, i; 5.40 

425966; NMJ)01761; Hs.1973; cydm F; cycBn F; 5.39 

418134; AA397769; Hs.86617; ESTs; ESTs; 5.38 
4!> 432141; BE410964; Hs.272736; nudear receptor binding protein; nudear receptor binding protein; 5.37 

417141; U22662; Hs.347353; nuclear receptor subfamily 1, group H, member 3; nudear receptor subfamily 1 , group H, m; 5 36 

428329; AA426091; Hs.98453; ESTs, Moderately simflar to R27328 2 IKsapiensJ; ESTs, Moderately similar to R27328 2 [H. ; 5.35 

40681 1; U82979; Hs.67846; leukocyte immunoglobutiiMike receptor, subfamily B (with TM and ITIM domains), member 4; leukocyte imrnunoolobuljn-like receptor, ; 5.34 
415819;AUQ77330;Hs.360791;transcnptroneto 
JU 448133; AA723157; Hs.73769; folate receptor 1 (aduft); folate receptor 1 (adult); 5 J3 

424762; AL1 1 9442; Hs. 183684; eukaryoGc translation inifiafion factor 4 gamma, 2; eukaryofc translation initiation factor; 5.32 
421959; AW751497; Hs.98370; cytochrome P450, subfamily IIS, polypeptide 1; cytochrome P450, subfamily IIS, pdypept 5.32 
429271; AF039B50; Hs.198515; dead ringer (Drosophfa>4te 1; dead im^ 

- 456373; BE247706; Hs.86693; membrane-spanning domains, subfamily A, member 2 (CO20 antigen); membrane-spanning 4-domatns, subfamily A; 5.30 
DO 414907; X90725; Hs.77597; polo (Drosophia)-ia<e kinase; poto (DrosophiaJ-Bke kinase; 5.30 

422997; BE018212; Hs.122908; DNA reprication factor; DNA replication factor, 5.29 

440014; AW960782; Hs.6856; ash2 (absent, small, or homeotic, Orosophfla, homologHike; ash2 (absent, small, or homeotic, Drosop; 5^8 
418399; Af 131781; Hs.84753; hypothefical protein FU12442; hypotitehcal protein FU12442; 5.26 

- 416178; A1808527; Hs.192822; serologically defined breast cancer anfigen NY-BR-81; serologically defined breast cancer antk 5.21 
OU 450377; AB033091; Hs.355925; K1AA1265 protein; WAA1265 protein; 5.20 

409670; AI368109; Hs.375604; K1AA1856 protein; K1AA1856 protein; 5.20 
429083; Y09397; Hs.227817; BCL2*efated protein A1; BCL2-related protein A1; 5.20 
449523; NNL0QO579; Hs.54443; chemoWne (C-C mo«) receptor 5; chemokine (CC motiO receptor 5; 5.20 
408908; BE296227; Hs.250822; senne/trweonine kinase 1 5; serineAhreonine kinase 15; 5.19 
03 429732; U20158; Hs.2488; lymphocyte cytosolic protein 2 (SH2 domain-containing leukocyte protein of 76kD); lymphocyte cytosoJic protein 2 (SH2 doma; 5.19 
438089; W05391; Hs.351546; nudear receptor subfamily 1 , group 1, member 3; nuclear receptor subfamily 1 . group I. m; 5.16 
437623; D63880; Hs.57 19; chromosome condensafion-related SMOassodated protein 1; chromosome condensation-related SMC-asso; 5.15 
448181; AF272833; Hs.279763; hypofhetical protein RJ 10504; hypothetical protein FU10504; 5.15 
436540; BE397032; Hs.14468; hypothetical protein MGC14226; hypothetical protein MGC14226; 5.14 

IS protein tyrosine phosphatase, receptor Jype, C; protein tyrosine phosphatase, receptor 1 5.14 

426752; X69490; Hs.1 72004; tifin; film; 5.13 
415007; BE244332; Hs.77770; adaptor-related protein complex 3, mu 2 subunit adaptor-related protein complex 3, mu 2 ; 5 13 
400263; ; Hs.75309; Eos Control; Eos Control; 5.13 
n 437099; N77793; Hs.48659; ESTs, Highly similar to S14458 laminin alpha-1 chain precursor nisapiensl; ESTs. Highly similar to S14458 laminin a; 5.12 
427209; H06509; Hs.92423; K1AA1566 protein; K1AA1566 protein; 5.10 . 

407347; AA829847; ; gb:od40d07j 1 NQ_CGAP W GCB1 Homo sapiens cDNA done IMAGE:1370413 3* similar to contains Afu repetitive element, mRNA sequence.; Qb:od40d07.s1 

Na„CGAP_GC81 Homo sapiens; 5.10 
458933; AJ638429; Hs.24763; RAN binding protein 1; RAN binding protein 1; 5.10 
Qn 450431; AW136797; Hs.266041; ESTs; ESTs; 5.09 

011 434608; AA805443; Hs.179909; hypothefical protein FU22995; hypothetical protein FU22995; 5.08 

410423; AW402432; Hs.63489; protean tyrosine phosphatase, non-receptor type 6; protein tyrosine phosphatase, norwecept 5.0B 

417929; R27219; Hs,74647; Human T<ei1 receptor active alpha-chain mRNA from JM cell line, complete cds; Human T-ceU receptor active atoteH*ain; 5.05 

412723; AA648459; Hs.335951; hypotheticai protein AF301 222; hypothetical protein AF301222; 5.05 
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447321; AW271217; Hs.281434; Homo sapiens cDNA FU14028 fis, done HEMBA1003838; Homo sapiens cONA FU14028 lis, done HE; 5.03 

417856; AW067903; Hs.82772; collagen, type XI, alpha 1; collagen, type XI, alpha 1; 5.03 

410082; AA081594; Hs. 158311; Musashi (Drosophfla) homotog 1; Musashi {Drusophaa) homotog 1; 5.02 

433592; NMJHM642; Hs.3436; ddeted in oral cancer {mouse, homotog) 1; deleted in oral cancer (mouse, homotog) ; 5.02 

42581 1; AL039104; Hs.159557; karyopherin alpha 2 (RAG cohort 1, importin alpha 1); karyopherin alpha 2 (RAG cohort 1, impor, 5.00 

425237; U07695; Hs.155227; EphB4; EphB4; 5.00 

414809; AI434699; Hs.77356; transferrin receptor (p90, C071); transferrin receptor (p90, C071); 4.99 
402145; ; ; Target Exon; Target Exon; 4.99 
432126; AA8S5239; Hs.37196; ESTs; ESTs; 4.99 

408279; AF216965; Hs.44095; Homosapiens, done MGC:12617, mRNA, complete cds; Homo sapiens, done MG£12617, mRNA, com; 4.98 
419525; T79257; Hs.1259; asiatogrycoprotein receptor 2; asialoglycoprotein receptor 2; 4.97 
424439; AA579635; Hs.1770; tigase I, DNA. ATP-dependent; Ogase I, DNA, ATP-dependent; 4.97 

427667; AK001279; Hs.180171; Homo sapiens cDNA FU10417 lis, done NT2RP1000112; Homo sapiens cDNA FU10417 fis, done NT; 4.95 . 
457313; AF047002; Hs.241520; transcripBonal coacfivaton transcriptional coacfivator, 4.96 

448569; BE382657; Hs.21486; signal transducer and activator of transcription 1, 91kD; signal transducer and activator of trans; 4.94 
426427; M86699; Hs.169840; TTK protein kinase; TTK protein kinase; 4.91 

440129; AA865818; Hs.369523; ESTs, Weakly similar to S71886 Ste2Q-4ike protein kinase [Msapiens]; ESTs, Weakly similar to S71886 Ste20-tik; 4.91 
453922; AFQ53306; Hs.35708; budding uninhibited by benzimidazdes 1 (yeast homdog). beta; budding uninhibited by benzimidazoles 1 ; 4.90 
435602; AF217515; Hs.283532; uncharacterfeed bone marrow protein BM039; uncharaclerized bone marrow protein BM03; 4.B9 
452698; NMJXH295; Hs.301921; chemokine (C-C motif) receptor 1; chemoldne (C-C motif) receptor 1; 4.88 

445333; BE537641; Hs.44278; hypothetica! protein FU 12538 similar to ras-related protein RAB17; hypothetical protein FU12538 similar to; 4.88 
437162; AW005505; Hs.5454; thyroid hormone receptor coaclivaOng protein; thyroid hormone receptor coaclivaling pr, 4.87 
441600; AA939347; Hs.127223; Homo sapiens cysteine knot protein (ZSIG51) mRNA, complete cds; Homo sapiens cysteine knot protein (ZSIG; 4.87 
421350; AW301608; Hs.27818B; ESTs, Moderately similar to 154374 gene NF2 protein [H^apiensl; ESTs, Moderately similar to 154374 gene ; 4.87 
409093; BE243834; Hs.50441; CGW4 protein; CGl-04 protein; 4.86 

424304; NM 001395; Hs.144879; dual specificity phosphatase 9; dual spedfidty phosphatase 9; 4.86 
437696; 283844; Hs.5790; hypothetical protein dJ37E16.5; hypothetical protein (U37E16.5; 4.86 

417381; AF164142; Hs.82042; solute carrier family 23 (nudeobase transporters), member 1; sdute carrier family 23 (nudeobase tra; 4.84 

416445; AL043004; Hs.79337; KIAA0135 protein; K1AA0135 protein; 4.83 

448939; BE267795; Hs.22595; hypothetical protein FU10637; hypothetical protein FU10637; 4.82 

413566; AW604451; Hs.285B14; sprouty (Drosophila) homolog 4; sprouty (Drosophila) homotog 4; 4.82 

424081; NMJW6413; Hs.139120; ribonudease P (30kD); ribonudease P (30kD); 4.81 

425474; 248054; Hs.158084; peroxisome receptor 1; peroxisome receptor 1; 4.81 

412276; BE262621; Hs.73798; macrophage migration inhibitory factor (ajycosylaiioft-inhibiting factor); macrophage migration inhibitory fador (; 4.81 

422689; AW856665; Hs.299797; gb:RC3-CT0297-290 100-01 3403 CT0297 Homo sapiens cDNA, mRNA sequence; gb:RC3-CT0297-2901 00-01 3403 CT0297 Homo; 4.80 

409101; NMJXW297; Hs.50612; guanine nudeofide binding protein (G protein), alpha 14; guanine nudeofide binding protein (G pn 4.79 

412760; AW379030; Hs.41324; ESTs; ESTs; 4.79 

447250; A1878909; Hs. 17883; protein phosphatase 1G (formerly 2C), magnesium-dependent, gamma isoform; protein phosphatase 1G (formerly 2C), ma; 4.79 
429345; R11141; Hs.199695; hypothetical protein; hypothetica! protein; 4.78 
448950; AF288687; Hs.9275; CG1-152 protein; CGI-152 protein; 4.78 

412926; AI879076; Hs.75061; macrophage myristoylated alanine-rich C kinase substrate; macrophage myristoylated afanine-rich C ; 4.78 
412641; M16660; Hs.74335; heat shock 90kD protein 1, beta; heat shock 90kD protein 1, beta; 4.76 

420261; AW206093; Hs.748; fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, Pfeiffer syndrome); fibroblast growth factor receptor 1 (frns; 4.76 
421905; AI660247; Hs.32699; ESTs, Weakly similar to UV-1 protein (H-sapiensJ; ESTs, WeaWy simflar to UV-1 protein |H: 4.75 
413880; AI660842; Hs.1 10915; interteuWn 22 receptor; interleukin 22 receptor; 4.75 

424905; NM 002497; Hs.153704; NIMA (never in mitosis gene abated kinase 2 (NEK2); NIMA (never in mitosis gene a)-related k; 4.74 
418355; L42563; Hs.1165; ATPase, H? transporting, nongastric, alpha polypeptide; ATPase, H? transporting, nongastric, alp; 4.74 
435905; AW997484; Hs^003; KIAA0456 protein; K1AA0456 protein; 4.74 

42B024; 229067; Hs.2236; NIMA (never in mitosis gene a)-related kinase 3; NIMA (never in mitosis gene a)-related k; 4.74 
421846; AA017707; Hs.1432; protein kinase C substrate 80K-H; protein kinase C substrate 80K-H; 4.72 
41 9138; U48508; Hs.89631; ryanodine receptor 1 (skeletal); ryanodine receptor 1 (skeletal); 4.72 
437296; 'AA350994; Hs.20281; WAA1700; KIAA1700; 4.70 

450142; AW207469; Hs.244B5; chondroiCn sulfate proteoglycan 6 (bamacan); chondroitin sulfate proteoglycan 6 (bama; 4.70 

421733; AL119671; Hs.1420; fibroblast growth factor receptor 3 (achondroplasia, thanatophoric dwarfism); fibroblast growth factor receptor 3 (ach; 4.69 

449475; AI348027; Hs.129826; hypothetical protein PP1057; hypothetical protein PP1057; 4.69 

420062; AW41 1096; Hs.94785; TGF(beta)-induced transcripfion fador 2; TGF(beta)-mduced transcription factor 2; 4.69 

429336; AB005038; Hs.199270; cytochrome P450, subfamily XXVilB (25-hydroxyvaamin D-1-alpha-hydroxylase), polypeptide 1; cytochrome P450, subfamily XXV1IB (25-hy; 4.69 
436656; A1469355; Hs.127310; ESTs; ESTs; 4.68 

406937; U14622; ; gbiHuman transketolase-like protein gene, partial cds.; gfcHuman transketolase-Eke protein gene; 4.67 

411296; BE207307; Hs.10114; growth suppressor 1; growth suppressor 1; 4.67 

426726; AA488915; Hs.171955; trophinin associated protein (tastin); trophinin associated protein (tastin); 4.67 

409132; AJ224538; Hs.50732; protein kinase, AMP-acfivated, beta 2 non-catalyfic subunit; protein kinase, AMP-aclivated, beta 2 no; 4.67 

449230; BE613348; Hs.356392; mdanoma cell adhesion mdecule; melanoma cell adhesion molecule; 4.66 

431681; AK000378; Hs.267566; hypothe6cat protein FU20371; hypothetical protein FU20371; 4.65 

443623; AA345519; Hs.9641; complement component 1 , q subcomponent, alpha polypepfide; complement component 1, q subcomponent, ; 4.65 
441595; AW206035; Hs.356457; ESTs; ESTs; 4.64 
423419; R55336; Hs.23539; ESTs; ESTs; 4.64 

415724; NM 003580; Hs.78687; neutral sphingomyelinase (N-SMase) activation associated factor, neutral sphingomyerinase (N-SMase) acthr; 4.63 
435045; BE297155; Hs.143698; ESTs; ESTs; 4.62 

424441 ; X14850; Hs.147097; H2A histone family, member X; H2A histone family, member X; 4.62 
414972; BE263782; Hs.77695; K1AA0008 gene product K1AA0008 gene product; 4.62 

436685; W28661; Hs.5288; Homo sapiens mRNA; cDNA DKF2p434M245 (from done DKF2p434M245); Homo sapiens mRNA; cDNA OKF2p434M245 (fn 4.62 
449515; AI653378; Hs.302012; ESTs; ESTs; 4.61 

425998; AU076629; Hs.1 65950; fibroblast growth factor receptor 4; fibroblast growth factor receptor 4; 4.61 

420027; AF009746; Hs.94395; ATP-binding cassette, sub-family D (AID), member 4; ATP-binding cassette, sub-family D (ALD); 4.61 

436469; AK001455; Hs.5198; Down syndrome critical region gene 2; Down syndrome critical region gene Z 4.61 

413441; AI929374; Hs.75367; Srcike-adapten Src-fike-adapter; 4.60 

456847; AI360456; Hs.86088; ESTs; ESTs; 4.58 

421506; BE302796; Hs.1 05097; thymidine kinase 1, soluble; thymidine kinase 1, sduWe; 4.57 

426935; NM JJ00088; Hs.172928; collagen, type I, alpha 1; collagen, type 1. alpha 1; 4.57 

428782; X12830; Hs.193400; interleukin 6 receptor, interleukin 6 receptor; 4.56 

409430; R21945; Hs.346735; spBdng factor, arginine/serine-rich 5; splicing factor, argtninefeerine-rich 5; 4.56 

41 2773; H15785; Hs.74573; similar to vacdnia virus Hindlll K4L ORF; similar to vaccinia virus Hindltl K4L OR; 4.55 
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443068; AI188710; Hs.374480; ESTs; ESTs; 4.55 

441607; NM 005010; Hs.7912; neuronal ceD adhesion molecule; neuronal cell adhesion molecule; 4.54 
453227; AW135862; Hs^43991; ESTs; ESTs; 4.52 

438459; T49300; Hs.35304; Homo sapiens cDNA RJ 13555 fe, done PLACE 10 11 503; Homo sapiens cDNA FU1 3655 Bs. done PU 4.51 
422565; BE259035; Hs.1 18400; singed (DrosophOaHike (sea urchin fascin homdog Ere); singed (Drosophila)-Bke (sea urchin fas; 4.51 
453513; F06838; HsJ74476; ESTs; ESTs; 4.50 

413300; AW409747; Hs.75612; stress-induced-phosphoprolesn 1 (Hsp70/HspMVorganizing protein); stress-induced-phosphoprolein 1 (Hsp7Q/H; 4.50 
412507; L36545; Hs.73964; EphM; EphA4; 4.50 

419034; NMJJ02110; Hs.89555; hemopoietic cell kinase; hemopoiefic cefl kinase; 4.49 

413431; AW246428; Hs.75355; ubiqui&wajnjugafing enzyme E2N (homologous to yeas! UBC13); uKo^fin-conjugaGng enzyme E2M (homoto; 4.49 
406547; ; ; Target Exon; Target Exon; 4.49 

443216; WB0487; Hs.324521; hypoQietjca) protein DC50; hypothetical protein DC50; 4.48 

417497; AW402482; Hs.82212; CD53 antigen; CD53 antigen; 4.47 

448595; AB 01 4544; Hs.21572; WAA0644 gene product KIAA0644 gene product 4.47 

445350; AF0521 12; Hs.1 2540; lysophosphofipase t; lysophosphofipase I; 4.46 

446235; NM.O0S293; Hs.301; TYR03 protein tyrosine kinase; TYR03 protein tyrosine kinase; 4.46 

429150; AF120103; Hs.197356; smoothened (Drosophila) homobg; smoolhened {DrosophBa} hcmotog; 4.46 

420340; NM.000734; Hs.97087; CD3Z antigen, zeta polypeptide (TTT3 complex); C03Z antigen, zeta polypeptide (TTT3 com; 4.46 

413426; U 58837; Hs.75354; GCN1 (general control of amino-acid synthesis 1, yeasQ-Rke 1; GCN1 (general control of ami no-acid synt; 4.44 

421819; NM.013403; Hs.108665; zinedin; zinedin; 4.44 

409512; AW979187; Hs.293591; melanoma differentiation associated prolein-5; melanoma differentiation associated prot; 4.44 

428995; AW004975; Hs.194716; MAD (mothers against decapentaplegic, Drosophila) homdog interacting protein, receptor activation anchor MAD (mothers against decapentaptegic, 
Dr;4.43 

434551; BE387162; Hs.280858; ESTs, Highly similar to A35661 DNA excision repair cross-complemenling protein ERCC3 [Rsapiensl; ESTs. Highly similar to A35661 DNA excis; 
4.43 

418295; AW970043; Hs.238039; hypothetical protein FU11090; hypothetical protein FU11090; 4.42 
409243; AB037761; Hs.51743; KIAA1340 protein; WAA1340 protein; 4.42 
437103; AW139408; Hs.152940; ESTs; ESTs; 4.42 

413186; AU077141; Hs.374548; solute carrier family 16 (monocarooxytic acid transporters), member 1; solute carrier family 16 (ironocarboxyltc; 4.42 
456362; AW973003; Hs.179909; hypothetical protein FU22995; hypothetical protein RJ22995; 4.40 
424078; AB006625; Hs.139033; paternally expressed 3; paternally expressed 3; 4.39 

448153; Y10805; Hs.20521; HMT1 (hnRNP methyltransferase, S. cerevisiae)-Bke 2; HMT1 (hnRNP methyllransferase, S. cerevr, 4.37 
410134; U6B140. Hs.58927; nuclear VCP-like; nuclear VCP-like; 4.36 

435523; T62849; Hs.1 1090; membrane-spanning 4-domains, subfamily A, member 7; membrane-spanning 4-domains, subfamily A; 4.35 
400440; X83957; Hs.83870; nebulm; nebufin; 4.35 

437218; AL1 17497; Hs.58185; ESTs, Weakly similar to T42727 proliferation potential-related protein - mouse (M.musculusJ; ESTs, Weakly similar to T42727 pralifera; 4.34 
430478; NM 014349; Hs.241535; apofipoprolein L, 3; spofipoprctein L, 3; 4.34 
432744; AA988835; Hs.38664; ESTs; ESTs; 4.33 

423173; AA442655; Hs.1 24942; protein phosphatase 2A 48 kDa regulatory subunit protein phosphatase 2A 48 kDa regulatory; 4.33 

415995; NM_004573; Hs.3S5888; phosphofipase C, beta 2; phosphonpase C, beta 2; 4.33 

40872B; AL137379; Hs.47125; hypothetical protein FU13912; hypothetical protein FU13912; 4.30 

431222; X56777; Hs.273790; zona peBucida glycoprotein 3A (sperm receptor); zona peDucida glycoprotein 3A (sperm re; 4.30 

427792; M63928; Hs.180841; tumor necrosis factor receptor superfamily, member 7; tumor necrosis factor receptor superfami; 4.29 

426227; U67058; Hs.154299; Human proteinase activated receptor-2 mRNA, 3UTR; Human proteinase activated receptor-2 mR; 4.29 

427337; 246223; Hs.1 76653; Fc fragment of IgG, low affinity lllb, receptor for (CD1 6); Fc fragment of IgG, low affinity lllb, r, 4.29 

434826; AF155661; Hs.22265; pyruvate dehydrogenase phosphatase; pyruvate dehydrogenase phosphatase; 4.29 

412314; AA825247; Hs.356084; downstream of. G protein-coupled receptor 27 (GPR27) (SREB1); downstream of: G protein-coupled recepto; 4.28 

447827; U73727; Hs.19718; protein tyrosine phosphatase, receptor type, U; protein tyrosine phosphatase, receptor t; 4.28 

426108; AA622037; Hs.166468; programmed cell death 5; programmed cell death 5; 4.28 

428820; AA436187; Hs.172631; integrtn. alpha M (complement component receptor 3, alpha; also known as CD1 1b {p170), macrophage antigen alpha polypeptide); integrin, alpha M 

(complement component ; 4.27 
437908; A1082424; Hs.351043; ESTs; ESTs; 4.27 

444664; N26362; Hs.11615; map kinase phosphatase-fike protein MK-STYX; map kinase phosphatase-like protein MK-S; 4.27 
429002; AW248439; Hs.2340; junction plakogtobin; junction plakoglobin; 4.26 
439334; AI148976; Hs.1 12062; ESTs; ESTs; 4.26 

42530B; M97639; Hs.155585; receptor tyrosine kinase-fike orphan receptor 2; receptor tyrosine kinase-tike orphan rec; 4.25 
413869; NM_000878; Hs.75596; interteukin 2 receptor, beta; interleukin 2 receptor, beta; 4.25 
453648; W21493; Hs. 3801 00; hypothetical protein FU14005; hypothetical protein FU14005; 4.24 

447200; BE543146; Hs.281434; Homo sapiens cDNA FU14028 fis, done HEMBA1003838; Homo sapiens cDNAFU 14028 fis, clone HE; 4.24 
447528; A1512027; Hs.76277; Homo sapiens, clone MGC:9381, mRNA. complete cds; Homo sapiens, clone MGC:9381, mRNA, comp; 4.23 
452721; AJ269529; Hs.301871; solute carrierfamily 37 (glycerophosphate transporter), member 1; solute carrier family 37 (gtycerol-3-pho; 4.22 
449810; AB008681; Hs.23994; activin A receptor, type IIB; activtn A receptor, type HB; 4.22 
447198; D61523; Hs.283435; ESTs; ESTs; 4.22 

416714; AF283770; Hs.79630; CD79A antigen (irnmunoglobufin-associaled alpha); CD79A antigen {immunoglobulin-asscciated; 4.22 
425356; BE244879; Hs.155939; inositol polyphosphate-5-phosphatase, 145kD; inositol poSyphosphate-5f hosphatase, 14; 4.22 
422605; H16646; Hs.118666; hypothetical protein PP591; hypolhetical protein PP591; 4.21 

444535; AF01 1466; Hs.122575; EDG4 (endothelial differentiation, rysophosphatidtc acid G-prolein-coupled receptor, 4); EDG-4(endothefial differentiation, lys; 4.21 
417088; M54915; Hs.81170; ptm-1 oncogene; pim-1 oncogene; 4.20 
421707; NM-014921; Hs.107054; lectomedm-2; tectomeoTn-2; 4.20 

408717; AF045458; Hs.47061; unc-51 (C. elegansHixe kinase 1; unc-51 (C. elegansH&e kinase 1; 4.20 
438485; W57578; Hs.378718; RAB7, member RAS oncogene family; RAB7, member RAS oncogene family; 4.19 
419452; U33635; Hs.90572; PTK7 protein tyrosine kinase 7; PTK7 protein tyrosine kinase 7; 4.18 
418755; Y14443; Hs.B8219; zinc finger protein 200; zinc finger protein 200; 4.18 
417212; AW952823; Hs.351547; NS1-binding protein; NS1-binding protein; 4.17 
413686; AI469213; Hs.71404; ESTs; ESTs; 4.17 

419344; U94905; Hs.277445; diacylglycerol kinase, zeta (104kD); diacylglyceroi kinase, zeta (104kD); 4.16 

418870; AF147204; Hs.89414; chemokine (C-X-C motH). receptor 4 (fusin); chemokine (OX-C motif), receptor 4 (fus; 4.16 

408482; NMJB0676; Hs.45743; adenosine A2b receptor; adenosine A2b receptor; 4.16 

422391; D63479; Hs.115907; diacylglycerol kinase, delta (130kD); diacylglycerol kinase, delta (130kD); 4.15 

409421; AA199883; Hs.67624; ESTs; ESTs; 4.15 

415938; BE383507; Hs.78921; A kinase (PRKA) anchor protein 1; A kinase (PRKA) anchor protein 1; 4.14 

415198; AW009480; Hs.943; natural killer cell transcript 4; natural kfller cell transcript 4; 4.14 

424685; W21223; Hs.151734; nuclear transport factor 2 (placental protein 15); nuclear transport factor 2 (placental pr; 4.13 
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428479; Y00272; Hs.334562; cell division cycle 2, G1 to S and G2 to M; cell division cyde 2, G1 to S and G2 to; 4.13 

423728; AW891 294; Hs. 132136; solute earner family 4, sodium bicarbonate cotransporter, member 8; sohite earner family 4, sodium bicarbon; 4.13 

433435; BE545277; Hs.340959; Ts translation elongafion factor, rritochondrial; Ts translaBon elongation factor, mitoch; 4.13 

420253; A1656055; Hs.96200; neighbor of A-kinase anchoring protein 95; neighbor of A-kinase anchoring protein 9; 4.12 

412584; X54870; Hs.74085; DNA segment on chromosome 12 (unique) 2489 expressed sequence; DNA segment on chromosome 12 (unique) 24; 4.12 

400205; ; Hs.81848; NM_005265*:Homo sapiens RAD21 (S. pombe) homolog (RAD21), mRNA (APO-1/C095 (Fas ^associated phosphatase) (PTPN13), mRNA.; 

NM_006265*:Homo sapiens RAD21 (S. pombe); 4.12 
425322; U63630; Hs.155637; protein kinase, DNA-acfivated, catalytic polypeptide; protein kinase, DNA-adivated, catalytic; 4.11 « 
419607; R52557; Hs.91579; Homo sapiens clone 23783 mRNA sequence; Homo sapiens clone 23783 mRNA sequence; 4.10 

459035; AW291 109; Hs.332563; ESTs, Weakly similar to T31 61 1 hypothetical protein Y50E8Ag - Caenorhabdifis elegans [Celegans); ESTs, Weakly similar to T31 61 1 hypotheti; 
4.10 

43251 2; NM_003284; Hs.3017; transition protein 1 (during histone to protamine replacement); transition protein 1 (during histone to ; 4.10 

452875; BE275760; Hs.30928; DNA segment on chromosome 19 (unique) 1177 expressed sequence; DNA segment on chromosome 19 (unique) 1.1; 4.09 

423804; AW403448; Hs.1706; interferons Emulated IranscrinBon factor 3, gamma (48kD); interferori-stimulated transcription fad; 4.09 

413745; AW247252; Hs.75514; nucleoside phosphorylase; nucleoside phosphorylase; 4.09 

442091; AW770493; Hs.182874; guanine nucleotide binding protein (G protein) alpha 12; guanine nucleotide binding protein (G pr; 4.09 

425003; AF1 19046; Hs. 1 54149; apurinic/apyrimidinic endonuclease(APEX nudeaseHike 2 protein; apurinic/apyrimidinic endonuclease(APEX ; 4.08 

421859; AA356620; Hs.108947; WAA0050 gene product; WAA0050 gene product 4.08 

432841; M93425; Hs.62; protein tyrosine phosphatase, non-receptor type 12; protein tyrosine phosphatase, non-recept 4.08 
452069; A8028949; Hs.183994; KIAA1026 protein; KIAA1026 protein; 4.08 

425069; AA687465; Hs.298184; potassium voltage-gated channel, shaker-related subfamily, beta member 2; potassium voltage-gated channel, shaker-; 4.07 
418526; BE019020; Hs.85838; solute carrier family 16 (monocarboxytic acid transporters), member 3; solute carrier family 16 (rnonocarboxylic; 4.07 
424517; AI539443; Hs.1 37447; Homo sapiens cDNA FU12169 fis, done MAMMA1000643; Homo sapiens cDNA FU12169 fe. clone MA; 4.07 
434224; AA380731; Hs.84; interieukin 2 receptor, gamma (severe combined immunodeficiency); interteukin 2 receptor, gamma (severe co; 4.06 
446791; AI632278; Hs.1 95922; ESTs; ESTs; 4.06 

432065; AA4O1039; Hs.2903; protein phosphatase 4 (formerly X), catalytic subunit; protein phosphatase 4 (formerly X), cata; 4.06 

431194; D43704; Hs.250712; calcium channel, voltage-dependent, beta 3 subunit; calcium channel, voltage-dependent, beta; 4.06 

418751; BE389014; Hs.372548; phosphoinosiUde-3-kinase, regulatory subunit, polypeptide 3 (p55, gamma); phosphoincsit>de-3-kinase f regulatory su; 4.06 

425923; NMJJQ5026; Hs.162808; phosphoinositide-3-kinase, catalytic, delta polypeptide; phosphoinositide-34unase, catalytic, de; 4.05 

408692; AL040127; Hs.34074; dipeptidylpepttdase VI; dipepOdylpeptidase VI; 4.04 

446272; BE268912J; Hs. 14601; hematopoietic cell-specific Lyn substrate 1; hematopoietic ceB-spedfic Lyn substrat 4.04 

43S176; AI446444; Hs.190394; ESTs, Weakly similar to B28096 line-1 protein ORF2 [Haptens]; ESTs, Weakly similar to B28096 line-1 pr, 4.04 

417880; BE241595; Hs.82848; seledin L (lymphocyte adhesion molecule 1); selecfin L (lymphocyte adhesion molecule; 4.04 

410058; A1633888; Hs.58435; FYN-binding protein (FY&-1 20/130); FYN-binding protein (FYB-120/130); 4.03 

410639; BE269047; Hs.6S234; hypothetical protein FU20596; hypothetic^ protein FU20596; 4.03 

427716; L38951; Hs.180446; karyopherin (imporfin) beta 1; karyopherin (importin) beta 1; 4.03 

451050; AW937420; Hs.351869; ESTs; ESTs; 4.02 

449667; AB023227; Hs.23880; K1AA1010 protein; KIAA1010 protein; 4.02 

448499; BE613280; Hs.77550; pS^regulated DDA3; p53-regulated DDA3; 4.01 

437527; AI241019; Hs.145644; ESTs; ESTs; 4.01 

4251 18; AU07661 1; Hs.154672; methylene tetrahydrofolate dehydrogenase (NAD dependent), melhenyttetrahydrofolate cydohydrolase; methylene tetrahydrofolate dehydrogenase; 
4.00 

451931; AK000208; Hs.27267; Homo sapiens cDNA FU20201 fis, done COLF1210; Homo sapiens cDNA FU20201 fis, done CO; 4.00 
412939; AW41 1491; Hs.75069; eukaryofic translation elongation factor 1 gamma; eukaryolic translation elongation factor; 4.00 
409581; U66243; Hs.55039; mitogen-activated protein kinase 12; mitogen-activated protein kinase 12; 3.99 
433577; AW007080; Hs.284192; ESTs; ESTs; 3.99 

439963; AW247529; Hs.6793; platelet-acfivafing factor acetylhydrolase, isoform lb, gamma subunit (29kD); platelet-acBvating factor acetylhydrda; 3.99 
418629; BE247550; Hs.86859; growth factor receptor-bound protein 7; growth factor receptor-bound protein 7; 3.99 
448633; AA311426; Hs .21635; tubulin, gamma 1; tubulin, gamma 1; 3.98 

402398; ; ; C19000263:giI3108023IgblAAC15755.1| (AC004659) BC62940J [Homo sapiens)||66335; C19000263:gil3108023Igb|AAC15755.1i (AC0; 3.97 
408414; AI1 14688; Hs.193400; ESTs, Weakly similar to 2109260A B cell growth factor [Ksapiens); ESTs, Weakly similar to 2109260A B cell ; 3.97 
415012; NMJJ04383; Hs.77793; c-src tyrosine kinase; c-src tyrosine kinase; 3.97 

416084; L16991; Hs.79006; deoxythymidylate kinase (thymkJylate kinase); deoxythymidylale kinase (thymidylate kin; 3.95 

422051; AW327546; Hs.1 1 1024; solute carrier family 25 (mitochondrial carrier; citrate transporter), member 1; solute carrier family 25 (mitochondrial ; 3.95 
447887; AA1 14050; Hs.21 1610; caspase 8, apoptosis-related cysteine protease; caspase 8, apoptosis-related cysteine pr, 3.95 
430770; AA765694; Hs,123296; ESTs; ESTs; 3.94 
442994; AI026718; Hs.16954; ESTs; ESTs; 3.94 

420333; AJ001383; Hs.97084; rymphocyte anfigen 94 (mouse) homolog (activating NK-receptor; NK-p46); lymphocyte antigen 94 (mouse) homolog (a; 3.94 
438456; AA913381; Hs.279763; ESTs; ESTs; 3.94 

422599; BE387202; Hs.1 1 8638; non-metastatic cells 1, protein (NM23A) expressed in; non-metastafic cells 1, protein (NM23A) ; 3.93 
420162; BE378432; Hs.95577; cycGn-dependent kinase 4; cydin-dependent kinase 4; 3.93 

424829; NM_002507; Hs.1627; nerve growth factor receptor (TNFRsuperfamify, member 16); nerve growth factor receptor (TNFR super; 3.93 

447574; AF162666; Hs.18B95, tousled-Hke kinase 1; tousled-like kinase 1; 3.93 

425797; AF002986; Hs.1 59545; platelet activating receptor homolog; platelet activating receptor homolog; 3.93 

421910; NM.014586; Hs.109437; hormonally unregulated neu tumor-assodated kinase; hormonally upregJated neu turnor-assoda; 3.92 

413781; J05272; Hs.850; IMP fmosine monophosphate) dehydrogenase 1; IMP (inosine monophosphate) dehydrogenas; 3.92 

434334; AA912476; Hs.116750; Homo sapiens cDNA FU13221 fis, done NT2RP4002075; Homo sapiens cDNA FU13221 fis, clone NT; 3.92 

400262; ; Hs.75309; Eos Control; Eos Control; 3.90 

424977; AA349289; Hs.1O0O57; Homo sapiens cDNA: FU22902 fis, done KAT055B1; Homo sapiens cDNA: FU22902 fis. clone K; 3.90 
409799; D1 1928; Hs.76845; phosphoserine phosphatase-like; phosphoserine phosphatase-Eke; 3.90 
435206; A1432364; Hs,160594; ESTs; ESTs; 3.90 

439863; BE547830; Hs.375208; paired immunoglobulin-like receptor beta; paired immunoglobulin-like receptor beta; 3.90 
413627; BE182082; Hs.246973; intron of Bicaudal D homolog 1; intron of Bfcaudal D homolog 1; 3.90 
426265; AA421069; Hs.97896; ESTs; ESTs; 3.89 

451063; AW163702; Hs.25911; HLA-B assodated transcript-2; HLA-B associated transcript-2; 3.89 
407013; U35637; Hs.83870; gb:Human nebulin mRNA, partial cds; gb:Human nebultn mRNA, partial cds; 3.89 
437239; AW503395; Hs.5541; ATPase, Ca transporting, ubiquitous; ATPase, Ca transporting, ubiquitous; 3.88 
400261; ; Hs.1802; Eos Control; Eos Control; 3.88 

450447; AF212223; Hs.25010; hypothetical protein P15-2; hypothetical protein P15-2; 3^8 

422293; X94453; Hs.1 14366; pyrrofine-5-carboxylate synthetase (glulamate gamma-semialdehyde synthetase); pyrrorm e-5-carboxylaie synthetase (glut; 3.87 
414251; A1042306; Hs.97689. VASA protein; VASA protein; 3.87 

417767; BE242241; Hs.82542; acyloxyacyl hydrolase (neutrophil); acytoxyacyi hydrolase (neutrophil); 3.87 

414443; AU077268; Hs.76144; platelet-derived growth factor receptor, beta polypeptide; platelet-derived growth factor receptor,; 3.87 
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4440 99; D87432; Hs. 1 031 5; solute carrier family 7 (cafionic amino acid transporter, y system), member 6; solute carrier family 7 (cafionic amino ; 3 86 

419596; BE379320; Hs.91448; MKP-1 Eke protein tyrosine phosphatase; MKM tike protein tyrosine phosphatase; 3.86 

427022; AW245839; Hs.1 73255; small nuclear ribonudeoprotein polypeptide A; small nuctear ribonudeoprotein polypept 3.86 

443681; AA336609; Hs.10862; Homo sapiens cDNA: RJ23313 lis, done HEP11919; Homo sapiens cONA FU23313 fis done H; 3 86 
5 408T^AA312329;Hs.42331;ephrirHM;efJhrin-A4;a86 a s. aune n, o.oo 

410552; X66945; Hs.748; fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, Pfeiffer syndrome); fibroblast growth factor receptor 1 (&ns- 3 85 

450778; U81375; Hs.25450; sdute carrier family 29 (nucleoside transporters), member 1 ; solute earner family 29 (nucleoside tra: 3 85 

418978; T85295; Hs.268606; ESTs; ESTs; 3.84 
1 n 42 ?? 3: A 1 - 134197 ; Hs.93597; cycthMJependent kinase 5, regulatory subunil 1 (p35); eyefirndependent Idnase 5. regulatory su; 3.84 
10 442980; AAB57025; Hs.8878; kmesiivfike 1; kmesi*Gte 1; 3*4 1 ' 

447232; AW499834; Hs.327; interfeukin 10 receptor, alpha; irrterteukin 10 receptor, alpha; 3.84 

!!S !f!f£22 u^^IL 01 ? (cartocy f rmina ' domina - ™* Porymerase II. polypepfide A) phosphatase, suburat 1; CTD (carboxy-terminal domina, RNA polyme; 3*3 

432539; AL138159; Hs.278378; karyopherin beta a, transport; karyopherin beta 2b. transportin; 3.83 

41 5584; D59356; Hs.374480; sorbitol dehydrogenase; sorbitol dehydrogenase; 3*3 
1 5 451598; N29102; Hs.79658; ESTs; ESTs; 3*2 

449433; AI672096; Hs.901 2; ESTs , Weakty similar to S26650 DNA-bindrng protein 5 [Rsapiens); ESTs, Weakly sinter to S26650 DNA.bindr 3*2 

426359; AA376409; Hs.1 0562; Homo sapiens cDNA FU23313 fis, done HEP11919; Homo sapiens cONA; FU23313 fe done H: 181 

435160;AB002374;rte.4791;KlAA0375prote ^ 

443402; U77846; Hs.9295; etasCn (supravalvuiar aorfe stenosis, waBams-Beuren syndrome); eJastin (sirpravahrutar aortic stenosis, ; 3 80 
£\) 422753; AI928995; Hs. 1575; small nuclear ribonudeoprotein D3 polypeptide (18kD); small nudear ribonudeoprotein D3 polyp- 179 

421508; NM_004833; Hs.105115; absent in melanoma 2; absent in melanoma 2; 3.79 

414806; D1 4694; Hs.77329; phosphatjdytserine synthase 1; phosphatWytserme synthase 1; 3.79 

428023; AL03B843; Hs*74530; Homo sapiens cDNA FU23602 fis, done LNG15735; Homo sapiens cDNA FU23602 fis, done L; 3 79 
_ - 421654; AW163267; Hs.106469; suppressor of varl (S.cerevisiae) 3-Oke 1; suppressor of varl (Sxerevistae) 3-fike; 3 79 
ZD 439668; AI091277; Hs.302634; frizzled (Drosophfla) homolog 8; frizzled {Drosophfla) homdog 8; 3.79 

41 1125; AA151647; Hs.68877; cytochrome b-245, alpha polypeptide; cytochrome b-245, alpha polypeptide; 3.78 

429170; NM.001394; Hs.2359; dual specutcily phosphatase 4; dual specrftrity phosphatase 4; 3.78 

425354; U62027; Hs.155935; complement component 3a receptor 1; complement component 3a receptor 1; 3.78 

423909; AJ223183; Hs.135194; immunoglobulin superfamiry, member 6; immunoglobulin superfamfly, member 6; 3.78 
J\J 429687; A1675749; Hs.21 1608; nudeoporin 153kD; nucleoporin 153kD;a77 

414177; A1351355; Hs.356303; uncharacterized hypothalamus protein HARP11; uncharaderized hypothalamus protein HAR; 3 77 

414135; NM.004419; Hs.2126; dual specificity phosphatase 5; dual specrfidty phosphatase 5; 3.77 

445817; NM.003642; Hs.13340; histone acetyltransferase 1; histone acetyttransferase 1; 3.77 

410422; AL042014; Hs.63348; Homo sapiens, clone MGC:15203, mRNA, complete cds; Homo sapiens, done MGG15203, mRNA, com; 3 76 
J J 41 2146; M92444; Hs.73722; APEX nuclease (multifundional DNA repair enzyme); APEX nudease (rrrdlifuncUonal DNA repai- 176 
41301 1; AW068115; Hs*21; Hgrycan; biglycan; 176 
428157; AI738719; Hs.198427; hexokin3se 2; hexokinase 2; 3.76 

400288; X06256; Hs.1 49609; integrin, alpha 5 (fibronedin receptor, alpha polypeptide); integrin, alpha 5 {fibronectin receptor,; 3.75 
/in 427378; BE515037;Hs.177556; melanoma antigen, family D, 1;n^anomaanu^n,famayD, 1;3.75 

4U 405484; ; ; (30021 24*:gi|12737280|rei]XPJ)06682.2| keratin 18 [Homo sapiens]jI6633; C3002124*:gi|12737280|ref|XP 00568Z2J k; 175 
450^8; BE387614;Hs.25797;sprdng factor 3b, subum^ ' ^ 

432460; H12912; Hs.274691; adenylate kinase 3; adenylate kinase 3; 3.75 

428816; AAQ04986; Hs.193852; ATP-Nnding cassette, sub-famfly C (CFTR/MRP), member 2; ATP-binding cassette, sub-family C (CFTR; 3.74 

4S L^ 2 ^u!h lm WeaWy shrilar to ALU8 - HUMAN AW SUBFAMILY SX SEQUENCE CONTAMINATION WARNING ENTRY ^.sapiens]; ESTs, Weakly similar 

« 10 ALUo_nUMAN ALU 5; 3.74 

453329; T97205; Hs.193400; ESTs. Weakly similar to 2109260A B cell growth factor [Hsapiens]; ESTs. Weakly similar to 2109260A B cell ; 3.74 

426440; BE382756; Hs.169902; solute carrier family 2 (facilitated glucose transporter), member 1 ; solute carrier family 2 {facilitated otir 3 74 

438330; AW450572; Hs.257316; ESTs; ESTs; 3.74 

419911; L15301; Hs.1276; BN51 (BHK21) temperature sensitivity complementing; BN51 (BHK21) temperature sensitivity com; 3.74 
u 452695; AW780199; Hs.30327; ntitogen-acuVated protein kinase- activated protein kinase 5; mitogen-activated protein khase-acbVat; 3 73 

442233; AW967149; Hs.28439; ESTs, Weakly similar to 138022 hypothetical protein [H.sapiens]; ESTs, Weakly simHar to 138022 hypotheti; 3.73 
451295; A1557212; Hs.17132; ESTs, Moderately similar to I54374 gene NF2 protein [ftsapiens]; ESTs, Moderately simHar to 154374 gene'; 173 
410772; BE275297; Hs.194685; Homo sapiens done 24675 mRNA sequence; Homo sapiens done 24675 mRNA sequence; 173 
_ _ 426251; M24283; Hs.168383; intercellular adhesion molecule 1 (CD54), human rhinovirus receptor, intercellular adhesion molecule 1 (CD54V 372 
449843; RB5337; Hs^403Q; solute carrier family 31 (copper transporters), member 2; soHite canier family 31 {cooper transcw 3 71 
423523; AW299828; Hs.1 93580; ESTs; ESTs; 3.71 

413407; A1356293; Hs.75339; inositol polyphosphate phosphatase-lfce 1; inositol polyphosphate phosphatase-like ; 3 71 

448336; R53B48; Hs.44976; ESTs; ESTs; 3.70 h.-c*^,* 
- 422083; NMJXM141; Hs.1 11256; arachidonate 15-Iipoxygenase, second type; arachidonale 15-Bpoxyqenase. second tvo- 370 
60 416087;AFu451B4;Hs.7900*;Sr^^ W '* 

442200; AW590572; Hs^35768; ESTs; ESTs; 3.70 

414280; BE410769; Hs.75B73; zyxin; zyxin; 3.69 

409354; N68188; Hs.159472; Homo sapiens cDNA: FU22224 fis, done HRC01703; Homo sapiens cDNA: FU22224 fis. done H* 169 
41 5276; U88666; rte.78353; SFRS protein kinase 2; SFRS protein kinase2;169 

^ 6 5? jm70m > Hs.59483; leucine-rich repeat-containing G proteirvcoupled receptor 6 (LGR6) mRNA; leudne-rich repeatcontaining G protein; 3 69 

446522; NMJJ03B76; Hs.15196; putative receptor protein; putative receptor protein; 169 

422785; A1824114; Hs.289088; heat shock 90kD protein 1, alpha; heat shock 90kD protein 1, alpha; 3 68 

• iiJWLO^S^Homo sapiens peptide transporter 3 (LOC51296), mRNA. VERSION NNL016579.1 Q; NM.016582*:Homo sapiens peptide transpor 3 6* 
413048; M93221; Hs.75182; mannose receptor, C type 1 ;mannose receptor, C type 1; 168 
7U 452690; AI536070; Hs.1 5085; ESTs; ESTs; 3.68 
428981;BE^^9^;^ 

M^nS ^■III^ m ^ ne " aSS ?? Ed "^^^pedfc odc2^nhibitory kinase; membrane-associated tyrosine- and threon; 3.68 

428579; NM_0t)5756; Hs 184942; G rjroteirhcoupled receptor 64; G prdein^iipled receptor 64; 168 
/ D 446430; AA346837; Hs. 15075; hypothetical protein DKFZp434E221 6; hypothetical protein OKFZp434E221 6; 166 

442013; AA506476; Hs.375009; Human DNA sequence from clone RP1 1-353C18 on chromosome 20 Contains ESTs, STSs, GSSs and CpG islands. Contains the NIFS gene for 

cysteine desulfurase, two genes for novel proteins and the gene for the; Human ONA sequence from clone RP1 1-353C1; 3 66 
416602; NMJJ06159; Hs.367895; Protein kinase C-binding protein NELL2; Protein kinase OWnding protein NELL2; 165 

441226^ BE563042; Hs.118820; Homo sapiens, Similar to RJKEN cDNA 0610012G03 gene, done MGC:14132, mRNA, complete cds; Homo sapiens, Similar to R1KEN cDNA 0610; 
413076; U10564; Hs.75188; weel {S. pombe) homolog; weel {S. pombe) homolog; 3.65 

Si SS^S™! 5, ^ Simaar tG L S . 5S6 f 7 ^P" 3 -^^^ receptor spSce form 2 [H^apiensl; ESTs. Weakly simOar to S65657 alpha-l C-; 165 
45206a, W26980; Hs.349089; ATP-binding cassette, sub-famfly F (GCN20), member 2; ATP-binding cassette, sub-family F (GCN2; 165 
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451558; NM.001089; Hs.26630; ATP-binding cassette, sub-famBy A (ABC1). member 3; ATP-binding cassette, sub-family A (ABC1; 3.65 
414774; X02419; Hs.77274; plasminogen activator, urokinase; plasminogen activator, urokinase; 3.65 
417426; NMJW2291; Hs.82124; laminin, beta 1; laminin, beta 1; 3.65 

450296; AL041949; Hs.24755; hepatccyte growth factor-regulated tyrosine kinase substrate; hepatocyte growth factor-regulated tyros; 3.64 
437669; AI358105; Hs.123164; ESTs, Weakly similar to match to ESTs AA667999 [iUapiens); ESTs, Weakly sircar to match to ESTs AA; 3.64 
414029; BE297731; Hs.75709; manrrose-6-phosphate receptor (cation dependent); rnannose-6-phosphate receptor (cafion dep; 3.64 
444388; AB033058; Hs.11101; K1AA1232 protein; WAA1 232 protein; 3.64 

425910; AA830797; Hs.1 84760; CCAAT-box-binding transcripeon factor; CCAAT-box-binding transcription factor; 3.63 

451484; AV648896; Hs.283771; hypolhefcal protein; hypothetical protein; 3.63 

444613; H29627; Hs.79092; hypothetical protein FU14427; hypothetical protein FU14427; 3.63 

447495; AW401864; Hs.18720; programmed eel! death 8 (apoptosis-Wucing factor); programmed cell death 8 (apoptosis-induc; 3.62 
408101; AW968504; Hs.278346; CDC2-related protein kinase 7; CDC2-related protein kinase 7; 3.62 
424732; D80001; Hs.152629; KIAA0179 protein; KIAA0179 protein; 3.62 
411165; NMJJ00169; Hs.69089; galactosidase, alpha; galactosidase, alpha; 3.62 
422112; BE540240; Hs.111783; Lsm1 protein; Lsm1 protein; 3.62 

453020; AL162039; Hs.31422; Homo sapiens mRNA; cONA DKFZp434M229 (from done DKFZp434M229); Homo sapiens mRNA; cONA DKFZp434M229 (fr, 3.61 
438795; AA825792; Hs.377119; gb:od84b1 U1 NCLCGAP Ov2 Homo sapiens cDMA done, mRNA sequence; gb:od84b1 U1 NCI CGAP Ov2 Homo sapiens ; 3.61 
445515; BE388665; Hs.179999; Homo sapiens, clone IMAGE3457003, mRNA; Homo sapiens, clone IMAGE:3457003. mRNA; 3.61 
407797; AK000524; Hs.39850; hypothetical protein FU20517; hypothetical protein FU20517; 3.60 

423217; NMJHJ0094; Hs.1 640; collagen, type Vll, alpha 1 (epidermolysis bullosa, dystrophic, dominant and recessive); collagen, type VII, alpha 1 (epidermolys; 3.60 

444985; AI677737; Hs.380100; hypothefical protein FU14005; hypolhefica! protein FU14005; 3.60 

433764; AW753676; Hs.39982; zinc finger protein R1N2F (NM_023929); zinc finger protein R1NZF (NM_023929); 3.59 

427857; AL1 33017; Hs.288679; hypothefical protein FU22865; hypothetical protein FU22865; 3.59 

415020; BE24991 5; Hs.293533; Human DNA sequence from clone RP1 1-127120 on chromosome 10. Contains ESTs, STSs, GSSs and CpG islands. Contains the gene tor a novel 

glutathione- S-transferase and five novel genes; Human DNA sequence from done RP1 1-1 2712; 3.59 
415149; X12451; Hs.78056; cathepsin U cathepsm L; 3.57 

458715; AK000973; Hs.1706; hypothetical protein RJ10111; hypothetical protein FU10111; 3.57 

423576; NMJXJ0383; Hs. 129829; autoimmune regulator (aulomirnmune poryemJocrinopalhy candidiasis ectodermal dystrophy); autoimmune regulator (automimmune potyen; 3.57 
440270; NM_015986; Hs.7120; cytokine receptor-like molecule 9; cytokine receptor-fike molecule 9; 3.67 
434883; AW381538; Hs.19807; hypothefical protein MGC12959; hypothetical protein MGC12959; 3.57 

404976; ; ; NM_014323*:Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 1, mRNA.; NMJH 4323*: Homo sapiens zinc finger prot; 3.57 
449656; AAO020O8; Hs.188633; ESTs; ESTs; 156 
413795; AL040178; Hs.142003; ESTs; ESTs; 3.56 

406859; AI581 134; Hs.181357; laminin receptor 1 (67kD, ribosomal protein SA); laminin receptor 1 (67kD, ribosomal prot; 3.56 
41 1030; BE3871 93; Hs.67896; 7-60 protein; 7-60 protein; 3.56 

447079; AA280057; Hs.105280; ESTs, Weakly similar to dJ963K23.2 [H^apensj; ESTs, Weakly similar to dJ963K23.2 (Usa; 3.56 

424263; M77640; Hs.1757; L1 cell adhesion molecule (hydrocephalus, stenosis of aqueduct of Sylvius 1, MASA (mental retardafion, aphasia, shuffling gait and addicted thumbs) 

syndrome, spastic paraplegia 1); L1 cell adhesion molecule (hydrocephalus; 3.55 
413472; BE242870; Hs.75379; solute carrier family 1 (glial high affinity glutamate transporter), member 3; solute carrier family 1 (glial high affi; 3.55 
443466; BE243123; Hs.321045; IKK-related kinase epsBon; indudble IkappaB kinase; IKK-related kinase epsilon; indudble Ik; 3.55 

426746; J03626; Hs.2057; uridine monophosphate synthetase (orotate phosphoribosyl transferase and orotkCne-ff-decarboxytase); uridine monophosphate synthetase (orolat; 3.55 

450931; N25156; Hs.25648; tumor necrosis factor receptor superfamily, member 5; tumor necrosis factor receptor superfami; 3.55 

425836; AW955696; Hs.90960; ESTs; ESTs; 3.54 

441054; AA913591; Hs.126480; ESTs; ESTs; 3.54 

440592; AL137268; Hs.7285; KIAA0759 protein; K1AA0759 protein; 3.54 

458946; AA009716; Hs.42311; ESTs; ESTs; 3.53 

449027; AJZ71216; Hs.22880; tfpeptidytpeptidase til; (fipepBdyipeptidase 111; 3.53 
421662; NMJJ14141; Hs.106552; cell recognition motecute Caspr2; cell recognilion molecule Caspr2; 3.53 
422732; AA577455; Hs.24937; transformer-2 alpha (htra-2 alpha); transformer-2 alpha (htra-2 alpha); 3£3 
424870; T15545; Hs.244624; ESTs; ESTs; 3.52 

442794; A1744130; Hs.356753; hypothetical protein MGC2975; hypothefical protein MGC2975; 3.52 

417640; D30857; Hs.82353; protein C receptor, endothelial (EPCR); protein C receptor, endothelial (EPCR); 3.51 

419971; AA400027; Hs.296234; ESTs, Weakly similar to T31613 hypothetical protein Y50E8A.I - Caenwhabdilis etegans [C.eiegans}; ESTs, Weakly similar to T31 61 3 hypotheti; 3.51 
410257; BE244044; Hs.61469; hypothetical protein; hypothetical protein; 3.51 

424837; BE2761 1 3; Hs.333034; N-acetytoansferase, homdog of S. cerevistae ARD1; N-acetyitransferase, homolog of S. cerev; 3.51 
421921; H83363; Hs.355993; transtocasa of inner mitochondrial membrane 10(yeasf) homolog; transtocase of inner mitochondrial membr, 3.50 
454128; AL031259; Hs.367900; programmed cell death 2; programmed cefl death 2; 150 

434049; AA501430; Hs.5771; amyotrophic lateral sclerosis 2 (juvenile) chromosome region, candidate 2; amyotrophic lateral sclerosis 2 fluvenil; 3.50 

453641; AA444140; Hs.90960; ESTs; ESTs; 3.50 

429592; ABQ29041; Hs.209646; KIAA1118 protein; K1AA1118 protein; 3.49 

430647; AC003682; Hs.127988; ESTs, Weakly similar to Z21 INHUMAN ZINC RNGER PROTEIN 21 1 [Rsapiens]; ESTs, Weakly similar to Z21 1.HUMAN ZINC ; 3.47 

410855; X97795; Hs.66718; RAD54 (SxerevisiaeHike; RAD54 (S.cerevisiaeHike; 3.44 

41 3372; H55532; Hs.349695; tubulin, alpha 2; tubuKn, alpha 2; 3,07 

437224; AL117628; Hs.97808; ESTs; ESTs; Z77 

430439; AL133561; ; DKFZP434B061 protein; DKFZP434B061 protein; Z76 

435897; AF269223; Hs.1 28322; tcomplex 11 (a murine top homolog); Complex 1 1 (a murine top homolog); 2.53 

417592; AA204664; Hs.182437; ESTs, Weakly similar to I54383 chromosome segregation protein smcl [Ksapiertsl; ESTs, Weakly simHar to I54383 chromosom; Z46 
412026; AA383618; Hs.73073; tesfis-specific ankyrin motif containing protein; testis-specific ankyrin rnotif containing; Z35 
422789; AK0011 13; Hs.120842; hypothefical protein FU10251; hypothetical protein FU10251; Z33 
426627; AF012359; Hs.195685; ESTs; ESTs; 2.12 

438983; AF085884; Hs.20029; proacrosin binding protein sp32 precursor; proacrosin binding protein sp32 precurso; 2.07 
425709; AA383076; Hs.159274; outer dense fibre of sperm tails 1; outer dense fibre of sperm teas 1; 1.99 
433724; AI827749; Hs.144924; serme/lhreonine protein kinase SSTK; serineTlhreonirie protein kinase SSTK; 1.68 
420710; NMJXJ7009; Hs.99875; zona pelludda binding protein; zona peliucida binding protein; 1.54 

TABLE 57B 

Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 

Pkey CAT Number Accession 
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417886 
432407 



427298 
427521 



407347 
430439 



1031334 1 
MH1429J2 



434414 35978J 



115541 1 
51321^.1 

810943 1 
6750,2 



AA210987 D57294 AA214584 AA207006 D56572 

BG035675 BF772005 BF771866 BG960386 BG950381 NMJJ05712 AF110315 BE074534 BE182776 BE158000 BE157999 BE714315 AWRlftina 
S^SSS BG961122 AA224498 AA308542 A W8 2 1833 BF^™S S K 2 £ 
BE748870 BG319540 BE748864 BF739224 BG986155 AK057283 BIB61466 AA663341 AA457591 BG949294 AW392886 M071122 A^7Mq 
AA584918 BG959570 BF773486 AL041698 BF959013 R87170 C16859 BF770411 BF771298 A1075321 L13823^^0^S^ms q 
BE537068C18935M155719BI771172Br769W 

AW861587 AW821826 BI055726 BF242643 AA207189 BF770412 BF771 157 BG430030 AAD55592 " 28 
AF1341S4 BF809407 AA21B567 BF842853 AJ267168 BF87617BBG999253 AW851851 AW858362 AI817548 BF771300 AA1 13928 AA22^W 
AA055556 BF7734O0 BF998869 BE081333 BE073424 BE142245 H59571 H59570 BF871558F8710B4 BBTO1132 B^ 
AA223267 BG997895 BG997897 AW991957AA534354 BG319501 BF736309 AJ694265 AA045564 BG950256AI829309 BG987850BKQ3175 
BF854337 f ^ 

AA933717 BF061897 AWB28327 AA641788 AA400495 

AW973352 BF222929 AW01 6853 BF0591 30 A1651829 BE551767 AA558414 AI339359 BF059601 AI961 162 AJ341422 AI206248 AI206155 

AA548736 AA768578 AI539081 AW025957 AA735837 N79575 AW594357 AA480892 1 

T23514AI655785 

AL133561 AL117481 All 22069 AW439292 AI968826 AL04 1090 



TABLE 57C 



Pkey: Unique number corresponding to an Eos probeset 
Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) 

sequence of human chromosome 22/ Dunham I. et al. Nature (1999) 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NtposKion: Indicates nucleotide positions of predicted exons. 



numbers. "Dunham I. et al' refers to the pubiicafion enBtted The DNA 



Pkey 


Ref 


Strand 


NLposifion 


402199 


8576116 


Minus 


84187-84744 


402680 


8113438 


Plus 


137634-137768,139702-139893,140475-14059 


402260 


3399665 


Minus 


113765-113910,115653-115765,116808-11694 


402678 


8113438 


Plus 


37395-37S14,37B6&-37981 


403171 


9838164 


Minus 


74502-74703 


406137 


9166422 


Minus 


30487-31058 


401704 


3097841 


Plus 


24712-25374 


402677 


8113438 


Plus 


22135-22309,23063-23238 


402679 


8113438 


Plus 


132079-132216 


402145 


8018280 


Plus 


113086-114800 


406547 


7711513 


Minus 


172780-174358 


402398 


4092817 


Minus 


24019-24973 


405484 


5922025 


Plus 


199214-199579.199672-199920,200262-20049 


401083 


3242744 


Plus 


33192-33360 


404976 


3419864 


Minus 


139625-140632 



TABl£ 58A: 434 genes upregulated in bladder cancer relative to normal body tissues 

L^S^T^ 1 ^ 0e " eS UP SI!!?^ ^ < T Cer retoS¥e 10 nom,aI fesues thai ^ 0kery to encode proteins amenable b> modulafion by small molecules peptides 
eranbtod^These genes were selected tan 59680 probesets on the Eos/Atymekix Hu03 Genechip array. Gene expression data for each probeset obLed from thfelS ' 
SEEL» ■^J*'"* W.»«**at wtoraftecSng (be relative le^l of mlW expression. Tte protein products <>f these g^ 



Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar accession number, Gen Bank accession number 

UmGenelD: UniGene number 



UniGene Title: UniGene gene title 



R1 



90lh percentfle of bladder tumor Als divided by the 50th percentile of normal tissue Als 



Pkey; ExAccn; UnigenelD; UrageneTrfie; Pred.ProlDomairts; R1 

430630; AW269920; Hs.2621; cystatin A (stefin A); cystatin;TM=M;; 35 25 

422282; AF019225; Hs.114309; apolipoprotein L; MotA_ExbB;TM=Y;SS^ 33.25 

414555; N98569; Hs.76422; phosphofipase A2. group I1A (platelets, ; phosBp;TM=M;SS=Y; 31 68 

415192; D17793; Hs.78183; aldo-keto reductase fanfly 1, member C3 ; atdoJcetred;TM=M;; 31.04 

417771; AA804698; Hs.82547; retinoic acid receptor responder (tazaro; none.none; 28,50 

SSS, 9 |^e^ 

413859; AW992356; Hs.8364; Homo sapiens pyruvate dehydrogenase kina; SAM_PNT,none; 25 38 
418818; AA228899; Hs.101307; Homo sapiens HUT11 protein mRNA, partial; UT,none; 25 28 

S^?? i^S^M 5 ^!^^ 6 (DNA) 11 ^ ha ^ 170k °): DNAjyraseB.DNA.top<HsorV t rUTPase^;S^ 23.58 

421733; AL1 19671; Hs.1420; fibroblast growth factor receptor 3 (ach; ig,pkinase;TM=Y;SS=M; 21 24 

424008; R02740; Hs.137555; putative chemokine receptor; GTP-binding; 7tm 1;TM=Y*SS=M; 20 45 

447343; AA256641; Hs.236894; ESTs, Highly similar to S02392 alpha-2-m; no"ne,none- 19 78 

408243; Y00787; Hs.624; interteukin 8; HLH,PAS,ILB;TM=M;; 18.90 

£25 ZSS1S2; Hs - 178695 : niitogeivacth/ated protein kinase 13; pkmase;TM=M;; 1875 

410687; U24389; Hs.65436; fysyl oxidase-like 1; LysyLoxidase;SS=M; 18 63 

444381; BE387335; Hs.283713; ESTs, Weakly similar to S64054 hypothefi; CoDagen;TM=M;SS=M; 18 60 

7?Jf?} Si!! 5385 * Hs - 6146 °: l 9 superfamfly receptor LN1R; ig,Rhabd_glycop;TM=Y;SS=M; 18.55 

415444; BE247295; Hs.78452; solute carrier family 20 {phosphate Iran; PH04,UM;TM=M;; 18.25 
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413132: NM_00S823; Hs.75209; protein kinase {cAMP^ependent catalyti; PKfcSS^M; 17.73 

427337; 246223; Hs.176563; Fc fragment of IgG, bw affinity Mb, r, lg;TM=Y;SS=M; 17.68 

450746; D82673; Hs.278589; general transcription factor II, fc none,SH3,PX; 17.12 

418945; BE246762; Hs.89499; arachidonate lipoxygenase; Bpoxygenase,PLAT;TM=M;; 16.88 

420981; L40904; Hs.100724; peroxisome proliferative activated recep; hormonejec^-C4;TM=rvfc; 1678 

439941; A1392640; Hs.18272; amino acid transporter system A1; Aa trans;TM=Y;; 16.75 

431B46; BE019924; Hs.271580; uroplakin 1B; transmembrane4;TM=Y;SS=M; 16.56 

424247; X14008; Hs.234734; lysozyme (renal amyloidosis); lys,lgJAD„SynthJdh,toTi_C,pkinase;SS?M; 16.43 

414863; AA926960; ; CDC28 protein kinase 1; CKSr, 16.20 

438091; AW373062; ; nuclear receptor subfamily 1, group I, m; horrrone_rec.zf-C4,none; 15.80 

439953; AW247529; Hs.6793; platelet-activating factor acetylhydrola; PAF-AH tb.Upase GOSUTM=M^ 15.70 

428450; NM_014791; Hs.184339; K1AA0175 gene product; KA1,pkmase;TM=M;; 15.63 

422278; AF072873; Hs.1 14218; frizzled (Drosophila) homotag 6; Fz,Frizzled.7tm_2;TM=Y^S=M; 15.45 

434293; NMJJ04445; Hs.3796; EphB6; EPHjt)d.m3,pkinase,SAM;TM=Y;SS=M; 15.43 

417880; BE241595; Hs.82848; setecCn Lymphocyte adhesion molecule; EGF.IecBn_c3ushi;TM=M;SS=M; 15.28 

443991; NM.002250; Hs.1 0082; potassium intermetfiatefemall conductance; CaMBD,SK_channel,ion_trans;TM=Y;SS=M; 15.10 

416305; AU076628; Hs.79187; coxsackie virus and adenovirus receptor; ig;TM=Y;SS=M; 14.90 

432306; Y18207; Hs.303090; protein phosphatase 1. regulatory fmhib; CBM 21;TM=M;; 14.80 

413076; U10564; Hs.75188; weel (S. pombe) homolog; pkinase;TM=Mn 14.73 

429345; R11141; Hs.199695; hypothetical protein; Kjetra,SAM; 14.58 

449230; BE613348; Hs.211579; melanoma cell adhesion molecule; ig,rsodh.Ribosoma! L6,F-box;TM=Y;SS=M; 14.55 
421508; NM.004833; Hs.105115; absent in melanoma 2; PAAD_DAP1N,HIN;TM=M;; 14.53 
446006; NM_004403; Hs.13530; deafness, autosomal dominant 5; none;TM=M;SS=M; 14.35 
429555; AW139399; Hs.98988; ESTs; none;TM=Mn 14.18 

416224; NM.002902; Hs.79088; reficulocalbin 2, EF-hand calcium bindin; efhand;SS=M; 14.13 

429573; AA884407; Hs.21 1595; protein tyrosine phosphatase, non-recept; Y_phosphatase,BandJ1,PD2;SS=M; 13.90 

426657; NMJ)15865; Hs.171731; sotute carrier family 14 (urea transport; UT;TM=Y;; 13.83 

428157; AI738719; Hs.198427; hexokinase 2; hexo!dnase,rK9cokinase2,none; 13.80 

400843; ; ; NM_003105':Homo sapiens sortifirwelated; EGFJn3,ldLiecepLaJdLrecepLb,granurin 1 BNR;TM=Y;SS=M; 13.78 

439453; BE264974; Hs.6566; thyroid hormone receptor interactor 13; AAMBC_tran,CoaE;TM=M J - 13.38 

432314; AA533447; Hs.312989; ESTs; XEnMone; 13.25 

413109; AW389845; Hs.110855; ESTs; PH04,none; 13.15 

424490; AJ278016; Hs.55565; ankyrin repeat domain 3; ank,pkinase;TM=M;; 13.13 

426490; NM.001621; Hs.170087; aryl hydrocarbon receptor. PAC.PAS;TM=M;; 1193 

426158; NMJ)01982;Hs.199067;v<rb-b23vto Ldomain,Peplidase M24; 12.43 

440249; AI246590; Hs.249175; ESTs; TatD.DNase,pkinase,death,none; 1238 
425177; AF127577; Hs.155017; nuclear receptor interacting protein 1; none;SS=M; 12.38 
404942; U30825; ; splicing factor, arginine/serine-rich 9; CD35;TM=Y;SS=M; 1103 

439569; AW602166; Hs.222399; CEGP1 protein; EGFJNFR_rj6,granulin,CUB,Kerafin_B2,TlL;TM=M;SS=M; 11,93 

443195; BE148235; Hs.193063; Homo sapiens cDNA FU14201 fis, done NT; Aajrans.none; 1 1.88 

408000; L11690; Hs.198689; bullous pemphigoid antigen 1 (230/240kD); emand,spectrin.GAS2 ( SH3,Ptectin,RA^ 

LZ,M,ldh_C,CH,AlP3;TM=M^ 11.88 
412182; AA205588; Hs.1 55160; Spndng factor, argininefeerine-rich. 4; rrm,hormone rec,zJ-C4,sugar tn; 11.85 
433470; AW960564; ; transmembrane 4 superfarruiy member 1; none;TM=Y;SS=M; 1 1.80 
4251 18; AU07661 1 ; Hs.154672; methylene tetrahydrofbtate dehydrogenase; myb DNA- 

binding,THF_DHG_CYH,THF_DHG_CYH_C,CAP_6LY^LON r Peptjdase_C9 I bZlPMxan_^ _permease,HC03 cotransp;TM=M;; 11.69 
418870; AF147204; Hs.B9414; chemoldne (C-X-Cmofif), receptor 4 (tus; 7tmJ ( 7bTL.2;TM=Y;SS=M; 11.50 
426761; A1015709; Hs.172089; Homo sapiens mRNA; cDNA OKFZp586l2022 (fc none;TM=Y;SS=M; 1 1.48 
439750; AL359053; Hs.57664; Homo sapiens mRNA fuB length insert cDN; IMPDH_C,IMPDH N,CBS,integrin B.Riciri.BJeclin; 1 1.38 
446742; AA2321 19; Hs.16085; putative G-protein coupled receptor; none;TM=Y;SS=M; 1 1.23 
436729; BE621807; ; transmembrane 4 superfamiry member 1; none;TM=Y;SS=M; 11.18 
409960; BE261944; Hs.339673; hexokinase 1; none,none; 11.02 

426539; AB011155; Hs.1 70290; discs, large (Drosophila) homotog 5; SH3,PD2,Guarrylate kin;TM=M;; 10.78 

417621; BE245149; Hs.82643; protein tyrosine kinase 9;cofiBn ADF;SS=M; 10.63 

427654; AA410183; Hs.137475; ESTs; ionJrans.vwcJGFBP.tspJ; 10.58 

41 80O4; U37519; Hs.87539; aldehyde dehydrogenase 3 family, member ; aWedh;TM=M;SS=M; 1053 

447365; BE383676; Hs.334; Rho guanine nucleotide exchange factor (; SH3,PH,RhoGEF;TM=M;; 10.53 

449437; AI702038; Hs.1 00057; Homo sapiens cDNA: FU22902 fis, clone K; none,none; 10.52 

436856; A1469355; Hs.127310; ESTs; pkinase t rrm;TM=M;; 10.48 

451035; AU076785; Hs.430; plasfin 1 0 isofbrm); efhand.CH,Adaptin N;SS=M; 10.38 

418299; AA279530; Hs.83968; integrin, beta 2 (antigen CD18 (p95), ry; integrinJ3,EGF,PSl;TM=Y;SS=M; 10.35 

431890; X17033; Hs.271986; integrin, alpha 2 (C049B, alpha 2 subuni; vwa,integnXA,FG-GAP;TM=Y;SS=M; 10.34 

440006; AKO00517; Hs.6844; hypothetical protein FU20510; AAA.NB-ARC.PAAD DAPIN;NA;NA; 10.25 

420344; BE463721; Hs.97101; putative 6 protein-coupled receptor; Methyltransf 5;TM=Y;SS=M; 10.18 

437852; BE001836; Hs.256897; ESTs, Weakly similar to dJ365012.1 [Ksa; GPS,7lm_2;TM=Y;; 10.13 

400752; ; ; NMJ)03105*:Homo sapiens sorlilin-related; EGF,fn3Jdi recepLa,loLreceS_b,granulin,BNR;TM=Y;SS=M; 10.08 

427700; AA262294; Hs.180383; dual specificity phosphatase 6; r^hodanese,DSPc;TM=M;; 10.05 

426728; NMJJ07118; Hs.171957; triple funcfionat domain (PTPRF interact SH3,g,pldriase,PH,srjectrin,RhoGEF;TM=M;; 10.05 

400496; ; ; ENSP00000224716*:GTP-binding protein SAR; none;TM=Y;; 10.01 

413899; AF0B3892; Hs.75608; fight juncfion protein 2 (zona ocdudens; SH3,PDZ.Guanylate Wn;TM=M;; 10.00 

404558; ; ; NM_022071*:Homo sapiens hypothetical pro; SH2;TM=M I ~ 10.00 

444823; BE262989; Hs.12045; putative protein; Mra1,MBOAT;TM=M;SS=Y; 9.93 

421425; AK001564; Hs.104222; hypothetical protein FU10702; elhand,kazal 1 arf,ras,7tmj ;TM=M,~ 9.90 

413441; A1929374; Hs.75367; Src-Kke-adapter; SH2,SH3;TM=M;; 9.90 

424954; NMJXW546; Hs.1846; tumor protein p53 (U-Fraumeni syndrome); P53.WD40.IRK;TM=M;; 9.88 
452289; BE568205; Hs.28827; mitogen-activated protein kinase kinase ; pkinase;TM=M;; 9.85 
439223; AW238299; Hs.250518; UL16 binding protein 2; ldLrecepLa,PKD,MHCJ;TM=M;SS=Y; 9.B3 
429238; NM.002849; Hs.198288; protein tyrosine phosphatase, receptor t; Y_phosphatase;TM=Y;SS=M; 9.80 
41 4135; NlvL004419; Hs.2128; dual specificity phosphatase 5; RrK)danese.DSPc,Y_phosphatase;T^I=M- 9.73 
452239; AW37937B; Hs.170121; protein tyrosine phosphatase, receptor t none,none; 9.73 
418322; AA284166; Hs.841 13; cyclin-dependent kinase inhibitor 3 (COK; Y_phosphatase,DSPc;TM=M.~ 9.72 
403912; ; ; C5000394':gil12737280|reflXP_006682.2| k; none;TM=M;; 9.70 

427315; AA179949; Hs.175563; Homo sapiens mRNA; cDNA DKF2p564N0763 (fc none,spectrin ( SH3,PH,CH; 9.70 
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428428; AL037544; Hs.1 84298; cycfirwtependsnt kinase 7 (homolog of Xe; pkuiase;TM=ft/t; 9.68 

422241; Y00062; Hs.170121; protein tyrosine phosphatase, receptor t kinesin t fn3,Y_phosphalase;TM=M:; 9 63 

429083; Y09397; Hs.227817; BCL2-re!ated protein A1; Bd-2;TM=M;; 9.63 

425322; U63630; Hs.155637; protein kinase. DNA-activated, catalytic; R3 PI4 kinase,FAT,FATC;TM=Mr 9 55 
' 4 30259; BE550182; Hs.127826; RaJGEMke protein 3, mouse homolog; fn3,RA,RasGEF;TM=M;SS=M- 9 50 

428520; AA331901; Hs. 184736; hypothetical protein FU10097;ncme;TNMVI t ~950 ■ 
418969; W331 91 ; Hs28907; hypothetical protein FU20258; SH3;TM=M;; 150 

^^^^^l^ head.lQ^tyosin N.hZIP^f- 

in C2H2 1 PHD,BTB 1 TRlSAT_hooV,SAM;TM=M;; 9.50 ' " 

"M- 000107 ^ Hs.77602; damage^pedfic DNA binding protein 2 (4; V^0,horriec^Uf^TM=M;; 9.48 
SSI ^557212; Hs.17132; ESTs Moderately similar to 154374 gene ; pkir^DAG_PE-bind,pkinase.C,OPanone; 9.45 
402328; ; ; Target Exon; pkinase;TM=M,- 9.44 

443710; AI928136; Hs.9691; Homo sapiens cDNA: FU23249 fis, clone C; G-alpha^ione; 9.42 
4149B7; AA524394; Hs.294022; hypotheScal protein FU14950; SH2;TM=M;; 9.42 

440675; AW005054; Hs.47883; ESTs, Weakly similar to KCC1JWMAN CALC1; pkmase,none; 9.35 
433376; AI249361; Hs.74122; caspase 4. apoptosis-ratated cysteine pr; CARD,ICEd10,ICEd20:SS=M: 9.28 
41066% BE379794: Hs.6540% hypoUieGcal protein; deatti.TNFRjB6cTM»Y^S=l« 025 
-VU 430024; AI808780; Hs.227730; integrin, alpha 6; irttegrmJ^F&<3AP;TM=Y;SS=M; 9.23 
452696; AI826645; Hs.211534; ESTs; ArfGap > PH^nk,GuanylatB_ldn t PDZ,SH3; 9.13 
434263; N34695; Hs.44648, ESTs; kj,none; 9.13 

« l IS?i, H t? 47057i ESTs< WeaWy sim3ar to 210926QA B ! Rbc^_S14.ank.pkinase,deaUw>one; 9.10 
4^2;AF030403;Hs.1992W;Sle-20 related^ ^ 

41742fi J NMJMJ2291; Hs.82124; laminin, beta 1; larranm_EGFJaminin_Ntenutntegrin B;SS=M; 9.08 

443951; F13272: Hs.111334; ferritin, fight polypeptide; PMP2*J3audin,none; 9.07 

414368; W70171; Hs.75939; uridine monophosphate kinase; PRK,CoaE^ 8.98 

451292; AB037716; Hs.26204; K1AA1295 protein; SH3;TM=M;; 8.93 

438000; AI825880; Hs.5985; non-kinase Cdc42 effector protein SPEC2; none;TM=M;; 8.90 
OU 446620; M1288Q£Hs. 179902; rxansrxvt^^ 

436075; BE090176; Hs.179902; transporter-Eke protein; none;TM=Y;SS=M; 8.88 

437056;AI147061;;gb:ok33a1U1 Soares_NSF_F8_9W OTPA_P S; none^pectrin SH3 PH CH- 8 7B 

445496; AB007860; Hs. 12802; development and differentiation enhancin; SH3,ank,PHAfGap TM=M" 8 78 

418203; X54942; Hs.83758; CDC28 protein kinase 2; CKS;; 8.75 «=«*.o.'o 
00 434608; AA805443; Hs.179909; hypothetical protein FU22995; none;TM=M;; 170 

445033; AV652402; Hs.72901; mucin 13. epitherial transmembrane; ank;; 8.68 

417640; D30857; Hs.82353; protein C receptor, endothelial (EPCR); none;TM=M;SS=M; 165 

432841 ; M93425; Hs.62; protein tyrosine phosphatase, norwecept Yj)hosphatase;SS=M; 165 

430397; AI924533;Hs.105607; bicarbonate transporter related protein ;HC03 cotrarcp;TM=Y;- 164 
4U 448888; AW1 96653; Hs.200242; caspase recruitment domain protein 6; CARD^M; 8 60 

442994; AI026718; Hs.16954; ESTs; anK,pWnase,deafo,Rfoosomal S14; 8 60 

429109; AL008637; Hs.196352; neutrophil cytosoDc factor 4 (40kD); SH3,OPR,PX;TM-rVk; 8 60 

455439; AW945484; Hs.184252; ESTs, Weakly similar to ALU8_HUMAN ALU S; none,7tmJ; 155 

437763; AA469369; Hs.5831; tissue inhibitor of metalloproteinase 1 ; TIMP,pkinase,DAG P~E-btnd RBD' 6 43 
~ 41 '035; AA192455; Hs.22968; Homo sapiens clone IMAGE:451939. mRNA se; none^ione; 8.40 

418478; U38945; Hs.1 174; cycRrwlependent kinase inhibitor 2A (me; ank;; 8 39 

448209; AW160489; Hs.20709; tetraspan 5; transmernbrane4;TM=Y;SS=M; 133 

450139; AK001838; Hs.296323; serum/glucocortcoid regulated kinase; none.none; 8.33 

445350; AF0521 12; Hs.12540; rysophosphoTipasei; abhydrolase_2;TM=M t -; 8.31 
O U 427509; M62505; Hs.2161; complement component 5 receptor 1 "(C5a I; 7tm 1 ;TM=Y;SS=M; 8 30 

445633; AI453386; Hs.17287; ESTs, Weakly similar to S26689 hypothec; IRK,none; 128 

446719; W39500; Hs.301872; hypothetical protein MGC4840; AAA,SKI;TM=M;; 8 23 

424762; AL1 19442; Hs.183684; eukaryotic translation hitiafion factor; none.none; 8.20 

5 S _SZ? a^SL 1 ^!^ 2 '" ^ 1 wei** fo; ig lP kinase;TM=Y;SS=M; 118 

JO 416094; AW995512; Hs.225977; nuclear receptor coacfJvator 3; none.none; 8.15 

419262; AA834664; Hs.29131; nudear receptor coacfivator 2; PAS,zf-C2H2,SET; 8.15 

431238; AV656840; Hs.2851 15; intedeukin 13 receptor, alpha 1; fn3;TM=Y^S=M; 110 
- 439658; AA332057; Hs.6639; hypothetical protein MGC15440; none;TM=M;SS=M; 109 
OU 425424; NM_004954; Hs.157199; ELKLmotjf kinase; pWnase,U8AM1;TM=Mr 808 

iSS I * i - 295726 ' lnte 3 rin ' aW« v {vitronectin receptor; FG^APjntegrin J^none; 105 

2£5 IS- 489241 WM051 2 9ene product ^ An^O-Seg;TM=M;S^t; 8^03 

447674; BE270640; Hs.19192; cycnrwtependent kinase 2; pkmase;SS=M; 8 03 
404891;;; Target Exon; none,none; 7.95 
OO 414278; AA3301 16; Hs.77273; Human glucose transporter pseudogene; none.none: 7 93 
452888; AW955454; Hs.30942; ephrirhB2; Ephrin,^YVsS=fA 7.93 
433211; H11850; Hs.t2808; MARK; pkinase,UBA,KA1;SS=M; 7.9f 
438485; W57578; Hs^37955; RAB7, member RAS oncogene famfiy; pkinase.ABCI.none; 7 90 

70 a\™ ^SSSSS \? yj? 27 ' ^ ^ FU13692 fe - done PL ^ Hm.o^U».TNFR.c6^-CcA.hydro; 7.90 
/U 417381; AF164142; Hs.82042; solute carrier famfly 23 (nucteobase tra; xan urj^rmeaselRA; 788 

mxII V,/»2b2a ara^ 0 ^ fipc^enase,corruilex1_49Kd.PlAT;TM=M;; 7.83 

7S ^?^^ 2 ^^ rAA(^CoAdh N 7 80 ^ ^ 

ocn^?/? Hs 3136: pro,ein Hnase ' ^-acfivated. gamma 1 n; (BSMJbwTlGt^ '^^- Cn - K 7 *° 

«i2t S«uS^? serinerthreonin; CNH.DAG^ind.Painvducrin.M;TM=M;; 7.78 

.tSSf 06961 KDEL ^P-G^M endoplasmic refc; Er^liinien.recept;TM=M;SS=M; 7.78 

80 SIaS^ 

4^ 9> A^7^^S.^i S ^ ^ance of chnxnoso; ABC_tran.M,SMC.N,SMC.C.DUF164,none; 7.73 
4n^J?> SS-S 3551 ^u»ti|«onjugaSng enzyme E2N (homolo; UQ_con.Yjjhosphatase.SH2; 7.70 

J^°l?S Homo intefsectin 2 ^ SH3.efhand.C2,PH,RhoGEF;TM=M;; 7.70 
441190; H09073; Hs.25046; ESTs; E1.E2_ATPase.CalioiUVTPase„C l Catto 7.68 
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409745; M077391; ; gb:7B14E12 Chromosome 7 Fetal Brain cONA; 7tm_1 ^•C3HC4,fn3,SPRY,KRAB,zf-C2H2 1 rve,zf-a dojcTM=Y;$S=M; 7 68 
428840; M15990; Hs.194148; v-yes-1 Yamaguchl sarcoma viral oncogene; SHZSH3j)kinase;SS=M; 7.65 
447898; AW969638; Hs.112318. 6.2 kd protein; none,none; 7.65 

425289; AW139342; Hs.1 55530; Interferon, gamma-mdixable protein 1 6; PAAD DAPIN HINSS=M; 7 63 
J 401927; ; ; C1 70009 14*:gilB394367|reflNP 058549.1) s; none; 7.60 

407347; AA829847; ; gb:od40d07.s1 Nd_CGAP_GC81 Homo sapiens; RhoGAP,SH2,pkinase,PaO_box,none; 7.58 

449924; W306B1; Hs.146233; Homo sapiens cDNA: FU22130 (is, done H; SH3,none; 7.57 

^52155 1! 5 - 2255731 inWbitor of kappa light polypepBde gen; fddnafi^ubiqiiifa,EnM 7.55 

445800; AA126419; Hs.32944; inositol poryphosphate-4ijhosphatase, ft none.none; 7.55 
1 0 421489; AI922821; Hs.32433; ESTs; none,PI-PLC-X.PI-PLC.Y,C2; 7.53 

430486; BE062109; Hs.241551; chloride channel, calcium activated, ram; none;TM=Y;SS=M- 7.53 

431605; AW972407; Hs.124370; gb:EST384498 MAGE resequences, MAGL Homo; adenylatekinase SRP54TM=Mr 7.50 

430570; A1417881; Hs.292464; ESTs; 7tm_2,F2,Frizzled,none; 7.50 ' ^ > 

431441; U81961; Hs.2794; sodium channel, nonvottage-gated 1 alpha; ASC,TM=Y;; 7.48 
1 D 420676; AI434780; Hs.4248; vav 2 oncogene; RhoGEF,PH,CHSH2,SH3,DAG PE-bind.none; 7.48 

444252; R21135; Hs.54985; ESTs; none,none; 7.47 

414914; U49844; Hs.77613; ataxia telangiectasia and Rad3 related; FAT.FATC.PI3 PI4Jdnase;TM=Mr 7 47 

443426; AF098158; Hs.9329; chromosome 20 open reading frame 1; none;TM=M;; 7.45* 

418546; AA224827; ; gb:nc32g04.s1 NCI.CGAP.Pr2 Homo sapiens ; vwajntegrin AFG-GAP.none; 7.45 
ZU 437860; AA333063; Hs.279898; Homo sapiens cONA: FU23165 fis, clone U noneFNA;NA; 7.43 

452007; AA426234; Hs.34906; ESTs, Weakly similar to T17210 hypotheB; noncpkinase; 7.40 

432407; AA221036; ; gb:zrC3f12j1 Stratagene NT2 neuronal pr; DEAD.helicaseJi.mTV^ 
beta,DUF139,TPaDSPc,tspJ,Ribosomal_S21,rvp;TM=M;; 7.40 
9 ^ SSS m^^?; 1 ?^! 1 deaIh ^ ssociated Protein kinase 1; anl^pldriase,death.SPRY 1 SAP l Ribosomal_L24e,SRPM t dDENN,D 7.40 
Z!> 421429; NMJM492S Hs.104305; death effector filament-forming Ced^;UlR,PAAD_DAPlN,AAA,CARD,NB-ARC;I^KA; 7 38 

41 7141; U22652; Hs.347353; nuclear receptor subfamily 1 , group H, m; hormone rec,zf-C4;SS=M; 7.38 

430016; NMJKW736; Hs.227656; xenotropic and polytropic retrovirus rec; SPX.EXS;TM=Y;; 7.38 

422813; AV656571; Hs.121068; transmembrane 4 superfam3y member 6; trarismemtoane4;TM=Y;SS=M; 7.32 

433390; AA586950; Hs.260180; Homo sapiens mRNA; cDNA DKF2p761G18121 {; none^pectrin,SH3.PH,CH; 7 25 
J U 409213; U61412; Hs.51 133; PTK6 protein tyrosinejdnase 6; SH2,SH3,pkinase;TM=M;; 7.24 

444745; AF 117754; Hs.1 1861; thyroid hormone receptor-associated prot; none;TM=M;; 7.23 

45281 7; AA322859; Hs.284275; Homo sapiens PAK2 mRNA, complete cds; pkinase,PBD;TM=M;; 7.1 9 

407591; NM.000910; Hs.37125; neuropeptide Y receptor Y2; 7tmJ;TM=Y;; 7.18 

427231; AW851989; Hs.285814; sprouty (Drosophfla) homdog 4; SH2.SH3;TM=M;SS=M; 7.18 
JO 450285; AW383256; Hs.24752; spectrin SH3 domain binding protein 1; SH3;TM=M; 7.18 

403344; ; ; NM_000341:Homo sapiens solute carrier fa; alpha-amylase;TM=Y^ 7.15 

427268; X78520; Hs.174139; chloride channel 3; CBS.voltage CLC;TM=Y~ 7.14 

442213; N36110; Hs.305971; solute carrier family 2 (facilitated glu; sugar tr;TM=Y;SS=M- 7 14 

404875; ; ; NM_022819*:Homo sapiens phospholipase A2; prrasWsS^* 7.1 1 
4U 433618; AA602539; Hs.345494; ESTs; G-afohaA.deaminase; 7.10 

417165; R80137; Hs.302738; Homo sapiens cDNA; RJ21425 fis, done C; Sulfate_transp,STAS,HMG_box; 7.08 

413073; AL038165; Hs.75187; translocase of outer mitochondrial membr; MAS20^f-A20,VPS9;TM=M;SS=M; 7 05 

426655; AL049589; Hs.171723; neuronal cell death-related protein; TRID-31;TM=M^ 7.05 

423387; AJ01 2074; ; vasoactive intestinal peptide receptor 1 ; 7tm 2,HRHCSD;TM=Y;SS=M; 7.03 

40021 1; ; ; NM_003899*:Homo sapiens PAK-interacting ; S H3.PH, RhoGEFJerpene synth;TM=M;; 7.03 

438150; AA037534; Hs.342874; transforming growth factor, beta recepto; zona_petlucida t none; 6.93 

431341; AA30721 1; Hs.251531; proteasome (prosome, macropain) subunit,; proteasome;TM=M^ 6.93 

405275; AB028989; ; rnitogen-activated protein kinase 8 inter; Cys„loiotTGF^eta 1 vwa l vwc,vwd l 7lLDUF139;SS=M; 6 93 

415392; 244067; Hs.1 0957; ESTs; PIP5K,none; 6.89 W 
OU 429355; AW973253; Hs.292689; ESTs; pkinase.bZlPAmadillo seg.none; 6.88 

429663; M68874; Hs.211587; phosphoHpase A2, group IVA (cytosolic, ; C2,PLA2_B;TM=M;; 6.85 

427832; AF038362; Hs.1 80930; TBP-associated factor 172; SNF2_N,heTicase C/masm seg,HEAT;TM=M;; 6 83 

447887; AA1 14050; Hs.19949; caspase 8, apoptosis-related cysteine pr, ICE j>10,ICE_p20,DED;TM=M;; 6.80 

400158; ; ; ENSP00000244302*:CDNA FU11591 fis, don; Sm;SS=M; 6.78 
J 3 401917; AL050149; ; RAN binding protein 3; Orexin,SH2.STAT,STATJ)ind i STATj>rcUon trans,PAC,PAS,none; 6 78 

400844; ;; NM_003105*:Homo sapiens sorfiDn-related; EGF.fraidLrecepUWLrecepLb^uHn.BNRiTI^YiSS^ 6.73 

457238; U07358; Hs.21 1601; mitogen-activated protein kinase kinase ; pkinase;; 673 

404440; ; ; NM_021048:Homo sapiens melanoma antigen,; MAG£;TM=r\fc 6.73 

424241; AW995948; Hs.182339; Homo sapiens pyruvate dehydrogenase kina; Ets,SAM_PNT;TM=M;; 6.70 
OU 426746; J03626; Hs.2057; uridine monophosphate synthetase (orotat; Pnl)osyItran,OMPdecase;TM=Wt; 6 70 

429429; AA829725; Hs.334437; hypothetical protein MGC4248; ncme,traiismer!*rane4; 6.65 

450825; AC005954; Hs.25527; tight juncBon protein 3 {zona occtudens; PDZ.Guarrylate kin SS=M: 6 64 

408638; AW451353; Hs.173328; ESTs; B56,none; 6.63 

408056; AA312329; Hs.42331; ephrin-A4; Ephrin;TM=M;SS=M; 6.61 
CO 401057; BE563196; ; eukaryoSc translation elongation factor; bn_trans,IQ;TM=Y;; 6.60 

446526; H89616; Hs.296290; Homo sapiens cDNA FU13357 fis, clone PL; none"none; 6.60 

400528; ; ; NM_020975*:Homo sapiens ret proto-oncoge; cadhermj)kinase;TM=Y;SS=M; 6.58 

418562; R60669; Hs.124831; CGI-67 protein; none.Skp1.AAA; 6.57 

453826; AL138129; ; gb:DKFZp547F152_r1 547 (synonym: hfbrl) ; PK.PK_C,none; 6.55 

^l??^ 92 *? Hs " 34744: Homo sapiens mRNA; cDNA DKF2p547C136 [fr, ABCJran,GTP_EFTU.ABC membrane.none; 6.54 
41 5088; A1077288; Hs.296323; serum/glucocorticoid regulated kinase; none,none; 6.50 

1SS 9;AA300067:Hs - 33032: hypofhefical protein DKF2p434N185; F5J^8_type_C,pWnase,Ets,F5 F8 type C,pkinase.Ets; 6.47 

439866;AA280717;Hs.6727;Ras^^ ' ' 

456376; AA663904; Hs.89862; TNFRSF1 Associated via death domain; death;TM=Mr 6 46 
/ ^ 441712; AW391927; Hs.7946; K1AA1288 protein; AlP3;TM=M;; 6.44 

414557; AA3401 11; Hs.100009; acyi-Coenzyme A oxidase 1, palmitoyt; pkinase^lmj; 6.43 

43221 1; BE274530; Hs.273333; hypothetical protein FU10986; FGGY C;TM=M," 6.43 

432945; AL043683; Hs.8173; hypothetical protein FU10803; none;TM=M;SS=M; 6.40 
o 438941 I AF075047; Hs.31864; ESTs; Ca.channel B,SH3,arf,none; 6.40 

OU 441466; AW673081; Hs.54828; ESTs; pkinase,zf^2H2,KRAB,none; 6.33 

438698; AW297855; Hs.125815; ESTs, Weakly similar to 138022 hypothec npoxygenase.PUT,none; 6 33 

433255; AI274270; Hs.98840; K1AA1527 protein; MHCK_EF2 > _kinase;TM=M;SS=M; 6.33 

427801; AW979155; Hs.298275; amino acid transporter 2; Aa_trans;TM=M;SS=M; 6.32 
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407970; AW403814; Hs.41714; BCL2-associaled athanogene; ubiquifin.BAGJroponiyosiri;; 6.30 
438464; AA669735; Hs.324743; pfDtein phosphatase 4 regulator subunit; nonejione; 6.30 
453977; AA886006; Hs^50427; ESTs; pkinase,P2)ereceptor,E1-£2^ATPase T Hydrolase; 6.30 
41 2491; W31589; Hs.73957; RAB5A. member RAS oncogene family; ras,arf,PP2C;TM=M;; 6.30 

413235;BE243445;rte.75248;tcpoiso^ DNA_gyraseB,ONAJopolsolV,HATPase c,DNA_gyraseB DNAtopotsoIVittTPase <r629 

404342; ; ; C7002192*:giT7299207lgb|AAF54404.1| {AE0; none;TM=Mn 6.27 " ^ .u^po^iv^irase.c; b.o 

409274; NM.003930; Hs.52644; SKAP55 homologue; SH3,PH;SS=M; 6.25 

419693; AA133749; Hs.301350; FXYO domain-conlatning Ion transport reg; ATP1 G1_PLM_MAT8;TM=Y;SS=M: 6.23 
405429; ;; Target Exon; Yjtephatase.none; 6.23 

404975; AL042279; ; uncharacterized hypofoaiamus protein HTQ; kringle;TM=Y;SS=M; 6.20 

452929; AW954938; Hs.172816; neureguKn 1; Neuregufin.EGF,ig,Neiiregulin,EGF,ig; 6.18 

446883; AW452756; Hs.16364; hypothetical protein FU 10955; DEAD 1 te&^_C,rrm,Ndr,Cys_krwtTlUvv^vwc,v^ 

beta,OUF139.TPR^SPc,lspJ I Ribosorn3l S21,rvp;TM=M;;6.18 . 7 ^ 

433233; AB040927; Hs.301804; WAA1494 protein; SH3^C3HC4;TM=M- 6.15 
458791; BE615453; Hs.346509; dedicator of cytokinesis 1; none;TM=Y;; 6.15 
421836; AF109219; Hs.108787; phosptefidyfinositol glycan, class N; none,none; 6.14 
447727; AI421Q79; ; tumor necrosis factor receptor superfarni; none^ynaptnbrevin; 6.13 
401536; ; ; NM_002530*:Homo sapiens neurotrophic tyn ig.pldnase,lJ^LRR^ 1 LRRCT;TM=I^SS=M; 6 1 1 

^« 2£ 4 2£K 4 !2£S BT £ ^^similarta PmU ^ P^^.l^PM'LWC.C^SHim.SHS.PHnj&.Y.PAN; 6.10 
427557; NM.002659; Hs.179657; plasminogen activator, urokinase recepto; UPARJ.Y6.ET,PLA2j inh:SS=M: 6.08 
450447; AF212223; Hs.25010; hypothetical protein P15-2; MTF2;TM=M;; 6.08 
450107; A1873287; Hs.257812; ESTs; ICE_p2Q,DED;TM=M;; 6.05 

^^^' 206312: ^ WeaWy simBar to 138022 h H wlhe * ^HZBTB,^tetra,Svntaxin^ne; 6.05 

J^ 00049 * Hs - 663 : ^ic fibrosis transmembrane conductanc; ABC_tran^C_membrane,PRK,Bac_exporL3;TM=Y" 6 05 

439738; BE246502; Hs.9598; sema domain, immunoglobunn domain (Ig),; Sema,PSI.integrin B;TM=Yn 6 03 

427625; AF008216; Hs.285013; putative human HLA class II associated p; none.none; 6.03 ~ 

409430; R21945; Hs.346735; splicing factor, arginineteerine-rich 5; DSPcRhodanese,none; 6.03 

446650; AB016625; Hs.15813; solute carrier family 22 (organic cafion; sugar tr;TM=Y;SS=M; 6.03 

405102; ; ; C15001220-:gi|4469558lgblAAD21311.1i (AF; DAG^PE-bind,PH,RhoGEF l DC1 ;SS=M; 6 03 

400121; ; ; Eos Control; SH3, PH,RhoGEF,Terpene syrrth;TM=Mn 6.03 

415327; H22769; ; gbym54c02.r1 Soares infant brain 1N1B H; SK3,PDZ,GuanyIate kin;SS=M; 6.03 

404148; ; ; NM_002944 t :Homo sapiens v-ros avian UR2 ; m3,pldnase,0UF139;TM=Y;SS=M; 6.03 

405531; ; ; Target Exon; PDZ,CARD,GuanylateJdn;TM=M;; 6.00 

433363; AA584829; Hs.275163; norwnetastatic ceDs 2, protein (NM23B) ; NDK,none; 6.00 

427270; H47921; Hs.174139; chloride channel 3; vo!tage_CLC,CBS,none; 5.99 

423774; L39064; Hs.1702; interleukin 9 receptor; none;TM=M;SS=M; 5.98 

4241 24; AA335809; Hs.7589; ESTs, Weakly similar to A46010 X-Jinked ; pkinase,TBC; 5.98 

41 1040; AF007393; Hs.177574; protein-kinase, interferon-inducible dou; HLH;TM=M;; 5.95 

423422; AC005175; Hs.128425; NY-REN-24 antigen; Sulfotransfer,7tnLl.none; 5.88 

453902; BE502341; Hs.3402; ESTs; none,none; 5.88 

409636; AA305729; Hs.18272; amino acid transporter system A1; AaJrans;TM=Y;; 5.86 

436154; AA764950; Hs.119898; ESTs; efhand,DAG - PE-W,OAGKa t PHD,DAGKc,PSUone; 5.85 

455358; AW902641; ; gb:QV3-NN1 024-100500-1 81-d08 NN1024 Homo; SuIfatase.Somatomedin B,PhosphodiesLnone- 5 83 

414108; AI267592; Hs.75761 ; SFRS protein kinase 1; ank,PH,Oxysterol BP,pkmase;TM=M;; 5.82 

452547; AA335295; Hs.74120; adipose specific 2; LEA;TM=M^ 5.82 

415204; T27434; ; gb:hbc2294 Human pancreatic islet Homo s; Na Ca Ex, Calx-beta, none; 5.80 

435563; AF210317; Hs.95497; solute earner family 2 (faeffrtated ghi; sugar tr;TM=Yn 5 78 

456097; C1 5702; Hs.288028; ESTs, Moderately similar to 154374 gene ; dsnuFKBP; 5.78 

Si mI^u^SS?^ ^S?^ canfiac E1-E2J\TPase.(^n^TP^ 5.77 

436246; AW450963; Hs.1 19991; ESTs; rione,[WAjyraseB t DNA.topolsorV,HATPase c; 5.75 

422953; AA48B860; Hs.245043; hypothetical protein FU14297; ABC_tran,PRK,TM=Y-SS=M; 5 75 ' 

425854; AA749190; ; ESTs; RhoGAP,SH2,pkinase 1 POLO box,none; 5.74 

424160; T74062; ; gb^c81f01.r1 Soares Infant brain 1 NIB H; ROK,none; 5.70 

417389; BE260964; Hs.82045; midkine (neurite pjowlh-promoting factor; PTN MK;TM=M;SS=Y: 5.69 

437613; R19892; Hs.10267; MIL1 protein; none,none; 5.68 ' " 

410820; BE391493; Hs.16475; Human DNA sequence from done RP5452M4 ;TBC;SS=M; 5.68 

423393; R37772; Hs.21420; p21^ctrvated protein kinase 6; pkmase,PBr>TM=M" 5 66 

426500; NlvL014638; Hs.170156; K1AA0450 gene product; C2 t FmCY;TM=M;; 5 63 

406930; U04691; ; gbiHuman olfactory receptor (OR17-219) g; none;TM=Y;SS=M; 5.60 

401044; ; ; Target Exon; rme,t(^20JC£j)10 ( (^RD l Peptidase_M1; 5.56 

428479; Y00272; Hs.334562; cell division cyde 2, G1 to S and G2 to; pkinase.lCEjIOJCE _p20;TM=M;SS=M- 5.55 
421970; AF227156; Hs. 11 01 03; RNA polymerase I transcription factor RR; 

426248; T18988; Hs.293668; ESTs; pWnase,nonQ; 5.50 

418426; NM_003804; HsJ96327; receptor CTNFRSFHnteracfjng serine^ pWnase^eath;TM=f^ 5.43 

^Sf 44 ?/ L ESTs ' Wealdy dmBar t0 S55024 neblriin « ' ^^am,ZU5,EGFJmngle,trypsln.Nebunn,UM;SS=M ; 5.43 
447437; U07225; Hs.339; punnergic receptor P2Y, Ginotein coupl; 7tm_1,SH2;TM=Y;SS=M; 5 40 
412247; AF022375; Hs.73793; vascular endothelial growth factor; PDGF;SS=M; 5.40 

434938; AW500718; Hs.81 15; Homo sapiens, clone MGC:16169, mRNA, com; pkinase,TBC,Rhodanese;TM=M;- 5 38 

41 9355; AA428520; Hs. 90051 ; progesterone binding protein; heme 1 ;TM=Y;SS=M; 5.35 

41 1188; BE161168; ; gb:PMO-HT0425-17010tM)02-alO HTTJ425 Homo; adenytatekin3se,none- 5 35 

422461; NM_003417; Hs.1 17077; zinc finger protein 264; zf-C2H2,KRAB,TFIlS;TM=M;; 5.28 

426348; BE466586; Hs.17433; hypothefical protein FU20967; none.none; 5.25 

429170; NWL0D1394; Hs^359; dual spedfidly phosphatase 4; Rhodanese,DSPc,Y nhosphataseJSbosomal S3 N TM=M- 5 23 
429592; AB029041; Hs.209646; K1AA1118 protein; Troponin.Exo endo_phos,IQ;T^ 5.22 

f2%£ ^ 9 Jii2l u •SSJ : J Human pUl3fiV8 rib0S0mal protei " S1 mRNA; ER.Iumen.receptRibosomaLL1 1 ,RiboscmaLL1 1 N;TM=Y;SS=M; 5.21 

434368; AW519020; fc.73893; doparr^e recepta ^ ' ^ 

405586; ; ; NI^000299:Homo sapiens plakophiBn 1 (ec; ArmadiDo seg;TM=M;; 5 13 

408176; AK001553; Hs.43436; adenylate kinase 3 alpha like; aderr/iatekmase.none; 5.12 

407443; AF227138; ; gb:Homo sapiens candidate taste receptor; none;TM=Y;SS=M; 5.1 1 

416817; AA398045; Hs.104679; ESTs; Furin^,plonase.Recep.Ldomain,m3 l non e ;5.10 

401B85; ; ; NMJ)21783:Horno sapiens XEDAR {XEDARJ, mR; TNFR_c6;TW=M;SS=M; 5.08 

410314; AW860708; Hs.18851; hypothetical protein FU10875; rrr^^DrM4)irdingmBAH,bn^c»mamPHO I SET;T^ 5.08 
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401579; AL031447; ; Homo sapiens, done IMAGE:4053044, mRNA,; Neur_chan_LBD.Neur_chan_memb.none; 5.05 

445873; AA250970; Hs.251945; poly(A}-bindinfl protein, cytoplasmic 14; PABP.mii 1 pkmase,144-3; 5.05 

417529; AA203634: ; gb2x58b09x1 Soares_felai>er_spleenj pkinase,UBA,KAl,none; 5.03 

417527; AA203524; ; gbzx56e10.r1 Soares_fetal_Bver_spleen j SK3;SS=M; 4.98 

407722; BE252241; Hs.38041; pyridoxal (pyridoxine, vitamin B6) Wnas; pfkB;TM=M;; 4.96 

431321; AW136372; Hs.1852; acid phosphatase, prostate; acid_phosphat,none; 4.93 

404298; ; ; C6001 238* :gi]1 2171 5lsp|P26697JGTA3_CHlCK; none.GST_C,GSTJI i pkinase; 4.85 

407603; AW955705; Hs.62604; Homo sapiens, clone IMAG84299322, mRNA.; none;TM=Mn 4.82 

424099; AF071202; Hs.139336; ATP-brndtng cassette, sub-family C (CFTR; ABC_traiuABC_membrane;TM=Y- 4.73 

4223S5; T83882; Hs.97927; ESTs; pkinase,none; 4.64 

424905; NM.O02497; Hs.153704; NIMA (never in mitosis gene a^etated k; pkinase;TM=M;; 4.48 

426925; N&L001195; Hs.315589; Homo sapiens cDNA: FU22373 fe. done H; Esterase.enotese.Peptidase^S9;TM=M;; 4.45 

439606; W791 23; Hs.58561 ; G proteiiwoupled receptor 87; 7tm_1;TM=Y;SS=M; 4.40 

400749; ; ; NNL003105*:Homo sapiens sorlirm-related; EGF,fr»3,ldUecepLa4<flj^ 4.38 

425721; AC002115; Hs.159309; uroplakin 1A; trarenierrt>rane4;TM=Y;SS=W 4.33 

444006; BE395085; Hs.10086; type I transmembrane protein Fn14; ldl_recept_a,PKD,MHCJ;TM=M;SS=Y; 4.31 

400751; ; ; NMJXHIOS'iHomo sapiens sortifirvrelated; EGF,fri3.ldLrecepLa,WLfeccpLb.granuHn,BNR;TMsY;SS=M; 4.18 

408908; BE296227; Hs.250822; senneAhreonine kinase 15; pkinase;SS=M; 3.90 

422152; AA909249; Hs.1 12282; solute earner family 30 (zinc transport; none.none; 3.88 

458760; A1498631; Hs.11 1334; ferritin, light polypeptide; (*slatin,femtin,histone,HC03j»to 185 
441218; BE327561; Hs.202345; ESTs; norie,WM0,E1^ATPase,(^ofl_ATPase_C,CationJ^TPase_N,Hydrolase; 3.78 
419073; AW372170; Hs.1 83918; Homo sapiens cDNA RJ12797 lis, clone NT; death,ZU5;SS=M; 3.76 

451385; AA017656; ; gbze39h01 j1 Scares retina N2MHR Homo; AtrophirM,enolase.Alrophin-1,Y_ph 3.60 

412604; AW978324; Hs.1904; protein kinase C, iota; pkmase,0AG_PE-bind,pHn3se_C,0PR;TM=M;; 3.30 

409582; R27430; Hs.271565; ESTs; none,Neur_chan_l^D,Neur_charurnemb; 3.28 

441155; AW161008; Hs.7719; GABA(A) receptor-assodaled protein; MAP1J.C3;SS=M; 3.23 

436740; AW975133; ; gb:EST387239 MAGE resequences, MAGN Homo; none l EPHJbd,fn3 t pkinase.SAM; 3.20 

418319; AW611703; Hs.190173; ESTs, Weakly simBar to A46010 X-Dnked ; none.tRK; 3.20 

409744; AW675258; Hs.56265; Homo sapiens mRNA; cDNA DKFZp586P2321 (f; none;NA;NA; 3.13 

418764; N30531; Hs.42215; protein phosphatase 1. regulatory subuni; none,none; 3.10 

400846; ; ; sortTm-related receptor, L(DLR class) ; EGF,fr^,lcl_recepta,ldI_recepLb 1 granulin,BNR;TM=Y;SS=M; 3.09 

422005; BE266556; Hs.1 10702; Homo sapiens mRNA; cDNA DKFZp761E212 (fr; none.NaJLExchanger; 3.03 

426440; BE382756; Hs.169902; solute carrier family 2 (facilitated ghc sugar_tr;TM=Y;SS=M; 3.02 

424187; AA336561; Hs.17287; ESTs. Weakly similar to S26689 hypothec IRK,none; 298 

425852; AK001504; Hs.159651; death receptor 6, TNF superfamiry member; death.TNFf^c6;TM=Y;SS=M; 293 

401279; ; ; C13000351*:gi|2494033|sp|Q64398IKDGD_MES; none,none; 2.88 

406671; AA129547; Hs.285754; met proto-oncogene (hepatocyte growth fa; Sema.pkinase.TlG,PSI,none; 283 
447081; Y13896; Hs.17287; potassium mwardly^ectifying channel, s; lRK;TM=Yn 2.80 
453619; H87648; Hs.33922; Homo sapiens, done MGG90B4, mRNA, comp; pkinase;TM=M;; 175 
441699; AW511126; Hs.1 27572; ESTs; noncAaJrans; 273 

458781; AI444821; Hs.53085; ESTs, Weakly similar to MPP3JIUMAN MAGUK; SH3.P02.Guanylate_kin^27;TM=M;; 273 

446913; AA430650; Hs.16529; transmembrane 4 superfamily member {tetn transmembrane4;TW=Y;SS=M; 270 

453487; R31770; Hs.56562; ESTs; 7tm J,none; 268 

421279; AW664878; Hs.106645; ESTs; pkinase^one; 268 

419720; AA249131; Hs.337778; hypothetical protein FU11068; none,none; 265 

452345; AA293279; Hs.29173; hypothetical protein FU20515; DSPc;TM=M;; 263 

422247; U1B244; Hs.1 13602; solute carrier family 1 (high affinity a; SDF;TM=Y;; 262 

425212; AW962253; Hs.171618; ESTs; pWnase.none; 260 

427344; NMJJ00869; Hs.2142; 5+ydroxytryptamine (serotonin) receptor; tteur_chan_LBD,Neur_chan_memb;TM=Y;SS=M; 258 

423629; AW021173; Hs.18612; Homo sapiens cDNA: FU21909 fis, done H; voltage_CLC.CBS.none; 255 

456737; BE247203; Hs.124831; CGt-67 protein; abhydrolase_2;TM=M;SS=M; 253 

421585; U95626; Hs.302043; chemokine (C-C mofif) receptor-like % 7tm J;TM=Y;SS=M; 253 

424028; AF055084; Hs.153692; Homo sapiens cDNA FU14354 fis, done Y7; none,none; 250 

448324; AI571356; Hs.34174; ESTs. Moderately simHar to ALU8.HUMAN A; ICEj)20,CARD,ICE_p10.none; 250 

402256; ;; Target Exon; pWnase,UBA^one; 243 

452256; AK000933; Hs.28661; Homo sapiens cDNA FU10071 fis, done HE; GOtftmJ.none; 240 

419169; AW851980; Hs.262346; ESTs, WeaWy simBar to S72482 hypothefr, none,spectrin,SH3,PH,CH; 240 

420634; S42457; Hs.1323; cydic nudeolkte gated channel alpha 1; cNMPJ>inding,ionJrans;TM=Y;; 235 

419630; W57756; ; gb:zd20g10.r1 SoaresJetal_hearLNbHH1SW; ztC3HC4,none; 235 

426227; U67058; Hs.154299; Human proteinase activated receptor-2 mR; 7tmJ;TM=Y;SS=M; 235 

400704; ; ; Target Exon; ljg_chan.SBP_bac_3ANF_receplor;TM=Y;SS=M; 233 

400149; ; ; Eos Control; addj)hosphafcTM=Y;SS=M; 230 

459327; AW149706; Hs.7859; gb:xf41d02x1 NCLCGAP_Bm50 Homo sapien; PHD.PWWP.SET.pkinase.ig; 230 
452220; BE158006; Hs.212296; ESTs; inlegnn_A,FG-GAP,none; 225 
416690; H84078; Hs.108551; ESTs; pkinase,none; 223 
408354; A1382803; Hs.159235; ESTs; none.none; 223 

452203; X57522; ; transporter 1, ATP-binding cassette, sub; ABC_tranABC_menibr3r^,SRP54JhynTi^ate_kjn;TM=Y;SS=M; 221 

405093; ; ; C12001 10r:gi|7522643lpirj|T32733 AMPA g; none,none; 220 

412723; AA648459; Hs.335951; hypothetical protein AF30 1222; none;TM=M;; 220 

418738; AW388633; Hs.6682; solute carrier family 7, (calionic amino; none,none; 2.1B 

417185; NNL002484; Hs.81469; nucleotide binding protein 1 (ExoR Min; ParA.fer4JfifH f ArsA^ATPase;TM=M;; 218 

433222; AW514472; Hs.238415; dickkopf (Xenopus laevis) homolog 4; none,PH04; 218 

413627; BE182082; Hs.246973; ESTs; Armadnio_seg,IBB;TM=M;; 218 

407415; AF073328; ; gbiHomo sapiens tetracyfine transporter-; none,none; 215 

450592; AI701555; Hs.202562; ESTs; pWnase,none; 215 

428767; AI421972; Hs.98802; ESTs, Moderately similar to T14342 NSD1 ; none,pkin3se,ig; 215 

429012; AW629596; Hs.194726; BCL2-assodated athanogene 4; Sm,BAG;SS=M; 215 

419122; AI401360; Hs.44410; ESTs; ABC_tran^Cjnembrane^one; 210 

446420; AW015693; Hs. 135614; ESTs; fonjrans.none; 205 

420076; AA827850; Hs.293717; ESTs; DUF59.pkinase; 205 

409416; AW388359; Hs.10667; ESTs; transrnembrane4;Th4=Y;SS=M; 203 

428765; AA477989; Hs.98800; ESTs; TPR.7tm_1; 2.03 

427001; NM 0064B2; Hs. 173135; dual-specificity tyrcwneKY)-phosphoryl; pkinase;TM=M;; 203 
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453709; AL1 19133; ; protein kinase C substrate 80K-H; none.histone; 2.03 
423341; AW242394; Hs.108660; ESTs; nonwione; ZOO 

456772; AW604297; Hs.12971 1; hepatitis A virus celhitar receptor 1; ig;TM=Y;SS=M; 1.88 
427786; BE407863; Hs.256B71; ESTs; none.FG-GAP.7trnj; 1.65 
423508; AW604297; Hs.12971 1; hepatitis A virus cellular receptor 1; ig;TM=Y;SS=M; 1.00 
447993; AW139525; Hs.170362; ESTs; none^one; 1.00 

TABLE 58B 



Pkey: Unique Eos probeset Henfifier number 
CAT number: Gene duster number 
Accession: Genbank accession numbers 



Pkey CAT Number Accession 



414883 8371 _2 AF274943 BG494894 AI71 9075 AA908783 A19351 50 AI422691 AA910644 AA5831 87 BM2721 67 AI82899S AA527373 AWS72459 AI831360 AA77241 8 
A1033892 AA100926 AU154749 A1459432 AI42351 3 Al 094597 AA740817 AJ991988 Ai 090262 AI312104 BI256707 AA459522 AA416871 A1075239 
AI339996 AA701623 Al 139549 A1336880 AA633648 A1989380 A1362835 AA399239 Al 146955 BF514270 N92892 AI348243 AI278887 AA459292 
AM94230 BF507531 AJ492600 AA962596 AW61 3002 AA293140 AA235549 BF108854 AA954344 N49582 A14571 00 AW5B9407 AW300758 BE22071 5 
BE220698 BE569091 BM009647 BFS00351 AI537692 A1203723 AI857576 AA5B4410 AW371667 BM172363 

438091 22448J AK054860 AV652198 AV652192 AV652138 AV652127 AV652194 BE935919 AV652017 AV651995 AV651548 AV646063 AV651985 AV646184 
AV646179 AW880409 AA345002 BF155189 BE068931 X56197 AL603014 AW953629 BM263546 BE550772 AA701084 AI681352 AA358689 
AW938841 BF438147 W05391 H75313 BF326185 AV646335 AV651589 AV646340 AV651992 AV646384 AV646364 AV687497 BF155183 AV646370 
AW797876 A1906821 X56196 BE833835 AA628440 BE833808 BF224205 AA709126 BE673807 A1923886 AA947932 AI2761 25 Al 185720 AW510698 
AA987230 BE457708 AW898628 AW898544 AM46984 AW043642 A1288245 Al 186932 AI635262 AI139455 AI298739 AI81 3854 A1024768 BE699445 
BE599444 AJ707807 D52654 AI214518 AI004723 AI698085 AW087420 AI565133 AA845571 AW898622 BF110144 AW513280 A1061 126 BF362770 
A1268939AI435818 BF475318AI024767 BE174213AA757598 AA513019 AA902959 AI860794 AI334784 BF108411 BM31 0532 AW51 3771 AI951391 
A1337671 BF095506 BF095601 BF095468 AW890091 BF095753 AW243400 AW898607 AW898616 BF362762 AI922204 AW898625 BE699468 
BE174196 AW102923 D52715 BE699456 D52477 D55017BF955933BG623563AV646254 AA463522 BI003244 A129919D W40186 BE174210 
BF939091 BF434180 AW579001 T55662 H0181 1 T52522 BF945037 BF955938 D54679 D53933 R67100 BG925552 BF999056 R83430 229922 T85791 
W03942 H632B9 AI091537 BF086583 AA345570 H48870 H80720 T83523 B1039626 BI037700 R00353 BF155184 N98343 N79072 H01812 T55581 

433470 6624.1 X75684 AL573167 AI445461 AI453743 AI983655 A1564644 AA977180 AI5941 1 1 AI591358 AW071625 AI678712 AI720939 AI927769 BE439796 
AI953432 AA292956 AW192593 AJ86583B A1696905 AI424384 AI16131 2 AI91 1921 AI597801 BI494959 AI240988 AI492554 AW262737 BE044033 
AW008570 AW629505 BI494958 AA088439 M706057 BF222820 BF593608 BE501957 AA524526 BE044134 AW572531 AW015724 BE349186 
. AA04321 7 BE219784 AI799814 AA1 29575 AI671727 A1470033 BE646195 AW779725 AA903050 AA14722B AA404570 AJ075878 W38161 A1972739 
AW673152 AA723200 C06123 BF057147 AA627686 AA157944 AI990245 AA662517 T32487 A18OO106 AI333170 A1859150 W45410 A1990827 
AW275048 AA182540 AA478328 A1298935 AW085158 AW471421 AW103470 AW300455 AW191997 AI823466 AA962397 AA136658 AI251817 
AW3391 04 M724739 AA41 1 1 00 AA1 9 1 349 AA757735 AA037696 AI7695 1 6 AW772283 AA01 0631 A1692846 AI061 065 H80983 R79933 AI950693 
AI245632 AI349390 AA148284 AI79B502 AA487893 AI621320 AW1 94272 C06365 AA9S3883 BE858936 AI918523 A1B72628 AI92721 7 AI453453 
AI189366 AW338678 AI261 359 AI500575 BF477735 AI032569 A1972899 AI985583 Z28771 AI363829 AI693030 AA603586 BE773488 AW339301 
BE773489 BE773462 BE773495 AI650338 BE773499 AI745717 BE611475 BE811470 BE811464 BE811418 BE811415 BE81 1400 BE811398 
BE81 1 388 8E81 1 352 BE773501 BE773494 BE773486 BE773474 BE773473 BE773470 BE773461 BE81 1 350 BE81 1337 BF593847 BG055071 
AW675302 BF003068 AA719173 BE811348 A1582462 A1686240 BE773500 AI244845 AI565439 AI918453 AI472527 AI446740 AA035576 AA191414 
AW674145 C05782 AI589264 D57558 A1468237 A1432033 AA989662 R21752 BF002457 AA9B8297 AL574095 AL576200 AL571074 AL574525 
AL57B810BG498381 AI928364 BE879732 AA479834AA479712C17732 BM091258 BF843901 AW820230 C1 7476 BE327 1 20 AA1 29574 AA1 36645 
BF843900 AW806193 AA502832 AA649494 AL568520 AL547960 BE706937 BE811360 BE773498 BE811401 BE773484 BE81 1437 BE81 1380 
BE81 1399 BF997171 BF757734 BE926037 AI377596 C0611 1 AW08896B BE81 1404 BE81 1472 AI865912 A1925607 A1871950 ATO93510 BE905927 
BE81 1435 AA191 387 AW772000 BE81 1453 BE61 4379 BF844522 B1044896 A1744233 AW984527 C17504 BFB43883 AI248307 BE773483 AI567995 
W60075 BF941 183 AI738844 BE811458 BE773481 AI262930 AA948565 BE706942 BE156350 T65026 AW242958 AW197954 BE905184 AA722206 
AI344943 AI348877 AI334860 BE621857 BE156280 AA454099 AA037722 BF843897 AW808183 AA043216 BG4B2896 AA1 82734 AA877242 
AW372926 H27252 R38114 BF851858 BE1 56214 AA1 90427 T91 762 AA035067 AA837326 T1 0930 BF906587 BI755027 BG506731 BC008442 
BC010166AL550134AL553096AL548700AL550751 AL547978AL545286 AL540643 AU1 18627 AL601 379 BI259821 BG741786BI868522AU1 35866 
BI552770 B1259210 B1256520 BI255569 BG485098 BI258228 BG49B501 BM04451 2 AU 133984 AL556586 BE745111 BI222633 AU1 33917 BG288151 
BI26071 5 BI550550 BG500773 BI551761 BG707501 BI818593 BF691383 BG721129 BG541578 BE906666 BG751098 BI224135 BG400746 BG478065 
BE790436 AWOB0238 AU137549 BG429896 BE3924B6 AW961686 BG721056 BE908365 BE546656 BG541235 AW583735 BG528290 BI260895 
AW651691 BM048974 BM043805 BG142185 AA315188 A1446615 C06300 BG497644 AA088544 AI815987 BG528631 BE619182 AW239185 
AWO62910 AW062902 AA347236 F11933 AA488005 AA301631 AA376800 D56120 AA343532 AA308636 F00242 AA376086 AA316968 AA343799 
BI870221 BE910282BG538748AW960564AV732879D16854AA192519BF922148AA216013BG624091 BE544387 BG507008AW1 76446 
BF790033 BE088925 BE088854 AA921353 R21800 AA01 1222 T97525 

436729 6624.1 X75684 AL573167 AI445461 AI453743 AI983655 A1564644 AA977180 A16941 11 AI591358 AW071625 A1578712 AI720939 AI927769 BE439796 
AI963432 AA292956 AW192593 AI855838 A1696905 AI424384 Al 161312 AI911921 AI597801 BI494959 AI240988 AI492554 AW262737 BE044O33 
AW008570 AW629505 BI494958AA088439 AA70S057 BF222820 BF593508 BE501957 AA524526 BE044134 AW572531 AW015724 BE349186 
AA043217 BE219784 AI799814 AA1 29575 AI671727 A1470033 BE646195 AW779725 AA903050 AA147228 AA404570 A1075878 W381 61 AI972739 
AW673152 M723200 C061 23 BF057147 AA627686 AA1 57944 AI990245 AA562517 T32487 AI800106 AI333170 AI859160 W45410 AI990827 
AW275048 AA182540 AA478328 AI298935 AW0851 58 AW471421 AW103470 AW300456 AW191997 AI823466 AA962397 AA135658 A1251817 
AW339104 M724739AA411100M191349M757735M037696AI769516AW7722ra 

AI245632 A1349390 AA148284 AI798502 M487893 AI621320 AW194272 C06365 AA953883 BE858936 AI918523 AI872628 AI927217 AJ453453 
AI189366 AW338678 AI261359 AJ500576 BF477735 Al 032569 A1972899 A! 985 583 Z28771 AI363829 A1693030 AA603586 BE7734S8 AW339301 
BE773489 BE773462 BE773495 AI650338 BE773499 AI745717 BE811475 BE811470 BE811464 BE811418 BE811415 BE61140O BE811398 
BE81 1388 BEB11352 BE773501 BE773494 BE773486 BE773474 BE773473 BE773470 BE773461 BE811350 BE811337 BF593847 BG055071 
AW575302 BF003068 AA719173 BEB1 1348 AI582462 AI686240 BE773500 A1244845 AI565439 AI918453 AM72S27 AI446740 AA035576 AA191414 
AW6741 45 C05782 A1589264 D57558 A1468237 AI432033 AA989652 R21 752 BF002457 AA988297 AL574095 AL576200 AL571074 AL574525 
AL578810 BG498381 A1928364 BE879732 AA479834 AA479712 C17732 BM091258 BF843901 AW820230 C17476 BE327120 AA1 29574 AA1 36645 
BF843900 AW806193 AA502832 AA649494 AL568520 AL547960 BE706937 BE811380 BE773498 BE811401 BE773484 BE81 1437 BE811380 
BE81 1399 BF997171 BF757734 BE926037 A1377596 006111 AW08896B BE81 1404 BE81 1472 A1865912 A1925607 A1871950 AI093510 BE905927 
BE81 1435 AA191387 AW772000 BE81 1453 BE614379 BF844522 BI044896 AI744233 AW984527 C17504 BF843883 A1248307 BE773483 A1567995 
W60075 BF941183 AI738844 BE811458 BE773481 AI262930 AA948555 BE70B942 BE156360T65026 AW242958 AW1 97954 BE905184 AA722206 
AI344943 A1348877 AI334B60 BE621857 BE156280 AA454099 AA037722 BF843897 AW805183 AA043216 BG482896 AA182734 AA877242 
AW372926 H27252 R381 14 BF85185B BE156214 AA190427 T91762 AA035067 AA837326 T10930 BF906587 B1755027 BG506731 BC008442 
BC010166 AL550134 AL553096 AL548700 AL550751 AL547978 AL5452B6 AL540643 AU1 18627 AL601379 BI259821 BG741785 B1868522 AU135B65 
B1552770 BI259210 BI256520 BI255569 BG485098 BI258228 BG498501 BM0445 1 2 AU 133984 AL556586 BE745111 BI222633 AU133917 BG288151 
BI260715 BI550550 BG500773 BI551761 BG707601 B1818593 BF691383 BG721129 BG541578 BE906566 BG751098 B1224135 BG400746 BG478065 
BE790436 AW080238 AU137549 BG429896 BE392486 AW961 686 BG721056 BE908365 BE546656 BG541235 AW583735 BG528290 BI260895 

674 



WO 03/042661 



PCT7TJS02/36810 



437056 
422940 
409745 



407347 
416546 
432407 



423387 2612.2 



400211 



400158 



453826 
447727 
400121 



415327 



455358 
415204 
425854 



424160 
417086 



411188 
417529 
417527 
4513B5 
436740 
419530 
400149 



AW651691 BM048974 8M043805 BG142185 AA315188 AI446615 C06300 BG497644 AA0B8544 AI815987 BG528631 BE619182 AW239185 
AW062910 AW062902 AA347236 F11933 AA488005 AA301631 AA376800 056120 AA343532 AA308636 F00242 AA376086 AA316968 AA343799 
BI870221 BE91Q2B2 BG53B748 AW960564 AV732879 D15854 AA192519 BF922148 AA216013 BG624091 BE544387 BG507008 AW176446 
BF790033 BE088925 BE088854 AA921353 R21800 AA011222 T97525 

428504 3 AW976398 AM 47061 AA765223 AA743380 A1803927 

58443 T BC012771 BG397153 BF366196 AA337277 AA319285 AW843252 

MH1944 5 BI030997 AA921874 AW1 88822 BI027862A1347618 AI361453 AI088754 AW207491 AA077391 BG012775 BG997382AA286833 AA1 50722 BI007625 
BI027864 BI009100 BI006275 BI006270 BI031000 BI029864 B1006277 BI007627 B1006266 BI006991 B1006990 BI007763 BI007762 BG997377 
AA150780 B1033518 BI027818 BG0157B9 BI033807 AA341445 

810943.1 T23514 AI655785 

242836 1 T59708AA224827T59843BE156903 

MH1429 12 BG036675 BF772005 BF771866 BG960386 BG960381 NM.005712 AF110315 BE074534 BE182776 BE15B000 BE157999 BE714315 AW818104 
AWB47519AA099426AW817981 AW856396BG961122AA224498 AA308542 AW821833 BF902155AI732411 BG778834 BG283641 BE748279 
BE748870BG319540BE748864 BF739224BG986155AK057283B1861466AA663341 AA457591 BG949294 AW392886 AA071122AA227849 
AA584918 BG959570 BF773486 AL041698 BF959013 R87170 CI 6659 BF770411 BF771298 AI075321 L13823 AA216700 BF771864 AW861859 
BE537058 C18935 M155719 BF771 172 BF769107 BFB04954 AW818172 AW818143 AW392930 AW817057 AW858044 BF74621 1 AA179928 
AW861687 AW821826 BI055726 BF242643 AA207189 BF770412 BF771 157 BG430030 AA055592 

L1328B AA92B785 A1608912 AW872978 AA565655 AI022915 AJ304920 AI564366 AI668793 AI094557 T60038 R72302 H45409 AA508805 R46356 
AA418798 BM129553 BM129126 BM1 29292 BM128B65 A1808418 AI689932 A1806573 BF431808 AW872985 AW166269 H73241 T16182 AI264547 
R73391 R72085R72840 T83751 X75299BF754348R94105AW449839 R73300NM_004624AI797007BE045543BF1 10021 BF754250 T83923 
AW884084 AA903896 M418962 L20295 R72351 H45098 AA961010 R73210 R46451 AW884085 BI022902 B1763932 BI910138 
3532 1 NM 003899 D63476 BM456434 AA778936 AA452871 A1052466 AW014138 AA448725 BE673088 AW028198 B1855378 BM150466 BM1 50674 
BMT48451 AW500880 AA1B0228 BE243507 BM144903 AA333656 AW503767 AA305470 AW504819 AA978194 AW500776 BEB72488 AI032663 
AA704686 AA652189 AA179463 AL535925 BE275744 BE27770B BE275715 AW504259 AA354483 BE244197 BE246232 D1 7055 AW01 3876 
AW014877 T09464 T08407 AA830246 AW897B81 BE501 192 BE501 195 AL044534 AA258853 BI03791 5 AA448037 BM461769 B1825965 BE763352 
AW167531 Z45588 AV721881 AA527273 AI573219 AA457036 AW439651 AW26441B AA577618 AI802954 AA902292 AA468752 AI380374 AA722690 
A1867708 M916982 A1291576 AW190427 AI338089 AI653744 A1306665 AW513541 AW440077 AI370014 AA904269 AW188378 A1671644 AW1933B6 
A1261832 AA775336 BF436811 AJ582703 AI278635 BE440186 AA617898 AA648948 BI491837 BF59031 1 AA448633 F27048 F37022 AW770819 
AA258808 A1369564 AW503675 AA777194 BE501048 BF222087 AA042973 AI8680B7 AA911460 Z41274 AI919082 T16746 AA447634 A1282427 
F22456 T15901 AA825298 AW0O7436 BE934303 BG981939 AW373814 BM151638AW956921 BM1 50080 BM153173BM 147451 BF953992 AA91 6696 
AW444935 M78398 AW581 147 AW608258 AA651910 AA132152 AW806295 T30326 D20054 AA310837 T06543 BM19450B BM193225 BM469348 
AW964920 AA325930 BI833627AW952193 AA738189 AA321051 BG987199 BF953967 T08890 BE869543 BG742857 BG988685 AA456B80 
BG001842BF809452 AW8920B3BF944342 T49551 W69981 BF764519T1 5869 AA1 32030 
2166 1 BC000486BC001930U15008NM 004597 BG326561 AV761269BF212132BG1 13313 B1838038BG9441 98 BG255198BG1 64334 BM01 3507 
AV682717 BF028761 BG755489 BG030141 BG105499 BE440103 BF727449 BM454228 BG912181 BM015197 BG395995 AI126579 AW248204 
BIB57394 BI85731 9 BG944205 BG323958 BI092930 AV756576 AA280959 BF033078 BE539360 AW247174 BG1 07836 BE796975 BG170920 AI148142 
AI092009 A1336349 AV713409 BF685591 BE616029 AV713166 BE909458 BE743868 BM018218 AI340153 BE792567 BE206806 AI159916 AI184271 
BE208585 BI862286 C18760 BG219364 AI122677 BE207297 BF754798 AA314384 BE873951 BG207294 AI148198 A1336189 AI141094 A1308985 
BF220098A1143289BE856397AA644001 BE675402 AJ346708 AI052809 Al 140082 8F081542 AI342428 AW79625 AA278456 A17501 63 BE707501 
BG944510 AA314616 AA315774 BF360721 8E738404 AA814194 AA477195 AA932107 F36858 AA363159 BE865458 AA354147 AW904224 AI055855 
AA380365 F28474 D59140 AA341946 AA993339 AA323350 F24344 AA374436 BG942061 AA636015 AA852919 T31486 F36334 BG943190 T30319 
BG943153 BG941 836 T32569 T31 160 AA31 1749 BE710086 BE70991 1 W23826 BG941639 BF769034 AA026407 AA229555 AV756340 AV714380 
356136 1 AL138129 BG003205 AL138179 B1021773 BE064231 

10123 14 AL520734BI666852BF870571 BF945361 BF945354 AI770086 81861 138 A1421 079 AL043200 BG68361 2 AW946265 

3532 1 NNL003899 D63476 BM456434 M778936 AA452871 A1052466 AW014138 M448725 BE673088 AW0281 98 BI856378 BM150466 BM150674 
BM148451 AW500880 AA1 80228 BE243507 BM144903 AA333656 AW503767 AA305470 AW50481 9 AA9781 94 AW500776 BE872488 AI032663 
AA704686 AA652189 AA179453 AL535925 BE275744 BE277708 BE275715 AW504259 AA354483 BE244197 BE246232 D17055 AW013876 
AW014877 T09464 T08407 AA830246 AW897881 BE501 192 BE501 195 AL044534 AA258853 BI037915 AA448037 BM461769 BI825965 BE763352 
AW167531 Z45588 AV721881 AA527273 AI573219 AA457036 AW439651 AW264418 AA577618A1802954AA902292 M468752 A1380374 AA722690 
AI867708 AA91 6982 AI291 576 AW190427 AI338089 AI653744 A1306665 AW513541 AW440077 AI370014 AA904269 AW1 88378 A1671644 AW193386 
AI261832 AA775336 BF436811 AI582703 AI27B635 BE4401B6 AA617898 AA648948 BI491837 BF590311 AA448633 F27048 F37022 AW770819 
AA258B08 AJ369564 AW503675 AA777194 BE501 048 BF222087 AA042973 AI868087 AA91 1 460 Z41274 AI919082 T16746 AA447634 A1282427 
F22456T15901 AA825298AW007436BE934303BG981939AW373814BM151638AW956921 BM150080BM153173BM147451 BF953992 AA916695 
AW444935 M78398 AW581147 AW608258 AA651910 AA132152 AW806295 T30326 D20054 AA310837 T06543 BM194508 BM193225 BM469348 
AW964920 AA325930 B1833627 AW9521 93 AA738189 AA321051 BG9871 99 BF953967 T08890 BE869543 BG742857 BG988685 AA456880 
BG001 842 BF809452 AW892083 BF944342 T49551 W69981 BF764519 T15869 AA1 32030 

9792.2 BM048470 BG983877 N92089 Z43545 F05783 R35182 H22769 H71928 H63921 R94394 AW195830 AA630220 F02030 R60760 R08204 H71929 
BE464731 R62568 H63520 H77840 AL515501 F01971 T71768 N55275 AA883505 AW606824 AA704682 N74193 W57593 AW753776 H60439 
AI076352 R31485 BE160931 AW1 30730 BE160869 AW580256 AW902073 BE702158 AW382079 N76884 BF431013 H38156 AV648937 H80573 

1160035 1 AW902569AW902557AW902654AW902641AW902650AW902741AW902644 

1865508 1 Z25288 R85077F00323 D82802 T27434 _ d t _ m 

2638 3 BF184345 AA364846 BI494468 AA775693 BF1 95801 AA749190 AI480223 BE327332 AI470017 AW628345 AI917472 AI972264 AI375571 AI652583 

A)656167AI983110BE550378AW015085BE552318A!631475AW33447AA534^ 

R59357 

5320 3 AW370493AA923304AI660828AA502611 B1017370M039WW65393BB38514VV65295BF919626BI759440BI838879AA336207F12441 
BF171187 BE185031 T74062 AW904410 AA280078 BF919529 

11 54 2 AK056605 AK056969 AW3B0724 AA195950 F21243 Z17422 AA176595 AA176955 M194350 BC005933 BC017866 AA196396 Z24810 AA1 81361 

AA193115M086465 F25194 F30130 AA180013 AJ346143 F20589 F20620 F29371 F32439 F25153 F32146 F26110 F2B506 F25307 F27533 F20375 
F32370 AA653078 BF574897 Z24852 F00172 T30560 AW449825 AI620346 BG986374 BE706521 C02691 AL596834 F31 902 F26078 AA670099 
BF475555 F30818 F37524 AJ346558 F28050 F17933 F31637 C03413 AI092152 AA1 80743 AA085730 F21998 F20854 F18944 F31180 F37937 F37738 
AA193162Z17344AA192546 

1072487 1 AWB21260BE162466BE161168 

3302462.-1 AA203634 

2431831.1 AA203524 W88451 

85022 1 AA019761 AA017656 AA017374 

1239008 1 AW975133 AA805813 AA729943 

37310 5 BF223647AA204668AA256086BF574707 W57756AA249070BI906494AA248011 

16458~1 BC003160 NWL001610 X12548 BG386685 8r760866 BI559S19 BG323B29 AU135543 BI834101 AU142120 AU124511 AU124889 AL558171 AU1172B6 
BI824000 BG386610 BI753285 BI223475 AU134828 BM126369 BE206493 BF751498 AL544274 AY007137 BI828921 BE870130 BF771242 BI835451 
B1765655 B1820955 BI223344 BG015924 BI759894 AL527413 BF310588 N31870 N23974 BE514914T48863 AW860257 BF334625 AA883860 
AU144168 AA442562 AU159491 AU148353 AA564123 AU148667 A1377256 AW664004 AI871712 A1141486 AI332351 AI339094 BE206109 AW519033 
AI817729 AI332490 AI149455 A1857411 AI763154 A1751608 A1377222 AI081956 AW664229 A1275B72 AW168546 AA975270 AI367408 A1687729 
AI269164 AW105344 BM193081 BE550930 AI082116 AA854691 AI056249 AI221062 A1290113 D51818 AA732409 BG055125 NB5878 AU156121 
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452203 2630.1 



453709 5991 5 J 



BC014081 NM.000593 X57522 L21208 L21207 L21206 L2120S L21204 A1561404 AL546423 AL5fi0492 ALS56882 At 41 otkm dio™.„ 

BG742981 AA279685 AA847441 AA313737 BF172639 BF897216 BF914190 BF903647 S70277 AI569594 AW0732QS AHfii^ a&SSST* 
BE858232 AA838610 A15391 14 AI719375 AI829129 BG057675 AI423422 AUlSS^ AWfTOTT^ ' aS^ ^JSIS^Jf^Sl^ 487429 

========== 

AKK7669 AK054977 ALS19747 BE893744 BM313248 BG913430 H80793 BFB13504 N3S311 M39276 H9S973 BF791919 ncii/i*. 
^<SArai059AI6810S3M7023SSBF439899A^^ 

AA402764 AI214S20 AA7S5312 BF380770 AA442682 AL519746 AW295039 AlK7ff78 AW47^33 W4^7^0^8^lS ^SS™ 
AW367707AA630879 AA428420 R76236 BG567847 N25931 AA 173568 AI073567AA^9CT^^ 



TABLE 58C 



Pkey: 
Ref: 



Unique number corresponding to an Eos probeset 

Sequence source. The 7 digit numbers in this column are Genbank Identifier (G\) numbers "Dunham l pi d • row m ft „,.kE~^« ™ «... . 
sequence of human chromosome 22- Dunham L etal, Nature (1999V SSS495 T)unhamletal pubficaGon entiled The DNA 

wuoiiu. Indicates DNA strand from which exons were predicted. 
NLposiflon: Indicates nucleotide positions of predicted ©cons. 

NLposISon 

5863-5970,7653-7784,8892-3023,9673-9807 
92095-92252 
36215-36461 
4151541695 
92893-93116 

72000-72290,72431-72700.72929-73199 
13758-13922,14558-14752 
84974-85125 
121957-122129 
34428-34612 
156037-156210 
112000-112137 



Pkey 


Ref 


Strand 


400843 


9188605 


Plus 


404942 


7382153 


Plus 


400752 


7331445 


Minus 


400496 


9743564 


Plus 


404568 


9966995 


Minus 


403912 


7710730 


Minus 


402328 


4464283 


Minus 


404891 


7329392 


Plus 


405036 


7543748 


Minus 


400845 


9188605 


Plus 


403212 


7630897 


Minus 


401927 


3873185 


Minus 



TABLE 59A: ABOUT 1 170 GENES UP-REGULATED IN PROSTATE CANCER COMPARED TO NORMAL ADULT TISSUES 

Ptey: Unique Eos probeset identifier number ~~" — 

ExAocn: Exemplar Accession number, Genbank accession number 
UnigenelD: Unigene number 
Unigene Title: Unigene gene title 

R1: Ratio of prostate tumor to normal adult body tissue 



428330 
426747 
420923 
416854 
425075 
431103 
434666 
419551 
413859 
420154 
428336 
400287 
416602 
428398 
432441 
414569 
417771 



ExAocn 


Unigene ID 


122524 


Hs.2256 


AA535210 


Hs.171995 


AF097021 


Hs.273321 


H40164 


Hs.80295 


AA506324 


Hs.1852 


M57399 


Hs.44 


AF151103 


Hs.112259 


AW582256 


Hs.91011 


AW992356 


Hs.8364 


AI093155 


Hs.95420 


AA503115 


Hs.183752 


S39329 


Hs.181350 


NMJJ05159 


Hs.79389 


A1249368 


Hs.98558 


AW292425 


Hs.163484 


AF109298 


Hs.118258 


AA804698 


Hs.82547 


AF179274 


Hs.22791 



matrix melalloproteinase 7 (matnrysin, 
kalUkrein 3, {prostate specific antigen 
differentially expressed in hematopoiefi 
Purtdrqecefl protein 4 
acid phosphatase, prostate 
ptefotrophin (heparin binding growth fac 
T cell receptor gamma locus 
anterior gradient 2 (Xenepus laevis) horn 
Homo sapiens pyruvate dehydrogenase kma 
JM27 protein 

miacseminoprotein, beta- 
kaliikrein 2, prostatic 
nel (chicken)-fike2 
ESTs 
ESTs 

prostate cancer associated protein 1 
relinoic acid receptor responder (tazaro 
transmembrane protein with EGF-iike and 



R1 

108.1 

102.5 

90.5 

79.8 

71.6 

70.6 

69.1 

66.4 

66.4 

63.9 

61.4 

59.7 

54.6 

54.6 

54.6 

54.2 

54.2 

53.7 
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5 

10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



437145 AF007216 
446057 AI420227 
431579 AW971082 
400299 X07730 
427674 NM_003528 
432374 W68815 
422487 AJ010901 
415314 NB8802 
431958 X63629 
409262 AK000631 
423582 BEOO0831 
400298 AA032279 
439176 AI446444 
416585 X54162 
447726 AL137638 
426174 AA547959 
425071 NMJJ13989 
417067 AJ001417 
414217 AI309298 
433043 W57554 
400302 N48056 
453096 AW294631 
419239 AA468183 
427665 AF134803 
415539 AI733881 
428411 AW291464 
428819 AL135623 
401424 

452114 N22687 
426990 AL044315 
446045 AJ297436 
421552 AF026592 
432101 AI918950 
427398 AW390020 
426716 NH.006379 
434025 AF1 14264 
414591 AI888490 
453355 AW295374 
408380 AF123050 
429500 X78565 
453370 AI470523 
408369 R38438 
408001 AA046458 
440274 R24595 
417332 AW972717 
442993 BE018682 
433404 T32982 
459247 N46243 
418829 AA516531 
459290 NM 001545 
418827 BE327311 
410330 AW023630 
450377 AB033091 
424012 AW368377 
441633 AW95B544 
429290 AF203032 
452340 NM 002202 
421566 NML000399 
409361 NNL005982 
446100 AW967109 
407202 N58172 
434078 AW880709 
442870 N45018 
403047 

407709 AA456135 
433444 AW975324 
415989 AI267700 
430539 AK001489 
408221 AA912183 
448519 AW175665 
437179 AA393508 
426457 AW894667 
444484 AK002126 
400292 AA250737 
433647 AA603357 
429220 AW207206 
427871 AW992405 
448106 A1800470 
415992 C05B37 
452792 AB037765 
407910 AA650274 
428862 NM.000346 
418961 AW957646 



Hs.5422 
Hs.2877 
Hs.52256 
Hs.23837 
Hs.61635 



Hs.5462 solute carrier famfly 4, sodium blcarbon 
Hs.149358 ESTs, Weakly slrriar to A46010 X-finked 
Hs.222886 ESTs, Weakly similar to TRHYJHUMAN TR1CH 
Hs.171995 kaflikrein 3, [prostate specific antigen 
Hs.2178 H2Bhistone family, member Q 
Hs.301885 Homo sapiens cDNA FU11346 (is, clone PL 
Hs. 1 98267 mucin 4. bacheobronchiat 
glycoprotein MSB 

cadherin 3. type 1. P-cadherin (placenta 
hypothetical protein FU 20624 
Homo sapiens cDNA FU11812 fis, done HE 
six transmembrane epithelial antigen of 
Hs.190394 ESTs, Weakly similar to B28096 Bne-1 pr 
Hs.79386 leiomodin 1 (smooth muscle) 
Hs.19368 matriDn2 
Hs.115838 ESTs 

Hs.1 54424 detodinase, iodothyronine, type U 
Hs.81086 solute carrier family 22 (extraneurona) 
Hs.279898 Homo sapiens cDNA: FU231 65 fis. done L 
Hs.1 25019 lymphoid nuclear protein (LAF-4) mRNA 
Hs.1 91 5 folate hydrolase (prostate-specific memb 
Hs.1 1325 ESTs 

Hs.184598 Homo sapiens cDNA: FU23241 fis, clone C 
Hs.180141 cofilin2(musde) 
Hs.72472 BMP-R1B 
Hs.10338 ESTs 
Hs.193914 WAA0575 gene product 

NM 001 172Homo sapiens arginase. type II 
Hs.8236 ESTs 

Hs.173094 Homo sapiens mRNA for KIAA1750 protein, 
Hs.201 66 prostate stem cell antigen 
Hs.105700 secreted frizzled-related protein 4 
Hs.123642 EphA3 

Hs.2041 5 chromosome 21 open reading frame 1 1 
Hs.171921 sema domain, immunoglobufin domain (Ig), 
Hs.21 6381 Homo sapiens clone HH409 unknown mRNA 
Hs.55902 ESTs. Weakly sbnBar to ALU8_HUMAN ALU S 
Hs.31412 Homo sapiens cDNA FU11422 fis, done HE 
Hs.44532 diubiquitin 

Hs.2891 14 hexabrachion (tenascin C, cylotactin) 
Hs.139336 ATP-binding cassette, sub-family C (CFTR 
Hs.182575 solute carrier family 1 5 (H?7? transport 
Hs.9S296 ESTs 

Hs.71 22 scrapie responsive protein 1 
Hs.288462 hypothetical protein FU21 511 
Hs.166196 ATPase, a ass I, type 8B, member 1 
Hs.102720 ESTs 

Hs.1 1 0373 ESTs, Highly similar to T42626 secreted 
Hs.55999 NKhomeobox(Drosophaa) t farnily3.A 
inhibitor of DNA binding 4, dominant neg 
HT021 
ESTs 

K1AA1265 protein 
Hs.1 37569 tumor protein 63 kDa with strong homolog 
Hs.1 12242 normal mucosa of esophagus specific 1 
Hs.1 98760 neurofilament, heavy polypeptide (200kD) 
Hs.505 1SL1 transcription factor, LIM/homeodoma 
early growth response 2 (Krox-20 (Drosop 
sine ocuKs homeobox (Drosophila) homob 
hypolhefical protein (1J462023.2 
Hs.109370 ESTs 

Hs.2836B3 chromosome 8 open reading frame 4 
hypothetical protein DKFZp761J17121 
NM_005656*:Homo sapiens transmembrane pr 
ESTs 



Hs.34853 
Hs.47166 
Hs.46786 
Hs.74313 



Hs.1395 

Hs.54416 

Hs.13804 



Hs.8769 



Hs.23023 

Hs.129816 ESTs 

Hs.317584 ESTs 

Hs.242894 ADP-ribosytaBon factor-like 1 

Hs.47447 ESTs 

Hs.278595 Homo sapiens prostein mRNA, complete cds 

Hs.300642 serologically defined colon cancer antig 

Hs.1 69965 chtmerin (chimaerin) 1 

Hs.11260 hypothetical protein FU11264 

Hs.72472 BMP-K1B 

Hs.222294 ESTs 

Hs.136319 ESTs 

Hs.59622 Homo sapiens, done IMAGE3507281. mRNA, 

Hs.171941 ESTs 

Hs.145807 hypothetical protein FU13593 

Hs.30652 K1AA1344 protein 

Hs.41 296 fibronectin leudne rich transmembrane p 
Hs.2316 SRY {sex teterminmg. region Y)-box 9 (ca 
Hs^3023 ESTs 



49.6 
48.0 
46.8 
45.0 
44.9 
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AW519204 


Hs.40808 


413517 


N76712 


Hs.44829 


409731 


AA 125985 


Hs.56145 


418396 


A1765805 


Hs.26691 


412088 


AJ689496 


Hs.108932 


429673 


AA884407 


Hs.211595 


411644 


H92064 


Hs.278626 


409619 


AK001015 


Hs.55220 


433466 


AA508353 


Hs.105314 


431657 


A1345227 


Hs. 105448 


440995 


T57773 


Hs. 10263 


432278 


AL137506 


Hs.274256 


428S95 


A1355647 


Hs. 189999 


424720 


M89907 


Hs.152292 


440260 


AI972867 


Hs.7130 


443622 


A1911527 


Hs.11805 


426418 


M90464 


Hs.169825 


425383 


D83407 


Hs.156007 


450642 


R39773 


Hs.7130 


417421 


AL138201 


Hs.82120 


435981 


H74319 


Hs.188620 


450693 


AW450461 


Hs .203955 


444784 


012485 


Hs.11951 


423242 


AL039402 


Hs.125783 


408621 


AI970672 


Hs.46638 


408000 


L11690 


Hs.620 


404210 






417622 


AW298163 


Hs.82318 


419526 


AI821895 


Hs. 193481 


442799 


A1564739 


Hs.68505 


424846 


AU077324 


Hs.1832 


420195 


N44348 


Hs.26243 


429922 


Z97630 


Hs.226117 


422511 


AU076442 


Hs.1 17938 


437330 


AL353944 


Hs.50115 


431474 


AL133990 


Hs. 190542 


430887 


N66801 


Hs.260287 


416655 


AW968613 


Hs.79428 


408912 


AB011084 


Hs.48924 


445133 


AW157646 


Hs. 153506 


421513 


X00949 


Hs.105314 


413746 


AA133243 


Hs.171553 


446795 


AI797713 


Hs. 156471 


440774 


AI420611 


Hs.1 27832 


407168 


R45175 


Hs.117183 


417511 


AL049176 


Hs.82223 


431130 


NIVL006103 


Hs.2719 


451277 


AK001123 


Hs^6176 


411800 


N39342 


Hs.1 03042 


446469 


BE094848 


Hs.15113 


427138 


N77624 


Hs.173717 


409758 


AW474960 


Hs.182258 


424897 


D63216 


Hs.153684 


430280 


AA361258 


Hs.237868 


401197 




452814 


A1092790 


Hs.334703 


429918 


AW873986 


Hs.1 19383 


423073 


BE252922 


Hs.123119 


453469 


AB014533 


Hs.33010 


444922 


AI921750 


Hs.144871 


436396 


AI683487 


Hs.1 52213 


419440 


AB020689 


Hs.90419 


429170 


NMJ501394 


Hs.2359 


441690 


R81733 


Hs.33106 


423690 


AA329648 


Hs.23804 


423044 


AA320829 


Hs.97266 


410929 


H47233 


Hs.30643 


427019 


AA001732 


Hs.173233 


431556 


AF016028 


Hs.183428 


409632 


W74001 


Hs.55279 


444190 


AI87891B 


Hs.10526 


407118 


AA156790 


Hs.262036 


416370 


N90470 


Hs.203697 


431217 


NMJJ13427 


Hs.250830 


430187 


AJ799909 


Hs.158989 


420120 


AL049610 


Hs.95243 


434423 


NWL006769 


Hs.3844 


417381 


AF164142 


Hs.82042 


409062 


AL157488 


Hs.50150 


409038 


T97490 


Hs.50002 


436032 


AA150797 


• Hs.109276 


431548 


AI834273 


Hs.9711 


418565 


AK001529 


Hs.86149 



ESTs 

ESTs. Weakly similar to I38022 hypolhefi 
thymosin, beta, identified in neuroblast 
ESTs 
ESTs 

protein tyrosine phosphatase, norwecepl 
Arg/AW-interacting protein ArgBP2 



relaxin 1 (H1) 
ESTs, Weakly sim2arto B34087 hypotheti 
ESTs 

hypothetical protein FU23563 
purinergic receptor (family A group 5) 
SWI/SNF related, matrix associated, acti 
copinelV 
ESTs 

collagen, type IV, alpha 5 {Alport syndr 
Down syndrome critical region gene 1-Gk 
copine IV 

nuclear receptor subfamily 4, group A, m 

ESTs 

ESTs 

ectonucleotide pyrophosphatase/phosphodi 
DEME-6 protein 

chromosome 11 open reading frame 8 

bullous pemphigoid antigen 1 (230/240kD) 

NM_005936:Homo sapiens rrn/doidVlymphoid 

WAS protein famity, rnember 3 

ESTs 

ESTs 

neuropeptide Y 

Homo sapiens cDNA FU1 1 177 fis, done PL 

H1 histone famfly, rnember 0 

collagen, type XVII, alpha 1 

Homo sapiens mRNA; cDNA DKFZp761 J 1 1 12 (f 

ESTs 

KIAA1841 protein 

BCL2/adenovirus E1B 19kCMnteracting pro 
KIAA051 2 gene product; ALEX2 
ESTs 

relaxin 1 (H1) 

ESTs, Moderately similar to CLC3 HUMAN C 

ESTs 

ESTs 

ESTs 

chor din-Eke 

epitfdymiS'Spedfic, whey-acidic protein 
hypothetical protein FU 10261 
microtubule-assodated protein IB 
homogentisate 1,2-dioxygenase (homogenti 
phosphatide add phosphatase type 2B 
ESTs, Weakly simflar to 178885 serine/lh 
frizzled-related protein 
interteukin 7 receptor 
ENSP00000229263*:HSPC213. 
hypothetical protein FU14529 
ESTs 

MAD (mothers against decapentaptegic, Dr 
WM0633 protein 

Homo sapiens cDNA FU13752 fis, done PL 

wingless-type MMTV integration site farm' 

WAA0882 protein 

dual specificity phosphatase 4 

ESTs 

ESTs, Weaidy similar to PN0099 son3 prot 

protocadherin18 

ESTs 

rrypothetical protein FU10970 

sarcospan (Kras oncogene-associated gene 

serine (or cysteine) proteinase inhibHo 

cysteine and grydne-nch protein 2 

ESTs, Weaidy simEar to Z223_HUMAN ZINC 

ESTs, WeaMy similar to 138022 hypothec 

Rho GTPase activafing protein 6 

ESTs 

transcription elongation factor A (Sh> 
UM domain only 4 

sdute carrier fam8y 23 (nudeobase tra 
Homo sapiens mRNA; cONA DKFZp564B162 (fr 
small inducible cytokine subfamily A (Cy 
latexin protein 
novel protein 

prot 
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445929 AI089660 

453160 AI263307 

439897 NMJH5310 

453874 AW591783 

434987 AW975114 

407690 R47799 

421913 AI934365 

418819 AA228776 

450831 R37974 

415691 AW963979 

417124 BE122762 

445162 AB011131 

426647 AA243464 

410099 AA081630 

430722 AW968543 

420344 8E463721 

436420 AA443966 

427315 AA179949 
418432 M14156 

410765 AI694972 
444931 AV652066 
437446 AA788946 
AW602166 



417061 A1675944 
424682 AW604804 
432435 8E218886 
443547 AW271273 
431121 AW971157 
410467 AF102546 
407110 AA018042 
440703 AL137663 
429925 NfcL000786 
427958 M418000 
421059 AI654133 
430487 D87742 
419355 AA428520 
417412 X16896 
423943 AF163570 
434217 AW014795 
439444 AI277652 
447809 AW207605 
430177 AW969233 
432473 A1202703 
421823 N40B50 
418522 AA605038 
420092 AA814043 
414602 AW630088 
417426 NM-002291 
400297 AI127076 
401747 

424181 AL039482 
442369 A1565071 
432966 AA650114 
426657 NMJJ15865 
419536 AA603305 
443745 AB039670 
438899 AF085833 
418555 A1417215 
442064 AI422867 
409385 AA071267 
453070 AKD01465 
443801 AW206942 
437536 X91221 
409196 NMJ01874 
438337 AK002058 
416239 AL038450 
448290 AK002107 
407192 AA609200 
409060 AI815867 
442571 C06338 
419713 AW968058 
426125 X87241 
450164 AI239923 
429663 M68874 
408990 AL022395 
417094 NH.005895 
436024 AI800041 
412652 AI801777 
456516 BE172704 
452576 AB023177 
430299 W2B673 
434792 AA649253 
418036 237976 



Hs.323401 dpy-304Ike protein 1B.8 

Hs.239884 H2B histone family, member L 1 8.8 

Hs.6763 K1AA0942 protein 188 

Hs^6131 collagen, type XIV, alpha t(unduRn) 18.8 

Hs^93273 ESTs 18.7 

Hs.266957 hypothetical protein RJ14281 18.7 

Hs.109439 csteogtyrin (osteoinductive factor, mime 18.7 

Hs.191721 ESTs 18.7 

Hs.252S5 ESTs 1B.7 

Hs.24723 ESTs 1B.7 

Hs.25338 ESTs 18.7 

Hs.1 2376 piccolo (presynaptic cytoniatnx protein) 1 8.6 

Hs.2941 01 pre-B-cell leukemia transcription factor 1 8.5 

Hs.169387 K1M0036 gene product 18.5 

Hs.203270 ESTs, Weakly similar to ALU1_HUMAN ALU S 18.5 

Hs.97101 putative G protein-coupied receptor 18.5 

Hs.31595 ESTs 18.4 
Hs.175563 Homo sapiens mRNA; cONA DKFZp564N0763 (f 18.4 

Hs.851 1 2 insufin-Jike growth factor 1 (somatomedi 1 8.3 

Hs.66180 nudeosome assembly protein 1-Gke 2 18.3 

Hs.75113 genera) transcription factor HiA 18.2 

Hs.16869 ESTs, Moderately similar to CA1C RAT COL 1B.2 

Hs.222399 CEGP1 protein 18.1 

Hs.188691 Homo sapiens cDNA FU 12033 Cs, clone HE 18.1 

Hs.151717 K1AA0437 protein 18.0 

Hs.282070 ESTs 17.9 

Hs.23767 hypothetical protein FU12666 17.8 
gb:EST383245 MAGE resequences, MAGL Homo 17.8 

Hs.63931 dachshund (Orosophila) homolog 17.7 

Hs.252085 Prader-VVini/AngelnTansyr«lrome-5 17.7 
Hs.7378 Homo sapiens mRNA; cDNA DKFZp434G227 (fr 17.7 

Hs.226213 cytochrome P450, 51 (lanosterol 14-atpha 17.6 

Hs.98280 potassium interrnediatefernall conductance 17.6 

Hs.3021 2 thyroid receptor interacting protein 15 17.5 

Hs.241552 K1AA0268 protein 17.4 

Hs.90061 progesterone binding protein 17.4 

Hs.821 12 interteukm 1 receptor, type I 17 J 

Hs.1 35756 polymerase (DNA directed) kappa 17 J 

Hs.23349 ESTs 17.3 

Hs.54578 ESTs, Weakly similar to 138022 hypotheS 17.2 

Hs.164230 ESTs, Highly similar to JC7266 2$<yc 17.2 

Hs.302746 MSTP028 protein 17.2 

Hs.152414 ESTs 17.1 

Hs.28625 ESTs 17.1 

Hs.7149 Homo sapiens cDNA: HJ21 950 fis, clone H 17.0 

Hs.88045 ESTs 17.0 
Hs.76550 Homo sapiens mRNA; cDNA DKFZp564B1264 (f 17.0 

Hs.82124 laminin,beta1 17.0 

Hs.334473 hypothetical protein DKFZp56401 278 17.0 

Homo sapiens keratin 17 (KRT17) 17.0 
Hs.142517 Homo sapiens mRNA; cDNA DKFZp434P081 0 (f 17.0 

Hs.159983 ESTs 16.9 

Hs.325198 ESTs 16.9 

Hs.171731 solute carrier family 14 (urea transport 16.8 

gb:np12d1U1 NCLCGAPJW Homo sapiens 16.8 

Hs.9728 ALEX1 protein 16.8 

Hs.135624 ESTs 16.8 

Hs.87159 hypothetical protein FU 12577 16.8 

Hs.88594 ESTs 16.8 

gbzm61g01 s\ Stratagene fibroblast (937 16.5 

Hs.31575 SEC63. endoplasmic reticulum translocon 16.4 

Hs.253594 ESTs 16-3 

Hs.144465 ESTs 16.3 

Hs.334873 carboxypeptidase M 16.3 

Hs.6166 hypothetical protein FU11 196 16.3 

Hs.48948 ESTs 16.3 

Hs.20843 HomosapienscDNAFU11245fc,donePL 16.2 

gb:af12e0ls1 Soares_tesfc_NHT Homo sap 16.2 

Hs.50130 necdin (mouse) homolog 16.1 

Hs.155464 ESTs 16.1 

Hs.9238 1 nudix (nucleoside diphosphate linked moi 1 6. 1 

Hs.166994 FATturnorsiippressor(Drosophaa)rttmoto 16.0 

Hs.30098 ESTs 16.0 

Hs.211587 phosphoKpase A2. group IVA (cytosofc, 16.0 

Hs.49526 ttxw and teucine-rich repeat protein 4 16.0 

Hs.81182 histamine N^nethyltransferase 16.0 

Hs.190555 ESTs 16.0 

• Hs.6774 ESTs 16.0 

Hs.222746 WAA1610 protein 16.0 

Hs.29900 WAA0960 protein 155 

Hs.106747 serine carboxypeptidase 1 precursor prot 1 5.9 

Hs.132458 ESTs 15.9 

Hs.83337 latent transforming growth factor beta b 15.9 
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Hs.21094 


402812 






447313 
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AW302885 


Hs. 1171 83 


439677 
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Hs. 164599 
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Hs. 102754 


413654 


AA331881 
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AA228899 
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426501 


AW043782 


Hs.293616 


435056 
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Hs.5422 


414504 
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Hs.1 15175 


443960 


AI093577 


Hs 255416 


434988 
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Hs 161160 


435380 
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Hs.192221 


410268 
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AI433833 


Hs 164159 


446377 
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Hs 1 70053 

no. i (umo 


425009 
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415672 
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Ue 1Q'K7Q 
no. 1 73031 y 


450325 


AI935962 


He 9Ronq 


400294 


N95796 


Hs 276696 


443674 


AI081330 


Hs 14*»nnn 


415263 


AA948033 


He 1^nft«tt 


442081 


AA401863 


Hs 22T80 


415788 


AW628686 


Hs.78851 


445467 


A1239832 


Hs 16617 

no. i uu 1 1 


435299 


AK000767 


Hs.5111 


418693 


AI750878 


Hs R74M 


422163 


AF027208 


Hs 112360 

no. i i 


443180 


R15875 


Hs 256576 


432437 


W07088 


Hs 293685 


415786 


AW419196 


Hs 257924 


446091 


AW022192 


Hs 200197 


409341 


A1963376 


Hs.12532 


430376 


AW292053 


Hs 12639 


434096 


AW662958 


Hs.75626 


453698 


AA037615 


Hs.42746 


444805 




Hs. 12017 


427707 


N'M_0Q5578 


Hs IRfJIQfl 

no. 


453308 


AW959731 




442607 


AA507576 


Hs 366361 


433927 


A1557019 


Hs 116467 


443162 


T49951 


He Q09Q 


412490 


AW603564 


u_ OQflOcn 
ns.iOOOOv 


424580 


AA446539 


He 3301)94 


443912 


R37257 


He 1A47Rfl 
(15. ItW/OU 


410297 


AA14H710 


Hs.79914 


431448 


AL137S17 


He 334473 


432306 


Y18207 


Me IflWl 


451652 






406038 


Y14443 


Hs RR91Q 


408784 


AW971350 


He P13R6 


453510 




He 491 M 


407894 


AJ278313 


Hs,41143 


433908 


AW298141 


Hs 157976 

no. iwf 31 9 


440529 


AW207640 


He 16476 
no. lutio 


413249 


AF167160 


Hs 75251 
no.i jtj i 


408430 


S79876 


Hs.44926 


430665 ' 


BE350122 


He 167367 
no. i ji jui 


447752 


M73700 


Hs 105936 

no. iu«jooo 


426044 


AA502490 


Hs. 336695 


403362 






427982 


NM_016156 


Hs 181326 


407634 


AW016569 


Hs 136414 
no. iJuH »*♦ 


448362 


AA641767 


Hs 21015 


433226 


AW503733 


Hs.9414 


427472 


AA522539 


He ni76n 

no. to icDki 


453861 


AI026838 


He ^M9fl 


458082 


AW978B11 


Hs ,31 4451 


409264 


NM.014937 


Hs.52463 


432729 


AK000292 


HS.27B732 


422270 


AF1 14494 


Hs.114062 


410339 


A1916499 


Hs.29B258 


431992 


NM.002742 


HsJ2891 


424432 


AB037821 


Hs.145858 


431933 


A1187057 


Hs.132554 


440749 


W22335 


Hs.7392 


416434 


AW163045 


Hs.79334 


450382 


AA397658 


Hs.60257 


407021 


U52077 




413786 


AW613780 


Hs.13500 


437866 


AA156761 


Hs.74170 



rrypoihelical protein MGC2747 15.9 

RAB1 8, member RAS oncogene famBy 15.9 

NMJ)04930*:Horno sapiens capping protein 15.8 
Homo sapiens done DT1P1B6 mRNA, CAG rep 15.8 

ESTs 15.7 

ESTs 15.7 

ESTs 15.7 

percodredoxin 3 15.7 

Homo sapiens HUN 1 protein mRNA, partial 15.7 

ESTs 15.7 

glycoprotein M6B 15.7 

sterile-alpha motif and leucine zipper c 15.6 

hypothetical protein FU2198S 15.6 

ESTs 15.6 

ESTs 15.6 

six transmembrane epithelial antigen of 15.6 

ESTs, Weakly similar to ALU1.HUMAN ALU S 15.6 

ESTs 15.5 

protein tyrosine phosphatase, receptor t 1 5.5 

ESTs 15.5 

ESTs 15.5 

Homo sapiens prosteh mRNA, complete cds 1 5.4 

ESTs 15.4 

ESTs 15,4 

ESTs 15.3 

WAA0217 protein 15.3 

ESTs, Weakly similar to ALU4.HUMAN ALU S 15.3 

hypothetical protein FU 20729 15.3 

thrombospondin 1 15.3 

prorrinin {mouseHike 1 15.3 

daudin 12 15.2 

ESTs 15.2 

hypothetical protein FU 1 3782 1 52 

ESTs 15.2 

chromosome 1 open reading frame 21 15.2 

chromosome 1 open reading frame 21 1 5.1 

pleiomorphic adenoma gene-like 1 15.1 

ESTs 15.1 

homolog of yeast ubtquifin-protein Dgas 1 5.1 

UM aomain-containing preferred Iran sloe 15.1 

ESTs 15.1 

Homo sapiens cDNA: FU22696 fis, clone H 15.1 

small nuclear prolan PRAC 15.0 

DKFZP434G032 protein 15.0 

Homo sapiens cDNA: FU22528 fis, clone H 1 5.0 

ESTs, Weakly similar to A4601 0 X-flnked 15.0 

ESTs 15,0 

lurrrican 15.0 

hypothetical protein DKFZp5640l278 14.9 

protein phosphatase 1 , regulatory (inhib 14.9 

ESTs 14.9 

zinc finger protein 200 14,8 

ESTs ... 14.8 

ESTs 14.8 

phosphoinositide-spedfic phosphotipase 14.8 

ESTs 14.8 

Homo sapiens cDNA: FU21 718 fis, clone C 14.8 

DEAD/H (Asp-Gla-AJa-Asp/His) box bintfing 14.8 

dipepfidylpeptjdase IV (C026, adenosine 14.7 

ESTs. Weakly simflar to 178885 serine/th 14.7 

lactotransferrin 14.7 

ESTs 147 

NM_001615*:Homo sapiens actin, gamma 2, 14.7 

K1AA1073 protein 14.7 

UDP-OcNAcbetaGal beta-1,344-acetyfg!uc 14.7 

hypothetical protein DKF2p564L0864 simH 14.7 

WAA1488 protein 14.6 

transposon-derived Buster3 transposase-l 14.6 
ESTs. Weakly similar to NUCU.HUMAN NUCLE 14.6 

ESTs. Weakly sirnflar to ALU1.HUMAN ALU S 14.6 

WAA09S6 protein 14.6 

hypotheSca! protein FU20285 14.5 

protein tyrosine phosphatase-fike (profi 14.5 

ESTs 14.5 

protein kinase C mu 14.5 

protocadherinIO 14.5 

ESTs 14.5 

hypothetical protein MGC3199 14.5 

nuclear factor, interleukin 3 regulated 14.5 

Homo sapiens cDNA FU 13598 Rs, done PL 14.5 

gbiHuman marinerl transposase gene, comp 14.5 

ESTs 14 .5 

metanotttionein 1E (furjrfional) 14.5 
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443280 
416836 
436860 
425174 
442242 
443790 
418994 
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437718 
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432712 
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451533 
424701 
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439518 
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444880 
433409 
423201 
413724 
454219 
429165 
430598 
444172 
416774 
410310 
428738 
400295 
407939 
452281 
408622 
428054 
444636 
416292 
442315 
452260 



450316 
419839 
443634 
449474 
422278 
445817 
434629 
416795 
410001 
452242 
413231 
404641 
428648 
414279 
411573 
417632 
431467 
450313 
445472 
419264 
418663 
452277 
447896 
447082 
451468 
415443 
427212 
442113 
433517 



AA601518 
AW963624 
AA299S88 
054745 
H12751 
087450 
AV647908 
NM-O035O0 
AA296520 
AA526235 
A1927288 
AL133396 
AB016247 
A1367347 
NM 004657 
NM.005923 
AA463276 
AA502764 
AW972983 
NM_012446 
N34742 
AI022650 
A1820961 
061594 
W76326 
AW294013 
AB014540 
AA306342 
AI377221 
AW118683 
A1278802 
NR_000163 
M131466 
X75042 
AW009886 
AKD01764 
BE147740 
AI005169 
J02931 
NM_000380 
AA305627 
W0560B 
T93500 
AA056060 
AI948688 
T96667 
AA179233 
AA173992 
AA453208 
AF059214 
W84446 
U24577 
H73972 
AA019344 
AF072873 
NM.003642 
AA789081 
A1497778 
AB041036 
R50956 
D87461 



secreted modular cakaum-binding protein 
ESTs, Weakly similar to YEW4_YEAST HYPOT 
ESTs 

chotecystokintn 
PR01914 protein 
Hs.154978 K1AA0261 protein 
Hs.90424 Homo sapiens cDMA: FU23285 fis, done H 
Hs.9795 acyl-Coenzyme A oxidase 2, branched chai 
Ks.89546 seiectin E (endothelial adhesion molead 
Hs.1 93162 Homo sapiens cONA FU1 1 983 fts r done HE 
Hs.196779 ESTs 

Hs.74621 prion protein (p27-30) (Creutzf eld-Jakob 
Hs.288031 sterol-C5-desaturase (fungal ERG3, delta 
Hs.44698 Homo sapiens clone TCCCTA00151 mRNA sequ 
Hs.2653Q serum deprivation response (phosphatidyl 
Hs.1 51988 mitogen-xtivated protein kinase kinase 
Hs,288906 VVW Donon-Containing Gene 
Hs.123469 ESTs, WeaWy similar to AF208855 1 BM-01 
Hs.2321 65 polycythemia rubra vera 1 ; cell surface 
Hs.1 69833 singte-stranded-DNA-binding protein 
Hs.170065 Homo sapiens cDNA FU13492 fis, clone PL 
Hs.81 1 7 erbb2-interacfing protein ERBIN 
Hs.193465 ESTs 

Hs. 17279 tyrosylprotein sulfotransferase 1 

gb.zd60d04.r1 SoaresJetaLhearLNbHH19W 
Hs.200942 ESTs 
Hs.1 53026 SWAP-70 protein 

protein kinase C-Dke 2 
ESTs 



Hs.22209 
Hs.31707 
Hs.24183 
Hs.80247 
Hs.5327 



453111 
435839 
429113 



AF052728 

AW021691 

AB029000 

R20855 

N71831 

AI0389B9 

AB006631 

AA877104 

AK001100 

AL049013 

AI436124 

T85314 

AW503398 

T07353 

AW293849 

BE622187 

AW022133 

AW451999 

AB014598 

AF249744 

028235 



Hs.69171 
Hs.40528 
Hs.154150 ESTs 
Hs.25661 ESTs 
Hs.125180 growth hormone receptor 
Hs.23767 hypothetical protein FU12666 
Hs.4431 3 v-rd avian refiariceridotheEosis viral 
Hs.1 1 8258 prostate cancer associated protein 1 
Hs.2471 12 hypothetical protein FU10902 
Hs.1 04558 ESTs, Moderately similar to 138022 hypot 
Hs.28274 Homo sapiens cDNA: FU 22049 fis, done H 
Hs.621 92 coagulation factor III (thromboplastin, 
Hs.192803 xeroderma pigmentosum, comptementaSon g 
Hs.1 39336 ATP-binding cassette, sub-family C (CFTR 
Hs.312679 ESTs, WeaWy similar to A49019 dynein he 
Hs.28792 Homo sapiens cDNA RJ11041 fis, clone PL 
Hs.202577 Homo sapiens cDNA FLJ1 21 66 fis, done MA 
Hs.266619 ESTs 
Hs.17877 ESTs 

Hs.42390 nasopharyngeal carcinoma susceptibility 
Hs.7956 ESTs, Moderately similar to ZN91_HUMAN Z 
Hs.28726 RAB9, member RAS oncogene family 
Hs.194687 cholesterol 25-hydroxylase 
Hs.226434 hypothetical protein MGC4643 
Hs.93304 phosphoGpase A2, group VII (platelel-ac 
Hs.134460 ESTs 

Hs.2055 ublquifin-adivating enzyme E1 (A1 S9T an 
Hs.1 14218 frizzled {Drosophila) homolog 6 
Hs.1 3340 histone acetytoansferase 1 
Hs.4029 gKorra-amprifiedsequerice-41 
Hs.20509 HBV pX associated proteir>8 
Hs.57771 kallikreinll 
Hs.159993 gycosyltransferase 
Hs.75244 BCL2-Bke 2 

NM_021955*:Homo sapiens phosphoghjcomuta 
Hs.1 88021 potassium voltage-gated channel, subfami 
Hs.1 01067 GCN5 {general control of amino-add synt 
Hs.70823 WAA1077 protein 
Hs.5422 glycoprotein M6B 

Hs.256398 Homo sapiens mRNA; cDNA DKFZp434E0528 (f 
Hs.332633 Bardet-Biedl syndrome 2 
Hs.12784 Homo sapiens mRNA for KIAA0293 gene, par 
Hs.293572 ESTs, WeaWy similar to ALUB__HUMAN Ui! 
Hs.41690 desmocoffin3 
Hs.28783 K1AA1223 protein 
Hs.294069 Homo sapiens cDNA FU 13384 fis, done PL 
Hs.42644 thioredoxtn-tike 
Hs.293563 ESTs, Moderately similar to 138022 hypot 
ESTs 

ESTs, WeaWy similar to ALU7_HUMAN ALU S 
ESTs, Weakly similar to 138022 hypolhetj 



14.4 
14.4 
14.4 
14.4 
14.3 
14.3 
14.3 
14.3 
14.2 
14.2 
14.2 
14.2 
14.2 
14.2 
14.2 
14.1 
14.1 
14.0 
14.0 
14.0 
14.0 
13.9 
13.9 
13.9 
13.9 
13.9 
13.9 
13.9 
13.9 
13.9 
13.9 
13.9 
13.9 
13.8 
13.8 
13.8 
13.8 
13.8 
13.8 
13.8 
13.8 
13.8 
13.7 
13.7 
13.7 
13.7 
13.7 
13.7 
13.7 
• 13.7 
13.7 
13.7 
13.7 
13.7 
13.7 
13.7 
13.6 
13.6 
13.6 
13.6 
13.6 
13.6 
13.6 
13.6 
13.5 
13.5 
13.5 
13.5 
13.5 
13.5 
13.5 
13.5 



Hs.7948 
Hs.58279 
Hs.99670 
Hs.189838 ESTs 
Hs.194024 ESTs 
Hs.31720 
Hs.25951 



hephaestin 

Rho guanine nudeoiide exchange factor ( 



Hs. 1 96384 prostaglandin-endoperoxide synthase 2 (p 



13.5 
13.5 
13.4 
13.4 
13.4 
13.3 
13.3 
13.3 
13.3 
13.3 
13.3 
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422728 


AW937826 


Hs 103262 


427286 


AW732802 


Hs.2132 


437323 


AA371145 


Hs 226627 


421878 


AA299652 


Hs.1 11496 


433037 


NH4_014158 


Hs 279938 


407938 


AA905O97 


Hs 85050 


400860 






411031 


W37943 


Hs. 34892 


436797 


AA731491 


Hs.336454 


409277 


T0555B 


Hs. 156880 


434036 


AI659131 


Hs 197733 


448520 


AB002367 


Hs 91355 


450755 


AA010984 


Hs.1 59464 


450649 


NMJJ01429 


v Hs.25272 


403495 


W6879B 


Hs 2177^1 


429732 


11201 58 


Hs.2488 


428839 


A1767756 


Hs R?1ft9 


416987 






453006 


A1362575 


Ue 1R7irj 

no. 10/ 1 jj 


421750 


AKD0076B 


Ue 1/17079 

IB. 1 U f o 1 i. 


415752 


BE3145?4 


Ut- 7R77fi 


411529 


AA43034B 


^17RQR 


417318 


AW953937 


Hs. 12891 


410753 


AIF279145 


Hs.8966 


426034 


AJ2769B9 


Hs RR191 


447966 


AA34Q605 


Hs inRRR7 
no. luooot 


428218 


AA4?4?fifi 


rCj. 1 £00*t£ 


409799 


D11928 


Hs 7RRAR 
no. » ooho 


448779 


BE042877 


Hs 1771TR 


448944 


ABO 14605 


Hs ??5<W 


417315 






429697 




Hs 94RT1R 


432674 


AA641092 


Hs ?57\3Q 


445309 


AL1 57474 


Hs.12504 


451099 


R52795 


Hs 


424806 




He m^RflQ 


442343 


AA992480 


Hs 19007 A 
no. I£30/ H 


432244 


AI669973 


Hs 9finR7d 


459513 


AI032946 




452512 




Hs 137R^R 


415079 


R43179 


He 99RQC 


422365 




Hs 1 1 RR91 


411067 


AIRS 1 one 

moo i uud 


Hs 71791 
ns.i i #£i 


442501 


AA315267 


He 9^ 19ft 


434466 


ADUJ IOCS 


Ue 1RC7 


437052 


AARR1RQ7 
WOO I us/ 




433234 


ARfUfW9R 

ADUHU5£0 


Ue RCJGC 


453830 


AA534296 


Hs 9rtQ*tt 


409995 




He V)1GA 


414290 




Ue 71791 

ns./ 1 ic\ 


417248 


AA39QA4Q " 


Ue 9>I7WJ 


418624 


AT714flR0 


ns. iuhzi i 


412654 


AI093480 


Ue 909fi^ - 


450253 


AL1 33047 


Ue 9471 <; 


446619 


AUD7RR41 


Uc in 


427078 


AIR7fiflR9 


Uc 1 1 1 009 

ns. i i \s\ic 


420838 


AW1 18210 


Hs 5244 


449784 


AW1R'H1Q 

MVV 10 10 13 


Ue 1"?Q1C 


431325 




Uc 


415276 


U88566 


He 7flW? 


426110 


NM 002913 


Hs 1RRRR3 


400301 


X03635 


Hs.1657 


434926 


BE543269 


Hs R09*5? 


426316 


NM_002430 


Ue pfiasiR 


420345 


AW295230 


Hs PSTN 


432205 


AI806583 


Hs 190Q1 


451893 


AW1 92083 


Hs9Qna<;q 

IW.£3UUJJ 


435266 


AK001942 


Hs.4863 


427003 


U19487 


Hs.2090 


404642 






414241 


AA425085 


Hs.4007 


429716 


R25685 


Hs.211933 


420871 


AA702972 


Hs.65300 


448072 


AJ459306 


Hs.24908 


441269 


AW015206 


Hs.178784 


427761 


AA412205 


Hs.140996 


425322 


U63630 


Hs.155637 


417733 


A1048678 


Hs.82503 


436521 


AW203985 


Hs.213003 


408920 


AL120071 


Hs.48998 


446332 


AK001635 


Hs.14838 


453994 


BE180964 


Hs.165590 


420397 


NM.007018 


Hs.97437 



ESTs. Weakly similar to 2N91.HUMAN ZINC 13 .3 

epidermal growm factor receptor pathway 13.3 

leptin receptor 13.2 

Homo sapiens cDNA FU11643 fis, done HE 13.2 

HSPC067 protein 13.2 

phospholamban 13.2 

Target Exon 13.2 

K1AA1323 protein 13^ 

hypothetical protein MGC14879 13^ 

ESTs 13^ 

hypothetical protein MGC2849 13^ 

doublecorfin and CaM kinase-IDte 1 13^ 

ESTs 13.I 

E1A binding protein p300 13.1 

ESTs 13.1 

lymphocyte cytasdic protein 2 (SH2 doma 13.1 

Homo sapiens cDNA FU 14814 fe, done NT 13.1 

WAA0202 protein 13.0 

ESTs 13.0 

hypothetical protein FU20761 13.0 

putative transmembrane protein 13.0 

Homo sapiens cDNA FU12927 fe, clone NT 13.0 

ESTs 13.O 

hypothetical protein FU21776 1 2.9 

Homo sapiens cDNA FU13443 fis, done PL 1 2.9 

ESTs, Weakly similar to Homolog of rat Z 1 2.9 

EphA3 12.9 

phosphosenne phosphatase-Hke 12.9 

ESTs 12_8 

abophin-1 interacting protein 1; aciivi 1Z8 

ribosomal protein S24 1Z8 

ESTs 12.8 

ESTs, WeaWy similar to I38022 hypotheti 1^8 

likely ortholog of mouse Arkadia 1 2.8 

interleukin 13 receptor, alpha 2 1 2^ 

MSTP031 protein 1Z7 

ESTs 12.7 

ESTs 1^7 

gb:ox06g09^1 Soaresjetaljiver spleen. 1Z7 

ESTs 12 J 

hypothetica) protein FU23548 1 2.7 

REV3 (yeast rramologHike, catalytic sub 1 2.7 

ESTs 12.7 

ESTs 12.7 

regulator of nonsense transcripts Z OKF 12.7 

ESTs 12.7 

WAA1495 protein 12 .6 

ESTs 1Z6 

ESTs 12.6 

ESTs 1^6 

twisted gastrulafion 12.6 

ESTs 1Z6 

hypothefical protein FU1 1 896 1 2.6 
Homo sapiens mRNA; cDNA DKFZp434D0215 (f 1 2.6 

secreted phosphoprotein 1 (osteoponlm, 1 Z5 

ESTs 12 .5 

ESTs 12.5 

ESTs 12.5 

ESTs, Weakly similar to 2109260A B cell 12.5 

SFRS protein kinase 2 12.5 

rerXrca8onfact^C{acfjvator1)1^ izs 

estrogen receptor 1 12.5 

mitochondrial ribosomal protein L32 12.5 

meningioma (disrupted in balanced trans! 12.5 

ESTs 12.4 

ESTs 12.4 
ESTs • 12.4 

hypothetical protein DKF2p566A1524 1^4 

prostaglandin E receptor 2 (subtype EP2) 1 2.4 
NW_021965*:Homo sapiens priosprwghicornuta 12.4 

Sarcdernrnai-assodated protein 1 2.4 

collagen, type XIII, alpha 1 12.4 

ESTs 12 .4 

ESTs 12.4 

ESTs 12.3 

ESTs 12.3 

protein kinase, DNA-acOvated. catatyfc 12.3 

H^apiensmlWfor3"uTKofunkrto^prot 12.3 

ESTs \22 

fibronectin leucine rich transmembrane p 1Z3 

hypothetical protein OJ 10773 12.2 

ribosomal protein S13 1?_2 

i protein 1 12.2 
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447471 

442562 

400B80 

425920 

419743 

414222 

427051 

452994 

425154 

437124 

411450 

421559 

449625 

419459 

426252 

414171 

436169 

435047 

417625 

439820 

443646 

434874 

443837 

451640 

424232 

414555 

446874 

454119 

436746 



AF039843 
BE379584 

AL049977 

AW4QB762 

AL135173 

BE178110 

AW962597 

NM 001851 

AA554458 

H49619 

NM 014720 

NM.014253 

AW291128 

BE176980 

AA360328 

AAB88311 

AA454985 

U59305 

AL360204 

AI085198 

N62448 

A1984625 

AA195601 

AB015982 

N98569 

AW968304 

BE549773 

AA730045 

AA076O49 



416508 
444758 
413991 
431645 
421406 
408826 
424903 
412977 
426981 
410853 
444670 
444381 
434398 
438032 
433212 
424330 
452679 
430929 
423782 
425770 
437108 
430200 
453857 
411096 
422805 
422538 
412677 
421895 
453930 
443123 
415293 
443161 
420185 
445527 
428829 
416852 
449919 
414844 
449543 
429784 
407786 
414407 
441247 
456804 
422546 
417350 
417683 
424800 
433577 
453935 
415060 
425710 
448766 



AL044878 
H44725 



AF179897 
AF216077 
T26477 
AA125910 
AL044675 
H04588 
H58373 
BE387335 
AA121098 
BE045624 
BE218049 
AW073953 
Z42387 
AA489166 
AI472209 
NMJJ14363 
AA434054 
BE613337 
AL080235 
U80034 



Hs. 18676 sprouty (Drosophila) hornolog 2 

Hs 34789 bolk^^phosptKX)Bgosaccharide-protei 

NMJ)006mrtorno sapiens CD59 antigen p18 
daudinS 

Homo sapiens done 24416 mRNA sequence 
sorbitol dehydrogenase 
Homo sapiens cONA FU10500 lis, done NT 
WAA1547 protein 
collagen, type IX, alpha 1 
K1AA0666 protein 
ESTs 

Ste20-related serine/threonine kinase 
odz (odd Oz/terwn, Drosophiia) homolog 1 
DKFZP586G1 122 protein 
ESTs 

RAP1A, member of RAS oncogene family 
Homo sapiens cDNA FU12381 fis, done MA 
cadherin-fike protein VR20 
Ser-Thr protein kinase related to the my 
Homo sapiens mRNA fuD length insert cDN 
ESTs 

methyimalonate-semialdehyde dehydrogenas 
spindle pole body protein 
Human DMA sequence from done 747H23 on 
protein kinase C, nu 
phospholipase A2, group I1A (platelets, 
ESTs 

uncoupling protein 4 
ESTs 

Homo sapiens cDNA FU10229 fis. done HE 
ESTs, Moderately similar to ALUBJHUMAN A 
34iydroxy-34riethylglutaryl-Coenzyme A re 
ESTs 

dynein light chain-A 
Meis (mouse) homolog 2 
Homo sapiens done HB-2 mRNA sequence 
ESTs, Weakly simBar to 138022 hypothefi 
ESTs 

KIAA0530 protein 
ESTs 

hypothetical protein MGC5370 
ESTs, Weakly similar to S64054 hypotheti 
serum-indudbte kinase 
ESTs 



Hs.162209 
Hs.5957 
Hs.878 
Hs.173374 
HSJ1305 
Hs.154850 
Hs.197751 
Hs.127301 
Hs.105751 
Hs.23796 
Hs.278422 
Hs.28917 
Hs.865 
Hs.17602 
Hs.54973 
Hs.44708 
Hs.283853 
Hs.164226 
HSJ293970 
Hs.9884 
Hs.26771 
Hs.143460 
Hs.76422 
Hs.56156 
Hs.40510 
Hs.187866 
Hs.274415 
Hs.206088 
Hs.11899 
Hs.42683 
Hs.265483 
Hs.104105 
Rs.48376 
Hs.22883 
Hs.191461 
Hs.173081 
Hs.30469 
Hs.332938 
Hs.283713 
Hs3838 
Hs.152992 
Hs.121820 
Hs.333396 
Hs.83883 
Hs.156933 
Hs.323117 
Hs.159492 
Hs.80624 
Hs.234896 
Hs.35861 
Hs.68583 
Hs.121017 
Hs.1 18131 
Hs.17384 
Hs.45107 
Hs36727 
Hs.272808 
Hs.106541 



ESTs 

Homo sapiens cDNA FU 13596 fis, clone PL 
transmembrane, prostate androgen induced 
ESTs 
ESTs 

spastic ataxia of Charlevoix-Saguenay (s 
hypothefica! protein MGC2560 
geminin 

DKFZP586E1621 protein 
mitochondrial intermediale peptidase 
H2A histone family, member A 
NM 006441 Hs.1 18131 5,10-methenyitetrahydrofolate synthetase 
AW029608 Hs.17384 ESTs 
N62293 Hs.45107 ESTs 

AA419466 Hs36727 hypothetical protein FU109Q3 
AA09453B Hs.272808 putative transcripfion regulation nuclea 
R49462 Hs.106541 ESTs , ift#lltM 

AI038316 gbtox48c08.x1 SoaresJolalJetus_Nb2HF8_ 

AL044056 Hs.1 58047 ESTs 

W39694 Hs.83286 ESTs, Weakly similar to S 14747 sphingomy 
R14050 Hs.194051 rHomosapierisn^cDNADKFZp566B213{fr 

AF283776 Hs.802B5 Homo sapiens mRNA; cDNA DKFZp586C1 723 (f 
AI674685 Hjl200141 ESTs 
AA296874 Hs.77494 deoxyguanosine kinase 
AF070632 Hs.23729 Homo sapiens done 24405 mRNA sequence 
M89796 Hs.30 membrane-spanning ^domains, subfamJy A 
AA687538 Hs.38972 tetraspan 1 
AA147026 Hs.76704 ESTs 

AW118681 Hs.128051 Homo sapiens ihyrnic stromal lymphopoieB 
A1421645 Hs.1 39851 caveorm2 
AB007969 Hs.301478 WAAQ500 protein 
U50928 Hs.82001 polycystic kidney disease 2 {autosomal d 
AW566008 Hs.239154 ankyrin repeat. family A (RFXANK-Cke), 
AL035588 Hs.153203 MyoD family inhibitor 
AW007080 Hs.8817 ESTs 
AI633770 Hs.42572 ESTs 

AJ223810 Hs.43213 ESTs, Weakly similar to IEFS_HUMAN TRANS 
AF030880 Hs.1 59275 solute carrier family, member 4 
AI473827 Hs.31793 ESTs 
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444151 


AW972917 


• o. i cat *is 


alyna-utcUijiaCjr-\Mr\ i autaiw&e 


11 1 

1 1.0 


410108 


AA081659 


Hs^ 18775 


OSBP-relaied protein 6 


113 


418450 


R84397 


Hs 193651 




1 1<0 


415457 


AW081710 


Hs.7369 


PCTe WpaVtv similar to ALU1 HUMAN Al 1 1 Q 


11 ^ 

1 1.0 


452110 


T47667 


Hs 28005 


Hn/m eanipne r.DNA FIJ11309 fie rlnnp PI 


11 1 

1 1.0 


414212 


AA136569 


Hs.10848 


K1AA0187 npnfl nraducl 


11 J 


401519 






C1 5000476*-oI1 1 2737279lrBfD(P 01 ?1 63 1 1 


11J3 


458509 




Uc 9R9Qnfi 


CO 15 




416913 


AW934714 
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ESTs, Weakly similar to GAG2_HUMAN RETRO 
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422583 
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Hs.27973 


K1AA0874 protein 
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AW852858 


Hs.22662 


ESTs 


10.7 


433285 


AW975944 


Hs^37396 


ESTs 
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AA133749 


Hs.301350 


FXYD dornaivcontaining ion transport reg 


10.7 


424878 


H57111 


Hs.221132 


ESTs 


10.7 


449659 
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eukaryoBc translation initiation factor 


10.7 


415910 


U20350 
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10.7 
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10.7 
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450330 
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Hs.24817 
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433923 AI823453 Hs.146625 ESTs 10.7 

418196 AI745649 Hs.26549 KIAA1 708 protein 10.7 

416155 AI807264 Hs.205442 ESTs, Weakly similar to T34036 hypotheti 10.7 

430057 AW450303 Hs.2534 bone morphogenelic protein receptor, typ 10.7 

5 429350 AI754634 Hs.131987 ESTs 10.7 

418601 AA279490 Hs.86368 catmegin 10.6 

437267 AW511443 Hs.258110 ESTs 10.6 

432169 Y00971 Hs.2910 0iosphoribosyl pyrophosphate synthetase 10.6 

421982 AF208019 Hs.1 10347 REV1 (yeast hornotog)- like 10.6 

10 414085 AA1 14016 Hs.75746 aldehyde dehydrogenase 1 family, member 10.6 

418662 AI801098 Hs.151500 ESTs 10.6 

449685 AW296669 Hs.66095 ESTs 10.6 

441111 AI806867 Hs.126594 ESTs 10.6 

436671 AW137159 Hs.146151 ESTs 10.6 

15 447974 R76B86 gb:yi64bQ3.s1 Soares placenta Nb2HP Homo 10.6 

417916 NM_005416 Hs.82921 solute carrier family 35 (CMP-sialic ad 10.6 

424562 AI420859 Hs.1 50557 basic transcription element binding prot 10.6 

408331 NM.007240 Hs.44229 dual specificity phosphatase 12 10.6 

443015 R33261 Hs.6614 ESTs, Weakly simOar to A43932 mucin 2 p 10.6 

20 4395B4 AAB38114 Hs.221612 ESTs 10.6 

426298 AW965058 Hs.111583 ESTs, Weakly similar to 138022 hypothec 10.6 

420929 AI694143 Hs.296251 programmed cett death 4 10.6 

418318 U47732 Hs.84072 transmembrane 4 superfamiry member 3 10.6 

414565 AA502972 Hs.1 83390 hypotheycal protein FU 13590 10.6 

25 418329 AW247430 Hs.84152 {^tathionine-beta-synthase 10.6 

424433 H04507 Hs.9218 ESTs 10.6 

420230 AL034344 Hs.284186 forkhead box C1 10.6 

419441 AW023731 Hs.27436B MSTP032 protein 10.6 

426011 AW996096 Hs.58924 ESTs, Weakly similar to JC5594 jerky gen 10.6 

30 451900 AB023199 Hs.27207 WAA0982 protein 10.6 

424592 AA429834 Hs.151791 KIAA0092 gene product 10.6 

439999 AA1 15811 Hs.6838 ras homolog gene family, member E 10.5 

424368 AB037766 Hs.146085 KIAA1 345 protein 10.5 

402076 C5M2020*:gi|1082876|pirI}S55457tropomy 10.5 

35 413886 AW958264 Hs.103832 similar to yeast Upf3, variant B 10.5 

445041 T64183 Hs.282982 solute carrier 10.5 

428927 M441837 Hs.90250 ESTs 10.5 

414831 M31158 Hs.77439 protem kinase, cAMP-dependent, regiriato 10.5 
407902 AL117474 Hs.41181 Hwno sapiens mRNA; cDNADKF2p727C191 (fr 10.5 

40 426429 X73114 Hs.169849 rrtyosin-binding protein C, slow-type 10.5 

452055 A1377431 Hs.141693 hypothetical protein MGC10858 10.5 

438913 A1380429 Hs.172445 ESTs 10.5 

443684 A1681307 Hs.55098 ESTs 10.5 

429281 AA830856 Hs.29808 Homo sapiens cDNA: RJ21 122 fis, done C 10.5 

45 421040 AA715026 Hs.135280 ESTs 10.5 

425277 NM-001241 Hs.155478 cycftnT2 10.5 

418564 AA631143 Hs.278695 Homo sapiens prostein mRNA, complete cds 10.5 

440099 AL080058 Hs.6909 DKFZP564G202 protein 10.5 

434958 T99949 Hs.303428 Homo sapiens cDNA FU 14832 fis, done OV 10.5 

50 419972 AL041465 Hs.182982 goIgin-67 105 

416182 NMJXM354 Hs.79069 cydinG2 10.4 

418365 AW014345 Hs.161690 ESTs 10.4 

452286 A135B570 Hs.123933 ESTs, Weakly similar to ZN9LHUMAN ZINC 10.4 

430361 AI033965 Hs.239926 sterol-C4-methyl oxidase-Uke 10.4 

55 446716 AA436575 Hs.16602 ESTs 10.4 
419544 A1909154 gb:QV-BT20M10499407BT200Homosapien 10.4 

433023 AW864793 Hs.87409 thrombospondin 1 10.4 

409151 AA306105 Hs.50785 SEC22, veside trafficking protein (S. c 10.4 

449115 AW959952 Hs.37528 ESTs, Weakly similar to AF090944 1 PRO06 10.4 

60 445715 AB012958 Hs.1 3137 UV radiation resistance associated gene 10.4 

443228 W24781 Hs.293798 K1AA1710 protein 10.4 
424051 AL1 10203 Hs.138411 Homo sapiens mRNA; cONA DKFZp586J1 922 (f 10.4 

453496 AA442103 Hs.33084 solute earner family 2 (facilitated glu 10.4 

452741 BE392914 Hs.30503 Homo sapiens cDNA FU1 1344 fis, done PL 10.4 

65 428728 NM_016625 Hs.191381 hypothefical protein 10.4 

423905 AW579960 Hs.1 35150 lung type-l cell mernbrane-assodated gly 10.4 

413328 Y15723 Hs.75295 guanylate cyclase 1, soluble, alpha 3 10.3 
453020 AL162039 Hs31422 Homo sapiens mRNA; cDNA DKF2p434M229 (fr 10.3 

411359 H86088 Hs.22635 ESTs 10.3 

70 420000 AB036063 Hs.94262 p53-hducib!e ribonucleotide reductase s 10.3 

412262 W26406 Hs.295923 seven in absentia (Drosophila) homotog 1 10 3 

419875 AA853410 Hs.93557 proenkephaGn 10.3 

414422 AA147224 Hs.337232 HomeoboxA13 10.3 

426581 AB040956 Hs.135890 KIAA1523 protein 10.3 

75 424649 BE242035 Hs.1 51461 embryonic ectoderm devetoprnent 10.3 

407317 AI204033 Hs.27t461 ESTs, Weakry sirrflar to I38022 hyrjotheti 10.3 

440426 AI159800 Hs.71B1 Homo sapiens cDNA FU 13663 fis, clone PL 103 

433495 AW373784 Hs.71 alpha-2-glycoprotein 1, zinc 10.3 

423250 BE061916 Hs.1 25849 chromosome 8 open reading frame 2 10.3 

80 438459 T49300 Hs.35304 Homo sapiens CDNAFU13655 fis, clone PL 10.3 

451593 AF151879 Hs.26705 CGI-121 protein 103 

435106 AA100B47 Hs.193380 ESTs. Highly similar to AF1 74600 1 F-box 10.3 

438157 AW137011 Hs.49576 ESTs 10.3 
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441054 


AA913591 


Hs.126480 
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418475 
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Hs.40719 


420568 
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453548 
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Hs.116774 


427308 
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Hs.174905 


434579 
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427528 


AU077143 


Hs.179565 


413174 
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ESTs 

Homo sapiens mRNA for KIAA1 657 protein, 

gWL3CT0214-291299^52^12 CT0214 Homo 

HMBA-indudbte 

hypoihefca] protein 

ESTs 

gbrycl 1c07.s1 Slralagene lung (937210) H 

lamimn, beta 3 (nicein (125kD), kalinin 

WAA1034 protein 

ESTs 

ESTs 

folate hydrolase (prostate-specific memb 
Homo sapiens cONA FU13446 fis, done PL 
hypothetical protein DKFZp434E2318 
serine (or cysteine) proteinase inh&ito 
K1AA1095 protein 
carboxypeptklase A3 (mast cell) 
ESTs. Weakly similar to ALU1.HUMAN ALU S 
thyroid hormone receptor mteractor 7 
ESTs 

Homo sapiens mRNA; cDNA DKFZp434P223 (fr 
ELL-RELATED RNA POLYMERASE II, ELONGATt 
N^tylgatactosaminidase, alpha- 
ubiqui5iH»njiigating enzyme E2N (homolo 
ESTs 

COC14 (cell division cycle 14, S. cerevi 

HBV pX associated protein-8 

ESTs, Weakly similar to YCD1_HUMAN HYPOT 

hypothetical protein FU 131 17 

Homo sapiens mRNA; cDNA DKFZp434E1 99 (fr 

ESTs 

fotkheadboxFI 

Sam6843ce phosphotyrosine protein. T-ST 
ESTs 

uncharacterized bone marrow protein BM04 
ubiquitin-conjugafing enzyme E2E 2 (homo 
ESTs, Weakly similar to A34615 prorUagg 
ESTs 

zinc finger protein 7 (KOX 4. clone HF. 1 
Novel human gene mapping to chomosome 20 
hypothetical protein FU 11273 
ESTs, Weakly similar to 138022 hypotheti 
Homo sapiens cONA: FU23006 fis, done L 
hypothetical protein DKFZp762K222 
ESTs, WeaHy similar to A43932 mucin 2 p 
ESTs 

STE20-fike kinase 

adaptor protein containing pH domain, PT 

hypothetical protein FU 14084 

ESTs 

GL0 04 protein 

chromosome 1 open reading frame 21 
adenosine monophosphate deaminase (isofo 
ESTs, Weakfy simaar to Z1 95.HUMAN ZINC 
ESTs, Moderately similar to SPCN.HUMAN S 
eyes absent (Drosophila) homdog 2 
ESTs 

CGM9 protein 

hypothetical protein FU 10803 
protein tyrosine phosphatase, non-recept 
ESTs, Weakly similar to 138022 hypotheti 
ESTs 

protein phosphatase 1B (formerly 2C), ma 
metaodn 2 

cytochrome P450. subfamily 1VB, polypepi 
ESTs 

sentrin/SUMO-spedfic protease 
ESTs 

hypothetical protein K1AA1164 
protocadherin alpha 10 
hypothefica! protein RG083M05.2 
integnn, alpha 1 
K1AA0033 protein 

gb:yb35f05.r1 Stratagene fetal spleen (9 
pyruvate dehydrogenase phosphatase 
niinicfiromosome maintenance deficient (S. 
ESTs 
ESTs 

Homo sapiens cDNA FU13545 fis, done PL 
ESTs, Weakly similar to T17248 hypotheti 
hypothefical protein FU20174 
tumor protein p53-tinding protein 
5 ,E ' *"i2(p130) 
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439091 AA830144 Hs.135613 ESTs, Moderately similar to 138022 hypot 9.8 

418575 AA225313 Hs.222886 ESTs, Weakly similar to TRHY.HUMAN TR1CH 9.7 

432426 AW973152 Hs.31050 ESTs 97 

404571 NM_01 5902*:Homo sapiens progestin induce 9.7 

5 444427 H25094 Hs.293663 ESTs, Moderately similar to 138022 hypot 9.7 

439183 AW970600 Hs.303261 ESTs 9.7 

432886 BE159028 Hs.279704 chromatin accessibility complex 1 9.7 

432689 AB018320 Hs.278626 Arg/AbHnteracting protein ArgBP2 9.7 

417333 AL157545 Hs.42179 bromodomain and PHD finger containing, 3 9.7 

10 429302 AU076674 Hs.198899 eukaryofic translation initiation factor 9.7 

412324 AW978439 Hs.69504 ESTs 9.7 

422072 AB018255 Hs.111138 K1AA071 2 gene product 9.7 

431318 AA502700 Hs.293147 ESTs, Moderately similar to A46010 X-lin 9J 

417171 BE613488 Hs.81412 Rpinl 9.7 

15 421709 AA159394 Hs.107056 CEM protein 9.7 

415156 XS4908 Hs.78050 phosphorytase kinase, beta 9.7 

436446 AW016809 Hs.323795 ESTs 9.7 

447482 AB033059 Hs.18705 KIAA1233 protein 9.7 

439726 AW449893 Hs.293707 ESTs, Weakly similar to 138598 zinc fing 9.7 

20 429525 N92540 Hs.205353 ectonudeoside triphosphate diphosphohyd 9.7 

409190 AU076536 Hs.50984 sarcoma amplified sequence 9.6 

419111 AA234172 Hs.137418 ESTs 9.6 

4524B7 AW207659 Hs.6630 Homo sapiens cDNA FU 13329 fis, done OV 9.6 

416039 AA376989 Hs.78989 alcohol dehydrogenase 5 (dass 110, chi 9.6 

25 408239 AA053401 Hs.271627 ESTs, Moderately similar to ALU7_HUMAN A 9.6 

419241 AA523939 Hs.165258 ESTs 9.6 

409752 AW963990 gb:EST376063 MAGE resequences, MAGH Homo 9.6 

453894 AW937825 Hs.56847 Homo sapiens cDNA FU 12874 fis, clone NT 9.6 

rt 439671 AW162840 Hs.6641 kinesin family member 5C 9.6 

30 407230 AA157857 Hs.182265 keratin 19 9.6 

426083 AW962712 Hs.126712 ESTs, Weakly similar to AF1 91 020 1 E2IG5 9.6 

452221 C21322 Hs.288057 hypothetical protein FU22242 9.6 

434263 N34895 Hs.44648 ESTs 9.6 

412766 BE544475 Hs.54347 ESTs 9.6 

35 418723 AA504428 Hs.10487 Homo sapiens, done IMAGE:3954132, mRNA, 9.6 

443970 AI280341 Hs.166571 ESTs 9.6 

424534 D87682 Hs.150275 KIAA0241 protein 9.6 

419407 AW410377 Hs.41502 hypothetical protein FU21 276 9.6 

447889 AW469180 Hs.170651 ESTs 9.5 

40 429504 XS9133 Hs.204238 lipocafin 2 (oncogene 24p3) 9.5 

433165 AA578904 Hs.292437 ESTs 9.5 

418700 AI963808 . Hs.86970 ESTs, Moderately similar to ALU5.HUMAN A 9.5 

440282 BE262386 * HsJ137 clones 23667 and 23775 zinc finger prole 9.5 

411630 U42349 Hs.71119 Putative prostate cancer tumor suppresso 9.5 

45 408915 NM_016651 Hs.48950 heptacetlular carcinoma novel gene-3 pro 9.5 

448552 AW973653 Hs.20104 hypothetical protein FU00052 9.5 

432682 AI376400 Hs.159568 ESTs 9.5 

435803 Z44194 Hs.4994 transducer of ERBB2, 2 9.5 

437444 H46008 Hs.31518 ESTs 9.5 

50 410252 AW821182 Hs.61418 niicrofMiar-assodated protein 1 9.5 

438497 AA808725 Hs.291712 ESTs, Weakly similar to 138022 hypotheti 9.5 

449226 AB002355 Hs.23311 WAA0367 protein 9.4 

449465 NM_004380 Hs.23598 CREB binding protein (Rubinstein-Taybi s 9.4 

_ 420969 A1636310 Hs.28310 ESTs 9.4 

55 449845 AW971183 Hs.9683 DnaJ (Hsp40) homolog, subfamjly C, membe 9.4 

434415 BE177494 gb:RC6-HT0596-27030(M)11-C05HT0596Homo 9.4 

420805 L10333 Hs.99947 refcutonl 9.4 

415083 AI6326B3 Hs.27179 Homo sapiens cDNA FU 12933 fis, done NT 9.4 

_ 430387 AW372884 Hs.240770 nudear cap binding protein subunit 2, 2 9.4 

60 445280 AW055063 Hs.306088 v-crk avian sarcoma virus CT10 oncogene 9.4 

425657 T89839 Hs.119471 ESTs 9.4 

428250 AW809208 Hs.183297 DKFZP566F21 24 protein 9.4 

453293 AA382267 Hs.10653 ESTs 9.4 

412446 AI768015 Hs.92127 ESTs 9.4 

65 441102 AA973905 Hs.331328 mtermediate filament protein syncoflin 9.4 

421689 N87820 Hs.106826 WAA1696 protein 9.4 

448073 W19789 Hs.336635 Homo sapiens, clone IMAG£:41 79482, mRNA 9.4 

422244 Y08890 Hs.113503 karyopherin (irnporfin) beta 3 9.4 

452323 W44356 Hs.292812 ESTs, Weakly similar to T33468 hypotheti 9.4 

70 441499 AW298235 Hs.101689 ESTs 9.4 

420184 AA188408 Hs.95665 hypothetical protein 9.4 

420061 AW024937 Hs.29410 ESTs 9.4 

420337 AW295840 Hs.14555 Homo sapiens cDNA: FU21513 fis, done C • 9.4 

417407 AA923278 Hs.290905 ESTs, WeaMy simBar to protease (H.sapi 9.3 

75 450580 N40087 Hs.15248 ESTs 9.3 

419926 AW900992 Hs.93796 DKFZP586D2223 protein 9.3 

421928 AF013758 Hs.1 09643 polyadenyiate binding protein-inleradin 9.3 

412639 AW961284 Hs.296235 ESTs 9.3 

429786 AL080232 Hs.220696 Homo sapiens mRNA; cDNA DKFZp586A061 (fr 9.3 

80 446131 NMJ00929 Hs.290 phcspholipase A2, group V 9.3 

451418 BE387790 Hs.26359 hypothetica! protein FU20287 9.3 

416658 U03272 Hs.79432 fibrfllin 2 (congenital contracturaJ ara 9.3 

425139 AW630488 Hs.325820 protease, serine, 23 9.3 
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412505 
412314 
445704 
402855 
428465 
422564 
430027 
450680 
424850 
433862 
429227 
401558 
428634 
437678 
416653 
431117 
450506 
431187 
421202 
429597 
430669 
435859 
448822 
456161 
423800 
432169 
434361 
443247 
419879 
411928 
448704 
448430 
451246 
418821 
427213 
419103 
450654 
434194 
447033 
420757 



AJ571940 
AA974491 
AA825247 
A1493742 

AW970976 

AJ148006 

AB023197 

AF131784 

AA151057 



430223 



445674 
430294 
419852 
440349 
432161 
405523 
416662 
422763 
446183 
432B97 
448988 
449523 
407204 
413554 
414917 
434539 
441805 
412S30 
424683 
426158 
413132 
426490 



AI961456 

AAB11845 

AAB29860 

M768553 

AF003522 

NM.0O446O 

AW971146 

AF193339 

KM_003816 

AW969657 

AF2S5910 

BE149845 

BE264645 

AA331156 

AA527941 

AF129755 

BE614387 

Z17805 

AA888624 

AW080932 

A1500542 

AW189232 

AA436002 

AW007211 

240229 

AJ245587 

Af 119847 

A1357412 

X78592 

AW207440 

NM_0Q2514 

H15474 

BE410347 

Al 538 226 

AW503756 

AA884196 

AK000400 



441079 
437231 
431316 
403137 
433628 
418489 
453344 
410227 
417173 
408161 
420495 
433213 
451573 
408393 
434725 
418876 



AA033699 

AA354991 

AF155099 

Y09763 

NMJJ00579 

R41933 

AA319145 

C04863 

AW748078 

AA285136 

AA766268 

N87519 

NMJW1982 

NMJJ06823 

NM.001621 

T15767 

AW1 50697 

BE303000 

AA502663 

AI821784 

U76421 

BE349075 

AB009284 

U61397 

AW952912 

A1338247 

AW665130 

AW130351 

AW015318 

AK000796 

AA740616 



Hs.7549 ESTs 9.3 

Hs.21734 ESTs 9.3 

Hs^50899 heal shock factor binding prolan 1 9.3 

Hs.165210 ESTs, Moderately similar to I38022 hypot 9.3 

NM_001839":Homo sapiens caiponin 3, acid 9.3 

Hs.293653 ESTs 93 

Hs.222120 ESTs 93 

Hs227743 K1AA0980 prolan 9^ 

Hs.2531B Homo sapiens clone 251 94 mRNA sequence 9J2 

Hs.1 53498 chromosome 18 open reading frame 1 9.2 

Hs.3610 WAA0205 gene product 9.2 

Hs.21 275 hypolhetical prolan RJ 1 101 1 9^2 

ENSP00000220478-:SECRETOGRANIN 10. 9.2 

Hs.106290 Kelch motif containing protein 9.2 

Hs.122834 ESTs " 9.2 

Hs.74170 meialtoSwonan 1E (functional) 9 2 

Hs.250500 delta (DrosophflaHtke 1 9.2 

Hs.41 8 ©roblast activation protein, alpha 9 2 

Hs.293187 ESTs 9.2 

Hs.1 02506 eukaryofic translation Initiation factor 9.1 

Hs.2442 a distntegrin and metaDoprotemase doma 9 1 

Hs.291029 ESTs g.i 

Hs.54650 junctional adhesion molecule 2 9 1 

Hs.289038 hypothetical protein MGC41 26 9 1 

Hs.282093 hypolhefical protein FU21 91 8 91 

gb:EST35034 Embryo. 6 week, subtracted! 9.1 

gb:nh30c04.s1 NC1_CGAP_Pr3 Homo sapiens 9.1 

Hs.117772 ESTs 9! 

Hs.333893 c-Myc target JP01 gj 

Hs.93564 Homer, neuronal immediate early gene, 2 9,1 

Hs.197289 rab3 GTPase-actrvatmg protein, non-cata 9.1 

Hs.249247 heterogeneous nuclear protein similar to 91 

Hs.289067 Homo sapiens cDNAFU 114046s. done HE 11 

Hs.39140 cutaneous T-ceil tymphoma tumor anngen 9. 1 

Hs.183161 ESTs 91 

Hs.16131 hypothetical prolan RJ12876 9*1 

Hs.96423 hypothetical protein FU23033 9.1 

Hs.25275 KruppeMype zinc finger protein gi 

Hs.283940 Homo sapiens PRO1550 mRNA, partial cds 9 1 

Hs.157601 ESTs 9 ; 0 

Hs.99915 androgen receptor (dihydrotestosterone r g!o 

Hs. 1 85973 degenerative spermatocyte (homolog Droso 9.0 

Hs.235935 nephroblastoma overexpressed gene 9.0 

Hs.132898 fatty acid desaturasel " 9.0 

Hs.1 3063 transcription factor CA150 io 

Hs.32976 guanine nucleotide binding protein 4 90 

Hs^86184 hypothetical protein OM551D2.5 9.0 

Hs.31 476 Homo sapiens cONA RJ13872 fe, clone TH 9.0 

Hs.292807 ESTs, Weakly similar to envelope [Usapi 9 0 

C8001409*:gi|7441226|plrI|S31212 collage 9.0 

Hs.7538 ESTs g 0 

Hs.83938 EST s, Moderately similar to MAS2L.HUMAN M 9.0 

Hs.14222 Homo sapiens mRNA; cDNA DKFZp761P019 (fr 9.0 

Hs.279780 NY-REN-1 8 antigen 9.0 

Hs.22785 garnma-aminobutyric add (GABA) A recepto &9 

Hs.54443 chemokine (C-C motif) receptor 5 &9 

Hs.140237 ESTs, Weakly similar to ALU1 .HUMAN ALU S 8.9 

Hs.75426 secretogranin II (chromogranin C) 89 

Hs.47191 ESTs 8 g 

Hs.214410 ESTs, Weakly similar to MUC2_HUMAN MUCIN &9 

Hs.301 914 neuronal specific transcription factor D 8 9 

Hs.266273 hypothetical protein RJ1 3346 8 9 

Hs.27196 ESTs a9 

Hs.199067 v-erW)2 avian erythroblastic leukemia v 8.9 

Hs.75209 protein kinase (cAMP-dependent, catarytj 8.9 

Hs. 170087 aryt hydrocarbon receptor 8.9 

Hs.22452 Homo sapiens mRNA for KIAA1737 protein, 8 9 

Hs.107418 ESTs 89 

Hs.288929 hypothetical protein FU 1 3258 simSar to &g 

Hs.145037 ESTs 8 9 

NM_00538r:Homo sapiens nudeolin (Na), &9 

Hs.188578 ESTs &9 

Hs.85302 adenosine deaminase, RNA-speciflc B1 (h 8.9 

Hs.44571 ESTs 8.9 

Hs.61152 exostoses {multipleHjke 2 8.9 

Hs.81424 ubiquitin-like 1 (sentrin) 8 9 

Hs.300383 hypothetical protein MGC3032 8 9 

Hs.98314 Homo sapiens mRNA; cDNA DKFZp586L0120 (f 8.9 

Hs.137190 ESTs 8 9 

Hs.243549 ESTs 89 

Hs.23165 ESTs &8 

Hs.4104 hypothetical protein 8 8 

gb:ny97f1 1 ,s1 NCLCGAPJ3C81 Homo sapiens 8.8 
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444558 AW181975 Hs.165892 ESTs 8.8 

417355 D1 3168 Hs.82002 endotheOn receptor type B 8.8 

424084 AI940675 Hs.20914 hypothetical protein FU23056 8.8 

_ 431706 AI816086 Hs^96341 adenyfyl cydase-associated protein 2 8.8 

5 424956 AW198103 Hs.158154 ESTs, WeaWy sirrflar to granule ceD mar 8.8 

441866 BE464341 Hs.21201 neclin 3; DKFZP566B0846 protein 8.8 

444647 H14718 Hs.11506 Human clone 23589 mRNA sequence 8.8 

444858 AI199738 Hs.208275 ESTs, WeaWy similar bALUA HUMAN HI! 8.8 

1A 409643 AW450866 Hs.257359 ESTs 8.8 

10 428647 AA830050 Hs.124344 ESTs 8.8 

412330 NML005100 Hs.768 A kinase (PRKA) anchor protein (gravin) 8.8 

410275 U85658 Hs.61796 transcription factor AP-2 gamma (acfivat 8.8 

425465 L18964 Hs.1904 protein kinase C, lota 8.8 

424113 AI743880 Hs.12876 ESTs 8.8 

15 459324 AW080953 gb:xc28c12jc1 NCl_CGAP_Co1B Homo sapiens 8.8 

451684 AF216751 Hs.26813 C0A14 8.8 

451244 AW008798 Hs.267448 hypothetical protein FU20039 8.8 

439170 AA332365 Hs.165539 ESTs, Weakly similar to 138022 trypotheti 8.8 

. . 424238 AA337401 Hs.137635 ESTs 8.8 

20 449686 AW072813 Hs.270868 ESTs, Moderately smiflar to ALU4JWMAN A 8.8 

440658 H29142 Hs.143032 ESTs. Weakly simaar to neuronal thread 8.8 

410870 U81599 Hs.66731 homeoboxB13 8.8 

458229 A1929602 Hs.177 phosphatidyfinositol glycan, class H 8.8 

429831 AA564489 Hs.137526 ESTs 8.8 

25 45346B W00712 Hs.32990 DKFZP566F084 protein 8.8 

428340 AF261088 Hs.154721 aconitase 1, soluble 8.8 

453345 AA302862 Hs.900S3 neurocatein delta 8.8 

452206 AW340281 Hs.33074 Homo sapiens, done IMAGE:3606519, mRNA, 8.8 

440486 BE243513 Hs.7212 hypothetical protein PP1044 8.7 

30 445525 BE149866 Hs.14831 Homo sapiens, Sirrilar to zinc finger pro 8.7 

408949 AF189011 Hs.49163 putafive ribonuclease III 8.7 

424668 D83702 Hs.151573 cryptxhrome 1 {photolyase-like} 8.7 

412719 AW016610 Hs.129911 ESTs 8.7 

423872 AB020315 Hs.134015 uronyt 2-sutfotransferase 8.7 

35 408242 AA251594 Hs.43913 PI BF1 gene product 8.7 

430848 AW021726 gb:df27eQ2.y1 Morton Fetal Cochlea Homo 8.7 

421492 BE176990 Hs.104916 hypothetical protein FU21 940 8.7 

449893 T97999 Hs.18214 ESTs, Weakly similar to B34087 hypothefi BJ 

410442 X73424 Hs.63788 propionyl Coenzyme A carboxylase, beta p 8.7 

40 425913 AA365799 Hs.50785 SEC22, vesicle trafficking protein (S. c 8.7 

425704 U79293 Hs.159264 Human done 23948 mRNA sequence 8.7 

427723 A1355260 Hs.2797B9 histone deacetylase 3 8.7 

441683 BE564214 Hs.102946 ESTs 8.7 

447335 BE617695 Hs.286192 hypothetical protein FU20940 8.7 

45 428259 AA424793 Hs.24144 ESTs 8.7 

433104 AL043002 Hs.128246 ESTs, Moderately similar to unnamed prot 8.7 

420041 AB005142 Hs.94592 klofto 8.7 

432432 AA541323 Hs.1 15831 ESTs 8.7 

_ A 452335 AW188944 Hs.61272 ESTs 8.7 

50 412673 AL042957 Hs.31845 ESTs 8.7 

430335 D80007 Hs.239499 KIAA01 85 protein 8.7 

419904 AA974411 Hs.18672 ESTs 8.6 

442402 NM_000954 Hs.8272 prostaglandin D2 synthase (21 kD, brain) 8.6 

r _ 433759 AA680003 Hs.109363 Homo sapiens cDNAj FU 23603 lis, clone L 8.6 

55 434064 AL049045 Hs.180758 hypothefical protein PRO00B2 8.6 

401785 NM_002275*:Homo sapiens keratin 15 (KRT1 8.6 

418407 AL044818 Hs.84928 nuclear transcription factor Y, beta 8.6 

419647 AA34S947 Hs.91816 hypolheGcal protein 8.6 

„ 425907 AA365752 Hs. 1559 55 ESTs 8.6 

60 452017 AF109302 Hs.27495 prostate cancer associated protein 7 8.6 

424434 H87028 Hs.146861 hypothetical protein FU20580 8.6 

400303 AA242758 Hs.79136 UV-1 protein, estrogen regulated 6.6 

414680 AA743331 Hs.272572 hemoglobin, alpha 2 8.6 

413992 W26276 Hs.1 36075 RhlA, U2 small nuclear 8.6 

65 415071 AK002197 Hs.284270 Homo sapiens cDNA FL) 1 1 335 fis, done PL 8.6 

451230 BE546208 Hs.26090 hypothetical protein FU 20272 8.6 

441790 AW294909 Hs.132206 ESTs 8.6 

441124 T97717 Hs.119563 ESTs 8.6 

438160 AA779332 Hs.122671 ESTs 8.6 

70 433264 D857B2 Hs.3229 cysteine dioxygenase, type I 8.6 

434851 AA806164 Hs.1 16502 ESTs a6 

420608 BE548277 Hs.103104 ESTs 8.6 

426535 AU077012 HsJ88582 ESTs, Weakly similar to ubiquitous TPRm 8.6 

411667 BE160198 gb:QV1-HT0413^)1020(M)594i03HT0413Homo 8.5 

75 454058 A1273419 Hs.135146 hypothetical protein RJ1 3984 8.5 

435614 R09718 Hs.20403 ESTs 8.5 

446595 T57448 Hs.15467 hypothetical protein FU20725 8.5 

435677 AA694142 Hs.293725 ESTs, Weakly simflar to TSGA RAT TESTIS 8.5 

447894 AW204253 Hs.21912 ESTs 8.5 

oO 452682 AA456193 Hs.9071 progesterone membrane binding protein 8.5 

418372 AA311833 Hs.84318 replication protein A1 (70kD) 8.5 

447231 AK001293 Hs.330208 crystatfin, zeta (quinone reductase}-!* 8.5 

416206 AW206248 Hs.1 11092 hypothetical protein FU22332 8.5 
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434747 


AA837085 


Hs.220585 


ESTs 


8.5 


415938 


BE383507 


Hs.78921 


A kinase (PRKA) anchor protein 1 


8.5 


450813 


AI739625 


Hs.203376 


ESTs 


8.5 


413956 


AI821351 


Hs.193133 


ESTs, Weakly simaar to ALU7_HUMAN ALU S 


8.5 


408699 


AA056614 


Hs.1 06200 


ESTs, Moderately similar to ZN91.HUMAN Z 


8.5 


440840 


AW629666 


Hs.283713 


ESTs. Weakly similar to S64054 hypoihdi 


8.5 


407891 


AA486620 


Hs.41135 


endomucin-2 


8.5 


411019 


AW993097 


Hs.48617 


Homo sapiens cONA FU 12540 fe, done NT 


8.5 


432820 


AA777749 


Hs.5978 


UM domain only 7 


8.5 


424511 


BE300512 


Hs.1 93557 


ESTs, Moderately simSar to ALU7_HUMAN A 


8.5 


408170 


AW204516 


Hs.31835 


ESTs 


8.5 


452670 


AF068227 


Hs.30213 


ceroid-lipofuscinosis, neuronal 5 




450516 


AA902656 


Hs.21943 


N1F3 f K'nn 1 intenriirm farfcw "K S nnmhp 


8.5 


417560 


U73338 


Hs.82283 






430605 


BE266026 


Hs.31476 


Homo saniens cdNA FU 13879 fis dnnpTH 


8.4 


436953 


AW959074 


Hs.23648 


Homo sapiens cDMA FU 13097 fis, clone NT 


8.4 


418120 


AA213437 


Hs.1 92249 


ESTs 


8.4 


419436 


AA991639 


Hs.242413 


hypothetical protein DKFZp434K1421 


B.4 


432600 


AI821085 




gb:ns95a12.y5 NCI_CGAP_Pr3 Homo sapiens 


B.4 


448474 


AI792014 


Hs.-j 3809 


hvoolhaficat fwotanFLJ 1 Oftdft 


B.4 


434384 


AA631910 


Hs.162849 


ESTs 


8.4 


452234 


AW084176 


Hs.223296 


ESTs, Weakly similar to 138022 hypothec 


8,4 


411562 


AU050201 


Hs.70769 


hypolheBcal protein DKFZp586E1923 


8.4 


421622 


AB037748 


Hs.1 06204 


K1AA1327 protein 


8.4 


431160 


AW971174 


Hs 324330 


ESTs 


84 


449567 


AI990790 


Hs.1 88614 


ESTs 


8.4 


411088 


BE247693 


Hs.1 45053 


ESTs 


8.4 


452186 


AA1 20761 


Hs.28307 


WW domain binding protein 4 (forrnin bind 


8.3 


437872 


AK002015 


Hs.5887 


RNA binding motif protein 7 


8.3 


429393 


AA3B3024 


Hs.201603 


Homo sapiens mRNA; cDNA DKFZp434O0917 (f 


8.3 


425692 


D90041 


Hs.1 55956 


N-dC£hrliransferase 1 fanriaminft M-ar*»h/ 


8.3 


438440 


AA807228 


Hs.225161 


ESTs 


8.3 


431962 


AL049385 


Hs.272251 


Homo sapiens mRNA; cDNA DKFZp586M1418 (f 


8.3 


422295 


AF051151 


Hs.1 14408 


totHike receptor 5 


8.3 


440146 


AW014231 


Hs.90790 


Homo saniens cDNA* Fl J77Q30 ffe rtone K 


e *j 

O.J 


425242 


D13635 


Hs.1 55287 


K1AA0010 gene product 


8.3 


432769 


AA620814 


Hs.1 44959 


ESTs 


8.3 


433615 


AA732982 


Hs.269607 


ESTs, WeaWy similar to ALU1 HUMAN ALUS 


8.3 


427229. 


AI799751 


Hs.5635 


ESTs 


8.3 


446947 


AF146747 


Hs.232165 


noh/rvihpfnia mhra vpra 1* ppH citrf^ro 


8.3 


403149 






NM_001450*.Homo sapiens four and a naif L 


8.3 


436679 


Al 127483 


Hs.120451 


ESTs, Weakly similar to unnamed protein 


8.3 


421991 


NM_014918 


Hs.1 10488 


K1AA0990 orotein 


ft 

0.0 


436476 


AA32610B 


Hs.33B29 


bHLH protein DEC2 


8.3 


434980 


AW770553 


Hs.1 4553 


sterol 0-acYl transferase facvt-CoenTvmn 


8.3 


407385 


AA610150 


Hs 272072 


FST<: WpaVfv «timilnr In HRftr? hvnnihon 
co ia, %ntafdj aiiiDidr to i jduzz nypoineu 


0.0 


453121 


AI968264 


Hs.232286 


ESTs 


8.3 


420630 


AL133101 


Hs.99508 


Homo saniens mRNA cONA DKF7rvl34nnQ.:?1 11 


8.3 


426101 


AL049987 


Hs 166361 


Homo c anion «; mRNA- rTWA nKF7r^fiiP119 th 


n o 


419517 


AF052107 


Hs.90797 


Homo spnlf*fi<; ^Jraw 91fi9fl mRNt A comtonro 
rvji 1 wj ocjjitaio L4uf ru ajucU niruxM sequence 


ft 0 


425707 


AF1 15402 


Hs.1 1713 


F74JiVp fnrtnr "5 fpk riftmsrn tranwrinl 


ft 7 

0.£ 


440080 


AW051597 


Hs.1 43707 


ESTs 


8.2 


422049 


W25760 


Hs.77631 


nlvrinp dpfntxifi wilptn nmfpin H fatnWv 


ft 9 
O.t 


430154 


AW583058 


Hs 234726 


(anna fnr /n/cfoinol nmbmxa inhSVntn 
belli )o \fu v/alcuiBJ pfUiCUlooti iniUOtUJ 




432695 


D63480 


Hs.278634 


KIAA014S orotein 


8.2 


407300 


AA102616 




gbzn43e07.s1 Stratagene HeLaceS s393 


8.2 


408964 


AF201468 


Hs.49349 


beta-site APP-deaving enzyme 


8.2 


418051 


AW192535 


Hs.1 9479 


ESTs 


8,2 


412125 


Y17114 


Hs.73393 


eves absent ( DrasonhHal hnmotnn t 


8.2 


441523 


AW514263 


Hs.301771 


ESTs. Weaktv similar to Al UF HUMAN lilt 


8.2 


417958 


AA7673B2 


Hs.193417 


ESTs 


8^2 


452040 


AW973242 


Hs.293690 


ESTs. Weakly similar to 138022 hypolhefi 


8.2 


430468 


NMJ)04673 


Hs.241519 


angiopdetin-Bke 1 


&2 


407802 


084145 


Hs.39913 


novel RGD-ccntaining protein 


8.2 


420556 


AA278300 


Hs.124292 


Homo sapiens cDNA: RJ23123 fis, clone L 


a2 


414138 


AA135884 


Hs.3772 


ESTs 


8.2 


438209 


AL120659 


Hs.6111 


aryt-hydnxarbon receptor nudear trans) - 


8.2 


408267 


AW380525 


Hs.32675 


tubufin-spednc chaperone e 


B.2 


429892 


N48422 


Hs.9977 


ESTs, Weakly similar to B34087 hypolheti 


B.2 


408108 


A1580492 


Hs.42743 


hypolheBcal protein 


8.2 


408418 


AW963897 


Hs.44743 


K1AA1435 protein 


8.2 


430334 


AI824719 


Hs.328700 


ESTs 


8.2 


422083 


NM_001141 


Hs.1 11256 


aracWdcnate ISfipoxygenase, second typ 


8.2 



TABLE 59B 



Pkey. Unique Eos probeset identifier number 
CAT number. Gene duster number 
_ Accession: Genbank accession numbers 



Pkey 
409385 



CAT Number Accessions 

112523.1 AA071 267 T55940 T545 1 5 AA071 334 
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409752 


115301.1 


411479 


4 1 A "7 ATT « 

12470/7.1 


411667 




416913 


163001.1 


418866 


179788.1 


418876 


179960.1 


419536 


1B5688_1 


/HOC// 




423800 


232161.1 


426413 


255650.1 


429163 


300543.1 


430846 


324621J 


431121 


328275.1 


432189 


342819.1 


432600 


350959.1 


434415 


385931.1 


434579 


38916.1 


439518 


47334.1 


443161 


561305.1 


447974 


745643.1 



AW848214 

BE160198 AW935898T1152OAW935930 AW856073 AWB61034 nr4P4nnc OC4 ~> AOIi 

AWBOT14 BE161007 BE162500 AW749902 AW749864 BE162498 BE161 005 AA190449 AW513465 BE161006 BE162499 

T65754AA229857AA229658 

AA740616 AA654854 AA229923 

AA603305 AA244095 AA244183 

A1909154 AA526337 AA244193 AI909153 

AA331156AA331157AA331155 

AA377823AW954494A102268B 

AA884766AW974271 AA592975AA447312 

AW021726 AA487752 AA488085 

AW971157 AA492575 AA492520 

AA527941 AI810608 A1620190AA635266 

AI821085 AW973464 AA554802 AI821831 AA557438 AA640756 AA650339 

BE177494 AW276909 AA632849 

T55958 T57205AF147346 

W76326AF086341 W72300 

A1038316A1344631 AI261653 

R76885AI453674R77049 



TABLE 59C 



human chromosome 22" Dunham L el al., Nature (1999) 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 

Nt position: Indicates nucleotide oosffions of predicted exons. . 



Pkey 


Ref 


Strand 


400860 


9757499 


Minus 


400880 


9931121 


Plus 


401197 


9719705 


Plus 


401424 


8176894 


Plus 


401519 


6649315 


Plus 


401558 


7139678 


Plus 


401747 


9789672 


Minus 


401785 


7249190 


Minus 


402076 


8117410 


Plus 


402812 


6010110 


Phis 


402855 


9662953 


Minus 


403047 


3540153 


Minus 


403137 


9211494 


Minus 


403149 


9799833 


Plus 


403362 


8571772 


Plus 


404210 


5005246 


Plus 


404571 


7249169 


Minus 


404641 


9796810 


Minus 


404642 


9796810 


Plus 


405523 


9454643 


Plus 



NLposition 

151830-152104,152649-152744 

29235-29336,36353-36580 

176341-176452 

24223-24428 

157315-157950 

131932,132451-132575,133580-134011 _ 4eagun 

165776-165996,1661 89-1 6631 4, 166408-1 66569.1671 12-167268,1 67387-167469.168634-1 6B942 

128316-128627 

25026-25091,25844-25920 

59763-59909 

59793-59968 

92349-92572,92958-93084,93579-93712,93949-94072,94591-94748,95214-95337 

25034-25185 

64099-64260 

169926-170121 

112450-112648 

32247-32362 

102999-103145 

114550-114688.117285-117407,119490-119599.123237-123395.131140-131217 



Tab!e6aAltstS3bcut1166qenesur>^^ These were selected from 59680 probesets on Aflymetw^os Hu03 

tS^™1Sfl*^^ normal adu!l tissues was greater than or equal to 3.0. The 'average- prostate cancer level was set to the 

ratio was evaluated. 

TABLE 60A ABOUT 1 1 66 GENES UP-REGULATED IN PROSTATE CANCE R COMPARED TO NORMAL ADULT TISSUES 

Pkey. Unique Eos probeset identifier number 

ExAccru Exemplar Accession number. Genbank accession number 

UnigeneiD: Unigene number 

Unigene Title: Unigene gene 6Be 

R1: Ratio of prostate tumor to normal adult body tissue 



Pkey ExAccn UnigeneiD Unigene Title 

426747 AA535210 Hs.171995 kallikrein 3, (prostate specific antigen 

419526 AI821895 Hs.193481 ESTs 

420154 AI093155 Hs.95420 JM27 protein 

432441 AW292425 Hs.163484 ESTs 

414569 AF109298 Hs.1 18258 prostate cancer associated protein 1 

431616 AA508552 Hs.195839 ESTs, Weakly similar to I38022 hypolheti 

400299 X07730 Hs.171995 kallikrein 3. (prostate specific anfigen 

446057 AI420227 Hs.1 49358 ESTs, WeaWy similar to A46010 X-finked 

425075 AA506324 Hs.1852 acid phosphatase, prostate 

400298 AA032279 Hs.61635 six transmembrane epithelial antigen of 

439176 A1446444 Hs.190394 ESTs, Weakly similar to B28096 Bne-1 pr 



R1 

56.6 
56.2 
44.0 
41.9 
39.9 
37.9 
36.0 
32.9 
31.1 
30.0 
29.8 
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400302 


N48056 




431579 


AW971082 


Hs.222886 


432101 


AI916950 


Hs. 123642 


408369 


R38438 


Hs.1B2575 


453096 


AW294631 


Hs.11325 


400267 


S39329 


Hs.1B1350 


409262 


AK000631 


Hs.52255 


428819 


AL 135623 


Hs.193914 


401424 






453370 


A1470523 


Hs. 139336 


400292 


AA250737 


Hs.72472 


407202 


N58172 


Hs. 109370 


415989 


AI267700 




407709 


AA456135 


Hs 23023 


407168 


R45175 


Hs.117183 


433444 


AW975324 


Hs 129816 


409731 


AA1 25985 


Hs.56145 


428335 


AA503115 


Hs 1B3752 


410929 


B47233 


Hs sn&n 


424099 


AF071202 




418961 


AW967646 


Hs 23023 


452792 


AB037765 


Hs 3QB5? 


403047 






433466 


AA508353 


Hs 105314 

i ». 1 WOO IH 


418396 


A1765805 


Hs 26691 


433647 


AA603367 


Hs 222294 


432240 


A1694767 


Hs 129179 


4304B7 


D87742 


Hs 241552 


440260 


AI972867 


Hs.7130 


429170 


NM_001394 


Hs.2359 


429220 


AW207206 




416370 


N90470 


He 203fi97 


418819 


AA228776 


Hs 191721 

no. io i f £ i 


421513 


X00949 


Hs 105314 


429916 


AW873986 


Hs 119383 


420092 


AA814043 


Hs 88045 


432473 


A1202703 


Hs 152414 


450693 


AW450461 


Hs .203965 


431548 


Al 834273 


Hs.9711 


432674 


AA641092 


Hs.257339 


430187 


AI799909 


Hs 15898Q 


441690 


R81733 




408621 


AI970672 


Hs 4Rfi3A 


448999 


AF1 79274 


Hs 99791 


450642 


R39773 


Hs.7130 


430376 


AW292053 


Hs WtZV 


432966 




He ??S1Qft 


410330 




He 


434666 


AF151103 


He 1 1 ?9^Q 
nS. 1 1 £*£oa 


400297 


AI1 27076 

r\J li.lv/ O 


He ^nR9M 


423073 


BE252922 




431474 


AL1 33990 


He 100649 
no. i sucu 


418829 




He WQQ 


453861 


AI09SMB 


He 


434217 


AW014795 


Hs.23349 


416432 


M14156 


Hs.65112 


42B398 


AI2493S8 


Hs 93553 


421059 


Al 6541 33 


Hs.30212 


447313 


U92981 


Hs 1 B081 


443950 


AI093577 


Hs .255416 


448290 


AK002107 


Hs 20843 


436032 


AA1 50797 


Hs 109276 


432527 


AW975028 


Hs. 102754 


434792 


AA649253 


Hs 132458 


420424 


AB033036 


Hs 97594 


440529 


AW207640 


Hs. 16478 


424846 


AU077324 


Hs.1832 


448519 


AW175665 


Hs .278595 


418339 


AA639902 


He IfUOiq 
no. IUH£ 13 


432600 


A! 821 085 

»UU4 1 VUW 




413597 


AW302885 


Hs.117183 


446100 


AW967109 


Hs.13804 


431448 


AL137517 


Hs.306201 


424701 


NM.005923 


Hs.151988 


432435 


BE218886 


Hs.282070 


429290 


AF203032 


Hs.198760 


410467 


AF102546 


Hs.63931 


439444 


AI277652 


Hs.54578 


450382 


AA397658 


Hs.60257 


452340 


NM.002202 


Hs.505 


417332 


AW972717 


Hs.288462 


407021 


U52077 




419563 


AA526235 


Hs.193162 



folate hydrolase {prostate-specific memb 28.9 

ESTs, Weakly similar to TRHY_HUMAN TRICH 27.9 

EphA3 26.3 

solute carrier family 15 (H?7? transport 26.2 

ESTs 257 

kaflikrein 2. prostate 25.5 

hypothetical protein FU20624 24.6 

KIAA0575 gene product 24.5 

NtyjDOl 1 72:Homo sapiens arginase, type 11 24.5 

ATP-binding cassette, sub-family C (CFTR 22.4 

BMP-R1B 22.3 

ESTs 22-3 

ESTs 20.2 

ESTs 20.0 

ESTs 19.6 

ESTs 19.4 

thymosin, bela, identified in neuroblast 19.1 

miooseminoprotein, beta- - 18 J 

ESTs 18.0 

ATP-blncfing cassette, sub-fernfly C {CFTR 17.9 

ESTs 17.7 

K1AA1 344 protein 17.5 

NM_005656*:Homo sapiens transmembrane pr 17 J 

relaxin 1 (H1) 173 

ESTs 17.1 

ESTs 16.9 

Homo sapiens cONA FU13581 fis, done PL 16.7 

KIAA0268 protein 16.5 

copine IV 16.0 

dual specificity phosphatase 4 15.7 

ESTs 15.7 

ESTs, Weakly similar to I38022 rrypotheli 1 5.3 

ESTs 14.8 

relaxin 1(H1) 14.8 

ESTs 14.5 

ESTs 14.5 

ESTs 14.4 

ESTs 14.4 

novel protein 14.4 

ESTs, Weakly similar to I38022 hypotheti 14.3 

ESTs 14.3 

ESTs 14.3 

chromosome 1 1 open reading frame 8 14.2 

transmembrane protein with EGF-Iike and 1 3.7 

copine iV 13.5 

chromosome 1 open reading frame 21 13.4 

ESTs 13.4 

ESTs 13.4 

T cell receptor gamma locus 13.1 

hypothetical protein DKFZp56401278 13.0 

MAD (mothers against decapentaplegic Dr 12.8 

ESTs 12.6 

NKhc^bca{Drosophila),famiry3,A 12.5 

ESTs, Weakly simflar to NUCL.HUMAN NUCLE 115 

ESTs 12.3 

insulin-like growth factor 1 {somatomedi 12.3 

ESTs 12.2 

thyroid receptor interacting protein 15 1 2.2 

Homo sapiens clone DT1P1B6 mRNA, CAG rep 12.2 

hypothetical protein FU21 986 12.1 

Homo sapiens cDNA FU11245 lis, done PL 12.1 

latexin protein 12.0 
ESTs * 12.O 

ESTs 12.0 

KIAA1210 protein 11.9 

Homo sapiens cDNA: FU21718 fis, done C 1 1.9 

neuropeptide Y 113 

Homo sapiens prostein mRNA, complete cds 1 1 .9 

ESTs, Moderately similar to SPCNJttJMAN S 1 1 .8 

gb:ns95a1Zy5 NCLCGAP_Pr3 Homo sapiens 11.8 

ESTs 11.8 

hypothetical protein dJ462023.2 1 1 .7 

hypothetical protein DKFZp56401278 1 1 .6 

mrtogen-adhrated protein kinase kinase 1 1 .6 

ESTs 11.5 

neurofilament, heavy polypeptide {200kD) 1 1.5 

dachshund (DrosoptiBa) homolog 1 1 .5 

ESTs, Weakly simflar to I38022 hypolhefi 1 1 £ 

Homo sapiens cDNA FU13598 fis, done PL 11.5 

ISL1 transcription factor, UM/homeodoma 11.1 

hypothetical protein RJ21 51 1 1 1 .0 

gb:Human marinerl transposase gene, comp 1 1 .0 

Homo sapiens cDNA FU11983 fis, done HE 10.8 
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432729 AKO0O292 Hs.1 30732 hypothetical protein FU20285 

400301 X03635 Hs.1657 estrogen receptor 1 

419536 AA603305 gb:np12d1 U\ NCLCGAP_Pr3 Homo sapiens 

445472 AB006631 Hs.12784 Homo sapiens mRNA for KIAA0293 gene, par 

5 415539 AI733881 Hs.72472 BMP-RIB 

4192S4 AA877104 Hs.293672 ESTs, Weakly similar to ALUB_HUMAN !1U 

424432 AB037821 Hs.1 46858 protocadherin 1 0 

439518 W76326 gb:zd60d04.r1 Soares_felal_heai1_NbHH19W 

434036 A1659131 Hs.1 97733 hypothetical protein MGC2849 

10 415263 AA948033 Hs.130853 ESTs 

431217 NMJJ13427 Hs.250830 Rho GTPase activafing protein 6 

444805 AB007B99 Hs.1 2017 homolog of yeast ubiquitin-protein Bgas 

437252 AI433833 Hs.164159 ESTs, WeaWy similar to ALU1 .HUMAN ALU S 

444190 AI878918 Hs.10526 cysteine and glyrine-rich protein 2 

15 418293 A1224483 Hs.16063 hypothetical protein FU 21 877 

432244 AI669973 Hs.200574 ESTs 

451640 AA195601 Hs.26771 Human DNA sequence from done 747H23 on 

450164 AI239923 Hs.63931 ESTs 

447072 D61594 Hs.17279 tyrosylprotetn sulfotransferase 1 

20 415079 R43179 Hs.22895 hypothetical protein FU 23548 

409799 D11928 Hs.76845 phosphoserine phosphatase-like 

433234 AB040928 Hs.65366 KIAA1495 protein 

400296 AA305627 Hs.139336 ATP-binding cassette, sub-family C (CFTR 

422728 AW937826 Hs.103262 ESTs, Weakly similar to ZN91_HUMAN ZINC 

25 425154 NM_001851 Hs.154850 collagen, type IX, alpha 1 

433927 AI557019 Hs.1 16467 small nudear protein PRAC 

444670 H58373 Hs.332938 hypolnetical protein MGC5370 

449625 NM_01 4253 odz (odd Oz/lerwn, Drosophfla) homolog 1 

450325 AI935962 Hs.26289 ESTs 

30 427761 AA412205 Hs.140996 ESTs 

453930 AA419466 Hs.36727 hypothetical protein FU1 0903 

416795 AI497778 Hs.20509 HBV pX associated proteb-S 

422805 AA436989 Hs.121017 H2A histone family, member A 

418848 AI820961 Hs.193465 ESTs 

35 408430 S79876 Hs.44926 dipepfidylpeptidase W (CD26. adenosine 

415788 AW628686 Hs.78851 KIAA0217 protein 

404641 NM_021965":Homo sapiens presphoglucomula 

432437 W07088 Hs.293685 ESTs 

436396 AI683487 Hs.152213 wingless-type MMTV integration site tarra 

40 436962 AW377314 Hs.5364 DKFZP5641 052 protein 

410765 A1694972 Hs.65180 nudeosome assembly protein 1-Cke 2 

428342 A1739168 Homo sapiens cDNA FU13458 fis. done PL 

452281 T93500 Hs.28792 Homo sapiens cDNA FU11041 fis, done PL 

433043 W57554 Hs.1 25019 lymphoid nudear protein (LAF-4) mRNA 

45 442082 R41823 Hs.7413 ESTs 

436671 AW137159 Hs.146151 ESTs 

415786 AW419196 Hs.257924 hypothetical protein FUl 13782 

440774 AI420611 Hs.153934 ESTs 

420120 AL049610 Hs.95243 transcription elongation factor A (Stl)- 

50 427138 N77624 Hs.173717 phosphatidic acid phosphatase type 2B 

430722 AW968543 Hs.203270 ESTs. Weakly similar to ALU 1_HUMAN ALU S 

422487 AJ010901 Hs.1 98267 mucin 4, tracheobronchial 

443646 AI085198 Hs.164226 ESTs 

414565 AA502972 Hs.1 83390 hypothetical protein FU1 3590 

55 428728 NMJ)16625 Hs.1 91381 hypothetical protein 

434926 BE543269 Hs.50252 rnitochondrial ribosomal protein L32 

437162 AW005505 Hs.5464 Ihyrrid hormone receptor reactivating pr 

437866 AA1 56781 ' metallothionein 1E (functional) 

453005 A1352575 Hs.303171 ESTs 

60 418723 AA504428 Hs.10487 Homo sapiens, done IMAG&3954132, mRNA, 

421040 AA715026 Hs.135280 ESTs 

414212 AA136569 Hs.10848 KIAA0187 gene product 

417916 NNL006416 Hs.82921 solute carrier famfly 35 (CMP-sialic ad 

440749 W22335 Hs.7392 hypothetical protein MGC3199 

65 412715 NM.000947 Hs.74519 primase, polypeptide 2A(58kD) 

428829 R14050 Hs.194051 Homo sapiens mRNA; cDNA DKFZp566B213 (fr 
447156 AW274731 Hs.157920 ESTs 

428330 L22524 Hs.2256 matrix metaBoproteinase 7 (matrilystn, 

417412 X16896 Hs.82112 interleukin 1 receptor, type I 
70 424692 AA429834 Hs.151791 K1AA0092 gene produd 
435981 H74319 Hs.188620 ESTs 

442081 AA401863 Hs.223B0 ESTs 
434988 AI418055 Hs.161160 ESTs 

407910 AA650274 Hs.41296 fibronectin leurine rich transmembrane p 

75 420345 AW295230 Hs.25231 ESTs 

412324 AW978439 Hs.69504 ESTs 

420757 X78592 Hs.99915 androgen receptor (dihydrotestosterone r 
408374 AW025430 Hs.1 55591 forkhead boxF1 

435604 AA625279 Hs.26892 uncharacterized bone marrow protein BM04 
80 453160 A1263307 Hs^39884 H2B histone family, member L 

424051 AL1 10203 Hs.138411 Homo sapiens mRNA; cDNA DKFZp586J 1922 (f 

416182 NM.004354 Hs.79069 cydinG2 

452110 T47667 Hs.28005 Homo sapiens cONAFL) 11 309 fis, done PL 
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uncoupling protstn 4 


7 «; 


4 IO030 


AI7*y"lB7D 
ni / OUO/C 


Ur in Ana 
nS.o/4Uy 


(hrombospondirt 1 


7.5 


44000 1 


Anrunosc 
AwWraob 


U* ocean 


l/t A A 4CM 

KlAAibZo prolan 


7.5 


417f$3 


AWiRfiftftR 
niVjowUO 


n5.403tD4 


anxynn reps si, larntiy a (KrAANis-UKB), 


7 C 
/.0 


439569 


AWfif]?1fifi 
nvvou4iOD 


He 779700 


PC/2D1 nmlnin 

UCurl prOiEin 


7 A 


416140 




n5.ou 1 130 


roundabout (axon guidance rGceptor, Dros 


7 / 
/.4 


451230 


DC04D4UO 


ns.zouyj 


rrypoui8uca protein rU/uz/i 


7.4 


400294 


N95796 


ns^/oo30 


Homo saptsns prostein mRNA, ccmptete cds 


7 A 


436873 


N23874 


Hs.50477 


RAB27A, member RAS oncogene family 


7.4 


419743 


AWAH87R9 
/WV4U0/04 


nS-03Of 


Homo sapiens done 24416 mRNA sequence 


7.3 


4400UU 


AW000401 


HS.242413 


hypothetical protein DKFZp434K1421 


7.3 


41U404 


AW04I iB2 


Hs.61418 


mfcrofibriliar-assotiated protein 1 


7.3 


424649 


DtZ4ZU4D 


nS,lol401 


embryonic ectoderm development 


7.3 


440410 


AA4Z4Zbo 


HS- 123642 


EpnA3 


7.3 


AlAiQtt 

I JO 


1 00004 


Hs. 14372 


ESTs 


7.3 


413249 


AT IDf 1 DC 


Ue 7C9C< 

nS./OZot 


UEAD/H (Asp-^3u-Ala-Asp/rts) box bending 


7.3 


HOUCO 1 


AA7WI197 


Li_ 0*J700C 


hypothebcal protein' HT023 


7.3 




Mil Aftm 1 C 


Hs.2442 


a disirrtegrin and metaHoproteinase doma 


7.3 


440000 


AW3/0404 


Hs.3623 


nypotnefcal protein FIJ1 1220 . 


7.2 


433556 
420871 


WRR^71 


ns.i l l4ou 


calciurrvcaimoduliiHlependent protein kin 


7.2 


AA7J19Q79 
AM/U43/4 


ns.ooouu 


COT, 

cols 


7.2 


418278 


Ml U0 0403 


Ue OQQ17 


kwr^*i It* 1 n , n | f ,;„ 

nypotneucal protein 


7.1 


a^<;i r 


DC 11 4/U4 


Ue 0977 XC 


i/i a a 4 e 4 n - - ' * 

KlAAlolQ protein 


7.1 


41/011 


Al /"MQ47C 

Auwyi /o 


Hs.oZZZo 


chordin-Gke 


7.1 


411667 


DC tOU 130 




gD.UV14ll041oH)i0200^)33si03 HT0413 Homo 


7.1 


4144 44 


AA1 47224 


Hs.249195 


nOmeO DOX Alo . 


7.1 


407118 


AA1RR7Qn 
/v\100/3U 


Ue 9COJ19C 


bb I s, Weakly similar to Z223_HU MAN ZINC 


7.1 


421566 


NM_000o99 


Hs.1395 


early growth response 2 (Krox-20 (Orosop 


7.0 


4lO0O4 


AA00U40 


Hs^78695 


Homo sapiens prostein mRNA, complete cds 


7.0 


4J/0/4 


AIMAI4UI0 


Uc CO Q7 

HS.0007 


DMA iJnif.- *vu*Kf » * "J 

kna tanding mo lit protein 7 


7.0 


448148 


WV(_Ul00/O 


Ue 9rtCftQ 


nov px associated protein-o 


7.0 


449523 


f\IV(_lAHJ0/ 3 • 


Ue tiAAAl 
nS.0444o 


chemokine (C-C motH} receptor 5 


6.9 


431657 


AI345227 


Hs. 105448 


ESTs, Weakly similar to B34087 hypoihefi 


6.9 


457728 


AW97481 1 




gb:EST386916 MAGE resequences, MAGN Homo 


6.9 


Amain 

4 103 IV 


U4U00U 


Ue 7DQ1 0 

re./ oyto 


cnemoKme (OX3-C) receptor 1 


6.9 


/91Q77 
44 13/ / 


W3413/ 


Ue H CC 

rlS.i lUibo 


ribosomal protein L26 homolog 


6.9 


432161 


AK0004UU 


Hs.341181 


ESTs, Weakly similar to envebpe [H^api 


6.9 


40400 I 


Al34O047 


Hs. 162859 


ESTs 


6.8 


444931 


AV004UOO 


Hs.75113 


general transcription factor IUA 


6.8 


44 1040 


N4UD0U 


Ue 9QCOC 

nSJeoo/o 


ESTs 


6.8 


<40C0Q1 
440301 


At fi/MCTE 

AU/440/0 


Hs.173081 


KIAA0530 protein 


6.8 


a9ri 7n 

440 I/U 


At tn770<C 

AUU//010 


HS.1 54970 


transcription factor CP2 


6.8 


411479 


AWO48047 




gb:IL3-CT0214-291299-052-A12 CT0214 Homo 


6.8 


441/3 04 


A AOQU17JI 

AA404U/4 


HS^o732o 


ri^tylglucosarrrine-phosphatemutase 


6.8 


439492 


AMJ8o310 


Hs. 1031 59 


ESTs 


6.8 


VMQQ4Q 

44yyiy 


A IC7ACDC 

AIo74ooo 


Hs^00141 


ESTs 


6.8 


452221 


C21322 


Hs^88057 


hypothetical protein FU22242 


6.8 


431555 


AI815470 


Hs.260024 


Cdc42 effector protein 3 


6.7 


AAWW 
441111 


A1PHCQC7 
AiOUOOD/ 


HS.1 26594 


ESTs 


6.7 


/ C7/ no 
40/430 


AI/d440U 


Hs.191737 


ESTs 


6.7 


415293 


R49462 


Hs.106541 


ESTs 


6.7 


/torn a 
443 100 


A A OO ITPP 

AAB84766 




" gb:am20a10^1Soares„NFU_T„GBC„S1 Homos 


6.7 


40O3U0 


AWZ30141 


il. 4 C7Q7I: 

HS. 10/9/3 


ESTs 


6.7 


446896 


T15767 


Hs.22452 


Homo sapiens mRNA for K1AA1737 protein, 


a7 


431770 


BcZZIooO 


Hs.258555 


5-3' exoribonudease 2 


6.7 


4 too/o 


AA79R9/H 


Ue 909aQft 
liS .444000 


ESTs, Weakty similar to TRHYJiUMAN TR1CH 


6.6 


AA17AC. 
440/40 


AB039670 


Hs.9728 


ALEX1 protein 


6.6 


44/ 300 


AA^iftmn 

/Wt IDuUU 


Ue oooan 


potassium intermediate/smafl conductance 


6.6 


447805 


AWR77Q7,9 


Ue VI9491 
rlS.OU4441 


gerrnn4 


6.6 


4411330 


T57773 


Hs. 10263 


ESTs 


6.6 


JI99179 
444 I/O 


QC50COOO 


Hs.250619 


phorbofin-Oke protein MDS01 9 


6.6 


4^1007 
401 334 


NNLUU4744 


Hs.2891 


protein kinase C, mu 


6.6 


40/U04 


AARR1RQ7 


nS.lZUoyi 


COT.. 

tSTS 


6.6 


444 UOU 


AVYU41404 


Ue 49C/ICC 


ESTs 


6.6 


416836 


rv^t7AC 

U04/40 


nS.oU44/ 


diolecystokinin 


6.6 


447033 


/MOO/414 


Ue 1C7AM 

ns.io/DUi 


CCTe 


6.5 


4403// 


A A/M1Q07 
AA44I007 


Hs.90250 


ESTs 


6.5 


432189 


AA527941 




gD.niuvA.u4-*> * nw^.vA3Mr_rro no mo sapiens 


D.O 


448779 


BE042877 


Hs.177135 


ESTs 


6.4 


430598 


AK001764 


HSJ47112 


hypothetical protein FU 10902 


6.4 


411630 


U42349 


Hs.71119 


Putative prostate cancer tumor supprcsso 


6.4 


432682 


AJ376400 


HS.1595B8 


ESTs 


6.4 


441499 


AW298235 


Hs.101689 


ESTs 


6.4 


441676 


BE554206 


Hs.49889 


ESTs 


6.4 


421077 


AKD00061 


Hs.10159t) 


hypothetical protein 


6.4 


452784 


BE463857 


Hs.151258 


hypothetical protein FU21062 


6.4 


452055 


A1377431 


Hs.141693 


hypothetical protein MGC10858 


6.4 


431576 


M76665 


Hs.275215 


hydroxysteroid (1 1-bela) dehydrogenase 1 


6.3 


418994 


AA296520 


Hs.89546 


selectin E {endotheDa! adhesion motecu! 


6.3 


452277 


ALO49013 


Hs.28783 


WAA1223 protein 


6.3 



694 



WO 03/042661 



PCTAJS02/36810 



412953 245794 Hs.238809 ESTs 63 

441247 AW1 16681 Hs.128051 Homo sapiens thymic stroma! rymphopoieti 6.3 

453390 AA862496 Hs.28482 ESTs 6.3 

418450 R84397 Hs. 193651 ESTs. WcaHy similar to alternatively sp 6.3 

5 407829 AA045084 Hs.29725 hypothetical protein FU13197 6.3 

425704 U79293 Hs.159264 Human done 23948 mRNA sequence 6.3 

433610 AA805B22 Hs.112547 ESTs 6.3 

448552 AW973653 Hs.20104 hypothetical protein FU00052 6.3 

412977 AA125910 Hs.191451 ESTs 6.3 

10 441217 AI922183 Hs.213246 ESTs 6.3 

443912 R37257 Hs.184780 ESTs 6.3 

429281 AAB30856 Hs.29808 Homo sapiens cDNA:FU21122fis, clone C 6.2 

435021 AA922192 Hs.54709 ESTs 6.2 

425465 L18964 Hs.1904 protein kinase C, iota 6.2 

15 418821 AA436002 HsJB3161 ESTs 6.2 

424511 BE300512 Hs.193557 ESTs, Moderately similar to ALU7_HUMAN A 6.2 
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414528 AA148950 Hs.188836 ESTs 5.7 
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418407 AL044818 Hs.84928 nuclear transcriplion factor Y, beta 5.6 

435176 AA744875 Hs.189413 ESTs 5.5 
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phosphcribosy! pyrophosphate synthetase 5.5 

ESTs 5.4 
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ESTs 5.4 

hypothetical protein FU23056 5.4 

RAP1A, member of RAS oncogene family 5.4 

ESTs 5.4 

centrosoma! protein 1 5.4 

tryptophan rich bash protein 5.4 

SEC63, endoplasmic reticulum translocon 5.4 

prostate cancer associated protein 1 5.4 
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ESTs, Moderately similar b AIU1_KUMAN A 5.4 

Homo sapiens mRNA; cOMA DKFZp434E0528 (f 5.4 

ESTs, Weakly similar to unnamed protein 5.4 

hypothetical protein DKFZp434E2135 5.4 

ESTs, Weakly similar to S51797 vasocflal 5.3 

ESTs 5.3 

ESTs 5.3 

chromosome 8 open reading frame 2 5.3 

ESTs 5.3 

ESTs, Weakly simitar to GAG2 W HUMAN RETRO 5.3 

EST s, Moderately similar to PC4259 ferri 5.3 

ESTs 5.3 

Nome disease (pseudoglioma) 5.3 

ESTs 5.3 

intermediate filament protein syncoiBn 5.3 

ESTs 5.3 

poryadenytate binding protein-interactin 5.3 

ESTs 5.3 

gb:EST93093 Skin tumor I Homo sapiens cD 5.2 

tousled-like kinase 1 5.2 

ESTs 5.2 

homeo box B13 52 

ESTs 5.2 

E74-iIke factor 1 (ets domain transcript 5.2 
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TP53 target gene 1 5.2 
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ESTs 5.1 
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ESTs 5.1 
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ESTs 5,1 
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ESTs 5J 
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ESTs 5.I 
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death associated protein 3 5.1 

ESTs si 

ESTs 5.1 

kallikrein 4 (prostase, enamel matrix, p 5.1 

KIAA1244 protein 5.1 

WAA0071 protein 5.1 

ESTs. Weakfy similar to A46010 X-finked 5.1 

hypothetical protein FU1 1 264 5.0 

thrombospondin 1 5.0 

WAA0205 gene product 5.0 

hypothetical protein FU20O39 5.0 

ESTs 5.O 

CGI-49 protein 5.0 

Homo sapiens done 24538 mRNA sequence 5.0 
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297630 Hs226117 HI histone tamiy, member 0 
AW95B037 Hs^86 ribosomal protein L4 
D13535 Hs.1552B7 K1AA0010 gene product 
AW381569 Hs.40334 ESTs 
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Ue in^-n 


CO IS 


j.y 


446157 


DtZ/UOZO 


Ue 1117iin 

ns. 1 ji /flu 


Unmn prmlaiir .nil*. CI IOOCCO fl.. J™ Ll 

nomo sapiens cuna. t-U225o2 its, done H 


3.9 


451900 


MDUiJ 1 S3 


He 97907 
ns.z/ cut 


iwvukkjz protein 


3.9 


4ZUOUZ 


II9997C 


Ue 1T5X 
HS.1 004 


v-myb avian myeloblastosis viral oncogen 


3.9 


4260B3 


AWQfi9719 


ns. i zo / 1 z 


tois, weawy similar io Ar 1 y i u aj i b2i65 


3.9 


442320 


AI9A7R17 


14c 19QR**R 

ns. i £i>o jo 


CCTe 
CO IS 


3.9 


447541 


MrUAAJZOO 


Uc 1 RRnn 


nypoineucai protein rLJ202ol 


3.9 


444636 


T95667 


Uc 17877 

ns. i/o// 


CCTe 
CO IS 


3.9 


432103 


T1CR/V* 

1 IDOUj 


Ue O70XC0 

nSJ£/z4DO 


protein phDsphalase 3 (formerly 2B), cat 


3.9 


412576 


AAA4771R 


Ue 1fV7flC7 

ns. i {if vol 


CCTe 

to IS 


3.9 




AW8777B7 


Hs.1 36102 


K1AA0853 protan 


3.9 


/T701J? 
HOI bio 




nSwfljyyy 


hypothetical protein FU23142 


3.9 


442242 




Ue QfiAIA 


nomo sapiens cljna. plJ2j2c5 us, done H 


3.9 


*t*t/ ZDU 


□coi / yu/ 


Hs. 97635 


ESTs 


3.9 


4Z l/OU 


AKUUUf DO 


Ll_ A ATD7*5 


nypoineucai protein FU 20761 


3.8 


450580 


nwuuo/ 




CCTe 

CbIS 


3.8 






Ut> VtAAIC 

Hs.274415 


U___ ! _r\UA t4AW\ e. —t-. i tr~ 

Homo sapiens cDNA FU 10229 ns, clone HE 


3.8 


429323 


MM (Y11RZQ 


Mc 9^Q1 
ns.^jyi 


apical protein, Xenopus laevis-fike 


3.8 


407332 


At801<%^ 


Ue 9Anin 


nomo sapiens cuna rui u/y ns, clone nc 


3.8 


426413 


AA.T77R91 

fWJ/ IOCO 




gb:EST90805 Synovial sarcoma Homo sapten 


3.8 


412652 


AJ801777 




CCTe 
COlS 


3.8 




AA7fif*U«; 




gD.oaouw/.s i NU_u(jAr_vj(JB 1 Homo sapiens 


3.8 


437816 






CCTe 
CO IS 


3.8 


Dj4 


AWZ/lOZO 


Hs.42294 


ESTs 


3.8 


459241 


AA03977R 




to is, Mooeraieiy similar © i i4o4z NbUi 


0.0 


4HR949 
«tU0Z**Z 


AA0<;ic;Qi4 
MrtZDIOiW 




RBF1 gene product 


3.8 


443484 


AJ 091458 




CCTe 
Co IS 


3.8 


4ZZU0J 


mm nnnijn 


MS. 1 11200 


arachidonate 15-lipoxygenase, second typ 


3.8 


428043 


T92248 


Ue 9*7 /in 


uteroglobin 


3.8 


407192 


AAfifKHftfl 

nnuUsiUu 




gD.aiizeuz.si ooares_iesus_Nn i Homo sap 


3.8 


421590 


AF004715 


Uc irvroxn 
ns. lUOiWu 


jertqf (mouse) homolog-Eke 


3.8 


43JUZU 


A1 ICWM 


Hs.31422 


Homo sapiens mRNA; cDNA DKFZp434M229 (fr 


3.8 


437179 

HOI 01 C . 


AA791QRR 
MjHOZJjQO 


ns.zoooo i 


nypouieucal protein DKPZp547G1 B3 


3.8 


432276 


A 1 1 rrv\R 


He. 97J9RR 

ns.£/*i£oo 


irypoineucai protein ruzoooo 


3.8 


407917 


UOo 1 03 


Ue A 


D A Pica /c jm,,.,.;. »- - - > - 

kalou (5. cerevsiae; nomolog 


3.8 




/WO/ 4491 


Hs.57837 


ESTs 


3.8 


4Z/00O 


Drwrrvoo 
pc3979oo 


Hs. 179982 


tumor protein p53-bina1ng protein 


3.8 


/•snoeo 
*tOU300 


AUVQ79ft*M 




grj.bS 1384925 MAGE resequences, MAGL Homo 


3.8 


4599W 
*OZZO*» 




Ue ^OMM 


ESTs, Weakry simitar to 138022 hypothec 


3.8 




AAIYJ7C1 C 


Hs.42746 


ESTs 


3.6 


4U0O/O 


NMJJ15434 


Hs.48604 


DKFZP434B1 68 protein 


3.B 


431197 






polymerase (RNA) 111 (DNA directed) (62k 


3.8 


434072 


H70854 




Homo sapiens PR0 1 082 mRNA, comptete cos 


3.8 


A1QA1Q 

4ooloo 


K9o29y 


Hs. 177502 


ESTs 


3.8 


447906 


AL050062 


Hs.19999 


DKF2P566K023 protein 


3.8 


4ioyyz 


CO 5837 


Hs. 145807 


hypothetical protein RJ 13593 


3.7 




oVV 1U00DO 


Ue RQ/17 

ns.oy4/ 


MbrUuby protein 


3.7 


430607 


AWQ71C91 

/wvy/oozi 


MS.Z4/J24 


mitocnondna nbosomai protein S14 


3.7 




AAZ04Z0/ 


MS.ZZlb04 


ESTs 


3.7 


448515 


H68441 


Uc lira 
ns. i o jZO 


nypoineucai protein rLJi4oo4 


3.7 


445242 


OCIOOTf 0 


Lie n mo 


ESTs, Weakly similar to ALU1_HUMAN ALU S 


17 


OO/D 


AWOfiRI CO 


MS^o9104 


Epithelial calcium channel 2, CaT-like A 


3,7 


436024 


AI800041 


ns. lyuooo 


CCTe 
to IS 


17 


407783 




He 179n9fl 
ns. t / £uzo 


a otstntegnn ana metaitoprotsmase noma 


3.7 


436207 




Ue nwc 
ns.i4»4o 


nypotneticai prolan MGC13159 


17 


442851 


AA?43ft37 


Hs.57787 


CCTe 
CO IS 


3.7 


448207 


Hit/ vWau 


Ue 17AC77 
MS.1/U0// 


ESTs 


3.7 


450528 


AW38?flfU 

nil <^\J£U(y*t 


Ue 9/vi7m 


CCTe 
CO IS 


3.7 


432606 


mm nriTinA 


Uc 70KC 


granzyme K (serine protease, graracyme 3; 


3.7 


438613 


C05569 


Uc 9A*)1 99 

ns.* *w i zz 


nypouieucal protein ru ijlo/ similar to 


3.7 


443)31 


AW1HfiQ.fi 


Uc AQAltl 

ns.4y4to 


ESTs 


3.7 


447608 


AW9fWft49 


Ue 1 RQC,C 

ns. loaoD 


nomo sapiens cuna hj20oo/ us, clone ka 


3.7 


HUOO 1 Z 




Hs.44198 


intracellular membrane-associated calciu 


3.7 


412777 


AJ335773 


Hs.270123 


ESTs 


3.7 


424602 


AK002055 


Hs.1 51046 


hypothetical protein FU 1 1 193 


17 


424882 


AI379461 


Hs.153636 


far upstream element (FUSE) binding prot 


3.7 


425898 


AA365649 


Hs.269478 


ESTs, Weakly similar to PC4259 ferritin 


3.7 


443323 


BE560621 


Hs.9222 


estrogen receptor binding site associate 


3.7 


452129 


AW291379 


Hs^12827 


ESTs 


3.7 


453927 


AA082465 


Hs.1 25031 


chc^e/ethanolaniinephosphotransferase 


3.7 


432336 


NMJ02759 


Hs.2743B2 


protein kinase, rrrterferorwndudbte dou 


3.7 


425988 


BE045B97 


Hs.274454 


ESTs, Weakly simflar to 138022 hypotheti 


3.7 


443123 


AA094538 


Hs.272808 


putative trans cripDon regulafion midea 


3.7 


445467 


AI239832 


Hs.15617 


ESTs, Weakry similar to A1U4 HUMAN ALUS 


3.7 


423855 


AA331761 


Hs.254859 


ESTs 


3.7 


403790 






NMJ)01334-:Homo sapiens calr^psin 0 (CTS 


3.7 
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434470 
452032 
420026 
421838 
449916 
452270 
445941 
416882 
412533 
431740 
442710 
448212 
413431 
453038 
427661 
420923 
414844 
441866 
406815 
423482 
424677 
430160 
433672 
433887 
452670 
411890 
432728 
431724 
435703 
445674 
414178 
416111 
432840 
439726 
445704 
449115 
439379 
414646 
434579 
451367 
420285 
431263 
431952 
439092 
411562 
417771 
419440 
417333 
419241 
410762 
413384 
424081 
. 428004 
420390 
416662 
433280 
433285 
421991 
413950 
431318 



411149 
417601 
418334 
422583 
425717 
425856 
434569 
419436 
437296 
432697 
439605 
442145 
432589 
425910 
412095 
421129 
429433 
434839 
435165 
448966 
449318 
453311 



AA63481B 
BE244005 
A1831190 
AW881089 
T60525 
AW975014 
AI267371 
A1633044 
AA679863 
N75450 
AI015631 
AI475858 
AW246428 
AW292415 
AA410292 
AF097021 
AA296874 
BE464341 
AA833930 
BE280172 
U09414 
AW968210 
BE281165 
AW204232 
AF068227 
H92738 
NMJJ06979 
AA514535 
AW630133 
BE410347 
AW957372 
AA033813 
AK001403 
AW449893 
AI493742 
AW959952 
AA835002 
AA353776 
T55958 
AA923729 
AA258124 
AW129203 
Z70695 
AA830149 
AL050201 
AA804698 
AB020689 
AL157545 
AA523939 
AF226053 
NWL000401 
NM 006413 
AA449563 
AA330047 
T25853 
AA581404 
AW975944 
NMJM4918 
AA249096 
AA502700 
X07820 
N68715 
NM_014735 
AA319233 
AA410506 
X07282 
AA364908 
A1311295 
AA991639 
AA350994 
AW975050 
AF0B6431 
A1022650 
AL135725 
AA830797 
AI624707 
BE439899 
AA452899 
AI743069 
AI391470 
AW372914 
AW236021 
AW104911 



Hs.29813B ESTs 

Hs.2761 0 relinob acid- and mterferon-md ucible 

Hs.166676 ESTs 

Hs. 108806 Homo sapiens mRNA; cDNA DKF2p566M0947 (f 

Hs.299221 pyruvate dehydrogenase kinase, isoenzyme 

Hs.26 ferrocheJatasa (protoporphyria) 

Hs.172636 ESTs 

tryptophan^ IRNA synthetase 2 (mitochon 

Hs.69606 ESTs 

Hs.183412 ESTs, Moderately similar to AF1 16721 67 

Hs.23210 ESTs 

gfctc87d07.x1 NCLCGAP.CLL1 Homo sapiens 

Hs.75355 ubiquffirKWijugating enzyme E2N (homolo 

Hs.20509 HBV pX associated protein-8 

Hs.1 04761 ESTs 

Hs.273321 differentially expressed tn hematopoieti 

Hs.77494 deoxyguanosine kinase 

Hs.21 201 nectin 3; DKFZP566B0846 protein 

Hs.288036 tRNA isopentenytpyrophosphale fa 

Hs. 129228 gatactokinase2 

Hs.151689 zinc finger protein 137 (done pHZ-30) 

Hs.293957 ESTs, Weakly similar to ALUC_HUMAN 1U1 

Hs.288038 TLS-associated serine-arginine protein 1 

Hs.279522 ESTs 

Hs.30213 ceroid-tipofuscinosis, neuronal 5 

Hs.7581 1 N-acylsphlngosine amidohydrotase (acid c 

Hs.278721 HLA class tl region expressed gene KE4 

Hs.283704 ESTs 

Hs.83313 GK003 protein 

Hs.13063 transcription factor CA150 

Hs.46791 ESTs, Weakly similar to I38022 hypolheQ 

Hs.7901 8 chromatin assembly factor 1 , subunil A ( 

Hs.279521 hypothetical protein FU20530 

Hs.293707 ESTs, Weakly similar to 138598 zinc fog 

Hs.1 67700 ESTs, Moderately similar to 138022 hypot 

Hs.37528 ESTs, Weakly simitar to AF090944 1 PRO06 

Hs.1 25611 ESTs 

Hs.901 CD48 antigen (B-ceR membrane protein) 
gb:yb35f05.r1 Stralagene fetal spleen (9 

Hs.26322 cefl cycle retated kinase 

Hs.293878 ESTs, Moderately similar to ZN9LHUMAN Z 

Hs.322915 ESTs 

Hs.272240 Homo sapiens cDNA FU 1 1 086 fis, done PL 

gb:oc44f08.s1 NC1_CGAP_GCB1 Homo sapiens 

Hs.70769 hypothetical protein DKFZp586E1923 

Hs.82547 retinoic acid receptor responder (lazaro 

Hs.90419 K1AA0882 protein 

Hs.173179 brornodomain and PHD finger containing, 3 

Hs.165258 ESTs 

Hs.66170 HSKM-8 protein 

Hs.75334 exostoses (multiple) 2 

Hs.139120 ribonuclease P (30kD) 

Hs.1 51393 glutamate-cystdne tigase. catalytic sub 

Hs.191187 ESTs 

Hs.7538 ESTs 

Hs.289037 Homo sapiens cDNA FU141 35 fis, done MA 

Hs.237396 ESTs 

Hs.1 10488 WAA0990 protein 

Hs 32793 ESTs 

Hs.293147 ESTs, Moderately similar to A46010 X-in 

Hs.2258 matrix metalloproteinase 10 (stromerysin 

Hs.269128 ESTs 

Hs.82292 K1AA0215 gene product 

Hs.5521 ESTs 

Hs.27973 KIAA0874 protein 

Hs.171495 retinoic add receptor, beta 

Hs.98927 hypothetical protein FUI1 3993 

Hs .344478 K1AA01 96 gene product 

Hs.242413 hypothetical protein DKF2p434K1 421 

Hs.20281 WAA1700 

Hs.293892 ESTs, Weakly similar to ALU4_HUMAN ALU S 

Hs.22380 ESTs 

Hs.81 17 erbb2-interacting protein ERBIN 

Hs.131708 ESTs 

Hs.184760 CCAAT-box-blnding transcription factor 

Hs.5921 Homo sapiens cDNA: FU21592 fis, done C 

Hs.89271 ESTs 

Hs.213586 ESTs, Weakly similar to K1AA1353 protein 
Hs.1 34735 ESTs 
Hs.158618 ESTs 

Hs.86149 phosphoinositol 3i)hosphate-binding prot 

Hs.78531 Homo sapiens, Similar to RIKEN cDNA 5730 
Hs.126707 hypothetical protein FU11457 
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455497 
413786 
430935 
439904 
449909 
445817 
419594 
417251 
423545 
438527 
453916 
430200 
437187 
423645 
432370 



404571 
418727 
435374 
452721 
427472 
418245 
402031 
407137 
449603 
425692 
436805 
437367 
407908 
430144 
416292 
423800 
439375 
429084 
432886 
408267 
408832 
422564 
424842 
429984 
435256 
436137 
440348 
442910 
443242 
445469 
449517 
425354 
433037 
423044 
434128 
449845 
423590 
440370 
438825 
446874 
408101 
419131 
423178 
433764 
440658 
411558 
452815 
421234 
424075 
412045 
420041 
426174 
427083 
441021 



441124 
444169 
421476 
422165 
455100 
450747 
401197 
433404 
422546 
443884 
414341 
425292 



AW967956 

AW613780 

AW072916 

AW892676 

AA004681 

NMJM3642 

AA013051 

AW015242 

AP000692 

AI969251 

AW974874 

BE613337 

AL080208 

A1215632 

AA308334 

AA657494 

AA227609 
AA400709 
AJ269529 
AA522539 
AA088767 

T97307 

AI655662 

D90041 

AA731533 

AA749316 

BE379758 

AI732722 

AA179233 

AA331156 

AA689526 

AJ001443 

BE159028 

AW380525 

AW085690 

A1148006 

AA034127 

AL050102 

AF1 93766 

AI056769 

AW015802 

AI355130 

BE243910 

AW298370 

AW500106 

U62027 

NM_0U158 

AA320829 

W93170 

AW971183 

AW952412 

AA884000 

BE327427 

AW968304 

AW958504 

AA406293 

A1033140 

AW753676 

H29142 

AA102670 

AA418841 

AA907153 

A1807320 

AA099802 

AB005142 

AA547959 

NMJJ06363 

AW578716 

AW197887 

T97717 

AV648170 

AW953805 

AL041199 

BE160198 

AI064821 

T32982 

AB007969 

N20617 

080004 

NMJJ05824 



Hs.1 23648 
Hs.13500 



Hs.59432 
Hs.13340 
Hs.91417 
Hs.99488 
Hs. 129781 
Hs.115325 
Hs.75212 
Hs.234896 
Hs.306325 
Hs.147487 
Hs.274424 



Hs.94834 
Hs.98716 
Hs.301871 
Hs.131250 
Hs.83883 



Hs.197698 
Hs.155956 
Hs.270751 
Hs.271879 
Hs.1 10853 
Hs.187694 
Hs.42390 

Hs.344249 

Hs.195614 

Hs.279704 

Hs.343564 

Hs.63428 

Hs.222120 

Hs.153487 

Hs^27209 

Hs.13872 

Hs.133512 

Hs.47023 

Hs.11307 

Hs.9082 

Hs.153714 

Hs.23643 

Hs.155935 

Hs^79938 

Hs.97266 

Hs^84164 

Hs.9683 

Hs.65874 

Hs.8173 

Hs.79953 

Hs.56156 

Hs.123073 

Hs.41167 

Hs.124983 

Hs.39982 

Hs.143032 

Hs.70725 

Hs.190060 

Hs^27630 

Hs.83883 

Hs.94592 

Hs.115838 

Hs.173497 

Hs.7644 

Hs.253353 

Hs,119563 

Hs.56756 

Hs.21887 

Hs.1481 

Hs.318535 

H3.102720 

Hs.301478 

Hs.194397 

Hs.75909 

Hs.155545 



ESTs, Weakly simitar to AF1 08460 1 ubinu 
ESTs 

zinc finger protein 131 (done pHZ-10) 
gb:CM3-NN0004-280300-131-c12 KN0004 Homo 
ESTs 



topoisomerase (DMA) II binding protein 
ESTs, Weakly similar to YK54.YEAST HYPOT 
chromosome 21 open reading frame 5 
RAB7, member RAS oncogene famBy-Bke 1 
ornithine decarboxylase 1 
geminin 

Homo sapiens mRNA; cDNA DKFZp586C1523 (f 
ESTs 

N-acetytneuraminic acid phosphate syntha 
gb3rt66f04-s1 NO_CGAP^Pr3 Homo sapiens 
NM_01 5902*:Hcmo sapiens progesfin induce 
ESTs 

ESTs, Weakly similar to T1 721 0 hypolhefl 
sohite carrier f amity 37 (glycero)-3-pho 
transposon-derived Busteti transposase-l 
transmembrane, prostate androgen induced 
ENSP00000251 056*:Plasma membrane calcium 
gb:ye53h05.s1 Scares fetal river spleen 
ESTs 

N-acetyttransferase 1 (arytamine N-acety 
ESTs 

ESTs, Moderately similar to ALU 1 .HUMAN A 
uncharacterized hematopoietic stem/proge 
ERGL protein; ERGJf>51fike protein 
nasopharyngeal carcinoma susceptibility 
gb:EST35034 Embryo, 6 week, subtracted ( 
steroid dehydrogenase homotog 
splicing factor 3b, subunit 3, 1 30kO 
chromatin accessibiEty complex 1 
tubuRn-specific chaperone e 
ESTs, Weakfy similar to Z195 HUMAN ZINC 
ESTs 

signal transducing adaptor molecule (SH3 

hypothetical protein FU21617 

cytoxine-Bke protein C17 

ESTs 

ESTs 

ESTs, Weakly similar to T19326 hypotheti 
rnideopcrin p54 

comptement-c1q tumor necrosis factor-re! 
serine/threonine protein kinase MASK 
complement component 3a receptor 1 
HSPC067 protein 
protocadherin 18 
protein x 0004 

DnaJ (Hsp40) homotog. subfamily C membe 

ESTs, Weakly sirdar to A40348 Etav/Sex- 

hypothetical protein FU10803 

ESTs 

ESTs 

CDC2-related protein kinase 7 
ESTs 

Homo sapiens mRNA; cDMA OKFZp564C142 (fr 
ESTs 

ESTs, Weakly similar to neuronal thread 
garnma-aminobutyric acid (GABA) A recepto 
gbzwOlelUI Soares_NhHMPu S1 Homosapi 
ESTs 

RE 1 -silencing transcripfion factor 
transmembrane, prostate androgen induced 
ktotho 
ESTs 

Sec23 (S. cerewsiae) homotog B 

H1 histone family, member 2 

ESTs 

ESTs 

ESTs 

ESTs 

histidine decarboxylase 

gb:QV1-HT0413O102(HM)59^03 HT0413 Homo 
ESTs, Highly simitar to 1818357A EWS gen 
ENSP00000229263-:HSPC213. 
ESTs 

K1AA0500 protein 
leptin receptor 
K1AA0182 protein 

37 kOa leucme-rich repeat (LRR) protein 

702 
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14 
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14 
14 
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414407 


AA147026 


Hs.76704 


ESTs 


3.3 


420324 


AF163474 


Hs.96744 


prostate amirogen-regutated transcript 1 


3.3 


423453 


AW450737 


Hs. 128791 


CG-09 protein 


3.3 


444170 


AW613879 


Hs.102408 


ESTs 


3.3 


445474 


AI240014 


Hs.259556 


ESTs 


3.3 


450582 


AI339732 




G-rich RNA sequence binding factor 1 


3.3 


451246 


AW189232 


Hs.39140 


cutaneous T-ceD lymphoma tumor antigen 


3.3 


434194 


AF1 19847 


Hs.283940 


Homo sapiens PRO1550 mRNA, partial cds 


3.3 


444324 


AI301330 


Hs.143838 


ESTs 


3.3 


4275B1 


NM_01478B 


Hs.179703 


K3AA0129 gene product 


3.3 


429258 


AA448765 




gbzx10e09.r1 SoaresJotal_fetiis_Nb2HF8_ 


3.3 


400880 






NM»0006ir:Homo sapiens CD59 antigen p18 


3.3 


445525 


BE149866 


Hs.14831 


Homo sapiens, Similar to zinc finger pro 


3.3 


451968 


H56196 


Hs.26409 


Homo sapiens mRNA; cONA DKFZp547K204 (fr 


3.3 


411190 


AA306342 


Hs.69171 


protein kinase C-fike 2 


3.3 


410650 


AI061118 


Hs.65328 


Fanconi anemia, complementation group F 


3.3 


420493 


AI635113 


Hs.270366 


ESTs, Weakly similar to 178865 serine/lh 


3.3 


423740 


Y07701 


Hs.293007 


arrinopeptidase puromycin sensitive 


3.3 


428523 


AW974540 


Hs.98626 


ESTs 


3.3 


428743 


AL080060 


Hs.301549 


Homo sapiens mRNA; cDNA DKFZp564H172 (fr 


3.3 


432363 


AA534489 




gb:m76g11.s1 NCI_CGAP„Co3 Homo sapiens 


3.3 


435102 


AW899053 


Hs.76917 


F-box only protein 8 


3.3 


438147 


AW250553 




H-2K binding factor-2 


3.3 


445808 


AV655234 




ESTs, Moderately similar to PC4259 ferri 


3.3 


453058 


AW612293 


Hs.288684 


Homo sapiens cDNA FU11750 fis, clone HE 


3.3 


453286 


AA034319 


Hs.29041 


Homo sapiens cDNA FU14177 fis, done NT 


3.3 


453802 


AL1 34757 




gb:DKF2p547G1090j , 1 547 {synonym: hfbrl) 


3.3 


422017 


NM_003877 


Hs.1 10776 


STAT induced STAT inhibitor-2 


3.3 


411373 


BE326276 


Hs.8861 


ESTs 


3.3 


435114 


M775483 


HS.2B8936 


mitochondrial ribosomal protein L9 


3.3 


443674 


AI081330 


Hs.1 45008 


ESTs 


3.3 


427528 


AU077143 


Hs.1 79565 


rniruchrornosome maintenance deficient (S. 


3.3 


433800 


AI034361 


Hs.1 351 50 


King type-l ceQ membrane-associated gly 


13 


420969 


AI636310 


Hs.28310 


ESTs 


3.3 


421554 


AW1 63267 


Hs.1 06469 


suppressor of varl (S.cerevisiae} 3-tike 


3.3 


409542 


AA503020 


Hs.36563 


hypothetical protein FU22418 


3.3 


410119 


F07B41 


Hs.13926 


ESTs 


3.3 


417379 


AA1 96390 




gb*.zp99b10.s1 Stratagene muscle 937209 H 


3.3 


423201 


NML000163 


HS.1251B0 


growth hormone receptor 


3.3 


442787 


W93048 


Hs.250723 


hypothetical protein MGC2747 


3.3 


407930 


AA045847 


Hs.1 88361 


Homo sapiens cDNA FU 12807 fis, clone NT 


3.3 


423427 


AL137612 


Hs.2B5848 


K1AA1454 protein 


3.3 


424903 


T26477 


Hs.22883 


ESTs, Weakly similar to I38022 hypotheG 


3.3 


426775 


AA384564 




ESTs 


3.3 


432378 


AI493046 


Hs.1 461 33 


ESTs 


3.3 


438875 


AA827640 


Hs.189059 


ESTs 


13 


452959 


Al 933416 


Hs.1 89674 


ESTs 


3.3 


453124 


AI139058 


Hs.125790 


leucine-rich repeat-containing 2 


3.3 


417560 


U73338 


Hs.82283 


Sjriefhvtfelrahvdmfnlaffv^Qmocvstrifip mp 

*- r " I U tjli^il OJIJUIUIUJCllG"1IUIIIVl.JoUJillw lilt* 


3.2 


433002 


AF048730 


Hs.279906 


cycfti T1 


3.2 


430929 


AA489166 


Hs.1 55933 


ESTs 


3.2 


437444 


H46008 


Hs.31518 


ESTs 


3.2 


446297 


AI346930 


Hs.149728 


ESTs 


3.2 


407870 


AB032990 


Hs.40719 


hypothetical protein K1AA1164 


3.2 


429377 


AA813192 


Hs,200596 


K1AA0547 gene product 


3.2 


426030 


BE243933 


Hs. 108542 


zinc finger protein 22 {KOX 1 5) 


3.2 


420583 


H77859 


Hs.65450 


reficulon4 


3.2 


425264 


AA353953 


Hs.20369 


ESTs, Weakly similar to gonadotropin ind 


3.2 


442562 


BE379584 




dofichyt-diphosphooligos accharide-protei 


3.2 


418871 


NM_001608 


Hs.1 209 


acyl -Coenzyme A dehydrogenase, long chai 


3.2 


421029 


AW057782 


Hs.293053 


ESTs 


3.2 


452997 


N64777 


Hs.44656 


ESTs 


3.2 


435035 


BE568487 


Hs.47668 


x 006 protein 


3.2 


408412 


AW193033 


'Hs.1 24436 


ESTs 


3.2 


421684 


BE281591 


Hs.1 06768 


hypothetical protein FU 10511 


3.2 


421887 


AW161450 


Hs.1 09201 


CGI-86 protein 


3.2 


432409 


AA806538 


Hs.1 30732 


WAA1575 protein 


3.2 


434378 


AA631739 


Hs.335440 


EST 


3.2 


409401 


AI201895 


Hs.1 81 309 


proteasome (pros o me, macro pain} subunit 


3.2 


420195 


N44348 


Hs.26243 


Homo sapiens cDNA FU11177 fis, done PL 


32 


410264 


AK001853 


Hs.61508 


Homo sapiens cDMA FU 10991 fis, done PL 


12 


410296 


AW630675 


Hs.271946 


ESTs 


12 


413838 


AV661185 


Hs.75574 


mitochondrial ribosomal protein L19 


3.2 


414342 


AA742181 


Hs.75912 


WAA0257 protein 


12 


414709 


AA704703 


Hs.77031 


Sp2 transcription factor 


3.2 


425475 


W56339 


Hs.107057 


ESTs 


3.2 


437814 


A1088192 


Hs.135474 


ESTs, Weakly similar to DDX9_HUMAN ATP-D 


3.2 


449897 


AW819642 


Hs.24135 


transmembrane protein vezalin; hypotheti 


3.2 


452295 


BE379936 


Hs.28866 


programmed cell death 10 


12 


437517 


A1927675 


Hs.244482 


Homo sapiens, done 1MAGE:351 1719. mRNA. 


3.2 


432960 


AW150945 


Hs.144758 


ESTs 


12 


452498 


AK000101 


Hs.29700 


hypothetical protein FU20094 


12 


427299 


AA830210 


Hs.214263 


ESTs, Moderately similar to ALU INHUMAN A 


12 
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421645 


AA974197 


Uc 190777 


457489 


AJUJJU | J 


He 19717Q 


415591 




Hs .24723 


433852 


A137R39Q 


ITS. 1 £.00 .£9 


439735 


nlOJJOOO 


Me 149RAR 
ns. I 4ZW0 


428279 


AA4?13in 


no. 1 i DO 


427715 


RF94 C »974 


Uc 1RAd7R 


408699 




ns. i uocuu 


415715 


F30364 


ns.ouz^i/H 


426172 


AA371'V)7 


no. i^ovoo 


434825 


N87549 


He 1959R7 


436246 




He 11QQQ1 
no. 1 1999 1 


436401 


9«JO 


Uc 9 CHIRR 


408784 


r\VV9/ I03U 


He fi^RRR 
ns.ooooo 


432125 


AWQ79RR7 




426716 


IHJVl_UUDJ/9 


He 171Q91 
ns. 1/ IS/l 


405558 






434747 


rtrtuj/ uoo 


Uc 99fiCftC 

ns.^zuooo 


414591 


HI 0004 9U 


u. ccono 
ns.oobW 


426991 


ruVVU IOJO 




426171 


AM9RRTIR 


rfS.bDO/ 


402802 






412530 


nrt/OOiOO 


He 9RR973 
rtS.lOOZ/ j 


433050 


rtiUSOiJOU 


ns.io.W4U 


439221 


AA7T71flR 
rvyi <J r 1 UO 


He 199AH 


440351 




Hs.7179 


445218 


T79971 


He 19419 

ns. n*tO£ 


448568 


AA14Q1 91 


He 71Q47 


420131 




He 0C9R9 
ns.90ZDc 


429299 


Alfi9fl4R3 


He 1474AR 


407913 


□C09O/ Of 


He h\ t^Q 
nS.4 I0u9 


415009 


C75253 


He 990Q^n 


406627 


T64904 


He 1fil7ftn 
ns. loo/ ou 


438666 


/MrVvl l*H«90 


He 19R797 


419875 


nnOJJ4 1 v 


HeQlRR7 
no. 3 J 30 f 


456660 


ttr\9U9/H9 


He 1199R9 
ns. 1 iz.ZaZ 


41 8701 


AAR14Q4R 


He QR'lAl 


425071 




He 1R4494 
ns. 1 044^4 


440300 


N39760 


He ftft^Q 


444100 




Hs 22116 


431416 


AA*ft971R 
MrtOOZ/ 10 


He 17fiRriil 
ns. 1 /DDU4 


499RR9 


RP97477R 


He nonn7 






Hs.23729 


437083 


AWflR9<;Q7 


nS.z44oui 


430294 


Al<rtft99fi 


He 9907/1 


417380 


T06809 


' He TJOfWC 

ns.oj/Uoo 


41 QQR5 
*il 9900 


H1GW3 


ns./uzoo 


43fVrtQ 
<WUU09 


DCxOOUll 


nS.loo4UU 


hou loo 




nS.zo4/y4 


44R14R 


h\£oi coy 


Uc H /10T17Q 

nS.14oUf 0 


47RR47 


ArtZ4o404 


nS.2y4lUi 


416555 


AW179HI 


Uc Q71CO 


•JO.W90 


A A 4491 fn 

WTO IUO 


ns.JoUo4 


423947 


M¥v«JO l30*f 


MS. 103341 


451893 




He 90fiflm; 
ns.£9Uooo 


447726 


Al 1 T7RTR 
ALIO/OOO 




415068 


Z19448 


He 111P07 

ns. jo loo/ 


453439 


AK794.1R 

r\JO/ £400 


He Q907R 

ns.ozy/o 


443331 




He 1>(OQQC 

ns.i4yyyo 


410340 


AW1R9fl^3 

AVV I0400O 


He 1 191RQ 

ns. i izjoo 


414372 


AAlA^Ri! 
/VM^OOD*} 




427421 




He ^fWQ 

ns.ouoy 


429399 




Hs 16727 


430092 




He 1R.^14 
no. i oo is 


433577 




He 9R41Q9 
nb.iOS i yz 


433730 


AKD091V 


He 1R49 


436694 




He 


437756 


AA7R7cq7 


He 1Q7HQA 
nS. I9/U9D 


438979 


nil 9/ Oi 1 0 


He 19^R 
ns.o/ooo 


441791 




He R1 971 


457718 


F18572 


Hs.22978 


452017 


AF109302 


Hs.27495 


419030 


T79957 


Hs.188466 


438308 


AJ343469 


Hs.127685 


433571 


AA765256 


Hs.135191 


421685 


AF189723 


Hs.1 06778 


428878 


AA436884 


Hs.48926 


432205 


AI806583 


Hs.125291 


440099 


AL080058 


Hs.6909 


428259 


AA424793 


Hs^4144 


434614 


AJ249502 


Hs.29689 


420380 


AA640891 


Hs.102406 


433323 


AA805132 


Hs.159142 



ESTs 12 

cryptic gene 3.2 

ESTs 3.2 

ESTs 3.2 

hypolhetical protein 3.2 

ESTs, Weakly similar to A47582 B^eO gr 3.2 

WAA1181 protein Z2 

ESTs, Moderately similar to ZN9 INHUMAN Z U 

ESTs 3.2 

ESTs 3.2 

zinc finger protein ZNF140-fike protein 12 

ESTs 3.2 

ESTs 3.2 

ESTs 12 

Homo sapiens cDNA FU 12300 fis, ctoneMA 12 

sema domain, immunogtobiiin domain (Ig), 12 

Target Exon 3.2 

ESTs 3.2 

ESTs. Weakly similar to ALU8_HUMAN ALU S 12 

Homo sapiens cDNA FU10674 fis, done NT 12 

zinc finger protein 161 3.2 

NM_001 397:Homo sapiens endolheSn conver 3.2 

hypothetical protein FU 13346 12 

Homo sapiens cDNA: FU21 000 fis, clone C 3.2 

ESTs, Moderately similar to 178885 serin 3.2 

RAD1 {S. pombe) homolog 3.2 

Homo sapiens done 24407 mRMA sequence 3.2 

ESTs 12 

nudear factor related to kappa Bbindin 3.1 

hypothetical protein MGC13102 11 

phosphatide acid phosphatase type 2A 3, 1 

ESTs 11 

ESTs 11 

ESTs 3.1 

proenkephafin 3.1 

solute carrier family 30 (zinc transport 3. 1 

ESTs, WeaWy similar to ALUCJWMAN !!!! 3.1 

deiodinase. iodothyronine, type II 3.1 

Homo sapiens, Similar to RIKEN cONA 5830 3.1 

CDC14 (cell (fiviston cycle 14, S. cerevi 3.1 

ESTs 11 

RAB4, member RAS oncogene famBy 3.1 

Homo sapiens clone 24405 mRNA sequence 3.1 

ESTs 3.1 

guanine nucleotide binding protein 4 3. 1 

ESTs 3.1 

ESTs 11 

ESTs, Weakly similar to ALU INHUMAN ALU S 3. 1 

Homo sapiens mRNA; cDNA DKFZp564B083 {fr 11 

ESTs n 

pre-B-cetl leukemia transcripSon factor 3. 1 

hypothetical protein FU12577 3.1 

solute carrier family 2 (facilitated glu 3.1 

KIAA1048 protein 3 1 

ESTs 11 

matrilm 2 11 

ESTs, Weakly similar to T24396 hypothel) 11 

guanine nudeolide binding protein 4 11 

ESTs * 11 

hypothetical protein FU13149 11 

gbzo65a0lr1 Stratagene pancreas {93720 11 

coatomer protein complex, subunit beta 11 

ESTs 3.1 

ESTs 11 

ESTs 11 

hypothetical protein FU11273 3.1 

ESTs 11 

ESTs 11 

ESTs 11 

hypothetical protein FU21 159 11 

ESTs, Weakly simBar to ALU4_HUMAN ALU S 11 

prostate cancer associated protein 7 11 

ESTs 3.1 

K1AA1 627 protein • 11 

ESTs, Weakly similar to unnamed protein 3. 1 

ATPase, Ca transporting, type 2C, member 3.1 

ESTs 11 

ESTs 3.1 

DKF2P564G202 protein 11 

ESTs 3.1 

ESTs 11 

ESTs 3.1 

ESTs 3.1 
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439544 


W26354 


Hs.28891 


hypothetical protein FU11360; artemis p 


3.1 


412088 


A1689496 


Hs.108932 


ESTs 


11 


434361 


AF129755 


Hs.88474 


ESTs 


3.1 


400664 






NM_002425:Homo sapiens matrix melallopro 


3.1 


436354 


A1B79252 


Hs.5151 


RAN binding protein 7 


3.1 


449474 


M0 19344 


Hs.2055 


ubtquitin-actrvaGng enzyme E1 {A1S9T an 


3.1 


410595 


AW629223 


Hs.64794 


zinc finger protein 183 {RING finger, C3 


3.1 


415245 


N59650 


Hs.27252 


ESTs 


11 


418647 


AA226198 




gbmc26a07.s1 Na.CGAP.Pr1 Homo sapiens 


3.1 


43480B 


AF155108 


Hs.256150 


Homo sapiens. Similar to RIKEN cDNA 2810 


3.1 


453716 


AA037675 


Hs.152675 


ESTs 


3.1 


432952 


AA813887 


Hs.188173 


Homo sapiens cDNA FU 12187 fis, clone MA 


3.0 


408705 


AA312135 


Hs.46967 


HSPC034 protein 


10 


430280 


AA361258 


Hs.237868 


interieukin 7 receptor 


10 


445919 


T53519 


Hs.334692 


hypothetical protein M6C14141 


3.0 


441790 


AW294909 


Hs.132208 


ESTs 


10 


414085 


AA114016 


Hs.75746 


aldehyde dehydrogenase 1 family, member 


10 


452619 


AW298597 


Hs.61884 


Homo sapiens, clone IMAG&4298026, mRNA, 


10 


422788 


AL117352 


Hs.77196 


Human DNA sequence from clone RP5-876B10 


10 


439703 


AF086538 


Hs.196245 


ESTs 


10 


444489 


A1151010 


Hs.157774 


ESTs 


10 


453878 


AW964440 


Hs.19025 


DC32 


10 


440193 


AW902312 


Hs.7037 


Homo sapiens done 24923 mRNA sequence 


10 


433680 


AI805366 


Hs.199945 


ESTs 


10 


426363 


M58524 


Hs.2025 


transforming growth factor, beta 3 


10 


447595 


AW379130 


Hs.18953 


phosphodiesterase 9A 


10 


426044 


AA502490 


Hs.170290 


ESTs 


3.0 


431962 


AL049385 


Hs.272251 


Homo sapiens mRNA; cDNA DKFZp586Ml418 (f 


3.0 


445084 


H38914 


Hs^50848 


hypothetical protein FU14761 


10 


452737 


AK001680 


Hs.30488 


DKF2P434F091 protein 


3.0 


458229 


A1929602 


Hs.177 


phosphatidytinositol gtycan, dass H 


3.0 


435712 


AA694607 


Hs.176956 


ESTs 


10 


407378 


AA299264 


Hs.57776 


ESTs, Moderately similar to 138022 hypot 


3.0 


414993 


AW819403 


Hs.77724 


KIAA0586 gene product 


10 


419459 


AW291128 


Hs.278422 


DKFZP586G1122 protein 


10 


421988 


AW450481 


Hs.161333 


ESTs 


10 


432833 


N51075 


Hs.1 10028 


ESTs 


3.0 


445210 


H09323 


Hs.27133 


ESTs 


10 


447620 


AW290951 


Hs.224965 


ESTs 


3.0 


449375 


R07114 


Hs.271224 


ESTs 


3.0 


428695 


AI355647 


Hs.1 89999 


purinergic receptor (family A group 5) 


10 


443967 


AW294013 


Hs.200942 


ESTs 


10 


441224 


AU076964 


Hs.7753 


catumenin 


10 


448822 


BE149845 


Hs.289038 


hypothetical protein MGC4126 


10 


435688 


H72286 


Hs.128387 


ESTs 


10 


441889 


AI090455 


Hs.258371 


hypothetjca) prolan FU20274 


10 


411704 


AJ499220 


Hs.71573 


hypothetical protein FU10074 


3.0 


415954 


AA171850 


Hs.42251 


ESTs 


10 


419544 


A1909154 




gbrQV-BT2OO-O1O499J007 BT200 Homo sapien 


3.0 


420077 


AW512260 


Hs.87767 


ESTs 


3.0 


443475 


AI066470 


Hs.1 32809 


ESTs 


10 


447231 


AK001293 


Hs.330208 


crystallin, zeta (quinone reductase)-fik 


10 


438435 


AA807168 


Hs.271552 


ESTs 


3.0 


427871 


AW992405 


Hs^9622 


Homo sapiens, clone IMAGE:3507281, mRNA, 


10 


443280 


AA299688 


Hs.24183 


ESTs 


10 


448264 


AI478933 


Hs.188260 


ESTs 


10 


428673 


AW601325 


Hs.337757 


Homo sapiens mRNA: cDNA DKFZp566M063 (fr 


10 


453843 


D25215 


Hs.35804 


hect domain and RID 3 


10 


400303 


AA242758 


Hs.79136 


UV-1 protein, estrogen regulated 


10 


445943 


AW898533 


Hs.181574 


ESTs 


3.0 


432286 


AW327432 


Hs.255843 


ESTs 


3.0 


431707 


R21326 


Hs.267905 


hypothetical protein FU10422 


10 


432675 


AI791855 


Hs.105884 


ESTs 


10 


443162 


T49951 


Hs.9029 


DKFZP434G032 protein 


3.0 


448073 


W19789 


Hs.336635 


Homo sapiens, clone IMAGE:41 79482, mRNA 


3.0 


419713 


AW968058 


Hs.92381 


nudix (nucleoside diphosphate Bnked moi 


3.0 


447966 


AA340605 


Hs.105887 


ESTs, Weakly similar to Homolog of rat Z 


3.0 


423583 


AL1 22055 


Hs.1 29836 


K1AA1028 protein 


3.0 


418304 


AA215702 




gb2r97g10.r1 NCI_CGAP_GCB1 Homo sapiens 


3.0 


417206 


AA291183 


Hs.81648 


hypothetical protein FU11021 simBar to 


10 


410011 


AB020641 


Hs.57856 


PFTA1RE protein kinase 1 


3.0 


411850 


AK002033 


Hs.72782 


hypothetical protein FU11171 


10 


438986 


AF085B88 


Hs.269307 


ESTs 


3.0 


445921 


AW015211 


Hs.146181 


ESTs 


3.0 


447124 


AW976438 


Hs.17428 


RBPWike protein 


10 


452953 


A1932884 


Hs.271741 


ESTs, Weakly similar to A46010 X-Bnked 


3.0 



80 
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Pkey: Unique Eos probeset identifier number 
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CAT number Gene cluster number 
Accession: Genbank accession numbers 

Ptey CAT Number Accessions 

411479 1247077J AW848047 AWB48202AW848531 AW848142 AW848702AW848121 AW848632AW848140AW848571 AW848009 AW848067 AW848069 
AW848905AW848214 

41 1667 1253334 1 BE160198 AW935898 T1 1520 AW935930 AW856073 AW881034 
414372 143909.1 AA143654 AW753140 AA213770 AW970B65 AA569075 AA492132 

414680 147525.1 AA743331 AA837388 AW664540M775711 AA150965 BE465475 AA968994 AA886905 AI141054 AW1 94991 AA252147 AA31 9500 Al 184288 

AA708749 AA644620 AA652769 AA242975 AA151 074 T19890 
415989 156454_1 AI257700 AI720344 AA191424 AI023543 AI469633 AA172056 AW958465 AA172236 AW953397 AA355085 
4162BB 1585983.1 H51299H44619 H46391 R86024H51892T72744 

416882 162718J AI633044 AW016212 AW241143 AA76905B R43272 AW06B958 AA210918 AA293774 AI748815 A1763294 AI333114 A1277384 AI088297 AI468477 

A1824624 AW189606 AI631751 Z40749 AI984673 AI671316 AA189024 AW235412 BE178426 R24677 R40635 H05100 R40597 
416913 163001.1 AW934714 BE161007 BE162500 AW749902 AW749864 BE162498 BE161005 AA190449 AW513465 BE161006 BE152499 
417379 167238J AA196390AA507837AA 196468 

418304 173658.2 AA21 5702 AA368006AA21 5703 BE066555 BE006876 " -~ ■ 

418647 177521 1 AA226198AA226513AA3B3773 
418866 179788.1 T65754 AA229857 AA22965B 
419536 185688.1 AA603305 AA244095 AA244183 
419544 185760.2 AI909154 AA526337 AA244193AI909153 
423412 228001.1 AF109300 AI299378 A1202654 
423800 232161.1 AA331156 AA331157AA331155 
426226 262918.1 AA769045 AA372590 AW963633 
426413 266650.1 AA377823 AW954494 A1022688 
426503 268283.1 AA3801 53 AA3B0233 AW963529 

426775 271683.1 AA384564 AW966475 H021 21 M41 297 06321 3 AA886888 A1922414 AW044240 AW196808 AI076736 AA599294 AI954433 AW1 17617 AI640323 
H98134 

426991 2741 5.1 AK001 536 AA191 092 AW510354 AI554256 AL353968 AA134266 

428342 290035.2 A1739168 AA426249 A1199636 AW505198 AW977291 AA824583 AA883419 AA724079 AI015524 AI377728 AW293682 AI928140 AA731438 

A1092404 A1085630 AA731340 
429163 300543.1 AA884766 AW974271 AA592975 AA447312 
429220 301384.1 AW207206 AW341473AA448195 AI951341 
429258 301 917.1 AA448765 C04967 C03045 AA658293 

430935 325772.1 AW072916 AI1B4913 AA489195 AW466994 AW469044 N59350 AI819642 A1280239 AI220572 M789302 AI47361 1 AW841126 D60937 
430968 326269.1 AW972830 AA527647 AA489820 AA570362 

431429 3331 3 J AF07281 3 AF1 19297 AA362885 AF059524 NM 006054 AA1 57365 AW1 63623 AA056148 AA227062 AA41 8057 AA227076 AA078753 AA233594 

D58629 AA232373 AA233577 T35956 BE618035 AA354497 AA359082 T32010 AA134519 BE299901 BE268096 BE396B26 AA324268 AL120308 
AA187561 AA311680 

432093 341283.1 H28383AW972670 H28359 AA525808 

432125 341776.1 AW972667 AA526539 AI057032AW1 67842 

432189 342819.1 AA527941 AIB1 060B A1620190 AA635266 

432340 345248.1 AA534222 AA632632 T81234 

432363 345469.1 AA534489 AW970240AW970323 

432600 . 350959.1 AI821085AW973464 AA554802A1821831 AA657438AA640756AA650339 

432810 354375.1 AA863400 AI991439 AW016O17 AW014704 AI36751 2 H17550 AA744752 R46187 AW471324 AI126670 AA626033 A1276287 AI094253 AI286003 

AI147163 AI911443 AW512612 AA972102 AA999975 AI6B4428 AI335035 D63102 A1524234 AI539156 AA565542 
434579 38916.1 T55958 T57205AF 147346 

434966 396504.1 AA657494 A1582663AI581639 
435023 398093.1 AI6B2552 AI393343 A18D0510 AJ37771 1 F24263 AA661876 

437866 44433.2 AA156781 AW293839 U52054 AA024963 AA778446 BE073977 AW444904 AW602574 BE164O40 BE164012 BE163972 BE163974 BE163992 
AA837481 AW468444BE1 85091 AW468002 AA687333AA811830 AA581806AI866686 AI572124AA043777AA040926 D20160AI536733 
AA812489AW874142A14718B 

438147 45074.1 AW250553 LU7876 Z36B43 R30693 Alt 93097 AW985317 

439092 468554.1 AA830149 AW978407 M85983 AW503637 

439518 47334.1 W76326 AF086341 W72300 

439904 479942.1 AW892676 AA853877 D44747 

440840 50357.2 AW529666 AW959831 AW205739 BE620243 AA412367 AW300025 AW051 920 AI288591 AW2361 14 AI302852 AI038548 AA534496 A1797207 
AA921877 

441102 509604.1 AA973905 AI299888 AA917019 H63235 T90771 

442562 54500.2 8E379584 R34211 BE544768AVW73709A1653056AI653173AI266043A1656750 H741BOAI492830A!376090AI47^ 

AI082443 AW021 142 AI167921 AI348677 AI278577 AW130886 AA761 517 AI698203 AA1 15535 A1264790 R34328 D59939 AW205074 AA554902 
D62102AI00O7 

443161 561305 1 A103B316 A1344631 AI261653 

445808 65133 1 AV655234 AW966332AA340239 

447082 707248 1 T85314 AI360684T85528T91254 

448212 755099.1 AI475858 AW969013 

449625 8113.1 NM.01 4253 AF1 00772 BE088769 AL022718BE161779AWB63569 BE161640 AL039060 BE168542AW296554AA323193 AA235370AW779760 

N48674 AI375997 R45432 D59344 AI203107 F07491 R35360 R25094 A1913631 AW98402 T61382 AI016320 N45526 T61415 AA331486 
N40087 H12925 AA460779 AA096372 BE1 60847 AW816890 AW816893 AW816577 AW816891 AW8168B2 AW816868 AW8 1 6889 AW81 6940 
AW816892 AW81 6941 AWB1 6578 AA0291 83 T83320 H86850 AA010295 BE1 60823 Z25353 AA1508B3 AW887764 AW023806 AW022095 
AA164518 AA730973 W00417 W65303 
450582 83933.1 A1339732AA010300 AW515041 AA768334 N29860AA425874 AA425118 AA865829 AW936878 

452260 9074.1 AA453208 NM.004251 U441 03 AI671547 N57463 AW007521 A1479232 T82809 R671 09 AW796099 AI833027 AI765395 AI763029 A1758228 

BE326331 AI934576 A192237B AW276431 AI718466 N36566 AA904753 BE464245 AI338752 A1559875 AW272338 AI423136 AI089270 Al 160904 
AA664354BE1 

452598 92338.2 AI831594 AW970667 AW027959 AI129800 A1927949 AI65027O AI6251 05 AW5 14661 AI708393 AL138076 BE180510 AI926721 AI399955 AA749139 
AI862160 AW87401 1 AI242763 AA262795 AA039864 H73499 AI093249 BE245661 AI816834 N25206 AA828301 AI084565 AI302816 AA026905 
AA77255 

- 452815 93255.1 AA418841 AI452657A1768876AA028973 BE179B73C00215AA418930 

453802 981589.1 AL1 34757 AW0791 31 

455100 1253334.1 BE160198 AW935898 T11520 AW935930 AWB55D73 AW861034 



450580 83929.1 
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457728 393853J AW97481 1 AA551634 AA650072 



TABLE 60C 



Pkey. Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digtl numbers in this column are Gen bank Identifier (G!) numbers. Dunham I et al." refers to the publication entitled The DNA sequence of 

human chromosome 21' Dunham I. et at, Nature (1999) 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 

NLposifion: Indicates nucleotide positions of predicted exons, 



Pkey 


Ref 


Strand 


NLposiCon 


400664 


8118496 


Plus 


13558-13721,13942-14090,14554-14679 


400695 


7249150 


Plus 


160456-160567,164757-164873 


400880 


9931121 


Plus 


29235-29336,36363-36580 


401197 


9719705 


Plus 


176341-176452 


401424 


8176894 


Plus 


24223-24428 


401451 


6634068 


Minus 


119926-121272 


401519 


6649315 


Plus 


157315-157950 


401558 


7139678 


Plus 


103510-104090 


402031 


7656761 


Plus 


33080-33263,33939-34094,3610336507 


402802 


3287156 


Minus 


53242-53432 


402855 


9662953 


Minus 


59763-59909 


403046 


3540153 


Minus 


55707-55859,56369-56511 


403047 


3540153 


Minus 


59793-59968 


403790 


8084957 


Minus 


87826*7947,89835-90002 


404571 


7249169 


Minus 


112450-112648 


404532 


9796668 


Plus 


4509645229 


404641 


9796810 


Minus 


32247-32362 


404642 


9796810 


Plus 


102999-103145 


405523 


9454643 


Plus 


114550-114688,117265-117407,119490-119599.123237-123395,131140-131217 


405558 


1621110 


Plus 


4502-4644,5983-6083 



Table 61A Bsts about 440 genes up-fegutated in prostate cancer compared to normal prostate and normal adult tissues. These were selected from 59680 probesets on the 
Affymetrix/Eos Hu03 Gene Chip array such that the ratio of "average" prostate cancer to 'average" normal prostate tissue was greater than or equal to 2.0 and the ratio to normal adult 
tissues was greater than or equal to 2.0. The "average" prostate cancer level was set to the 75* percentile amongst prostate cancers. The "average" normal prostate tissue level was 
set to foe 95* percentile amongst prostate tissues. The "average" normal adult tissue level was set to the 85* percenBe amongst non-malignant tissues. In order to remove gene- 
specific background levels of non-specific hybridization, the 10* percentile value amongst the non-malignant tissues was subtracted from both the numerator and the denominator 
before the ratio was evaluated. 

TABLE 61 A: ABOUT 440 GENES UP-REGULATED IN PROSTATE CANCER COMPARED TO NORMAL PROSTATE AND NORMAL ADULT TISSUES 



Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of prostate tumor to normal adult body tissue 

R2: Ratio of prostate tumor to norma) prostate tissue 



Pkey 


ExAccn 


UnigenelD 


Unigene Title 


R1 


R2 


444151 


AW972917 


Hs.128749 


alpha-methytacyl-CoA racemasa 


42.2 


42.2 


421566 


NMJXJ0399 


Hs.1395 


early growth response 2 (Krox-20 {Drosop 


3.2 


26.5 


420729 


AW964897 


Hs.290825 


ESTs 


3.7 • 


15.B 


401197 






ENSP000W229263*:HSPC213. 


3.0 


12.6 


450096 


AI682088 


Hs.79375 


hdccarboxylase synffietase (btotin-{prop 


12.4 


124 


449156 


AF103907 


Hs.171353 


prostate cancer antigen 3, non-coding DD 


1Z3 


12.3 


443271 


BE568568 


Hs.1 95704 


ESTs 


11.6 


11.6 


434078 


AW880709 


Hs.283683 


chromosome 8 open reading frame 4 


2.1 


112 


431117 


AF003522 


Hs.250500 


delta {Drosophila)-like1 


9.4 


9.4 


417315 


AI080042 


Hs.180450 


ribosomal protein S24 


2.3 


9.0 


416182 


NMJX34354 


Hs.79069 


cydtnG2 


8.4 


8.4 


421913 


A1934365 


Hs.109439 


osteoglycin (osteoinductive factor, mime 


Z2 


8.4 


434217 


AW014795 


Hs.23349 


ESTs 


8.3 


8.3 


425782 


U66468 


Hs.159525 


cell growth regulatory with EF-hand doma 


8.3 


8.3 


442501 


AA315267 


Hs.23128 


ESTs 


2.0 


B.3 


429984 


AL050102 


Hs.227209 


hypothetical protein FU21617 


8.1 


8.1 


449048 


Z45051 


Hs.22920 


similar to S68401 (cattle) glucose indue 


3.1 


8.0 


417407 


AA923278 


Hs.290905 


ESTs, Weakly similar to protease {Ksapi 


34.0 


7.9 


420120 


AL049610 


Hs.95243 


transcription elongation factor A (Sll)- 


7.5 


7.5 


419078 


M93119 


Hs.89584 


hsdmoma- associated 1 


7.4 


7.4 


425905 


AB032959 


Hs.318584 


novel C3HC4 type Zinc ringer (ring finge 


9.4 


7.3 


425018 


BE245277 


Hs.154195 


E4F transcription factor 1 


7.2 


7.2 


452221 


C21322 


HsJ288057 


hypothetical protein FU22242 


7.0 


7.0 


421552 


AF026692 


Hs.105700 


secreted rrizzled-retated prolan 4 


4.0 


6.6 


409799 


D11928 


Hs.76645 


phosphoserine phosphatase-like 


6.3 


6.3 


411373 


BE326276 


Hs.8861 


ESTs 


3.2 


6.3 


423445 


NM.014324 


Hs.128749 


alpha-methylacyl-CoA racemase 


6.7 


6.2 


422583 


AA410506 


Hs.27973 


KIAA0874 protein 


Z3 


6.2 


438209 


AL120659 


Hs.6111 


aryl-riydrocarbon receptor nuclear transl 


6.1 


6.1 


437147 


AL049964 


Hs.8358 


hypothetical protein FU20366 


2.6 


6.0 
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10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



432415 


T16971 


He 7RQm4 




6.0 


6.0 


4468% 


T15767 


ns.z/HOt 


Hnmn eantpne mRMA fnr Kl AA1 717 nmtp'tn 
noinu sapiens iiitumm ror ruAA i » o i p ousu i. 


g2 


6 0 


449118 


R67477 


ns^oiuo 


Dei i io. cocvisiaej iKxnoiug 


CO - 

0.3 


CO 
0.3 


427472 


A AR.99R90 


rl5. 1 J(40v 


IrancnncnfL/iiMnKMi Qnclarl trfincnncocaJ 

u cu isposon-oerivco dusicio uwjbjwsootw 


33 


*; o 

0.3 


431548 




Hs.9711 


nnuol nrntom 
iH/vta y> Uu^U 1 


15J 


5.8 


417153 


X57010 


He 


«itlanon Kmca 11 ulnha 1 Inrimsrv nclo 
wa&QW, yfJ/B II, eHJJlld I \±" li I kl! j U»(o 


42 


C 0 
0.0 


4inRRQ 

H IU0O3 


A3 IDO Z 


He RC7AA 


IWI51 (UiUSOpnHdJ nOTnOtOQ (3Ui UOcUJ 1 oK35 


0.0 


0.0 


429597 


rMIWLWOO 10 


HsJ442 


a ciisuiLcy iin ano rncisuupr olcu tsav uuiiia 


7 9 


s n 

0.0 


<*ZZ0O0 


MM fflRAAl 


rts.i loiol 


5, 1 0-iHsthGnytletrahydrofolHie synlhslase 


c 7 
D./ 


c 7 
O./ 


414812 


Y797EA 
ArZ/00 


He TTXfn 


rnonoKirts mducsd by gamuts interferon 


7 R 
Z.3 


«; r 

0.0 


fSOOOZ 


AWQ79RR9 


He TflirW 


hunnfhof!r4t nmto'm PI IftPfK? 

nypoineucdJ pnnem rLJuuuoz 


D.O 


C R 
0.0 


416111 


AAUOJU 10 


He 7QA1Q 


t*htrr\rrt ifrn *v r rwnVllv/ f^Hrsr 1 enKltntt A / 

uumiidiin sssemoiy \hodt i , suDunn a \ 


0.0 


0.0 


414516 


MJOU f OUZ 


He 1 ?<;(Kn 


riCTp UUa^Mu elmTlwfn T41Xi;R fnmnffial] 

to i s, wearay Suuuar id i hohoo nypomeu 


9 7 
Z./ 


0.0 


A1A9/9 
414040 


ALUou lot) 




coated vesicle membrane protein 


5.4 


5.4 


451684 


AT 4 ID/OI 


He 1 




9 0 
0.9 


0.4 


421470 




He 1^7R 

ns. lO'O 


annexin A3 


D.J 


R 9 
0.0 


426350 


Puvi_UUOZ*h> 


Hs.2022 


transflhitaminsse 3 (E poiypepSde, prote 


c 9 
0.0 


C 9 
0.0 


X9CX7C 
4OO4f0 


AAOZOlUO 


lie 


. ohlh protein Dtcz 


2.8 


5.3 


A97R71 

40(0/ 1 


AA7RflRQA 


He icmw 


ESTs 


O.Z 


o.Z 


447072 


D61594 


He 1797Q 

ns. I let 3 


tyrosyl protein sulfotransterase 1 


O.Z 


O.Z 


AXXQ17 


rvOODOl 


ns. i«wyy/ 


ESTs 


c 1 
3.1 


c 1 
5.1 


A1791Q 

41/010 


Avvyooyj/ 


Ue OXHQXC 


ESTs 


x c 
4.0 


5.1 


4o41lU 


AADzDoUy 


ns. iZZozy 


ESTs 


5.1 


5.0 


A99RQ7 

4ozoy/ 


API RVtQG 

Mr loovyy 


Up O7070O 

ns-4/y/ou 


w t-kov- l o arrog en 


9 9 
0.0 


. o.U 


433560 


AI3Z0 130 


He nflRQI 


nypoineucai proieui misc/hua/ 


A R 

1.0 


O.U 


X91R99 
4Z IOZJ 


IM4UO0U 


Up OOCOC 


ESTs 


5.0 


5.0 


451244 


AVYUUO/30 


He 1*nR77 


nypoineucai proiein ruzjuoy 


A.3 


X Q 

4.3 


40007 U 


AIA7/K99 
AI4/U0Z0 


Up n0"J"?R 


ATP-binding cassette, sub-famiry C {CFTR 


TO Q 

zy.o 


X Q 

4.a 


425242 


D13635 


Up 1CM07 

lis. looZo/ 


rUAAUU iu gene product 


Ll 


X D 

4.0 


X90rt9X 
4oyUZ4 


nyooyo 


MS .00030 


bbls 


5,4 


4.8 


xn79^R 

4U/ZJO 


uzuooy 


Up 1CQ/H7 
nS.luiWU/ 


SAC2 (suppressor of actin mutations 2, y 


4.8 


4.8 


1Z IOOO 


AIQR9R77 
A13OZ0/ f 


He 1ARQ79 


nomo sapiens rnnixA, cutna Uf\rzp4o4rzzo ^ir 


X 7 
4./ 


A 7 
4./ 


437916 


DCDD0Z43 


He TflQOq 

ns.zuyyy 


hvnnlhoKf*?il rtmloin El 1991/0 

nypouiencai proiein ruzo mz 


9 R 
0.0 


X 7 
4./ 


QR9 
*»0 I30Z 


AI 190179 
AL IZIH /O 


He ^niRfil 


to IS 


A 7 
•1./ 


X 7 

4.r 


40 tOr 0 


A1RRRXRX 
AlOO04O4 




gD.aoorU4j(i NU_UoAr_rTzo Homo sapiens 


9.1 


4.7 


452242 


rwusoo 


He I^QQQQ 
nS. 103390 


gycosyt transferase 


X 7 


A 7 
4./ 


4niRiQ 

*#U Lola 








X c 


X R 
4.0 


A1A9A9 
4I404Z 


AA7A91R1 
AA/4Z1DI 


Up 7CQ1 9 
nS./03l4 


l/1&Af10C7 nmla'in 

maauzo/ protein 


0.4 


X c 
4.0 


X9R107 
4Z0l3/ 


AAnnxxin 
AAUU441U 


Hs.iuuuuy 


acyi-Coenzyme A oxidase 1, patmitoyl 


3.3 


4.6 


429467 


Klu 004477 


He 9/11779 


PQUn raninn nana 1 

ronu region gene i 


9 1 
Z.1 


A R 
4.0 


WOOOU 


AF199nRft 
At IZOuOU 


He A/C19 


dfUbjQiiiSn 


X 9 

4.Z 


X R 

4.0 


425907 


aaooo/dz 


HS.lo59oo 


ESTs 


2.2 


4.6 


Z77H7R 
H£.IUlO 


A1O/0U0Z 


He 1110(10 

ns. 1 1 iyuz 


CCTe 

to IS 


A a 
4.0 


X R 
4.0 


AIOXGC 

nswoo 


A\A/RTIft990 
AYVOlHJZOy 


U. 011 07 

ns^ci io/ 


homo sapiens cuna. rUZouoo ns, clone L 


2.7 


4.5 




nooooo 


Up lOR'jnft 


uyptopnan ncn basic protein 


4.5 


4.5 


491 RRR 
401000 


DtZ4ZDUO 


nS.zoZozj 


nypoineucai pro rem FU 10326 


2.5 


4.5 


443250 


AHWloou 


nS.132107 


ESTs 


8.1 


4.4 


440040 


ArUUUO?£ 


Up 11O701 

nS.l«/Bl 


chromosome 21 open reading frame 5 


4.4 


4.4 


4Z0D3O 


A A9907QC 


rts.iUyB 


UKJ-Zp434J Io 13 protein 


4.4 


4.4 


A499D1 
44ZZ01 


M947X9 
IN 04/ 44 


Up 47AHCC 

nS.i/UUoo 


Homo sapiens cuna rU 13492 ns, clone PL 


X X 

4.4 


4.4 


4ZOOZ0 


AI fWflRXO 
ALU4004Z 


nS.HMUiy 


attractin 


2.0 


4.3 


447188 


HRRA99 


He 17M1 

ns. woo I 


Vnmn4haflr>«t ismlnln rM/CV^vX^/01 TC 

nypoineucai proiein Uf\rzp4o4hZi Jo 


4.0 


X "i 

4.0 


418701 


aAoi494o 


Hs.96343 


ESTs, WeaWy similar to aLUC_HUMAN 


4.2 


4.2 


4zyyuu 


A AXRAX91 
AA40U4Z1 


nS.oUo/o 


ESTs 


4.2 


4.2 


439518 


W76326 




flK"rrlKfWnX r1 Co™ f-,1-,1 k A ~4 MV.UU10VA/ 

gDizaouaiw.n oc^es_ieiaJ_nean^rNDnniyvv 


9 9 

Li. 


A 9 

4.z 


aaoici 

4U3lDI 


aaoUoiuo 


Up CA7QC 


SEC22, vesoe r/afficking protein (S. c 


3.5 


M 


A0l\KAA 
44UD44 


AAG77RT7 
AAO/ f 0/ / 


Ue ORT39 

nS.yo/ Q£ 


Homo sapiens Chromosome 16 BAC clone CTT 


10.0 


4.2 


4441 no 


AAO0O04O 


He 9911ft 

ns.zzi io 


PnP1/ i(IiiMm MI .U 41 C N. rn ,; 

iceii division cycle 14, o. cerevt 


9 O 
Z.0 


A 1 

4./. 


443622 


AIQ11R97 

Aiy i ioz r 


He HRn<; 


CCTe 

tolS 


Z-Z 


X 1 

4.1 


410037 


AOUZUl ZO 


He MVMQ 
ns.oouuy 


i\iAAuyiB proiein 


X 4 

4.1 


A 1 
4.1 


421129 
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422975 AA347720 Hs. 122669 KIAA0264 protein 2.2 3.8 

425878 AW964806 Hs.38085 Homo sapiens, Similar to RIKEN cDNA 061 0 3.8 3.8 

414664 AA587775 Hs.66295 rruilfi-PDZKiornairHwitaining protein 3.8 3.8 

437162 AW005505 Hs.5464 thyroid hormone receptor coacfivaBng or 27 3.8 

5 421828 AW891965 Hs.279789 histone deacetytase 3 4.1 3.8 

418821 AA436002 Hs.183161 ESTs 2.8 3.8 

422049 W25760 Hs.77631 gtycine cleavage system protein H {amino 3.1 3.8 

453160 A1263307 Hs.239884 H2B histone family, member L 9.2 3.8 

424906 AI556086 Hs.153716 Homo sapiens mRNA for Hmob33 protein, 3" 17 3.7 

10 446554 AA151730 Hs.301789 nudbc (nucleoside diphosphate tinked md 3.7 17 

452259 AA317439 Hs.28707 signal sequence receptor, gamma {translo 17 3.7 

448807 AI571940 Hs.7549 ESTs 3.6 3.7 

439209 AF087993 Hs.91954 ESTs 2.1 3.6 

420077 AW512260 Hs.87767 ESTs 4.4 3.6 

15 451009 AA013140 Hs.115707 ESTs 4.1 3.6 

452281 T93500 Hs.28792 Homo sapiens cDNA FU1 1041 fis, clone PL 3.6 3.6 

452561 A1692181 Hs.49169 KIAA1 634 protein 3.2 3.6 

447033 A1357412 Hs.157601 ESTs 7.7 3.6 

427138 N77624 Hs.173717 phosphatidic acid phosphatase type 2B 3.6 3.6 

20 442991 BE281238 Hs.8886 hypothetical protein FU20424 3.6 3.6 

414680 AA743331 hemoglobin, alpha 2 3.5 3.5 

417380 T06809 Hs.332086 ESTs 3.5 3.5 

425710 AF030880 Hs.1 59275 solute carrier family, member 4 3.5 3.5 

441247 AW118681 Hs.128051 Homo sapiens thynw stromal lymphopoieti 3.5 3.5 

25 426931 NM 003416 Hs.2076 zinc finger protein 7 {KOX 4, clone HF.1 2.2 3.5 

417873 BE266659 Hs.293659 Homo sapiens. Similar to RIKEN cONA A430 3.5 3.5 

432101 A1918950 Hs.123642 EphA3 16.5 3.5 

429302 AU076674 Hs.1 98899 eukaryotic translation initiation factor 3.3 3.5 

435513 AW4O4075 Hs.42785 DC11 protein 2.2 3.5 

30 440643 M78878 Hs.7314 KIAA0614 protein 2.1 3.5 

418293 AI224483 Hs.16063 hypothetical protein FU21 877 6.7 3.4 

425900 AK000166 Hs.288809 hypoihetical protein FU20159 21 3.4 

431689 AA305688 Hs.267695 UDP^al:betaG!cNAcbeta1,^galactosyltr 21 3.4 

440749 W22335 Hs.7392 hypothetical protein MGC31 99 2.5 3.3 

35 408374 AW025430 Hs.155591 forlchead box F1 4.3 3.3 

400277 Eos Control 2.4 3.3 

432169 Y00971 Hs.2910 phosphoribosyl pyrophosphate synthetase 3.3 3.3 

437872 AK002015 Hs.5887 RrMA binding motif protein 7 3.3 3.3 

443912 R37257 Hs.184780 ESTs 3.3 3.3 

40 414565 AA502972 Hs.183390 hypothetical protein FU 13590 9.9 3.3 

448164 R61680 Hs.26904 ESTs, Moderately similar to Z195_HUMAN 2 3.3 13 

450094 AJ174947 Hs.295789 Homo sapiens mRNA; cDMA DKF2p564D1 164 (f 4.4 3.3 

424800 ALD35588 Hs.1 53203 MyoD family inhibitor 3.6 3.3 

451367 AA923729 Hs.26322 cell cycle related kinase 3.3 3.2 

45 445472 AB006631 Hs.12784 Homo sapiens mRNA for K1AA0293 gene, par 11.5 3.2 

408101 AW968504 Hs.123073 CDC2-related protein kinase 7 2.0 3.2 

421246 AW582962 Hs.102B97 CGM7 protein 3.2 3.2 

426227 U67058 Hs.154299 Human proteinase activated receptor-2 mR 3.2 3.2 

402802 NWL001397:Honu>sapiensendotriefinconver 4.3 3.2 

50 419168 AI336132 Hs.33718 Homo sapiens cDNA FU 12641 fis, clone NT 27 3.2 

436207 AA334774 Hs.12B45 hypothefical protein MGC1 31 59 3.2 3.2 
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413492 D87470 Hs.75400 K1AA0280 protein 28 3.1 

434804 AA649530 Hs.348148 gb:ns44fD5.s1 ND_CGAP_Alv1 Homo sapiens 2.1 3.1 

60 445840 A1277811 Hs.146291 ESTs 3.1 3.1 

423566 AW976434 Hs.3623 hypothetical protein FU 1 1220 2.2 11 

408161 AW952912 Hs.300383 hypothetical protein M6C3032 11 11 

414922 D00723 Hs.77631 glycine cleavage system protein H (amino 11 11 

430519 AF129534 Hs.49210 F-box only protein 4 11 11 

65 430487 D87742 'Hs.241552 K1AA0268 protein 16.2 11 

423554 M90516 Hs.1 674 gluternine-fnjctose'6-phosphate transamin 3.1 11 

430226 BE245562 Hs.2551 adrenergic, beta-2-, receptor, surface 9.0 3.1 

400296 AA305627 Hs.139336 ATP-binding cassette, sub-family C (CFTR 20.9 11 

420154 AW93155 Hs.95420 JM27 protein 27.4 3.1 

70 453293 AA382267 Hs.10653 ESTs 17 11 

457718 F18572 Hs.22978 ESTs, Weakly similar to ALU4_HUMAN ALU S 3.0 10 

447476 BE293466 Hs.208BO ESTs. Weakry similar to 138022 hypotheti 2.4 10 

419440 AB020689 Hs.90419 KIAA0B82 protein 2.9 10 

433285 AW975944 Hs.237396 ESTs 7.7 3.0 

75 450671 AI356957 Hs.43086 ESTs. WeaWy similar to A46010 X-linked 10 3.0 
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416882 AI633044 tryptophanyl tRNA synthetase 2 (mitochon 15 10 

414052 AW578849 Hs.283552 ESTs, Weekly similar to unnamed protein Z5 10 

0/v 450580 N40087 ESTs 10 3.0 

80 447726 AL137638 Hs.19368 matrilin2 19 29 

447816 NMJJ07233 Hs.274329 TP53 target gene 1 7.2 2.9 

420407 AA814732 Hs.145010 Irpopolysaccaride-specrfic response 5-fi 5.1 2.9 

422299 AK000181 Hs.114556 hypothetical protein FU201 74 2.6 2.9 
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ESTs 
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ESTs 
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ESTs 
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ESTs 
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BCU-interacting killer (apoptosts-induc 

single-minded (Orosophila) homolog 2 

microfibril! ar-assoctaled protein 1 

ESTs, Moderately slmftar to ALU INHUMAN A 
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CD38 anBgen (p45) 

small indudWe cytokine subfamily B (Cy 
Homo sapiens cDNA FU23270 fis, clone C 
ESTs 
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Pkey. Unique Eos probesel identifier number 
CAT number Gene duster number 
Accession: Genbank accession numbers 



Pkey 
414680 



416913 
419544 
419733 



426413 
429258 
431676 
432689 



439518 
442677 

445808 
449625 

450580 

453802 



CAT Number 
147525.1 



416882 162718.1 



163001J 
185760.2 
1875B9J 



424036 23460.1 



266650.1 
301917J 
336411.1 
35275.1 

46651J 
47334.1 
54B626J 

65133.1 
8113.1 

83929.1 

981589.1 



«31 AA837388 AW664540AA775711 AA150965 BE465475 AA968994 AA886905 Al 141054 AW1 94991 AA252147 AA319500 AI184288 

A1824624 AW189605 AI631751 Z40749 AI984673 A1671316 AA189024 AW235412 BE17B4 DC1cinrK QC1 „, QQ 

AW934714 BE161007 BE162500 AW749902 AW749864 BE162498 BE161005AA1 90449 AW51346SBE161006BE162499 

AA928971 AA179427 AA947684 BE393792 H9801B AI885781 AI188567 AI290658 C15404 
AA377823 AW954494 AI022688 
AA448765 C04967 C03045 AA658293 

AA095653 T198S8 AL134279 AA094167 AI673378 A1000340 R47500 W16595 AW152297 A162S937 
AA002027 AI814851 AA902666 AJ039729 AW975053 BE302243 AI240793 AA1 93203 N55B1 
AF075009R63109 R63068 

S4SlVS«AI81^ 
AI248353AW028015 

N^^ 

AW816892 AW81 6941 AW81 6578 AA0291 83 T83320 H86850 AA01 0295 BE160823 Z25353 AA1508B3 AW8 
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Unique number corresponding to an Eos probesel — ^ Genbank Identifier (Gl) numbers. "Dunham I. el aL" refers to (he publication entitled The DNA sequence of 



Pkey: 

Ref- Sequence source. The 7 digit numbers in this column 

human chromosome 22." Dunham I et al., Nature (1999) 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 
Nt position: Indicates nucleotide positions o f predicted exons. 
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Table eZABsfeaboutoWgenesup^ulaledto^^ 

that toe ratio of "avCTaoe - prostate ca^ avera 9 e Pfostate rarrar level was set id aiero 

SfciSSeStw norm Estate tissue level was set to the 95* percenBte amongst noma 1 prostate fissues. Miwrt 

ratio was evaluated. 

TABLE 62A: ABOUT 600 GENES UP-REGULATED IN PROSTATE CANCE R COMPARED TO NORMAL PROSTATE TISSUES _ 

Pkey: Unique Eos probesel identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of prostate tumor to normal prostate tissue „ 
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Hs.171353 
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Hs.127950 
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early growth response 2 (Krox-20 (Drosop 
colony stimulating factor 1 receptor, fo 
ESTs 

small inducible cytokine A3 (homologous 
v-myc avian rnyelocytomatosis viral oncog 
CD69 antigen (p60, early T-cell acfJvafl 
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KIR (histone cell cycle regulation defec 

tolccarboxylase synthetase (bioEn-[prop 

prostate cancer antigen 3, non-coding DD 

ESTs 

chromosome 8 open reading frame 4 
bromodomain-containing 1 



R1 
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26.5 
16.0 
15.8 
14.7 
13.6 
13.1 
12.6 
12.6 
12.6 
1Z4 
113 
11.6 
11.2 
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406038 Y14443 zinc finger protein 200 11.1 

426559 AB001914 Hs.170414 paired basic amino acid cleaving system 10.6 

4t9553 N34145 Hs.10177 ESTs, ^erate!ysimflarto2N91_HUMAN2 10.4 

_. 418035 . Z37976 Hs.83337 latent transforming growth factor beta b 10 3 

5 410023 AB017169 J&57929 sfit (Drosophiia) homotog 3 10.1 

421684 BE281591 Hs.106768 hypolhefcal protein FU 10511 9.9 

426490 NMJXJ1621 Hs.170087 aryl hydrocarbon receptor 9.9 

437866 AA156781 metaitothionem IE (funcfional) 9.5 

440274 R24595 Hs.7122 scrapie responsive protein 1 9.4 

10 431117 AF003522 Hs.250500 delta (DrosophflaVCke 1 9.4 

405141 Y14443 zinc finger protein 200 9.2 

448520 AB002367 Hs.21355 douWecoriin and CaM kinase-Rke 1 9.2 

417315 AI080O42 Hs.180450 ribosomai protein S24 9.0 

. 433332 AI367347 Hs.44898 Homo sapiens done TCCCTA00151 mRNA sequ 9.0 

15 456614 AV653110 Hs.106650 hypotheticaJ protein RJ20533 a9 

427019 AA001732 Hs.173233 hypothetica) protein FU 10970 8.9 

432606 NMJTO2104 rte.3066 granzyme K (serine protease, granzyme 3; 8.8 

417381 AF164142 Hs.B2042 sdutecanierfarnily23(nucleobasetra 8.6 

0 _ 425174 D87450 Hs.154978 WAA0261 protein 8.6 

20 445701 AF055581 Hs.13131 lymphocyte adaptor protein 8.5 

416182 Nh^.004354 Hs.79069 cyc!inG2 6.4 

445230 U97018 Hs.12451 echrnoderm miaotubide-associated protei 8.4 

421913 AI934365 rte.109439 osteogen (ostednductlve factor, mime 8.4 

_ _ 434217 AW014795 Hs.23349 ESTs 8.3 

25 417363 AW129357 Hs.329700 ESTs 8.3 

425782 U66468 Hs.1 59525 cell growth regulatory with EF-hand doma 8.3 

442501 AA315267 Hs.23128 ESTs 8.3 

429503 AA394183 Hs.26873 ESTs 8.2 

429984 AL050102 Hs.227209 hypothetical protein FU21 61 7 8.1 

30 443837 AI984625 Hs.9884 spindle pole body protein 8.0 

449048 245051 Hs.22920 similar to S68401 (cattle) glucose indue 8.0 

444880 AW1 18683 Hs.1 54150 ESTs 7.9 

417407 AA923278 Hs.290905 ESTs, Weakly similar to protease [H.sapi 7.9 

436962 AW377314 Hs.5364 DKFZP564I052 protein 7.9 

35 450313 AI038989 Hs.332633 Bardet-Biedl syndrome 2 7.6 

420120 AU049610 ' Hs.95243 transcription elongation factor A (SI I)- . 7.5 

438613 C05569 Hs.243122 hypothetical protein FU13057 similar to 7.4 

419078 M93119 Hs.89S84 insuSrioma-assoclated 1 7.4 

425905 AB032959 HsJ185B4 novel C3HC4 type Zinc finger (ring finge 7.3 

40 451900 AB023199 Hs.27207 K1AA0982 protein 7.3 

447769 AWB73704 Hs.320831 rtomosapfenscDNArnj14597fis, clone NT 7.3 

452436 BE077546 Hs.31447 ESTs, Moderately simflar to A4601 0 X-ltn 7.3 

452359 BE167229 Hs.29206 hypothetical protein MGC1 4376 7.2 

425018 BE245277 Hs.154196 E4F transcription factor 1 7.2 

45 447737 AK000643 Hs.19404 DKFZP564L0862 protein 7.2 

424897 D63216 Hs.153684 mzztetkelated protein 7.1 

433867 AK000596 Hs.3618 NppocaicWike 1 7.1 

427308 D26067 Hs.174905 WAA0033 protein 7.1 

432359 AA076049 Hs.274415 Homo sapiens cDNA FU 10229 fis, clone HE 7.0 

50 452221 C21322 Hs.288057 hypothetical protein FU22242 7.0 

416051 AA835868 Hs.25253 mannosidase, atoha, class 1A, member 1 6.9 

421181 NM.005574 Hs.184585 UM domain only 2 (rhombotin-like 1) 6.9 

448076 AJ133123 Hs*20196 adenylate cyclase 9 6.9 

426759 A1590401 Hs.21213 ESTs 6.8 

55 416292 AA1 79233 Hs.42390 nasopharyngeal carcinoma susceptibility 6.8 

417302 BE245812 Hs.8941 ESTs 6.8 

417022 NM.014737 Hs.80905 Ras association (RalGDS/AF-6) domain fam 6.7 

451957 AI796320 Hs.10299 Homo sapiens cONA FU 13545 (is, done PL 6.7 

452859 AI300555 Hs .2881 58 hypotheticaJ protein FU23591 6.7 

60 413431 AW246428 Hs.75355 ubkruifir^conjugaSng enzyme E2N (homoto 6.7 

408405 AKD01332 Hs.44672 hypothetical protein FU10470 6.7 

421552 AF026692 Hs.105700 secreted frizzleaWelated protein 4 6.6 

426108 AA622037 Hs.166468 programmed cell death 5 6.6 

429490 A1971131 Hs.23889 ESTs, Weakly similar to ALU7..HUMAN ALU S 6.6 

05 454219 X75042 Hs.44313 v-rel avian reficutoendotnefosis viral 6.5 

443020 A1350058 Hs.106129 ESTs 6.5 

415752 BE314524 Hs.78776 putative transmembrane protein 6.4 

412482 AI499930 Hs.334885 mitochondrial GTP binding protein 6.4 

417B80 BE241595 Hs.82848 selecSn L (lymphocyte adhesion molecule 6.4 

/O 444381 BE387335 Hs.283713 ESTs, Weakly similar to S64054 hypothetj 6.4 

448019 AW947164 Hs.195641 ESTs, Moderately similar to 138022 hypot 6.3 

409799 D11928 Hs.76845 phospheserine phosphatase-fike 6.3 

424308 AW975531 Hs.154443 rwracrranosonne maintenance deficient (S. 6.3 

411373 BE326276 Hs.8861 ESTs 6.3 

75 423445 NM.014324 Hs.128749 alpha^lrrylacyt-CoA racemase 6.2 

422583 AA410506 Hs.27973 KIAA0874 protein 6\2 

418196 AI745649 Hs.26549 WAA1708 protein 6.1 

438209 AL1 20659 Hs.6111 aryt-hydrocarbon receptor nuclear transl 6.1 

Qn 437147 AL049964 Hs.8358 hypothetical protein FU20366 6.0 

oU 432415 T16971 Hs.289014 ESTs, Weakly sinrfar to A4 3932 nuirin 2 p 6.0 

446896 T15767 Hs.22452 Homo sapiens mRNA for K1AA1 737 protein, 6.0 

408242 AA251594 Hs.43913 PIBF1 gene product 5.9 

447965 AW292577 Hs.94445 ESTs 5.9 
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449118 R67477 Hs.23103 Betl (S. cerevisiae) homolog 5.9 

427472 AA522539 Hs.1 31250 transposon-derived Buster3 transposase-1 5.9 

431548 AI834273 Hs.9711 novel protein 5.8 

417153 X57010 Hs.81343 collagen, type B, alpha 1 (primary oste 5.8 

5 410889 • X91662 Hs.66744 twist (Drosophila) homolog (acrocephalos 5.8 

414734 AA151712 Hs.82572 ESTs 5.8 

429597 NMJH3816 Hs.2442 a disMegrin and metaltoproteinase doma 5.8 

419047 AW952771 Hs.90043 ESTs 5.8 

435080 AI831760 Hs.155111 hypothelical protein FU 14428 5.8 

10 445715 AB012958 Hs.13137 UV radiation resistance associated gene 5.8 

422538 NMJJ06441 Hs. 118131 5, 10-methenyltetrahydrofolate synthetase 5.7 

431055 AL157645 Hs.48793 siatyltransferase 6 (N-acetyllacosarninid 5.7 

434540 NM_016045 Hs.3945 CGU07 protein 5.7 

452144 AA032197 Hs.102558 Homo sapiens, done MGC:5352. mRNA, comp 5.7 

15 407938 AA905097 Hs.85050 phospholamban 5.7 

445467 A1239832 Hs.15617 ESTs, WeaWy similar to ALU4_HUMAN ALU S 5.6 

414812 X72755 Hs.77367 monokine induced by gamma Interferon 5.6 

448552 AW973653 Hs.20104 hypothetical protein FU00052 5.6 

406672 M26041 Hs.198253 major histocompatibility complex, dass 5.5 

20 416111 AA033813 Hs.79018 chromatin assembly factor 1 , subunit A ( 5.5 

453942 AW190920 Hs.19928 hypothetical protein SP329 5.5 

416619 AF013168 Hs.79393 tuberous sclerosis 1 5.5 

432485 N90866 Hs.276770 COW52 anOgen (CAMPATH-1 antigen) 5.5 

414516 AI307802 Hs.135560 ESTs, Weakly similar to T43458 hypotheli 5.5 

25 414343 AL036166 Hs.323378 coated vesicle membrane protein 5.4 

412490 AWB03564 Hs.288850 Homo sapiens cDNA: FU22528 fis, done H 5.4 

416384 AU076903 Hs.79283 selectin P ligand 5.4 

453874 AW591783 Hs.36131 coBagen. type XIV, alpha 1 (undufin) 5.4 

458079 AI796870 Hs.54277 DNAsegn^twcrranosomeX (unique) 992 5.4 

30 451684 AF216751 Hs.26813 CDA14 5.4 

418758 AW959311 Hs.172012 hypothetical protein DKFZp434J037 5.4 

445757 AW449065 Hs.13264 K1AA0855 protein 5.4 

449907 AA004825 Hs.103281 ESTs 5.4 

419159 AW974945 Hs.268049 hypothetical protein 5.3 

35 421470 R27496 Hs.1378 annexinA3 5.3 

411486 N85785 Hs.181165 eukaryotfc translation elongation factor 5.3 

429568 AHJ88691 Hs.208414 Homo sapiens mRNA: cDNA DKFZp564D0472 (f 5.3 

403851 C5002154*:gil7299015lgblAAF54217.1i(AE0 5.3 

428839 AI767756 Hs.82302 Homo sapiens cDNA FU14814 fis, clone NT 5.3 

40 417426 NMJJ02291 Hs.82124 laminin, beta 1 5.3 

424624 AB032947 Hs.151301 Ca2*dependerd activator protein for seer 5.3 

426350 NMJJ03245 Hs.2022 transglutaminase 3 (E polypeptide, prote 5.3 

436476 AA326108 Hs.33829 bHLH protein DEC2 5.3 

422746 NM 004484 Hs.119651 g!ypican3 5.2 

45 437571 AA760894 Hs.153023 ESTs 5.2 

407902 AL117474 Hs.41181 Homo sapiens mRNA; cDNA DKFZp727C191 (fr 52 

446985 AL038704 Hs.156827 ESTs, Weakly similar to ALU 1 .HUMAN ALU S 5.2 

447072 D61594 Hs.17279 tyrosyiprotein suKotransferase 1 5.2 

449969 AW295142 Hs.180187 Homo sapiens cDNA FU 14337 fis, clone PL 5.2 

50 453204 R10799 Hs.191990 ESTs 5.2 

452092 BE245374 Hs.27842 hypothetical protein FU 11 210 5.1 

438510 AL080220 Hs.6285 DKFZP586P01 23 protein 6.1 

444917 R68651 Hs.144997 ESTs 5.1 

414212 AA136569 Hs.10848 WAA0187 gene product 5.1 

55 451593 AF151679 Hs.26706 CGI-1 21 protein 5.1 

417318 AW953937 Hs.240845 ESTs 5.1 

444172 BE147740 Hs.104558 ESTs, Moderately similar to 138022 hypot 5.1 

433600 R42833 Hs.22232 ESTs 5.0 

434170 AA626509 Hs.122329 ESTs 5.0 

60 424090 X99699 Hs.139262 X1AP associated fector-1 5.0 

408331 NMJJ07240 Hs.44229 dual specificity phosphatase 12 5.0 

435706 W31254 Hs.7045 GL004 protein 5.0 

417421 AL138201 Hs.82120 miclearrBceptosuMarTOly^groupA, m 5.0 

432897 AF155099 Hs.279780 NY-REN-18anSgen 5.0 

65 433560 A1925195 Hs.130891 hypothetical protein MGC4400 5.0 

410762 AF226053 Hs.66170 HSKM-B protein 5.0 

421823 N40850 Hs.28625 ESTs 5.0 

417094 NM_006895 Hs.81182 histamine N-methyltransferase 4.9 

„ 425397 J04088 Hs.t56346 topoisornerase(DNA) II alpha (170kD) 4.9 

70 451244 AW008798 Hs.343877 hypothetical protein FU20039 4.9 

453370 AI470523 Hs.139336 ATP-binding cassette, sub-family C (CFTR 4.9 

424259 AK001776 Hs.143954 hypothetical protein FU10914 4.9 

434094 AA305599 Hs.238205 hypothetical protein PRO2013 4.9 

452323 W44356 Hs.292812 ESTs, Weakly similar to T3346B hypothefi 4.9 

75 437446 AA788946 Hs.101302 ESTs, Moderately similar to CA1C RAT COL 4.9 

411352 NM 002890 Hs.758 RAS p21 protein activator (GTPase activa 4.8 

443062 N77999 Hs.8963 Homo sapiens mRNA full length insert cDN 4.8 

425242 D13635 Hs.1552B7 WAA0O10 gene product 4.B 

ort 445800 AA126419 Hs.32944 Inositol polyphosphates-phosphatase, ty 4.8 

80 439024 R96696 Hs.35598 ESTs 4.8 

407235 020569 Hs.169407 SAC2 (suppressor of actin mutaGons 2,y 4.8 

430935 AW072916 zinc finger protein 131 (clone pHZ-10) 4.7 

412953 Z45794 Hs.238809 ESTs 4.7 
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413450 


Z99716 


Hs.75372 


421863 


AI952677 


Hs.1 08972 


437916 


BE566249 


Hs^0999 


451952 


AL120173 


HsJ01663 


416155 


AI807264 


Hs.205442 


451831 


NM.001674 


Hs.460 


414522 


AW518944 


Hs.76325 


427176 


AW381559 


Hs.40334 


441390 


AI692560 


Hs.131175 


447382 


AW027790 


Hs.182261 


431576 


A! 585464 




422241 


Y00062 


Hs.170121 


452242 


R50956 


Hs.159993 


401519 






414342 


AA742181 


Hs.75912 


426197 


AA004410 


Hs.100009 


429467 


NMJXM477 


Hjl203772 


414341 


D80004 


Hs.75909 


408380 


AF123050 


Hs.44532 


431393 


AW971493 


Hs.134269 


425907 


AA365752 


Hs.155965 


419111 


AA234172 


Hs.137418 


425840 


AW978731 


Hs.301824 


414020 


NJVL002984 


Hs.75703 


427078 


AJ676062 


Hs.1 11902 


419326 


W94915 


Hs.42419 


419465 


AW500239 


Hs.21187 


408705 


AA312135 


Hs.46967 


429250 


H56585 


Hs.198308 


431585 


BE242803 


Hs.262823 


449673 


AA002064 


Hs.18920 


438440 


AA807228 


Hs.225161 


427210 


BE396283 


Hs.173987 


428673 


AW601325 


Hs.337757 


456974 


M12529 


Hs.169401 


416814 


AW192307 


Hs.80042 


443123 


AA094538 


Hs.272808 


436420 


AA443966 


Hs.31595 


443250 


AI041530 


Hs.132107 


411962 


AA099050 




423545 


AP000692 


Hs.129781 


423698 


AA329796 


Hs.1098 


423641 


AL137256 


Hs.1304S9 


430259 


BE550182 


Hs.127826 


453767 


AB011792 


Hs.35094 


428328 


AA426080 


Hs.98489 


442281 


N34742 


Hs.170055 


436446 


AW0 16809 


Hs.1 19021 


450704 


H85157 


Hs.40696 


438666 


AW014493 


Hs.126727 


417308 


H60720 


Hs.81892 


428826 


AL048842 


Hs.194019 


444212 


AW503976 


Hs.10649 


447188 


H65423 


Hs.17631 


447858 


AW080339 


Hs.80426 


418299 


AA279530 


Hs.83968 


426827 


AW067805 


Hs.172655 


432882 


NM_013257 


Hs.279696 


425235 


AA353113 


Hs.112497 


417986 


AA481003 


Hs.97128 


438828 


AL134275 


Hs.6434 


408088 


AW157022 


Hs.343551 


410853 


H04588 


Hs.30469 


414002 


NM_006732 


Hs.75678 


431318 


AA502700 


Hs.293147 


408554 


AA836381 


Hs.315111 


416782 


L35035 


Hs.79886 


418701 


AA814948 


Hs.95343 


419083 


AI479560 


Hs.98613 


429900 


M460421 


Hs.30875 


437672 


AW748265 


Hs.5741 


439518 


W76326 




450661 


AW952160 


Hs.146550 


443907 


AU076484 


Hs.9963 


409151 


AA306105 


Hs.50785 


430968 


AW972830 




456804 


AI421645 


Hs.139851 


414291 


A1289619 


Hs.13040 


420544 


AA677577 


Hs.98732 


448430 


AI500642 


Hs^89067 


429570 


BE242256 


Hs.2441 


444100 


AA383343 


Hsl22116 


443622 


AI911527 


Hs.1 1805 



N-acetylgalactosaniiriidase, alpha- 

Homo sapiens mRNA; cDNA OKFZp434P228 (fr 

hypothetical protein FU23142 

ESTs 

ESTs, Weakly similar to T34036 hypolhefi 

activating transcripfion factor 3 

step D spGcing factor SLU7 

ESTs 

ESTs . 

ESTs 

gb:tt88fD4jc1 NCl_CGAPJ>r28 Homo sapiens 
protein tyrosine phosphatase, receptor t 



CI 5000476*:gi|12737279Jref]XP_012163.1 1 
K1AA0257 protein 

acyl-Coenzyme A oxidase 1, paJmitoyt 
FSHD region gene 1 
KIM0182 protein 
rHutiquiSn 

ESTs, Highly similar to cytokine recepto 
ESTs 

hypothetical protein PR01331 

small inducible cytokine A4 (homologous 

ESTs 

ESTs 

Homo sapiens cDNA: RJ 23068 fis, dona L 

HSPC034 protein 

tryptophan rich basic protein 

hypothetical protein FU10326 

ESTs 

ESTs 

eukaryotic translation initiation factor 

Homo sapiens mRNA; cONA DKFZp566M063 (fr 

apoiipo protein E 

dofdTyl^^:Man9GlcNAc2-PP-doIichy1g! 
putative transcription regulation nuclea 
ESTs 
ESTs 

gb2k85d12j1 SoaresjjregnanLuterus.NbH 

chromosome 21 open reading frame 5 

DKFZp434J1813 protein 

ATPase, aminophosphoEpid trans porter-ii 

RalGEMke protein 3, mouse homolog 

extracellular matrix protein 2, female o 

ESTs, Weakly simBar to (38022 hypotheti 

Homo sapiens cONA FU13492 fis, done PL 

ESTs 

ESTs 

ESTs 

WAA0101 gene product 
attractm 

basement membrane-induced gene 
hypothetical protein DKFZp434E2135 
ESTs 

integrin, beta 2 (anfigen CD18 (p95), ty 
rnethyienetetrarrydrofolale dehydrogenase 
serorrtglircccorticaJd regulated kinase-Ii 
Homo sapiens cDNA: RJ 22743 fis, clone H 
ESTs 

hypothetical protein DKFZp761F2014 
hypothetical protein FU22584 
ESTs 

FBJ murine osteosarcoma viral oncogene h 
ESTs, Moderately similar to A46010 X-fin 
nudear receptor co-repressoriHDAC3 comp 
ribose 5-phosphate isomerase A (ribose 5 
ESTs. WeaMy similar to ALUC.HUMAN iW 
Homo sapiens cDNA FU 12292 fis, done MA 
ESTs 

flavohernoprotein b57 

gb3d60d04j1 Soares_fetaLhean_NbHH19W 
ESTs 

TYRO protein tyrosine kinase binding pro 
SEC22, vesicle trafficking protein (S. c 
gb:EST384925 MAGE resequences, MAGL Homo 
caveofin2 

G protein-coupled receptor 86 

Homo sapiens Chromosome 16 BAC clone OT 

Homo sapiens cDNAFUl 1404 Gs, done HE 

WAA0022 gene product 

CDC14 (cell division cycle 14, S. cerevi 

ESTs 

716 
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436576 


A1458213 


Hs.77542 


ESTs 


4.1 


443958 


BE241880 


Hs.10029 


cathepslnC 


4.1 


410037 


AB020725 


Hs.58009 


K1AA0918 protein 


4.1 


411968 


A1207410 


Hs.69280 


Homo sapiens, clone IMAGED 536299. mRNA, 


4.1 


421129 


BE439B99 


Hs.89271 


ESTs 


4.1 


421492 


BE176990 


Hs.1049t6 


hvpotherjcal protein FU21940 


4.1 


428966 


AF059214 


Hs.194687 


cholesterol 25-hydroxyiase 


4.1 


430383 


A1861854 


Hs.210778 


hypothetical protein FU 10989 


4.1 


431475 


A1567669 


Hs.40342 


putaove nuclear protein 


4.1 


446468 


AI765890 


Hs.1 6341 


MAWD binding protein 


4.1 


448664 


A1879317 


Hs.334691 


spQcing factor 3a, subunit 1, 120kD 


4.1 


404390 






Target Exon 


4.1 


408815 


AW957974 


Hs.25485 


hypotheficat protein FU22341 


4.1 


417512 


X76534 


Hs.82226 


glycoprotein (transmembrane) nmb 


4.1 


414888 


AL039185 


Hs.77558 


thyroid hormone receptor interactor 7 


4.1 


418295 


AW970043 


Hs.238039 


hypothetical protein FU11090 


4.1 


432242 


AW022715 


Hs.162160 


ESTs, Weakly similar to ALU4_HUMAN ALU S 


4.1 


433887 


AW204232 


Hs.279522 


ESTs 


4.1 


436556 


AI364997 


Hs.7572 


ESTs 


4.1 


430157 


BE34B706 


Hs.278543 


ESTs 


4.1 


451259 


NMJM6052 


Hs.26146 


Down syndrome critical region gene 3 


4.1 


458776 


AV654978 


Hs.19904 


cystathionase {cystathionine gamma-tyase 


4.1 


400301 


X03635 


Hs.1657 


estrogen receptor 1 


4.1 


443646 


A1085198 


Hs.1 64226 


ESTs 


4.1 


451491 


A1972094 


Hs.286221 


Homo sapiens cDNA FU13741 fis, ctane PL 


4.1 


452234 


AW084176 


Hs.223296 


ESTs, Weakly similar to 138022 hypolherj 


4.1 


430389 


AL1 17429 


Hs^40845 


DKFZP434D146 protein 


4.0 


413275 


W94748 


Hs.48821 


ESTs 


4.0 


418432 


M14156 


Hs.85112 


insulin-like growth {actor 1 (somatomedi 


4.0 


432261 


R42216 


Hs.12342 


Homo sapiens done 24538 mRNA sequence 


4.0 


433409 


A1278802 


Hs.25661 


ESTs 


4.0 


452186 


AA1 20761 


Hs.28307 


WW domain binding protein 4 (formin bind 


4.0 


417187 


AB011151 


Hs.334659 


hypothetical protein MGC14139 


4.0 


421921 


K83363 


Hs.6820 


translocase firmer mitochondrial membr 


4.0 


447247 


AW369351 


Hs^87955 


Homo sapiens cDNA FU13090 fis, done NT 


4.0 


415710 


J04543 


Hs.78637 


annexinA7 


4.0 


457794 


AA689292 


Hs.246850 


ESTs 


4.0 


451124 


AI186203 


Hs.31432 


cardiac ankyrin repeat protein 


4.0 


424401 


H67220 


Hs.169681 


death effector domain-containing 


4.0 


435905 


AW997484 


Hs.5003 


KIAA0456 protein 


4.0 


442731 


AI868167 


Hs.131044 


ESTs 


4.0 


418650 


BE386750 


Hs.86978 


prolyl endopeptidase 


3.9 


423749 


U09848 


Hs.132390 


zinc linger protein 36 (KOX 1 8) 


3.9 


439394 


AA149250 


Hs.56105 


ESTs 


3.9 


442287 


AW952703 


Hs.8182 


synaptic nuclei expressed gene 1b 


3.9 


436758 


AW977157 


Hs.1 55272 


ESTs 


3.9 


451030 


H40697 


Hs.1 81426 


ESTs. Moderately similar to YSHUT ihreon 


3.9 


405934 






Target Exon 


19 


439231 


AW581935 


Hs.141480 


Homo sapiens mRNA; cDNA DKFZp434NQ79 (fr 


3.9 


444755 


AA431791 


Hs.1 13623 


OpX (caseinotytic protease X, E. cofi) 


3.9 


447276 


AL049795 


Hs.17987 


hypothetical protein MGC1203 


3.9 


431912 


AI660552 


Hs.76549 


ESTs, Weakly similar to A561 54 Abl subst 


3.9 


426493 


AK001745 


Hs.184628 


hypothetical protein FU 10883 


3.9 


412978 


AM31708 


Hs.820 


homeobox C6 


3.9 


414962 


AF273304 


Hs.235376 


XPMC2 protein 


3.9 


447482 


AB033059 


Hs.18705 


KIAA1233 protein 


3.9 


449590 


AA694070 


Hs.268835 


ESTs 


19 


450203 


AF097994 


Hs.301528 


L-kynurenine/aipha-aminoadipate aminotra 


3.9 


450899 


T77447 


Hs.177864 


ESTs 


3.9 


423337 


NM_004655 


Hs.127337 


axm 2 {conductin, axil) 


3.8 


452588 


AA889120 


Hs.1 10637 


homeobox A10 


3.8 


422661 


NM_014700 


Hs.1 19004 


WAA0665 gene product 


3.8 


437231 


BE303000 


Hs.288929 


hypotheScal protein FU13258 simaar to 


3.8 


450506 


NM_004460 




fibroblast activation protein, alpha 


3.8 


407317 


AI204033 


HS.Z71461 


ESTs, Weakly similar to I38022 hypotneti 


3.8 


410330 


AW023630 


Hs.159425 


ESTs 


3.8 


444143 


AW747996 


Hs.160999 


ESTs, Moderately similar to A561 94 throm 


3.8 


415156 


X84908 


Hs.78060 


phosphorylase kinase, beta 


3.8 


422975 


AA347720 


Hs.122669 


K1AA0264 protein 


3.8 


403100 






C2001027^il7296271lgb|AAF5156Z1l (AE0 


3.8 


422449 


AF168418 


Hs.116784 


thyroid hormone receptor interactor 4 


3.8 


424163 


Lilt rtrvmi^ 

NM_007071 


Hs.142245 


HERV-H LTR-associating 3 


18 


424806 


AA382523 


Hs.105689 


MSTP031 protein 


3.8 


425B78 


AW954806 


Hs.38085 


Homo sapiens, Similar to Rl KEN cDNA 0610 


3.8 


432363 


AA534489 




gb:m76g1 1 .si NCl_CGAP_Co3 Homo sapiens 


3.8 


443441 


AW291196 


Hs.92195 


ESTs 


3.8 


432529 


AI989507 


Hs.162245 


ESTs 


3.8 


432908 


AJ861896 


Hs.304505 


ESTs 


3.8 


424723 


BE4098.13 


Hs.1 52337 


protein arginme N-methyltransferase 3(h 


3.8 


424855 


AW204725 


Hs.25560 


ESTs 


3.8 


414664 


AA587775 


Hs.66295 


multi-PDZ-dornairj-containing protein 


3.8 


437162 


AW005505 


Hs.5464 


thyroid hormone receptor coaclivaling or 


IB 


421828 


AW891965 


Hs.279789 


histone deacetylase 3 


3.8 
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451524 
418821 
422049 
453160 
416072 
424906 
446554 
449523 
452259 
417348 
430289 
435401 
448807 
413403 
418323 
449125 
408039 
428242 
439209 
434927 
431735 
456619 
458082 
411213 
414709 
415339 
418203 
427283 
452260 
439506 
420077 
451009 
436473 
413198 
443067 
452281 
452561 
433269 
445817 
447033 
414171 
427138 
442991 
434974 
443399 
401807 
413979 
4146B0 
4173B0 
425710 
441247 
4451B3 
426931 
417873 
419594 
446416 
449008 
456719 
432101 
453565 
449217 
412922 
450065 
429302 
451246 
415528 
435513 
440643 
409068 
439132 
451173 
422673 
401597 
401744 
432723 
449465 
450628 
432125 
435411 
434629 
437158 
416375 
419441 



AK001466 

AA436002 

W25760 

AI263307 

AL1 10370 

AI566086 

AA151730 

NNL000579 

AA317439 

AI940507 

AK001952 

R44477 

AI571940 

AA129105 

NM_002118 

AI671439 

H59799 

H55709 

AF087993 

H46512 

AW977724 

AV647917 

AW978811 

AA676939 

AA704703 

NM_015156 

X54942 

AL1 19796 

M453208 

<A)361238 

AW512260 

AA013140 

AI193122 

AW157712 

AI077389 

T93500 

AI692181 

A1343543 

NMJJ03642 

A1357412 

AA360328 

N77624 

BE281238 

AA778711 

AI452659 

BE218090 

AA743331 

T06809 

AF030880 

AW1 18681 

AB007877 

Nl^.003416 



M013051 

AV658299 

AW578003 

Z43784 

AI918950 

BE298808 

AA278536 

M60721 

H56499 

AU076674 

AW189232 

R17236 

AW404075 

M78878 

AW236991 

H72803 

AI755082 

N59027 

M172106 

D29677 

NMJKW380 

AW382884 

AW972667 

AW444619 

AA789081 

AW090198 

H95567 

AW023731 



Hs.26516 hypothetical protein FU10604 3.8 

Hs.183161 ESTs 3.8 

Hs.77631 glycine cleavage system protein H (amino 3.8 

Hs.239884 H2B histone family, member L 3.8 

Hs.79000 growth associated protein 43 17 

Hs.153716 Homo sapiens mRNA for Hmob33 protein, 3 3.7 

Hs.301789 nudix (nucleoside diphosphate finked moi 3.7 

Hs.54443 chemokine (C-C motif) receptor 5 3.7 

Hs.28707 signal sequence receptor, gamma (translo 3.7 

Hs.318526 hypothetical protein FU12661 3.7 

Hs.238039 hypothetica! protein FU 11 090 3.7 

Hs.10056 hypothetical protein FU14621 3.7 

Hs.7549 ESTs 17 

Hs.198425 ESTs, Moderately similar to S65657 alpha 3.7 

Hs.1 1 62 major histocompatibiliry complex, class 3.7 

Hs.196029 Homo sapiens mRNA for K1AA1657 protein, 17 

Hs.42644 thioredoxin-fike 3.7 

Hs.2250 leukemia inhibitory factor {cholinergic 3.7 

Hs.91954 ESTs " " . 3.6 

Hs.293815 Homo sapiens HSPC285 mRNA, partial cds 3.6 

Hs.75968 thymosin, beta 4. X chromosome 3.6 

Hs.107153 fnWbilor of growth family, member 1-fik 3.6 

Hs.314451 ESTs,WealdysirnaartoALULHUMANALUS 3.6 

Hs.69285 neuropflin 1 3.6 

Hs.77031 Sp2 transcription factor 3.6 

Hs.78398 WAA0071 protein 3.6 

Hs.83758 C0C2B protein kinase 2 3.6 

Hs,174185 ectonudeoedepvrophosphatase/phosphodi 3.6 

RAB9, member RAS oncogene family 3.6 

Hs.41136 ESTs 3.6 

Hs.B7767 ESTs 3 6 

Hs.115707 ESTs 3.6 

Hs.132275 ESTs 3 6 

Hs.47534 ESTs,Weakrysirnaartol38022hypotheQ 3.6 

Hs.269818 ESTs, Weakly similar to Z1 95 HUMAN ZINC 3.6 

Hs.28792 Homo sapiens cDNA FU11041 fe. clone PL 3.6 

Hs.49169 KJAA1634 protein 3.6 

Hs.126890 ESTs 3.6 

Hs.13340 histone acetyltransferase 1 3.6 

Hs.157601 ESTs 3.6 

Hs.865 RAP1A, member of RAS oncogene famBy 3.6 

Hs.173717 phosphaMic acid phosphatase type 2B 3.6 

Hs.8886 hypothetical protein FU20424 3.6 

Hs.4310 eukaryotic translafion initiation factor 3.5 

Hs.61 1 53 proteasome (prosome, macropain) 26S subu 3.5 

C7001350:g1|6578126|gb|AAF17706.1lAF0496 3.5 

Hs^79453 ESTs 3.5 

hemoglobin, alpha 2 3.5 

Hs.332086 ESTs 3.5 

Hs.159275 sobte carrier family, member 4 3.5 

Hs.128051 Homo sapiens thymic stromal rymphopoieti 3.5 

Hs.12385 KIAA0417 gene product 3.5 

Hs.2076 zinc finger protein 7 (KOX 4, clone HF.1 3.5 

Hs.293659 Homo sapiens, Similar to RIKEN cDNA A430 3.5 

Hs.91417 topoisomerase (DNA) II binding protein 3.5 

Hs.163959 ESTs 3.5 

HSJ22826 tropomoduiin 3 (ubiquitous) 3.5 

ankyrin 3, node of Ranvier (ankyrin G) 3.5 

Hs.123642 EphA3 3.5 

Hs.33363 DKFZP434N093 protein 3.5 

Hs.23262 rfconuclease, RNase A famay, k6 3.5 

Hs.74870 HZ0 (DrosophHa)-like homeo box 1 3.5 

Hs.252692 ESTs, Weakly similar to I38022 hypolheti 3.5 

Hs.198899 eukaryotic translatfon iniBation factor 15 

Hs.39140 cutaneous T-cefl lymphoma tumor antigen 3.5 

gbyg12c04.r1 Soares infant brain 1 NIB H 3.5 

Hs.42785 DC11 protein 15 

Hs.7314 WAA0614 protein 15 

Hs.102495 ESTs, Moderately simBar to 138022 hypol 3.5 

HsJ38363 ESTs 35 

Hs.48317 ESTs 3.5 

gb:yv59d11 jl Soares felal liver spleen 14 

Rag C protein 3.4 

Target Exon 3 4 

Hs.3085 K1AA0054 gene product; Heifcase 3.4 

Hs^3598 CREB binding protein (Rubinstein-Taybi s ° 3.4 

Hs.204715 ESTs 3.4 

Homo sapiens cDNAFU 12300 ns, clone MA 14 

Hs.138211 ESTs 14 

Hs.4029 gTioma-ampIifjed sequence-41 14 

K1AA1150 protein . 3.4 

Hs.124700 ESTs 34 

Hs^74368 MSTP032 protein 3.4 
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432741 AI732358 Hs.185118 ESTs. Moderatetysii™iartoA37413ca!bi 3.4 

439192 AW97Q536 Hs.105413 ESTs 3.4 

440474 AI207936 Hs.7195 gamma-amjnobulyric and (GABA) A recepto 3.4 

428466 AF151063 Ks.1844S6 hypothetical protein 3.4 

5 447397 BE247676 Hs.18442 E-1 enzyme 3.4 

426828 NWL000020 Hs.172670 acfivin A receptor type II-Dte 1 3.4 

418293 AI224483 Hs.16063 hypoMcal protein FU21 877 3.4 

424779 AL046851 Hs.153053 C037 antigen 3.4 

415015 NM 002109 Hs.77798 hisfidyt-tRNA synthetase 3.4 

10 425900 AK000166 Hs.288809 hypothetical protein FU201 59 3.4 

408113 T82427 Hs.194101 Homo sapiens cDNA FU20869 fis, clone A 3.4 

452652 AK001972 Hs.30822 hypothetical protein FU1 11 10 14 

414671 AA832479 Hs.720B0 ESTs 3.4 

431689 AA305688 Hs.267695 UDP-GahbetaOcNAc beta 1,3-gaJactosyltr 3.4 

15 444480 A1150730 ' Hs.265640 ESTs, Moderately simBar to A47582 B-ce! 3.4 

403389 C3001393*:gi|3327090idbilBAA31613.1I(AB 3.3 

440749 W22335 Hs.7392 hypothetical protein MGC31 99 3-3 

408374 AW025430 Hs.155591 forkhead box F1 3.3 

410494 M35564 Hs.64016 protein S (alpha) 3.3 

20 426997 BE620738 Hs.173125 pepWyl prolyl feomerase F (cydophilin 3.3 

433505 AW504027 Hs.15301 Homo sapiens cDNA FU1 2596 fis, clone NT 3.3 

400277 Eos Control 3.3 

411031 W37943 Hs.34892 K1AA1 323 protein 3.3 

417295 AW993524 Hs.43148 ESTs 3.3 

25 438459 T49300 Hs.35304 Homo sapiens cDNA FU13655 fis, done PL 13 

432169 Y0O971 Hs.2910 phosphoribosyl pyrophosphate synthetase 3.3 

437872 AK002015 Hs.5887 RNA binding motif protein 7 3.3 

443912 R37257 Hs.184780 ESTs 3.3 

445270 AI762154 Hs.54982 Homo sapiens cDNA FU14014 fis, done HE 3.3 

30 425835 AW955696 Hs.90960 ESTs 3.3 

414565 AA502972 Hs.1 83390 hypothetical protein FU 13590 13 

416700 A1963808 Hs.86970 ESTs, Moderately simflar to ALU5_HUMAN A 3.3 

428186 AW504300 Hs.295605 mannosidase, alpha, dass 2A, member 2 13 

436499 AJ276678 Hs.283102 HEF Oka Protein 3.3 

35 448164 R61680 Hs.26904 ESTs, Moderately similar to Z195.HUMAN 2 13 

426848 H72531 Hs.36190 ESTs 3.3 

439B53 AW021103 Hs.6631 hypothetical protein FU20373 3.3 

450094 AI174947 Hs.295789 Homo sapiens mRNA; cDNA DKFZp564D1 164 (f 3.3 
402474 NM_004079:Homo sapiens cathepsin S (CTSS 3.3 

40 424800 ALD35588 Hs.153203 MyoD family inhibitor 13 

430280 AA361258 Hs^37868 mleneukin 7 receptor 3.3 

408968 AI652236 Hs.49376 hypothetical protein FU20644 13 

453548 AL079983 Hs.116774 integrin, alpha 1 3.3 

451367 AA923729 Hs.26322 cefl cycle related khase 12 

45 444445 AA342329 Hs.115920 Homo sapiens cDNA: FU22816 fe, done K 3.2 

445472 AB006631 Hs.12784 Homo sapiens mRNA for WAA0293 gene, par 3.2 
400658 ENSP00000237081*:KIAA1217 PROTEIN {FRAGM 3.2 

408101 AW968504 Hs.123073 COC2-related protein Idnase 7 12 

410366 AI267589 Hs.302689 hypotheUcal protein 12 

50 411048 AK001742 Hs.67991 nypdheOcat protein DKFZp434G0522 12 

421246 AW582962 Hs.102897 CGM7 protein 12 

422763 AA033699 Hs.83938 ESTs, Moderatdy similar to MAS2.HUMAN M 12 

426227 U67058 Hs.1 54299 Human proteinase activated receptor-2 mR 3.2 

439047 AW979177 gb:EST391287 MAGE resequences, MAGP Homo 12 

55 444451 AV650179 Hs.2B2431 ESTs 12 

420568 F09247 Hs.247735 protocadherin alpha 10 12 

, 406973 M34996 Hs.1 98253 ma}or NstocompatMty complex, dass 12 
402802 NM_001 397:Homo sapiens endothelin conver 12 

431304 BE157283 ' gb:RC4-HT0373-130200-01 1-a03 HT0373 Homo 12 

60 406247 Target Exon 3.2 

411653 AF07057B Hs.71168 Homo sapiens done 24674 mRNA sequence 12 

412639 AW961284 Hs.296235 ESTs 12 

419168 A1336132 Hs.33718 Homo sapiens cDNA FU12641 fis, done NT 12 

433561 BE540937 Hs.20104 hypothetical protein FUW052 3.2 

65 436207 AA334774 Hs.1 2845 hypothetical protein MGC13159 3.2 

438461 AW075485 Hs.286049 phosphoserine aminotransferase 3.2 

455473 AW984788 gb:RC1-HN0015.12040(W)21-c07 HN0015 Homo 12 

441683 BE564214 Hs.102946 ESTs 3.2 

417386 AL037228 Hs.82043 D123 gene produd 12 

70 427286 AW732802 Hs.2132 epidermal growth factor receptor pathway 12 

442355 AA456539 Hs.8262 lysosomai-asscdated membrane protein 2 12 

422473 U94780 Hs.1 17242 meningioma expressed antigen 6 {cofled-c 3.2 

407816 AW500857 Hs.40137 anaphase^xonioting complex 1; meiolicch 12 

458809 AW972512 Hs.20985 sin3^ssodated polypeptide. 30kD 3.2 

75 453864 AW021407 Hs.21066 hypothetical protein 3.2 

448944 AB014605 Hs.22599 atrophin-1 interacting protein 1; acfivi • 3.2 

435129 AI381659 Hs.257086 ESTs 12 

424894 HB3520 Hs.1 53678 reproducfion 8 12 

416959 D28459 Hs.80612 ubiquitin-conjugafing enzyme E2A (RAD6 h 12 

80 410185 BE294068 Hs.737 immediate earty protein 3.2 

451149 AL047586 Hs.10283 RNA binding motif protein 8B 12 

410531 AW752953 gb:QVO-CT0224-261099-03&s02 CT0224 Homo 12 

411954 AA652523 Hs.269496 ESTs, Weakly similar to 138022 hypothec 12 
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423748 AI149048 Hs.30211 hypothetical protein FU22313 3.2 

444489 A1151010 Hs.157774 ESTs 12 

453124 AM 39058 Hs. 125790 leudne-rich repeat-containing 2 3,2 

452413 AW082533 Hs.212715 ESTs 3.1 

5 409390 AI927212 Hs.3734 ESTs 3.1 

453078 AF053551 Hs.31584 metaxin2 3.1 

453024 AW846787 gb:QV3XT0194-181Q39-004-e01 CT0194 Homo 3.1 

439444 A1277652 Hs.54578 ESTs, Weakly similar to I38Q22 hypothell 3.1 

441124 T97717 Hs.119583 ESTs 3.1 

1U 416128 AA173632 COC14 {cefl division cyde 14, S. cerevi 3.1 

445101 T75202 Hs.12314 Homo sapiens mRNA; cONA DKFZp586C1 01 9 (f 3.1 

407949 W21874 Hs^47057 ESTs, WeaHy simflar to 2109260A B cell 3.1 

413492 D87470 Hs.75400 WAA0280 protein 3.1 

421044 AF061871 Hs.101302 Human DNA sequence from done RP1-238D15 3.1 

15 . 422603 BE242587 Hs.1 18651 hematopoieticalJy expressed homeobcx 3.1 

427399 NMJH4883 Hs.177664 WAA0914 gene product 11 

434804 AA649530 Hs.348148 gb:ns44f05.s1 NO CGAP AM Homo sapiens 3.1 

442906 AW296888 Hs.170939 ESTs 3.1 

445840 AI277811 Hs.146291 ESTs 3.1 

2U 446084 AL137658 Hs.13768 Homo sapiens mRNA; cDNA DKFZp434I1 216 (f 31 

435293 A1040777 Hs.117170 ESTs ai 

400750 Target Exon ai 

416852 AF283776 Hs.80285 Homo sapiens mRNA; cONA DKFZp586C1723 (f 3.1 

423566 AW976434 Hs.3623 hypothetical protein FL) 11 220 3.1 

25 409558 BE253407 Hs.72363 Homo sapiens mRNA for FU00116 protein, 3.1 

4O0194 Nf«L003763:Homo sapiens syntaxin 16 (STX1 3.1 

400479 Target Exon 3.1 

402895 ENSP00000252117iAyeGn transcription fx ai 

403423 Target Exon 3.1 

3U 408161 AW952912 Hs.300383 hypothetical protein MGC3032 3.1 

410886 AW809324 gb:MR4^T0121-141099410-G06_1 ST0121 Ho ai 

414922 000723 Hs.77631 glycine deavage system protein Hfamino 3.1 

420121 AW968271 Hs.191534 ESTs, WeaWy simitar to ALU1 JiUMAN ALU S ai 

430519 AF129534 Hs.49210 F-box oniy protein 4 3.1 

J 5 447147 AA910353 Hs.292815 ESTs, Weakly simitar to T23482 hypotheii 3.1 

422481 AL050163 Hs.117339 DNAX-activation protein 10 3.1 

430487 D87742 Hs.241552 WAA0268 protein 3.1 

409549 AB029015 Hs.54886 phosphoBpase C, epsiion 2 3.1 

423554 M90516 Hs.1674 glutamimMrutfcse^osphate transamin 3.1 

40 431286 AW263476 Hs.44268 myeTm gene expression factor 2 3.1 

430226 BE245562 Hs.2551 adrenergic, beta-2-, receptor, surface 3.1 

40B051 A1S23351 Hs.172148 ESTs 3.1 

420090 AA220238 Hs.94986 ribonudease P (38kD) 3.1 

400296 AA305627 Hs.139335 . ATP-binding cassette, sub-family C (CFTR ai 

43 414279 AW021691 GCM5 (general control of amino-acid synt ai 

440426 AI159800 Hs.71B1 Homo sapiens cDNA FU 13663 fo, done PL ai 

423872 AB020316 Hs.1 3401 5 uronyl 2-su!foiransferase 3.1 

420154 AI093155 Hs.95420 JM27 protein ai 

447560 AF065214 Hs.18858 phosphotipase A2, group IVC (cytosofic, 3.1 

5U 453293 AA382267 Hs.10653 ESTs > 3.1 

434398 AA121098 Hs338 seruriHnducible kinase 3.0 

414135 NM.004419 Hs.2128 dual specificity phosphatase 5 3.0 

441527 W19504 Hs.7884 sohite carrier Tandy 21 (organic anion 3.0 

423957 AW978309 Hs.136235 Homo sapiens cDNA FU13542 fis, clone PL 3.0 

J 5 444001 AI095087 Hs.152299 ESTs, Moderately similar to S65657 alpha 3.0 

411315 AW836547 gb:P^T0032^10(M)06^08LT0032Homo 3.0 

414178 AW957372 Hs.46791 ESTs, Weakly similar to I38022 hypothec 3.0 

441401 AI824338 Hs.126891 ESTs , 3.0 

457718 F18572 Hs.22978 ESTs, Weakly similar to ALU4 HUMAN ALU S 3.0 

OU 429500 X78565 Hs.289114 hexabrachion (tenascin C, cytotacfin) 3.0 

424240 AB023185 Hs.143535 caldunVralrruxMin-dependent protein kin 3.0 

447476 BE293466 Hs.20880 ESTs, Weakly similar to 138022 hypotheti 3.0 

419440 AB020689 Hs.90419 WAA0882 protein 3.0 

421786 AI188653 Hs.21351 ESTs 30 

65 433285 AW975944 Hs.237396 ESTs 3.0 

409997 AI906055 Hs.57749 synaptic nuclei expressed gene 2; K1AA10 3.0 

417874 BE616160 Hs.82829 protein tyrosine phosphatase, non-recept 3.0 

420956 AA351584 Hs.100543 Homo sapiens done 24505 mRNA sequence 3.0 

445345 AW003850 Hs.1 2532 chromosome 1 open reading frame 21 3.0 

/U 450671 AI356967 Hs.43086 ESTs,WeaxiydrnilartoA46t)10X-4inked ao 

427315 AA179949 Hs.175563 Homo sapiens mRNA; cDNA DKFZp564N0763 (f ao 

434953 BE049102 Hs.179982 ESTs, Weakly similar to TRHY_HUMAN TRICH ao 

436469 AK001455 Hs.5198 Down syndrome critical region gene 2 3.0- 

428130 AW444985 Hs.77603 ESTs 3.0 

/5 414839 X63692 Hs.77462 DNA (cytosine-5-)-methyltransferase 1 3.0 

445784 A1253155 Hs.146065 ESTs 3.0 

446677 A1600311 Hs.156291 ESTs 3.0 

426448 R06054 gb:ye89g07j1 Soares fetal fiver spleen 3.0 

445921 AW015211 Hs.146181 ESTs 3.0 

OU 406673 M34996 Hs.198253 major histocompatibility complex, dass ao 

430387 AW372884 Hs.240770 nudear cap binding protein subunit 2, 2 3.0 

427157 U51166 Hs.173824 thymine-DNA glycosytase 3.0 

435907 AW304025 Hs.258397 ESTs 3.0 
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451102 AA015S83 Hs.41185 Homo sapiens mRNA; cONA DKFZp56401 262 (f 3.0 

416882 AI633044 tryptophanyl tRNA synthetase 2 (mitochon 3.0 

414052 AW578849 Hs.283552 ESTs, WeaWy similar to unnamed protein 3.0 

450580 N40087 ESTs 30 



TABLE 62B 



Ptey: Unique Eos probeset Identifier number 

CAT number. Gene cluster number 

Accession: Genbank accession numbers 



Ptey 


CAT Number 


Accession 


410531 


1207200 1 


AW752953 H88044BE156092 


410886 


1225822J 


AW809324 BE144977 BE144956 


411315 


1238570 1 


AW836547AW836513AW836587 


411962 


126744 1 


AA099050 AA099526 T47733 


414279 


143227J 


AW021691 AI537404 R45431 AI333439 AJ741845 AI674468 R44190 R52535 R52617 AI220925 A1979148 AI744688 AW242437 AA618148 






AI983837 AA399623 A1676204 AI420077 N24944 D51 042 AA282786 AA137264 AW2361 07 AW769 


414680 


147525.1 


AA743331 AA837388 AW664540 AA775711 AA150965 BE465475 AA968994 AA886905 AI141054 AW1 94991 AA252147 AA319500 AI184288 






AA708749 AA644620 AA652769 AA242975 AA151074 T19890 


415528 


1539409.1 


R17236R52580F11642 


416128 


157163J 


AA173632 AI174858 AA581361 AI700024 AA173988 BE165417 AJ365964 


416882 


162718J 


A1633044 AW016212 AW241143 AA769058 R43272 AW068958 AA210918 AA293774 AI748815 AI763294 AI333114 AJ277384 AI0B8297 AI468477 






AI824624 AW189606 AI631751 Z40749 AI984673 AI671316 AA189024 AW235412 BE1784 


422673 


219674J 


N59027 AA314694 N53937 R08100 


426448 


267323.1 


RD6054AA378789AW956453 


430935 


325772J 


AW072916 A1184913 AA489195 AW46S994 AW469044 N59350 AI819642 AI280239 A1220572 AA789302AJ473611 AW841126 D60937 


430968 


326269.1 


AW972830 AA527647 AA489820 AA570362 


431304 


331286 1 


BE157283 BE 1 57287 AA502438 


431676 


336411 J 


AI6B5464 AW971336 AA513587 AA525142 


432125 


341776J 


AW972667 AA526539 AI057032 AW167842 


432363 


345469 1 


AA534489 AW970240 AW970323 


437158 


43392.5 


AW0901 98 AW173544 AW439860 AW007307 AI762577 W8651 6 AA1 60485 AA974203 A1589521 AW451 857 AW450602 AI702529 AA630766 


437866 


44433J2 


AI801 BOB AW61 1634 A1393606 AW235356 AW000736 AW468599 A1582546 AA962057 AA523012 AW51 


AA156781 AW293839 U52054 AA024963 AA778446 BE073977 AW444904 AW602574 BE164040 BE164012 BE163972 BE163974 BE163992 






AA837481 AW46B444BE185091 AW46B002 AA687333 AA81 1830 AA581 806 AI8666B6AI572124 AA04 


439047 


468139J 


AW979177 AA846994 AA829672 


439516 


47334.1 


W76326AF086341 W72300 


450506 


836J 


NM.004460 U09278 U76833 AW630055 AW471 133 C02434 W45237 AW79351 8 BE0701 12 A1587479 AI624429 AW1 90535 A1446661 AI478772 


450580 




AW022667 AA528235 AA599775 AW613820 AI435793 AW594230 A1051768 A1200109 AI680295 


83929.1 


1440087 H12925 AA460779 AA096372 BE160847 AW816890 AW816893 AW816577 AW816891 AW816882 AW816868 AW81 6889 AW816940 






AW816892 AW816941 AW816578 AA029183 TB3320 H86850 AA010295 BE1 60823 Z25353 AA150883 AW8 


452260 


9074.1 


AA453208 NM.004251 U44103 A1671547 N57463 AW007521 A1479232 T82809 R67109 AW796099 AIB33027 AI765395 AI763029 A1758228 


453024 




BE326331 AI934576AI922378AW276431 A1718466 N36566 AA904753 BE464245 AI338752AI 


944876.28 


AW846787 AW903370 AW903378 AW752032 AW839052 AW839051 AW839054 AW839058 AW903374 AW839045 AW903373 AW903352 


455473 




AW839043 AW839049 AW903372 AW846755 AW846767 AW903368 AW846766 BE146826 AW839056 AW846802 AW 


1292917.1 


AW984788 AW984816 AW984811 AW984807 AW984819 AW984790 AW984782 AW984784 AW984780 AW984814 AW984795 AW984793 


456719 


222707.1 


AW984789 AW984823 AW948021 AW984802 AW984800 AW984799 AW984825 AW984792 AW984821 AW984820 AW 


243784 R13382 AW57291 1 AA449369 H1 7037 R1 9603 A1632565 AW004030 BE502530 225032 AA805324 M449241 AI651825 AJ264863 






AW196918 AA948267 A1953735 AI263703 AA319159 AW964436 A1903440 AW594171 AI867447 AW2 



TABLE 62C 



Ptey: Unique number corresponding to an Eos probeset 

Reft Sequence source. The 7 digit numbers in this column are Genbank Identifier (G!) numbers. "Dunham I. et aL" refers to the publicafion enfitled The DMA sequence of 

human chromosome 22." Dunham I. et a!., Nature (1 999] 402:489-495. 
Strand: indicates DMA strand from which exons were predicted. 

reposition: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


Nt_posiGon 


400479 


8439786 


Minus 


115386-116348 


400658 


8118459 


Minus 


73525-73644 


400750 


8119067 


Plus 


198991-199168,199316-199548 


401197 


9719705 


Plus 


176341-176452 


401519 


6649315 


Plus 


157315-157950 


401597 


3293210 


Plus 


65838-66031 


401744 


2576349 


Plus 


14595-14751 


401807 


7331536 


Plus 


152325-152912 


402474 


7547175 


Minus 


53526-53628,55755-55920,57530-57757 


402802 


3287156 


Minus 


53242-53432 


402895 


9967547 


Plus 


85537-85671,86379-88469 


403100 


8954402 


Minus 


13683-13874 


403389 


9438331 


Minus 


163415-163634 


403423 


7105492 


Plus 


69340-69615 


403851 


7708872 


Plus 


22733-23007 


404390 


8887030 


Minus 


39624-40072 


405141 


8980911 


Plus 


99861-100054 


405934 


6758795 


Plus 


159913-160605 


406038 


8389537 


Plus 


37764-37877 


406247 


7417725 


Minus 


46234-46461 
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Table 63A lists about 366 genes srgnifcanQy down-regulated in prostate cancer compared b normal prostate. These were selected from 59680 probesets on the Afiymetrix/Eos Hu03 
GeneChip array such that the ratio of "average* normal prostate to 'average' prostate cancer tissues was greater than or equal to Z5. The "average" normal prostate level was set to 
the 75 a > percentile of normal prostate tissues. The "average* prostate cancer level was set to the 75* percentile amongst tumor samples. In order to remove gene-specific 
background levels of ram-specihc hybridization, the 1 0* percentile value amongst aU the ussues was subtracted from both the numerator and the denominator before the rafio was 



TABLE 63A: ABOUT 366 GENES SIGNIFICANTLY DOWN-REGULATED IN PROSTATE CANCER COMPARED TO NORMAL PROSTATE 

Ptey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene file 

R1: Ratio of normal prostata tissue to prostate tumor tissue 



Pkey 

425332 

407245 

425545 

426752 

400440 

412519 

413778 

420813 

415337 

407013 

433331 

432117 

453863 

431847 

408855 

448059 

403612 

405001 

441490 

435805 

401917 

455649 

450218 

404606 

432326 

459708 

440808 

458339 

454278 

417032 

434352 

439175 

439749 

417364 

400831 

416935 

442082 

452625 

440965 

456815 

430611 

415981 

441040 

442764 

411426 

433081 

401896 

445323 

458895 

417729 

431627 

420721 

449519 

442089 

436781 

402797 

404267 

442931 

418626 

423772 

457136 

436404 

458840 

403649 

435866 

423871 



ExAccn 


Unigene ID 


Unigene Title 


R1 


M81650 


Hs.1968 


semenogelinl 


89.4 


X90558 


Hs. 172004 


fifin 


35.4 




rts.158295 


Homo sapiens, clone MGC: 12401, mRNA, com 
CQn 


312 


X69490 


Hs. 172004 


29.5 


X83957 


Hs.o3B70 


nebufin 


20.7 


AA1 96241 


Hs.73980 


troponin T1, skeletal, slow 


13.9 


AA090235 


ns./oooo 


myosin, tight polypeptide 2, regulatory, 


12.0 


AOlOU 1 


Hs.99949 


prolact'n-induced protein 


11.8 


Z44881 


Hs.9012 


ESTs, WeaWy similar to S26650 DNA-bindi 


10.2 


U35637 




gb:Human nebutin mRNA, partial cds 


9.1 


A 1*71004 C 

A1738B15 


Hs. 117323 


ESTs 


8.9 




Hs.2909 


protamine 1 


8.3 


X02544 


Hs.572 


orosomucoid 1 


8.2 


AI791314 




gb:ae46g12.y5 Stratagene lung carcinoma 


7.4 


T83061 


Hs.319946 


Homo sapiens mRNA for KIAA1727 protein, 


7.1 


AJ459021 


Hs.170425 


ESTs 


6.8 






Target Exon 


&4 


1 l£R1Qfi 

udo iyo 




InterleuWn enhancer bintfng factor 1 


6.2 


N46901 


Hs.266720 


ESTs 


6.2 


AW470260 


Hs.48496 


ESTs 


6.0 


AL050149 




RAN binding protein 3 


5.9 


BE055051 




gb:RC1-BT031 3-1 10500-01 7-c04 BT0313 Homo 


5.7 


R02018 


Hs. 168640 


ankylosis, progressive (mouse) homolog 


5.6 






Target Exon 


5.6 


AI280308 


Hs.274361 


arratoride-sensr&ve cation channel 2, ne 


5.5 


AA776881 


Hs.168812 


Homo sapiens cDNA RJ14132 lis, done MA 


5.5 


AK001339 


Hs.7432 


hypothetical protein FU10477 


5.5 


Awy/booo 


Hs. 172843 


ESTs 


5.2 


Ar^l 7525 


Hs.49002 


Down syndrome cell adhesion motecule 


5.2 


AA1 92469 


Hs.271838 


ESTs 


5.2 


AF 129505 


Hs.86492 


small muscle protein, X-finked 


5.1 


ArUSbUZl 


Hs.271113 


ESTs 


5.0 


AL389942 


Hs.1 57752 


Homo sapiens mRNA full length insert cDN 


4.9 


Nro/49 


Hs.222475 


ESTs 


4.9 


AA1SQ712 




C11000936:gi[3746443lgb|AAC63969.1| (AFO 


4.8 




gbzp87f09.r1 Stratagene HeLa cell s3 93 


4.8 


R41823 


Hs.7413 


ESTs 


4.8 


AA724771 


Hs.61425 




4.7 


A1523646 


Hs!l69859 


ESTs 


4.7 


NMJM3348 


Hs.144011 


potassium inwardly-rectifying channel.su 


4.7 


AA837120 


Hs.156481 


ESTs 


4.6 


R35694 




gb:yg67b04 j1 Scares infant brain 1 NIB H 


4.6 


AW449782 


. Hs.178803 


ESTs 


4.6 


A1762254 


Hs.131122 


ESTs 


4.6 


BE141714 




gb:QV0-HT0101-O61099^)32-c04 HT0101 Homo 


4.6 


Z85986 


Hs.188757 


Homo sapiens, clone MGG5564, mRNA, comp 


4.6 


AW207282 




Target Exon 


4.5 


Hs.213049 


ESTs 


4.5 


A1535663 


Hs.39379 


ESTs 


4.5 


Z43798 


Hs.6777 


ESTs * 


4.5 


AW509720 


Hs.265540 


HSPC042 protein 


4.5 


AA927802 


Hs.159471 


ZAP3 protein 


4.4 


W04244 


Hs,49829 


ESTs 


4.4 


AI801500 


Hs.128457 


ESTs 


4.4 


AI914535 


Hs.221377 


ESTs 


4.4 






Target Exon 


4.4 






NM_004348*:Homo sapiens runt-related tra 


4.3 


AI024376 


Hs.1 50473 


ESTs 


4.3 


AW299508 


Hs.135230 


ESTs 


4.3 


AA306637 




EAP30 subunit of ELL complex 


4.3 


AA42B240 


Hs.126083 


ESTs 


4.3 


AW968556 


Hs.137240 


Homo sapiens mRNA for parfiat 3'UTR, seq 


4.3 


AI580296 


Hs.174782 


ESTs. WeaWy similar to K1AA1 437 protein 


4.3 






Target Exon 


4.2 


AA704538 


Hs.119740 


ESTs 


4.2 


AA331906 




gb:EST35805 Embryo, 8 week I Homo sapien 


4.2 
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436190 

400164 

435519 

425094 

415928 

415746 

426663 

453752 

404260 

453412 

401411 

415925 

402817 

449233 

435457 

444105 

430610 

411320 

409579 

415386 

446175 

459707 

406917 

455887 

443313 

452351 

400499 

411829 

408229 

427318 

417620 

404660 

409144 

436524 

459200 

418833 

424887 

404984 

454549 

426736 

434552 

438040 

443618 

442097 

435166 

429853 

456521 

453282 

400749 

450295 

421154 

434378 

421342 

406704 

429043 

438211 

405258 

440207 

445045 

406177 

438535 

405735 

445797 

444286 

442027 

447889 

405152 

402460 

448516 



AK001059 

A121B950 

AI955956 

R46799 

AA167670 

A1028767 

All 20800 

AJ003290 

H09474 

H24185 

BE048401 

AA682421 

AW189097 

AI821455 

AW836646 

BE250521 

Z43087 

AL036568 

AA631362 

X65964 

BE154173 

AI796730 

AA025647 



Hs.1 25461 
Hs.21417 
Hs.23966 
Hs.21413 
Hs.262603 



Hs.202341 

Hs.196511 
Hs.59125 
Hs.166597 
Hs.188810 



Hs.291 
Hs.120866 



Hs.55513 



AW865749 
AW176091 

AF186081 Hs.175783 

R02530 Hs.191198 



AW341187 

AA922236 

Y09306 

AW974899 

AA348112 

AW806910 

AA431615 

AA639618 

AI222422 

T82009 

AW015799 

AH 19470 

AB020625 

AW373450 

AK000043 

AI766732 

AA284333 

AA631739 

AA504749 

M21665 

A1824977 

T08401 

AI371978 
AI652676 

LO9078 

A1253414 
AI625304 
A1652926 
AW4691B0 



Hs.279714 

Hs.221037 

Hs.3014B 

Hs.292776 

Hs.259461 



Hs.130722 
Hs.325116 
Hs.121846 
Hs.300700 
Hs.128474 
Hs.145631 
Hs.225949 
Hs.286212 
Hs.32922 

Hs^10628 
Hs.287631 
Hs.335440 

Hs.929 

Hs.145319 

Hs.290856 

Hs.128326 
Hs.147256 



Hs.190312 
Hs.128395 
Hs.346398 



447600 
406085 
417959 
418672 
446593 
446516 
415896 
410140 
458539 
422399 
413381 
429422 
428561 



AW898595 
AA010319 
A1420990 

AW977642 

L44284 

W79572 

AW996692 

H08311 

All 34435 

AT733837 

AW410380 



AK001494 
AW973652 



Hs.60389 



Hs.291742 

Hs.12915 

Hs.13277 

Hs.257557 

Hs.14822 

Hs.247837 

Hs.145661 

Hs.116056 

Hs.202596 
Hs.283105 



gfcHomo sapiens cONA FU10197 (is, clone 4.2 

Eos Control 4.1 

hypothetical protein FU11539 4.1 

ESTs 4.1 

ESTs 4.1 

sorute carrier family 1 2, (potassium-chl 4.1 

ESTs 4.1 

gb:0KFZp762E152_r1 762 (synonym: hmel2) 4.1 

Target Exon 4.0 

gbA!003290 Selected chromosome 21 cDNA 4.0 

ENSP00000247172*:HYPOTHETICAL 126.2 kDa 4.0 

Homo sapiens cONA: RJ23573 Os, clone L 4.0 

hypothetical protein 4.0 

ESTs 3.9 

ESTs 3.9 

ESTs 3.9 

ESTs, Weakly similar to ALU6.HUMAN ALU S 3.9 

gb:PM3-LT0O32-O901 00O03-e05 LT0032 Homo 3.8 

ras homolog gene family, member A 3.8 

gb:HSC13A121 normalized infant brain cDN 3,8 

glutamyl aminopeptidase (aminopeptidase 3.8 

gb:np86bOU1 NCI_CGAP_Thy1 Homo sapiens 3.8 

gb:H.sapiens nestin gene. 3.8 

gb:PM1-HT0340-201299404-f 12 HT0340 Homo 3.8 

ESTs 3.8 

gbze85d01 j1 SoaresJetaLhearLNbHH19W 3.B 

C10001858:gi|6679124|ref|NP_032759.1[ ne 3.7 

gb:QV3-SN002M00500-185c03 SN0021 Homo 3.7 

gb:QVO-BT0107-250899-007*08 BT0107 Homo 3.7 

zinc transporter 3.7 

ESTs 3.7 

C900084r:gi|12654691|gblAAH01185.1|AAHO 3.7 

ESTs 3.7 

ESTs 3.7 

horoeodom sin-interacting protein kinase 3 3.7 

ESTs 3.7 

ESTs 3.7 

Target Exon 3.7 

gb:QV4-ST0023-160400-172-f04 ST0023 Homo 3.7 

ESTs 3.7 

Homo sapiens, clone MGC:2962, mRNA, comp 3.6 

ESTs 3.6 

hypothetical protein RJ20727 3.6 

ESTs 3.6 

ESTs 3.6 

butyrophifin-iite 3 3.6 

hypothetical protein FU11729 3.6 

hypothetical protein FU 20036 3.6 

Nl003105*:Homo sapiens sortilin-related 3.6 

ESTs 3.5 

Homo sapiens cDNA FU14269 fis, clone PL 3.5 

EST 3.5 

gbaa63fOB.r1 NCLCGAP.GCB1 Homo sapiens 3.5 

myosin, heavy polypeptide 7, cardiac mus 3.5 

ESTs 3.5 

ESTs, Moderately similar to AIU4JWMAN A 3.5 

Target Exon 3.4 

ESTs 3.4 

ESTs 3.4 

Target Exon 3.4 

gb:Homo sapiens mRNA fragment 3.4 

ENSP00000252164*:KIAA1578 protein (Fragm 3.4 

gb:aq14f04jc1 Stanley Frontal NS pool 2 3.4 

ESTs 3.4 

ESTs 3.4 

ESTs 3.4 

Target Exon 3.4 

C1001261*:gi|2695979|emb|CAA70854.1| (YO 3.4 

gb:RC1-NN0073-260400-01 1^09 NN0073 Homo 3.4 

ESTs 3.4 

ESTs 3.4 

Target Exon 3.3 

ESTs 3.3 

ESTs 3.3 

hypothetical protein FU22054 3.3 

ESTs, Weakly simBar to 138022 hypothefi 3.3 

ESTs, Weakly similar to 178885 senne/lh 3.3 

neurexin 3 3.3 

ESTs 3.3 

mesenchymal stem ceH protein DSC43 3.3 

gb:RC1-BT0720-280300-01 1 -g02 BT0720 Homo 3.3 

Homo sapiens cDNA FU 10632 fis. clone NT 3.3 

ESTs 3.2 
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445608 


AI830851 




449017 


AW002425 




415S08 


H08623 




457733 


AW974812 


5 


449340 


AW2357B6 




428134 


AA421773 




434407 


AW815333 




429973 


AI423317 


10 


418092 


R45154 


411356 


H45377 




443366 


AI053501 




422069 


AJ010063 




420778 


AW970512 


15 


403451 




451686 


AA059246 




423837 


AW937063 




422731 


AL1 38411 




450049 


AI 681234 


20 


428656 


AB037798 


401278 






418067 


AA961613 




421813 


BE048255 




402490 




25 


448001 


AW293237 


445316 


AI219833 




405150 






413784 


BE165619 




425198 


AA352090 


30 


433224 


AB040919 


421894 


AM 18464 




419366 


AA236867 




402422 






435849 


BE305242 


35 


405422 




420543 


AA278221 




410627 


AA 181339 




409079 


W87707 




406600 






408025 


AI692784 


40 


426349 


AI 308855 




444576 


AI400974 




430661 


AC005551 




441335 


BE222470 




459647 


R34107 


45 


435713 


AA699313 




407275 


AI364186 




456103 


Z39430 




435200 


AA670310 


50 


449245 


A1636539 


428132 


AA421765 




443454 


AI057494 




423732 


AFO58056 




411944 


AW877139 




432718 


AA563943 


55 


435534 


AA830927 




430348 


AA476915 




410289 


AW901618 




453126 


AA032155 




459421 


AA233154 


60 


441543 


AT733014 




442252 


AI733395 




419254 


AJ469453 




443727 


Z25389 


65 


419896 


Z99362 


453898 


AW003512 




415098 


D59687 




415131 
406398 


D61119 


70 


433942 


AW272166 


400461 






442640 


AI205646 




438814 


AA826278 




438361 


AA805666 


75 


422482 


AI439905 


407142 


AA412535 




454319 


AW247736 




442907 


AI023763 




456075 


N73442 




438690 


AAB15031 


80 


452570 


AW861293 




408493 


BE206B54 




447556 


AIB85187 




451632 


BE005934 



Hs.200014 

Hs.224142 

Hs.72833 

Hs.291971 

Hs. 195359 

Hs.161008 

Hs.164680 
Hs.338439 

Hs.278869 
Hs.343503 



Hs.110293 
Hsl275150 

Hs.258509 
Hs.188790 

Hs.1 27838 



Hs.202037 
Hs. 166767 

Hs.207684 
Hs. 128003 
Hs.210958 
Hs.190836 



Hs.16098 

Hs.173344 

Hs.929 

Hs.82055 

Hs.41767 

Hs.301497 

Hs.182045 

Hs.130714 

Hs.150825 

Hs.321450 

Hs.114071 

Hs.72350 

Hs.145903 

Hs.224296 

Hs.133421 
Hs.132183 

Hs.244371 

Hs.117306 

Hs.189225 

Hs.61935 

Hs.61622 

Hs.12532 

Hs.269715 

Hs.129124 

Hs.222760 

Hs.18459 

Hs.232770 



Hs.123465 

Hs.147220 
Hs.249596 
Hs.146217 
Hs.344476 

Hs.101617 
Hs.79707 

Hs.123598 

Hs.336940 

Hs.46039 

Hs.210710 

Hs.310625 



ESTs, Weakly similar to ACIDIC PROUNE-R 3.2 

ESTs 12 

ESTs 3.2 

ESTs 12 

hypothetical protein MGC1 0954 3 2 

ests 3 ; 2 

gb:QVT>STQ215-060100-083-g01 ST0215 Homo 12 

ESTs 12 

ESTs 12 

gb.7n99h03.r1 Soares adult brain N2b5HB5 3.1 

ESTs, Moderately stmflar to 2109260A Be 11 

ffin-cap(telethonin) it 

gb:EST382593 MAGE resequences, MAGK Homo 11 

TaraetExon 31 

ESTs 3 !l 

gb:PM3^)T0037-2312994)01-g1 1 DT0037 Homo 11 

gb:DKFZp434A1229_r1 434 (synonym: htes3) 11 

EST 3>1 

K1AA1 377 protein u 

Target Exon 11 

ESTs 11 

gbrtz49b05.y1 NCLCGAP_Bm52 Homo sapien 11 

TargetExon 31 

ESTs . M 

ESTs 11 

TargetExon 31 

ESTs il 

hypothetical protein FU21213 11 

K1AA1 436 protein 3,1 

ESTs 11 

ESTs, Weakfy similar to I38022 hypothec 1 1 

TargetExon n 

cbudin2 11 

ENSP00000216658 WPOTHET1CAL 133.5 kDa 10 

ESTs 10 

myosin, heavy polypeptide 7, cardiac rmis 3.0 

interleukin 6 signal transducer (gp1 30, 10 

Target Exon 30 

PTD002 protein 10 

argirrylJransferase 1 10 

ESTs 10 

Homo sapiens HSPC323 mRNA, partial cds 10 

ESTs, Weakly similar to antigen NY-CO-33 3.0 

pregnancy specific bela-1-gtycoprolem 1 10 

ESTs 3.0 

gb:qw34h07.x1 NCLCGAPJM Homo sapiens 10 

ESTs 10 

ESTs 30 

ESTs 10 

gbzu24g02s1 Soares_.NhHMPu_S1 Homo sapi 10 

ESTs Z9 

solute earner family 16 (monocarboxyfic 2.9 

gb:QV2^T0010-160400-13afl01 PT0010 Homo 2.9 

ESTs 2.9 

ESTs 2.9 

ESTs, Weakly similar to 138022 hypotheti 29 

Homo sapiens mRNA; cDNA DKFZp761 1071 (fr 29 

ESTs 2.9 

chromosome 1 open reading frame 21 2.9 

ESTs ' 2.9 

ESTs zg 

ESTs 2.9 

ESTs 2.9 

gb:HSZ99362 DKFZphamyl Homo sapiens cONA 29 

arachidonate lipoxygenase 3 2.9 

gb:HUM056E10B Ctorrtech human fetal brain 29 

gb:HUM158C1 1B Ctontech human fetal brain 2.9 

Target Exon 2.9 

ESTs 2.9 

Target Exon 2.9 

ESTs 2.9 

ESTs 2.9 

Homo sapiens cDNA: FU 23077 fis, clone L 2.9 

gb:657g08.x1 NCI_CGAP_Lym12 Homo sapien 2.8 

gb:zt99b10.s1 SoaresJestisJJHT Homo sap 28 

ESTs, WeaWy similar to T32527 hypotheU 2.8 

ESTs 28 

gb:yz31h09.r1 SoaresjriuIfiple_sclerosis_ 28 

ESTs zq 

Homo sapiens cDNA: FU20351 fis, clone A 28 

phosphoglyceratB mulase 2 (muscle) 28 

ESTs, Moderately amflar to ALU6 HUMAN A 28 

EST 28 
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426481 
401656 
407269 
435754 
433565 
451004 
425223 
405770 
456227 
454445 
419494 
427639 
428079 
406337 
401884 
406881 
428986 
450044 
403630 
445514 
446362 
432492 
430889 
434316 
413155 
433329 
446523 
449923 
453826 
405678 
432789 
455791 
449109 
436255 
415984 
402844 
456666 
414620 
404979 
412318 
424361 
412542 
441975 
457021 
457861 
439204 
415642 
446847 
443359 
447336 
449045 
422185 
436030 
449589 
436092 
415054 
412908 
409583 
410483 
435383 
426629 
415831 
412281 
434898 
422229 
447518 
458546 
438648 
450399 
420833 
453903 
443650 
427419 
423741 
451577 
441358 
402706 
436054 
402749 
442472 
445762 
441420 
405564 



AW963941 

AJ245210 
M700752 
M599763 
AA044967 
AA352825 

T84239 

AW749432 

W01060 

AW444530 

AA421020 



D16154 

M442884 

R66444 

AI241280 

AW612481 

AW275110 

U22491 

AW411330 

BE067952 

AF015041 

NMJM3063 

BE258051 

AL138129 

D26361 

BE090689 

AW270992 

F01143 

R19046 

AA452512 
AA150120 

AW936911 

AK001551 

AW961516 

AW173248 

AW968934 

AW450205 

AF087987 

U19878 

T51454 

AI792583 

AW139383 

BE072483 

AL1 17530 

R02287 

AW752437 

AI345995 

AI733907 

AA121913 

AW440117 

BE163567 

R61083 

AI203933 

H15145 

AI810054 

AW500458 

AF134414 

T80061 

AI215667 

AA813125 

AW511049 

R47948 

AW299606 



NMJH0200 
AA330352 
N69101 
AW173212 



Hs.117341 
Hs.112520 

Hs.146065 

Hs.189788 

Hs.34382 
Hs. 105362 
Hs.208919 



Hs.201201 
Hs.51B91 

Hs.148906 
Hs.104105 
Hs.271106 
Hs.248117 
Hs.1 18796 

Hs.199291 
Hs.334629 



Hs.3104 

Hs.120949 
Hs.284284 
Hs.5010 

Hs.76719 
Hs.244621 

Hs-326729 

Hs.145944 

Hs.95097 

Hs.344285 

Hs.173108 

Hs.305890 

Hs.42696 

Hs.335224 

Hs.82845 

Hs,135354 

Hs.245437 

Hs.278337 

Hs.112822 

Hs.121052 

Hs.135258 

Hs.127383 

Hs^93895 
Hs.255879 



Hs.97142 
Hs.30509 
Hs.14119 
Hs.29956 
Hs.113271 

Hs.175044 
Hs.146335 
Hs.202007 
Hs.188732 
Hs.232777 
Hs.151444 
Hs.177888 

Hs.40730 
Hs.129041 



AI076262 Hs.119813 



Hs.264590 



AI734002 
AA932872 



gb:EST376014 MAGE resequences, MAGH Homo , 2.8 

Target Exon 2.8 

gb:Homo sapiens mRNA for immunoglobulin 2.8 

ESTs 2.8 

ESTs Z8 

gb2i53d09.r1 Soares retina N254HR Homo Z8 

gb:EST60B80 Activated T-ce!ls XX Homo sa 2.8 

NMJX)2352Homo sapiens melanoma antigen, 2.8 

ESTs 2.8 

gb:RC3-8T0386-30129941 1-a09 BT0386 Homo Z8 

ESTs 2.8 

Homo sapiens, done MGC:18257, mRNA, com 2.8 

ESTs 2.7 

C14WKJ021:gi|7242973|dbpAA92547.1| (AB Z7 

Target Exon 2.7 

gb:Human gene for cytochrome P-450c11, e Z7 

ESTs Z7 

ESTs 2.7 

C3001708-Bi|4758028|reflNP_004360.1| co Z7 

ESTs 2.7 

ESTs Z7 

ESTs 2.7 

G protein-coupled receptor 7 2.7 

annexin A6 2.7 

gb:CMO-BT0365-061299-122-g09 BT0365 Homo 2.7 

numb {Drosophfla) homolog-Eke 2.7 

sarcoltpin 2.7 

gb£01111034F1 NIrLMGCJ6 Homo sapiens c Z7 

gb:DKFZp547F1 52j1 547 (synonym: hfbrl) Z7 

CX001454:gi|8393794|ref|NP_058581.1 1 myo Z7 

K1AA0042 gene product Z7 

gb:RC1-BT0720-280300-01 1-f08 BT0720 Homo Z7 

ESTs, WeaWy similar to ALU7_HUMAN ALU S Z7 

zinc finger 1111 Z7 

gb:yg21f1 U1 Soares infant brain 1 NIB H Z7 

C1O0O118*:giJ9951913lref|NP_06283Z1lpr Z7 

U6 snRNA-associated Sm-tike protein Z7 

ribosoma! protein S14 Z7 

Target Exon Z7 

hypothefica! protein MGC11082 Z7 

Homo sapiens cDNA FU10689 fis, clone NT Z7 

ESTs Z7 

EST Z7 

Homo sapiens cDMA: FU21 897 fis, clone H Z7 

BCL2-!ike1 27 

EST 2:7 

transmembrane protein with EGF-fike and 2.7 

Homo sapiens cDNA: FU21930 fis, clone H Z7 

ESTs Z7 

ESTs Z7 

Homo sapiens cDNA FU11537 fis, clone HE Z7 

DKFZP434B172 protein 2.7 

ESTs Z7 

ESTs, Weakly similar to ALU7 JWMAN ALU S Z6 

ESTs 2.6 

gb3o86h09.y5 Stratagene ovarian cancer Z6 

pregnancy-assxiated plasma protein-E Z6 

ESTs Z6 

gb:QV3-HT0460-23020T>101^08 HTO460 Homo Z6 

weel (S. pombe) homolog Z6 

ESTs Z6 

ESTs Z6 

ESTs 2.6 

KIAA0460 protein Z6 

ABO blood group (transferase A, alpha 1- Z6 

gbyd22f08.s 1 Soares fetal Ever spleen Z6 

ESTs Z6 

ESTs Z6 

ESTs Z6 

ESTs Z6 

ESTs Z6 

ESTs Z6 

histatin 3 Z6 

gb:EST34074 Embryo, 1 2 week II Homo sapi 2.6 

ESTs Z6 

ESTs Z6 

Target Exon Z6 

ESTs Z6 

Target Exon Z6 

gb:MR(WT0020-0811994)04-c03 ST0020 Homo Z6 

ESTs, Moderately similar to AUf5_HUMAN A Z6 

gb:oo57d07.s1 NCI_CGAPLu5 Homo sapiens Z6 

Target Exon 2.6 
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405003 






TflfQfit Exon 


2.6 


459584 


AI910884 


Hs.346429 


ESTs 


2.6 


441597 


AW1 35032 


Hs.203625 


ESTs 


2.6 


411280 


N50617 


Hs.80506 


cm all nitriPST rihnnifrJpnnfntptJi rv^vfv^rd 


Z6 


420509 


M83554 


Hs.1314 


tumor necrosis factor receptor supertami 


2.6 


445080 


AA830811 


Hs. 282908 


ESTs 




435260 


BE172752 




P<5Ts Weakly similar tn At 1 Ift HI tM AN AM 1 ^ 


9 R 


428717 


T78001 


Hs 133546 
no. i <j«who 


hvwithpfiral rarJpfn Fl 191190 


9 ft 


401716 


W03955 




C16000902^i|403440lgb|AAA73168.1| (M817 


2.6 


416628 




cth7afi9H(14 r1 ^ftarro fpfat fivpr crrippn 


2.6 


443864 


N37059 


Hs.36250 


PSTs Wpsklv simitar to 1^8099 hvnnfhpfi 


2.6 


440702 


AA904178 


ni, l*to£iM 


ESTs 


9fi 


456310 


AA225522 




atmc? t W)Rr1 Nd CAAP Pr1 Hnmnsaniens 


2.6 


451255 


AAQ20857 


Hs.90744 


ESTs 


2.6 


455737 


BE072246 




fA<JV4^T0 l vtfi.971?oailSQ-h19 RTflftSA Hnmn 

yu.UVT-D 1 UJtMrcl 1 j-U \C D 1 U909 nunuj 


9 ft 


445326 


A! 22007 2 


Hs.344672 


ESTs 


9 ft 


408432 


AW195262 




nh-YnR7hflft y1 WPJ fViAP PM1 1 Hnmncanrone 
gwxnof ouaui i i\w_uw\r.^ivu. i nomo sapiens 


9 ft 


445674 


BE326671 


Hs 170058 


ESTs 


9 ft 


441063 


AA913B19 


Hs IRftfW 
no. i uouijj 


ESTs 


•5 C 
Z.0 


455505 


AW970640 


no.uusu/ i 


ESTs 


0 c 
/.b 


453491 


AL040177 




rrivnKF7rvd'UPn917 r1 t!\A /cvnniwm- htoc9A 


0 R 
£.0 


455048 


AW852749 




nh-PM1 J^Tn9A7^RnirVLAflft_Wm PTfW47 Un<m 


o c 


456990 


NM_0045C4 


Hs.171545 




9 R 
Z.D 


444130 


All 25263 


no. I iuh ill 


ESTs 


Z.D 


422210 


BE269319 


Hs.171937 


oici uiu uonyui uyciiaovunc 


9 R 


424241 


AW995948 


Hs 182339 


nuj [jo oaf/lcJlo pyiuvdlc UtUiyUIUy ellldSu lurid 


9 R 


451606 


AA018791 


Hs.7945 


AIP-7ft hmriiivi nmtpi'n renlpm ' 


9 ft 


400427 


AB044934 


Hs .287388 


histamine H4 roc&nlrv 


9 5 
£.D 


410443 


BE0629QS 


Hs .28338 


KlAA1*^fi nrniPin 


At) 


455210 


AW866599 




oh , QV4-SNQ024-21 0400-1 81- b10 <>N0094 Homo 


9 ft 


429909 


AW977090 


Hs.1 84860 


CQ-203 rxolfijn 


Z5 


441191 


A1693930 


Hs.148816 


ESTs 


9 ^ 


413489 


BE1 44228 




0h'MR(^Tnifi5-14fl9i^Uin0 - HnA' WTMfift Mnmn 




448215 


N34740 


Hs.6658 


ESTs 


9 C 


419354 


M62839 


Hs.1252 




9 ft 
£.0 


447610 




Hs 


Co is 


Z5 


450724 


R55428 




oh"vf7Qh0'5 ri Qrtarp<; hipact 9MhHRd Urvmrt 


9 C 


414523 


AU076633 


Hs.76353 


corino fnr ptfctotnol rifr«(dmaco mhiKtfn 

aciuic \\m ujou^nc/ prutsiiicKtc BiniuitD 


5 C 
£.0 


414776 


AA1 55598 


Hs.212839 


hypothetical protein RJ14195; KIAA1714 


2.5 


447730 


AI421251 


Hs.114085 


Homo sapiens mRNA for WAA1755 protein, 


2.5 


434152 


AI792665 


Hs.291190 


ESTs 


2.5 


412671 


AW977734 


Hs.37931 


gb:EST389953 MAGE resequences, MAGO Homo 


Z5 


456401 


W28146 




gb:43f1 1 Human retina cONA randomly prim 


Z5 


404678 






Target Exon 


Z5 


408520 


AA225063 


Hs.161614 


ESTs 


Z5 


411332 


AWB37212 




gb:QV2-LT0038-140300-081-c01 LT0038Homo 


Z5 


448920 


AW4O80O9 


Hs.22580 


aikylglycerone phosphate synthase 


Z5 


429906 


AL080137 


Hs.193743 


ESTs 


Z5 


433712 


AFO90887 


Hs.306562 


Homo sapiens done HQ0085 


Z5 


438353 


BE539951 


Hs.306996 


Homo sapiens, clone IMAGE 3447073, mRNA, 


Z5 


446224 


AW450551 


Hs.13308 


ESTs 


Z5 



TABLE 63B 



Pkey: Unique Eos probeset identifier number 
CAT number Gene duster number 



Accession: 


Gen bank acce* 


istan numbers 


Pkey 


.CAT Number 


Accession 


408229 


1048462.1 


AW176091 H24234 


408432 


105B667J 


AW195262R27868AW811262 


409679 


114787 1 


BE250521 AA076837 BE249870AA984291 AW502442AW501551 AI221491 AA194239 D63046AA193426 AA773243AA1 93293 


410483 


1204995J 


BE163567 BE073689 BE073747 BE073780 BE073739 BE073748 BE163495 AW750178 BE163491 BE073763 BE073671 


411320 


1238624 1 


AW836646 AW836580 AW83661 0 AW836636 AW836503 AW836632 


411332 


1239102 1 


AW83721 2 AW837408 AW837265 AW837380 AW837213 AW83741 1 AW837418 


411356 


1240273 1 


H45377 H21137AWB38640 


411426 


1245515 1 


BE141714 AWB45993 AW845989 


411829 


1260309 J 


AW865749 BE179419BE179492 


411944 


1266482.1 


AW877139 AW877135 AW877018 AW991835 AW877128 AW87710B AW877017 AW877107 


413155 


1351148.1 


BE067952 BE067945 BE067942 BE067943 BE067949 BE067954 BE067944 BE067953 BE067956 BE067946 • 


413381 


1365950 1 


BE090690 BE090688 BE090681 BE090693 BE090675 


413489 


1373392.1 


BE144228BE144291 


415054 


151827 1 


At733907AA159708Al732614 


415098 


1522174J 


D59687 D59694 D59656 D59589 


415131 


1523680 1 


D61119D81508 D81734 


415386 


1535560 1 


Z43087 F07410 H15506 H54108 R95033 H98000 


415981 


1564242J 


R35694H12035R53312 


416628 


1604848.1 


W03955 H82332 H69247 H72486 


416935 


163179.1 


AA190712 AA190665 AA252564 


419386 


184356.1 


AA236867 AA237056 AA354236 AW957759 H08961 


419896 


1888662.1 


Z99362 Z99363 


420778 


196389.1 


AW970512 AA280251 AI652287 BE466438 A1650725 AA551854 AA281574 AW571481 
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421342 
421813 
422731 
423741 
423772 



423871 

426481 

428132 

431847 

434407 

435383 

436190 

438535 

441420 

442472 

445797 

447518 

447600 

448516 

449923 

450724 

451004 

452351 

453412 

453491 

453752 

453826 

454445 

454549 

455048 

455210 

455649 

455737 

455791 

455887 

456075 

456310 

456401 



201427J 
207654.1 
220507.1 
23158^1 
23188.1 



232749.1 

267878.1 

287430.1 

338402.1 

385744.1 

405350.1 

41555.1 

45946.1 

516748 1 

543371J 

650943.1 

724787 1 

728288.1 

766241.1 

81926.1 

844585.1 

85453.1 

91233.1 

966264.1 

969172.-1 

979899.1 

982669.1 

1204468J 

1223789.1 

1250599.1 

1260650J 

1348708.1 

1353892 1 

1365954.1 

1380835.1 

1476756J 

177089J 

1844649.2 



AA504749AA287498 
BE048255 AA313083 AA298419 
AL138411AL138412AA315860 
AA330362 AW962525 H87796 

AA306637 NM.007241 AF156102 BE388339 BE614QZ7 AW935016 AA315261 AW376418 AW304951 AI859820 AA367436 AW516957 BE614519 
A1453152 AI453149 AI453139 AW168378 All 39491 AI538368 AW468227 AI680027 AW090513 AA662830 F30995 A13519B5 AI424349 AW009599 
C02215A16525 
AA331906AA332484 

AW963941 AW963944 AA379825 AA379564 

AA421765 AA456076 A1290275 AA455579 

AI791314AI791434AA516511 

AW815333 AW815409 AA632563 

R61083 R13743 AA679174 AA679193 Z42903 

AK001059AA633055 

L09078 L03145 L09094 L09098 L03165 L09102 
AA932872 W28068 W28643 T96110 
AW806859 AW806B52 AF049582 
AI253414A1366014R34822 
T80061 AI382804 
AI420990AI399725AI401757 

AW898595 AW89858B AW898590 AWB98663 AW898592 AI525093 

BE258051 R45758AA004732BE255126 

R55428 A1820704 AI732283 R54983 

AA044967 H86327 AA013079 AA058776 BE242713 AA019987 

AA025647 R45716 AW753786 

AJ003290 AJ003288 AW276947 

AL040177 

AL1 20800 BE378580 
AL138129AL138179BE064231 
AW749432 AW749434 R47332 

AW806910 AWB66461 AW866396AW866373 AW866611 AW866616 
AW852749 AWB52755 AW852620 
AW866599 AW866294 AW866468 AW866467 

BE065051 BE155165 BE064764 BE155231 BE064648 BE064671 BE064636 
BE072246 BE072229 BE072225 BE072210 BE072221 BE072256 BE072211 BE072242 
BE090689 BE0906B5 BE090697 BE090680 BE090691 BE090696 BE090698 BE090686 
BE154173BE154098BE154096 
N73442 R98100BE410380 

AA225522 AA225465 AI820979 AW973985 AI791935 AA558735 
W28146W2B187 



TABLE 63C , 

Pkey: Unique number corresponding to an Eos probeset 

Reh Sequence source. The 7 digit numbers in this column are Genbanfc Identifier (Gl) numbers. "Dunham L et at" refers to the publication entrited The 

human crrromosome 22/ Dunham L et a)., Nature (1999) 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 

NLposiuon: Indicates nucleotide positions of predicted exons. — _ 



Pkey 


Ref 


Strand 


NLposiu'on 


400461 , 


9929654 


Plus 


32727-32846,32929-33051 


400499 


9795071 


Minus 


148495-148805 


400749 


7331445 


Minus 


9162-9293 


400831 


8576271 


Minus 


56502-57407 


401278 


9799936 


Plus 


98428-98573 


401411 


7799787 


Minus 


144144-144329 


401656 


9100664 


Minus 


1-382 


401716 


6715703 


Plus 


174722-174911 


401884 


8140731 


Minus 


89182-90053 


401896 


8569194 


Plus 


115129-115294 


401917 


9502466 


Plus 


25054-25229 


402422 


9796344 


Minus 


32843*33008 


402460 


9796884 


' Minus 


108901-109254,110246-110581,113613-113960 


402490 


9797648 


Plus 


149982-150929 


402706 


8894426 


Minus 


148640-148805 


402749 


9212740 


Minus 


68787-68882J6602-76768 


402797 


3421043 


Minus 


15758-15930 


402817 


6822166 


Minus 


48611-49012 


402844 


9369286 


Pius 


54958-55313 


403451 


9838240 


Plus 


77382-78300 


403612 


8469060 


Minus 


94723-94859 


403630 


8569999 


Minus 


13909-14466,15251-15760,16898-17431,41742-42440 


403649 


8705159 


Minus 


27141-27247 


404260 


9366879 


Plus 


51396-51513 


404267 


9581792 


Minus 


12209-12313,18241-18397 


404606 


9212935 


Minus 


22310-23269 


404660 


9797068 


Plus 


168215-168916 


404678 


9797204 


Plus 


115196-115448 


404979 


4160139 


Minus 


87762-88217 


404984 


6939862 


Plus 


87221-87505 


405001 


6015406 


Minus 


104646-104819 


405150 


9929758 


Plus 


126475-126773 



727 



WO 03/042661 



PCT7US02/36810 



405152 


9965551 


Minus 


137662-137969 


405258 


7329310 


Plus 


129930-130076 


405422 


7243869 


Minus 


101938-102079,102261-102443,102896-103202 


405564 


2114222 


Minus 


16766-17344 


405578 


4079670 


Plus 


151821-152027 


405735 


9931101 


Minus 


29854-29976 


405770 


2735037 


Plus 


61057-62075 


406003 


8247800 


Plus 


4207*42516 


406085 


9123888 


Plus 


18665-18843 


406177 


7279760 


Minus 


18930-19148 


406337 


9213455 


Plus 


90117-90337 


40S398 


9256276 


Minus 


118691-118959 


406600 


8248616 


Minus 


36296-36610 



Table 64A lists about 703 genes up-fegulated in BPH compared to normal adull tissues. These were selected from 59680 probesets on the Affymetrix/Eos Hu03 GeneChip array 
such that the ratio of 'average* BPH to 'average* normal adult tissues was greater than or equal to 3.0. The "average* BPH level was set to the 75* percentile amongst BPH tissues. 
The 'average* normal adult tissue level was set to the 85 th percentile amongst non-malignant tissues. In order to remove gene-specific background levels of non-specific hybridization, 
Die 1 0* percentile value amongst the non-malignant tissues was subtracted from both the numerator and the denominator before the ratio was evaluated. 

TABLE 64A: ABOUT 703 GENES UP-REGULATED IN BENIGN PROSTATIC HYPERPLASIA COMPARED TO NORMAL ADULT TISSUES 

Pkey: Unique Eos probeset Identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnrgeneJD: Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of BPH tissue to normal adull body tissue 



Pkey 


ExAccn 


unigene ID 


Unigene Title 


R1 


Aon\ CA 




Hs.yMzu 


JM27 protein 


49.6 




A ACJPMfl 

AAo«21U 


a 1 4 one 


kaffikrem 3, (prostate specific antigen 


47.2 




AlBOIBQC 

Alozioyo 


Up A aiAQl 


ESTs 


43.6 


AViAAi 




HS.1 bo4o4 


COT* 


42.7 


*UIO10 




Ue 1 QCQOQ 

ns.i yoojy 


to 1 s, weawy similar to tiouzz nypotneti 


30.2 


4Uf£UZ 


Nivol (I 


HS. lUbJ/U 


colS 


26.1 


432101 


Alt) io9oU 


Hs. 123642 


EphA3 


25.8 


400299 


X07730 


HS.1 71995 


kafiikrein 3, (prostate specific antigen 


25.5 


HcOUfO 


>vOUD0<t4 


nS. 1 ooz 


add phosphatase, prostate 


24.6 




An noooQ 
Ar iLraZiKJ 


MS.i loibo 


prostate cancer associated protein 1 


24.4 


410929 


H47233 


HS.0UW0 


ESTs 


21.1 






Ms.lolooO 


kalfikrein 2, prostatic 


20.3 


446057 


nX'icSjc.i.l 


He I^Q/TCR 


CQTe elmlfer fn AAGftifi V KnVail 

to 1 s, weaKiy similar 10 awu iu A-unKea 


19.8 


423073 


BE252922 


Hs 123119 


vnnu \u turners dyaiiibt aecapciiiapicgic, ur 


1R R 
lo.D 


415989 


AI267700 




ESTs 


17.8 


428336 


AA503115 


Hs.183752 


microseminoprotein, beta- 


17.3 


450693 


AW450461 


Hs.203965 


ESTs 


16.7 


400298 


AA032279 


Hs.61635 


six transmembrane epithefial antigen of 


16.7 


407168 


R45175 


Hs.117183 


ESTs 


15.5 


408369 


R38438 


Hs.182575 


solute earner family 15 (H77? transport 


15.5 


454119 


BE549773 


Hs.40510 


uncoupling protein 4 


14.5 


428819 


AL135623 


Hs.193914 


K1AA0575 gene product 


14.5 


400302 


N48056 


Hs.1915 


folate hydrolase (prostate-specific memb 


14.4 


400297 


AI127076 


Hs.306201 


hypothetical protein DKFZp56401278 


14.3 


418432 


M14156 


Hs.85112 


rnsulin-Cke growth factor 1 (somatomedi 


14.2 


432674 


AA641092 


Hs.257339 


ESTs, Weakly similar to 138022 hypotheti 


14.2 


433444 


AW975324 


Hs.129816 


ESTs 


13.8 


432240 


AI694767 


Hs.129179 


Homo sapiens cDNA FU 13581 fe, clone PL 


13.5 


428342 


AI739168 




Homo sapiens cDNA FU13458 fis, clone PL 


12.9 


401424 






NM_001 172:Homo sapiens arginase, type II 


12.7 


432435 


BE218886 


Hs.282070 


ESTs 


115 


448999 


AF179274 


Hs.22791 


transmembrane protein with EGF-tike and 


1Z3 


446100 


AW967109 


Hs.13804 


hypothetical protein dJ462023.2 


12.0 


425154 


NWL001B51 


Hs.154850 


collagen, type IX, alpha 1 


11.9 


407275 


AI364186 




gb:qw34h07j(1 NCI_CGAP_Ut4 Homo sapiens 


11.B 


452340 


NM_002202 


Hs.505 


ISL1 transcription factor, LIMmomeodoma 


11.7 


432473 


A1202703 


Hs.1 52414 


ESTs 


11.3 


410330 


AW023630 


Hs.159425 


ESTs 


11.2 


431579 


AW971082 


Hs.222886 


ESTs, Weakly similar to TRHY_HUMAN TR1CH 


11.2 


452792 


AB037765 


Hs.30652 


WAA1344 protein 


11.2 


418848 


AI820961 


Hs.193465 


ESTs 


10.9 


400292 


AA250737 


Hs.72472 


BMP-R1B 


10.9 


433647 


AA603367 


Hs.222294 


ESTs 


10.8 


453160 


AI263307 


Hs.239884 


H2B histone family, member L 


10.8 


409262 


AK000631 


Hs.52256 


hypothetical protein FU 20524 


10.6 


431474 


AL133990 


Hs.190642 


CEGP1 protein 


10.3 


429220 


AW207206 




ESTs 


10.3 


428134 


AA421773 


Hs. 161 008 


ESTs 


10.2 


408622 


AA056050 


Hs.202577 


Homo sapiens cDNA FU12166 fis, done MA 


10.1 


456497 


AW967955 


Hs.123648 


ESTs, Weakly similar to AF108460 1 ubinu 


9.8 


434792 


AA649253 


Hs.132458 


ESTs 


9.7 


433466 


AA508353 


Hs.105314 


relaxin 1 (H1) 


9.5 


439176 


AI446444 


Hs. 190394 


ESTs, WeaWy similar to B28096 line-1 or 


9.5 


428398 


AI249368 


Hs.98558 


ESTs 


9.4 
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429290 AF203032 Hs.198760 neurofilament heavy polypeptide (200kD) 9.3 

407709 AA456135 Hs.23023 ESTs 9.3 

415293 R49462 Hs.106541 ESTs 9.1 

429918 AW87398B Hs.1 19383 ESTs 9.1 

5 440260 A1972867 Hs.7130 ooptnelV 9.1 

453096 AW294631 Hs.11325 ESTs 9.1 

410467 AF102546 Hs.63931 dachshund (Drosophila) homobg 8.9 

456516 BE172704 Hs.222746 KIAA1610 protein 8.8 

430722 AW968543 Hs.203270 ESTs, Weakly similar to ALU 1 HUMAN ALU S 8.8 

10 45B072 AI890347 Hs.271923 Homo sapiens cONA: FU22785 fis, done K 8.8 

453006 A1352575 Hs.303171 ESTs 8.7 

418339 AA639902 Hs.104215 ESTs, Moderately similar to SPCN.HUMAN S 8.7 

420424 AB033036 Hs.97594 K1AA1 210 protein 8.7 

_ 450642 R39773 Hs.7130 copine IV 8.7 

15 434036 AI659131 Hs.1 97733 hypothetical protein MGC2849 8.7 

428927 AA441837 Hs.90250 ESTs 8.6 

418829 AA516531 Hs.55999 NK homeobox (Drosophila), family 3, A 8.5 

420345 AW295230 Hs.25231 ESTs 8.5 

_ 446336 AW815036 Hs.151251 ESTs 8.4 

20 419743 AW408762 Hs.5957 Homo sapiens done 24416 mRNA sequence 8.4 

428728 NMJH6625 Hs.191381 . hypothefical protein 8.3 

417169 R13550 Hs.246773 ESTs 8.2 

453387 AI990741 Hs.252B09 ESTs 8.2 

434666 AF151103 Hs.1 12259 T cell receptor gamma locus 8.1 

25 417958 AA767382 Hs.193417 ESTs 8.0 

433433 AI692623 Hs.121513 Homo sapiens done Z3-1 placenta expres 7.9 

444609 AW571659 Hs.278081 ESTs 7.8 

424099 AF071202 Hs.139336 ATP-binding cassette, sub-family C (CFTR 7.8 

„ 433923 AI823453 Hs.146625 ESTs 7.7 

30 437587 A1591222 Hs.72325 Human DNA sequence from done RP1-187J1 1 7.7 

441690 R81733 Hs.33106 ESTs 7.6 

453370 AI470523 Hs.139336 ATP-binding cassette, sub-family C (CFTR 7.6 

441247 AW118681 Hs.128051 Homo sapiens thymfc stromal r/mphopotefi 7.5 

439444 A1277652 Hs.54578 ESTs, Weakly similar to I38022 hypotheti 7.5 

35 431448 AL137517 Hs.306201 hypothetical protein DKFZp56401278 7.4 

413597 AW302885 Hs.117183 ESTs 7.4 

404592 NR_022739*:Homo sapiens E3 ubiquifin lig 7.3 

409557 BE182896 Hsl211193 ESTs 7.3 

420352 BE258835 gb^01 1 17374F1 N1R.MGCJ6 Homo sapiens c 7.3 

40 43B231 AW594539 Hs.155689 ESTs 7.3 

440529. AW207640 Hs.16478 Homo sapiens cDNA: RJ21718 fis, done C 7.1 

44930D AI656959 Hs.346514 ESTs 7.1 

417332 AW972717 Hs.288462 hypothetical protein FU21 511 7.1 

453930 AA419466 Hs.36727 hypothetical protein FU 10903 7.1 

45 449249 T52285 Hs.193115 Homo sapiens mRNA for KIAA1764 protein, 7.0 

430187 AI799909 Hs.158989 ESTs 7.0 
434217 AW014795 Hs.23349 ESTs 7.0 
431217 ML013427 Hs.250830 Rho GTPase acBvaiing protein 6 6.9 

430188 AL049242 Hs.234794 Homo sapiens mRNA; cDNA DKFZp564B083 (fr 6.9 
50 415785 AW419196 Hs.257924 hypothetical protein FU 13782 6.9 

421059 AI654133 Hs.30212 thyroid receptor interacOng protein 15 6.8 

426384 AI472078 Hs.303662 ESTs 6.8 

458509 AA654650 Hs.282906 ESTs 6.8 

__, 449821 AI671141 Hs.211122 ESTs 6.8 

55 407118 AA156790 Hs.262036 ESTs, Weakly simiar to Z223.HUMAN ZINC 6.8 

443250 AI041530 Hs.132107 ESTs . 6.7 

428330 L22524 Hs.2256 matrix metalloproteinase 7 (matrilysh, 6.7 

408197 AA282262 Hs.107410 ESTs, Weakly similar to A460 10 X-finked 6.6 

r _ 454457 AW753456 gbK3V2-CT0261-261099-O1 1-d1 1 CT0261 Homo 6.6 

60 421154 AA284333 Hs.287631 Homo sapiens cONA FU 14269 fis, done PL 6.5 

429433 M452899 Hs.213585 ESTs, Weakly similar to KJAA1 353 protein 6.5 

431467 N71831 Hs.256398 Homo sapiens mRNA; cONA DKFZp434E0528 (f 6.5 

424433 H04607 Hs.9218 ESTs 6.5 

450164 AI239923 Hs.63931 ESTs 6.5 

65 423566 AW976434 Hs.3623 hypoW(^DroteinFU11220 6.5 

450497 H64159 Hs.15328 ESTs 6.5 

425312 AA354940 Hs.145958 ESTs 64 

426140 AF13179B Hs.343768 Homo sapiens done 251 19 mRNA sequence 6.4 

„ 440911 AA909536 Hs.143562 ESTs 6.4 

70 412350 AI659306 Hs.73826 protein tyrosine phosphatase, non-recept 6.3 

432600 A1821085 gbms95a1Zy5 NCI_CGAP_Pr3 Homo sapiens 6.3 

435375 A1733610 Hs.1 87832 ESTs 6.3 

416370 N90470 Hs.203697 ESTs, WeaWy similar to I3B022 hypothefi 6.3 

__, 431359 AW993522 Hs.292934 ESTs 6.2 

75 424736 AF230877 Hs.152701 rracrotubule^ntaracting protein that ass 6.1 

403667 Target Exon 6.1 

424846 AU077324 Hs.1832 neuropeptide Y 6.1 

439569 AW602166 Hs222399 CEGP1 protein 6.1 

436396 A1683487 Hs.152213 vrirgtess-typeM^integraBonsitefarrd 6.1 

oO 448004 AW451477 Hs.257456 ESTs 6.1 

431770 BE221880 Hs.268555 5-J exoribonudease 2 6.0 

453861 AI026838 Hs.30120 ESTs, Weakly similar to NUCL.HUMAN NUCLE 6.0 

415621 AI648602 Hs.55468 ESTs 6.0 
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435B73 N23874 Hs.50477 RAB27A, member RAS oncogene family 6.0 

442481 N99828 gbza32c04j1 Scares fete! Over spteen 6.0 

432527 AW975028 Hs.102754 ESTs 5.9 

447156 AW274731 Hs.157920 ESTs 5.9 

5 404003 Target Exon 5.9 

424853 BE549737 Hs.1 32967 Human EST done 1 22887 manner transpose 5.9 

427726 AI359144 Hs. 14 3688 Homo sapiens cDNA: FU 23031 fc. done L 5.9 

433043 W57554 Hs.125019 lymphoid nuclear protein (LAM) mRNA 5.9 

lrt 438138 R98299 Hs.177502 ESTs 5.9 

10 440129 AA865818 Hs.174936 ESTs, Weakly similar to S7 1886 Ste20-!fr . 5.8 

434973 AW449285 Hs.313536 EST 5.8 

408527 AL135018 Hs.33074 Homo sapiens, done IMAGE36C6519, mRNA, 5.8 

459241 AA032276 Hs.99010 ESTs, Moderately similar to T1 4342 NSD1 5.8 

434485 A1523511 Hs.118567 ESTs 5.8 

15 42S716 R25685 Hs.211933 cofiagen, type XDl, alpha 1 5.7 

443950 AJ093577 Hs.255416 hypothetical protein FU219S5 5.7 

453200 AA033832 Hs.212433 ESTs 5.7 

- 428002 AA418703 gbzv98c03ii1 Soares.NhHMPu.S1 Homosapi 5.7 

„ 4329S6 AA650114 Hs.325198 ESTs * 5.7 

20 448148 NM_016578 Hs.20509 HBV pX associated protein-8 5.7 

420948 AB016898 Hs.100469 rrr/eloiaVryrnphoidorr^ 5J 

■ 425810 A1923627 Hs.31903 ESTs 5.6 

414312 AA155694 Hs.191060 ESTs 5.6 

404571 NM_015902*:Homo sapiens progestin induce 5.6 

25 424850 AA151057 Hs.153498 chromosome 18 open reading frame 1 5.6 

439092 AA830149 gbac44fD8.s1 NQ_CGAP_GCB1 Homo sapiens 5.6 

427078 AI676062 Hs.111902 ESTs 5.6 

422805 AA436989 Hs.121017 H2A histone family, member A 5.6 

417511 AL049176 Hs.82223 ctadin-tte 5.6 

30 449625 NM_014253 odz (odd Oz/terwn, Drosophila) homolog 1 5.6 

433927 AI557019 Hs.1 16467 small nuclear protein PRAC 5.5 

441676 BE564206 Hs.49889 ESTs 5.5 

421513 X00949 Hs.105314 relaxin1(H1) 5.5 

„ 432682 AJ376400 Hs.1 59588 ESTs 5.5 

35 435021 AA922192 Hs.54709 ESTs 5.5 

454171 AW854832 gb^V2-CT0261-201099-011-t05CT0261 Homo 5.5 

426581 AB040956 Hs.135890 WAA1523 protein 5.5 

439079 AF085937 Hs.38348 ESTs 5.5 

. n 443535 A1080230 Hs.134214 ESTs 5.5 

40 400080 Eos Control 5.5 

410196 AI936442 Hs.59838 hypothetical protein FU 10808 5.5 

436578 A1091435 Hs.134859 ESTs 5.5 

424051 AL110203 Hs.138411 Homo sapiens mRNA; cDNADKFZp586J1 922 (f 5.4 

450325 AI935962 Hs.26289 ESTs 5.4 

45 421863 A1952677 Hs.108972 Homo sapiens mRNA; cDNA DKFZp434P228 (fr 5.4 

432161 AK000400 Hs^41181 ESTs, Weakly similar to envelope [H.sapi 5.4 

435072 AW592176 Hs.116932 ESTs 5.4 

428647 AA830050 Hs.124344 ESTs 5.4 

441111 A1806867 Hs.126594 ESTs 5.4 

50 433087 A1720686 Hs.1 52520 ESTs 5.3 

450244 AA007534 Hs.125062 ESTs 5.3 

400294 N957S6 Hs.278695 Homo sapiens prostein mRNA, complete cds 5.3 

415539 AJ733881 Hs.72472 BMP-R1B 5.3 

_._ 437267 AW511443 Hs.258110 ESTs 5.3 

55 441916 AA993571 Hs.129075 ESTs 5.3 

452784 BE463857 Hs.151258 hypothetical protein FU 21 062 5.3 

446715 A1337735 Hs.173919 ESTs, Moderately similar to ZN91_HUMAN Z 5.3 

452531 AA429462 Hs.293946 ESTs, Weakly similar to 138022 hypothefl 5.3 

_^ 426503 AA380153 gb£ST93093 Skin tumor I Homo sapiens cD 5.3 

60 423101 M83941 Hs.123642 EphA3 5.3 

445704 A1493742 Hs.167700 ESTs, Moderately similar to 138022 hypot 5.3 

450813 AI739625 Hs^03376 ESTs . 5.3 

409079 W67707 Hs.82065 interieukin 6 signal transducer {gp1 30. 5.2 

415890 H08225 Hs.268712 ESTs 5.2 

65 454968 AW849046 gb:lU^T0214-15()300^854406CT0214Horno 5.2 

441054 AA913591 Hs.126480 ESTs 5.2 

408385 AF055634 Hs.44553 unc5 (Celegans homolog) c 5.2 

437752 AA767376 Hs.291631 ESTs, Moderately simflar to S65657 alpha 5.2 

448072 AI459305 Hs.24908 ESTs 5^ 

70 419536 AA603305 gb:np12d1U1 Na_CGAP.Pr3 Homo sapiens 5.2 

421040 AA715026 Hs.135280 ESTs . 5.2 

446495 D60923 Hs.153460 ESTs 5.2 

415263 AA948033 Hs.130853 ESTs 5.2 

42674B AL048409 Hs.97177 ESTs, Weakly similar to ALULHUMAN ALU S 5.2 

/5 436338 W92147 Hs.118394 ESTs 5.2 

445238 AA883971 Hs.187506 ESTs 5.1 

450382 AA397658 Hs.60257 Homo sapiens cONA FU13598 fis, done PL 5.1 

457211 AW972565 Hs.32399 ESTs, Weakly simflar to S51797vasodilat 5.1 
450582 A1339732 Onch RNA sequence binding factor 1 5.1 

OU 438447 A1082883 Hs.30732 hypothefical protein FU13409: K1AA1711 5.1 

430598 AK001764 Hs.247112 hypothetical protein FU 10902 5.0 
440995 T57773 Hs.10263 ESTs 5.0 
412775 AA709046 Hs.27552 Homo sapiens mRNA; cDNA DKFZp586N2424 (f 5.0 
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425259 AL049280 Hs.155397 Homo sapiens mRNA; cDNA DKFZp564K1 43 (fr 5.0 

418334 AA319233 Hs.5S21 ESTs 5.0 

435401 R44477 Hs.10056 hypolhetica! prolein FU 14621 5.0 

_ 418564 AA631143 Hs.278695 Hon» sapiens prostan mRNA, complete cds 5.0 

5 407198 H91679 gb:yv04a07.s1 Soares fetal liver spteen 5.0 

403696 C4001 100*:gq5e52342|gb|AAD5401 5.1 1 (AFO 5.0 

452891 N75582 Hs.212875 ESTs, Weakly similar to DYH9_HUMAN QUA 5.0 

457374 AA493662 gb:nh05d12s1 NCLCGAPJThyl Homo sapiens 5.0 

430261 AA305127 Hs.237225 hypothetical protein HT023 5.0 

10 408829 NM 006042 Hs.48384 heparan sulfate (glucosamine) 3-O-sirifot 5.0 

448041 AW292769 Hs.206228 ESTs 5.0 

451244 AW008798 Hs.343877 hypolhefcal protein FU20039 5.0 

443180 R15875 HsJ5B576 daudin 12 4.9 

414422 AA147224 Hs.249195 HomeoboxA13 4.9 

15 418866 T65754 gb:yc1 1cQ7.s1 Stratagene lung (937210) H 4.9 

420851 AA281062 Hs.29493 hypoOiefcal protein FU201 42 4.9 

428715 AW293716 Hs.53126 ESTs 4.9 

435937 AA830893 Hs.119769 ESTs 4.B 

435136 R27299 Hs.10172 ESTs 4.8 

20 438132 AA907076 Hs.122060 ESTs 4.8 

447058 A1939456 Hs.160870 ESTs 4.8 

419187 AA234852 Hs.44693 ESTs 4.8 

433523 H29B82 ESTs 4.8 

420871 AA702972 Hs.65300 ESTs 4.8 

25 450317 A1692689 gbwd86g05j(1 NCLCGAPJju24 Homo sapiens 4.8 

453843 D25215 Hs.35804 heel domain and RID 3 4.8 

430172 AA468591 Hs.161889 ESTs 4.8 

431557 AJ345227 Hs.105448 ESTs, Weakly simBar to B34087 hypotheS 4.7 

452843 A1796769 Hs.208320 ESTs 4.7 

30 458229 A1929602 Hs.177 phosphalidyfinositol giycan, class H 47 

420954 AA282074 Hs.237323 N-acer/lglucosamine-otiosphate mutase 4.7 

452031 AA741314 Hs.865 RAP1A, member of RAS oncogene family 4.7 

440354 AA889386 Hs.125468 ESTs 4.7 

427212 AW293849 Hs.58279 ESTs, Weakfy simitar to ALU7_HUMAN ALU S 4.7 

35 443361 A179262B Hs.133273 ESTs 4.6 

409731 AA125985 Hs.56145 thymosin, beta, identified in neuroblast 4.6 

420026 AI831190 Hs.166676 ESTs 4.6 

450330 AW500775 Hs.24817 hypolhefkal protein FU20136 4.6 

415788 AW628686 Hs.78851 K1AA0217 protein ' 4.6 

40 417173 U61397 Hs.81424 ubiqurtin-Jike 1 (sentrin) 4.6 

420931 AF044197 Hs.100431 small inducible cytokine B subfamily (Cy 4.6 

434408 AI031771 Hs.132586 ESTs 4.6 

454024 AA993527 HsJ293907 hypothetical protein FU23403 4.6 

447805 AW627932 Hs.302421 gemin4 4.6 

45 438875 AA827640 Hs. 189059 ESTs 4.6 

419511 AA429750 Hs.75113 general transcripfion factor 1IIA 4.6 

445242 BE156478 Hjl21108 ESTs, Weakly similar to ALU1 _HUMAN ALU S 4.6 

428218 AA424266 Hs.123642 EphAS 4.6 

452277 AL049013 Hs.28783 K1AA1223 protein 4.6 

50 418836 A1655499 Hs.161712 ESTs 4.5 

417601 NMJJ14735 Hs.82292 K1AA0215 gene product 4.5 

430697 M484207 Hs.211867 ESTs 4.5 

430701 Af760833 HsJ293971 ESTs 4.5 

437252 A1433833 Hs.164159 ESTs, Weakly similar to ALU ^HUMAN ALU S 4.5 

55 407204 R41933 Hs.140237 ESTs, Weakly similar to ALU1_HUMAN ALU S 4.5 

420133 M426117 Hs.155543 ESTs 4.5 

431740 N75450 Hs.183412 ESTs, Moderatefy similar to AF1 1 6721 67 4.5 

439752 T78968 Hs.14411 ESTs 4.5 

447816 NM 007233 Hs.274329 TP53 target gene 1 4.5 

60 431060 AFO39307 HsJ249171 homeoboxAU 4.5 

445372 N36417 Hs.144928 ESTs 4.5 

452055 A1377431 Hs.141693 hypothetical protein MGC10858 4.5 

416602 NMJ506159 Hs.79389 rd (chfckenyfce 2 4.4 

418019 R68911 Hs.176275 ESTs 4.4 

65 423352 AA324808 Hs.193576 ESTs 4.4 

438042 AW296971 Hs.180610 ESTs 4.4 

452978 AA029994 Hs.61523 ESTs 4.4 

412643 AW971239 Hs.136433 ESTs 4.4 

417412 X16896 Hs.82112 interieuldn 1 receptor, type t 4.4 

70 445210 H09323 Hs.27133 ESTs 4.4 

416706 AA314676 Hs.288945 hypothetical protein FU 13448 4.4 

420608 BE548277 Hs.103104 ESTs 4.4 

428249 AA130914 Hs.183291 zinc linger protein 268 4.4 

442242 AV647908 Hs.90424 Homo sapiens cDNA: FU23285 fis, done H 4.4 

75 444030 AW021254 Hs.135055 ESTs 4.4 

435655 AW105663 Hs.6947 HSPC069 protein 4.4 
400533 ENSP00000209376 # :PRED65 protein (Fragmen 4.4 

435285 AW272603 Hs.266134 ESTs 4.4 

_ _ 450216 AA873345 Hs.60226 Homo sapiens, clone IMAGE:3621 638, mRNA, 4.3 

80 432960 AW150945 Hs.144758 ESTs 4.3 

459527 AW977556 Hs.291735 ESTs, Weakly similar to 178885 serine/th 4.3 

426413 AA377823 gb:EST90805 Synovial sarcoma Homo sapien 4.3 

430535 AW968485 gb:EST380551 MAGE resequences, MAGJ Homo 4.3 
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Pkey. Unique number corresponding to an Eos probeset 
Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (GO numbers. "Dunham I. et al. refers lo the publication 

human chromosome 22." Dunham t. et at., Nature (1999) 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 

reposition: indicates nucleotide positions of predicted exons. 



entitled The DNA sequence of 



Pkey 



Ref 



Strand 



NLposifion 
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400533 


6981826 


Minus 


277132-277595 


400746 


7329328 


Minus 


147703-147896 


401132 


8705350 


Minus 


85679-85795 


401403 


7710966 


Plus 


146180-146294 


401416 


7452889 


Minus 


121456-121626 


401424 


8176894 


Plus 


24223-24428 


403242 


7637817 


Minus 


11297-12511 


403461 


9955004 


Plus 


93496-93533 


403510 


7652047 


Plus 


61866-62027 


403667 


68504B3 


Minus 


1344-1442.1545-1697 - 


403695 


3135242 


Minus 


143467-143634 


404003 


8655948 


Plus 


198349-199096 


404561 


9795980 


Minus 


69039-70100 


404571 


7249169 


Minus 


112450-112648 


404592 


9943965 


Minus 


39067-39225 


40484fl 


8248647 


Minus 


23955-24034,25143-25264 


405254 


7329374 


Plus 


28556-28684 


405348 


2914717 


Minus - 


-4331043462 " 


405510 


7630909 


Minus 


101028-101174 


405548 


1532158 


Plus 


11552-11686 



Table 65A Ests about 347 genes up-regulated in BPH compared to prostate cancer tissues. These were selected from 59680 probesets on the Aflymetrix/Eos Hu03 GeneChip array 
such that the ratio of "average" BPH to 'average" prostate cancer tissues was greater than or equal to 3.0. The •average' BPH level was set to the 75* percentile amongst BPH 
tissues. The "average" prostate cancer tissue level was sel to the 85* percentile amongst malignant prostate tissues. In order to remove gene-specific background levels of non- 
specific hybridization, the 10* percentile value amongst non-matignant body tissues was subtracted from both the numerator and the denominator before the ratio was evaluated. 

TABLE 65* ABOUT 347 GENES UP-REGULATED IN BENIGN PROSTATIC HYPERPLASIA COMPARED TO PROSTATE CANCER TISSUES 



Pkey: Unique Eos probeset identifier number 

ExAcca' Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Tills Unigene gene title 

R1: Ratio of BPH tissue to prostate tumor tissue 



Pkey 


ExAccn 


Unigene ID 


Unigene TiHe 


R1 


426134 


AA421773 


Hs.161008 


ESTs 


9.4 


446336 


AW815036 


Hs.151251 


ESTs 


9.3 


456373 


BE247706 


Hs.89751 


rnembrane-spanning 4-domans, subfamily A 


8.9 


458072 


A1890347 


Hs.271923 


Homo sapiens cDNA: RJ22785 fis, done K 


8.8 


400533 






ENSP00000209376":PRED65 protein (Fragmen 


a7 


418310 


AA814100 


Hs.86693 


ESTs 


6.7 


404592 






NM_022739*:Homo sapiens E3 uNqullin lig 


8.1 


454457 


AW753456 




gb:QV2-CT0261-261099411-d11 CT0261 Homo 


7.7 


400080 






Eos Control 


7.4 


459646 


AW883968 


Hs.321190 


gb^v^T0063-290300-13Sc04 OT0053 Homo 


7.4 


420352 


BE258835 




Qb^01117374F1 NIH_MGC_16 Homo sapiens c 


7.3 


438231 


AW594539 


Hs.155689 


ESTs 


7.3 


418387 


R18085 




gb7g16b12/1 Soares Infant brain 1NIB H 


7.2 


442481 


N99828 




gbza32c04.r1 Scares fetal fiver spleen 


7.1 


449249 


T52285 


Hs.193115 


Homo sapiens mRNA for WAA1764 protein, 


7.0 


457653 


AI820719 


Hs.154662 


DnaJ (Hsp40) homobg, subfamily A, membe 


6.9 


404967 






Target Exon 


6.9 


430535 


AW958485 




gb:EST380561 MAGE resequences, MAGJ Homo 


6.9 


454B60 


AW835767 




gb:QV4-LT0016-240200-1ir>bO8 LT0016 Homo 


6.9 


423789 


AK002084 


Hs.132851 


hypothetical protein FL) 11222 


6.8 


412988 


BE046680 




gb:hn42h03.x1 NCLCGAP_RDF2 Homo sapiens 


6.8 


400440 


X83957 


Hs.83870 


nebuOn 


6.6 


454171 


AW854832 




gb:QV2-CT0261.20109W)11-f05CT0261 Homo 


6.6 


400086 






Eos Control 


6.4 


440911 


AA909536 


Hs.143562 


ESTs 


6.4 


425312 


AA354940 


Hs.145958 


ESTs 


6.4 


426140 


AF131798 


Hs.343768 


Homo sapiens clone 251 19 mRNA sequence 


6.4 


419015 


T79252 


Hs.14463 


ESTs 


6.3 


453789 


AA628517 


Hs.118502 


ESTs 


6.2 


424940 


AA985308 


H5L283902 


ESTs 


6.1 


403667 






Target Exon 


6.1 


429014 


A1BO0518 


Hs.118158 


ESTs 


6.0 


417758 


U27699 


Hs.82535 


solute carrier family 6 (neurotransmitte 


6.0 


419999 


AI760942 


Hs.191754 


ESTs, 


6.0 


405348 






C7001 664:gi] 1 269806 1 [dbQ BAB 21 849. 1 1 (AB 


6.0 


404003 






Target Exon 


&9 


453200 


AA033832 


Hs.212433 


ESTs 


5.7 


428002 


AA418703 




gbzv98c03.s1 Soares^NhHMPu_S1 Homosapi 


5.7 


432319 


AW510770 


Hs.128386 


ESTs 


5.7 


445444 


AA380676 


Hs.270 


pleckstrin homology, Sec7 and coiled/coi 


5.6 


443361 


AT792628 


Hs.133273 


ESTs 


5.6 


411518 


AWB50246 




gML*CT0219-291099421-E07 CT0219 Homo 


5.6 


439079 


AF085937 


Hs.38348 


ESTs 


5.5 


422081 


AW136820 


Hs.196011 


ESTs 


5.5 


408197 


AA282262 


Hs.107410 


ESTs, Weakly similar to A46010 X-linked 


5.5 


423529 


T87318 


Hs.120411 


ESTs 


5.5 
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436578 AI091435 Hs.134859 ESTs 5.5 

450920 AA011626 Hs.133324 ESTs 5.5 

435072 AW592176 Hs.116932 ESTs 5.4 

_ 414403 AW969551 Hs.76064 ribosomal protein 127a 5.4 

5 443744 A1084326 Hs.271548 ESTs, Weakly similar lo 178885 serinerth 5.4 

433087 AI720686 Hs.152520 ESTs 5.3 

441916 AA993571 Hs.129075 ESTs 5.3 

414818 BE541217 Hs.23606 ESTs 5.3 

452531 AA429462 Hs.293946 ESTs, Weakly similar lo 138022 hypotheti 5.3 

10 454988 AW849046 gb:ILaCT02l4-150300^85-H06a0214Homo 5.2 

415890 H08225 Hs.258712 ESTs 5.2 

408385 AF055634 Hs.44553 unc5 (Celegans homofog) c 5.2 

437752 AA767376 Hsl291631 ESTs, Moderately sinmlar to S65657 alpha 5.2 

446495 060923 Hs.153460 ESTs 5.2 

15 435375 AI733610 Hs.187832 ESTs 5.2 

426748 ALO48409' Hs.97177 ESTs. WeaWy similar to ALU1.HUMAN ALU S 5.2 

424994 AW954525 gb:EST366595 MAGE resequences. MAGC Homo 5.2 

405321 Target Exon 5.1 

416706 AA314676 Hs.288945 hypolhelicaJ protein FU13448 5.1 

20 438206 AA780385 Hs.187885 ESTs 5.1 

445238 AA883971 Hs.187506 ESTs 5.1 

455747 BE074910 gb:RCS5T0580-1703(KW)21-F12BT0580Homo 5.1 

420533 A1B09510 Hs.118971 ESTs 5.1 

457374 AA493662 gbmhC5d1 2*1 NQ_CGAP_Thy1 Homo sapiens 5.0 

25 440354 AA889386 Hs.125468 ESTs 5.0 

440388 AI693520 Hs.223000 ESTs 4.9 

421188 AA284558 Hs.261493 ESTs 4.9 

403481 Target Exon 4.8 

438132 AA907076 Hs.122060 ESTs 4.8 

30 403333 NM..00251 8*:Homo sapiens neuronal PAS dom 4.8 

450317 AI692689 gbwd86g05j(1 NCLCGAPJju24 Homo sapiens 4.8 

433597 AA708205 Hs.10O343 ESTs 4.8 

430172 AA46B591 Hs.161889 ESTs 4.8 

452B43 AI796769 Hs.208320 ESTs 4.7 

35 452031 AA741314 Hs.865 RAP1A, member of RAS oncogene family 4.7 

427302 AA400540 Hs.135282 Homo sapiens cDNA FU11554 Ms, clone HE 4.7 

442123 AI697790 Hs.159961 EST 4.7 

438727 AW978756 Hs.205679 ESTs 4.7 

420931 AF044197 Hs.100431 small inducible cytokine B subfamily (Cy 4.6 

40 442160 A1337127 Hs.156325 ESTs 4.5 

442295 A1827248 Hs.224398 Homo sapiens cDNA FU1 1469 fis, clone HE 4.6 

434589 AF147363 gb:Homo sapiens full length Insert cONA 4.6 

404995 ENSP00000251890':Moru)cy«cleukemiazinc 4.6 

422906 U80773 Hs.121580 Human EST clone 42944 mariner transposon 4.5 

45 405549 C7001976*:gi|4758712irefiNP,004659.1|al 4.5 

430697 AA484207 Hs.211867 ESTs 4.5 

443998 AI620661 Hs.296276 ESTs 4.5 

455801 BE140543 gb:RC0-HT00 15-3 1059941 6 HT001 5 Homo sap 4.5 

444800 AW119071 Hs.153287 ESTs 4.5 

50 403371 Target Exon 4.5 

438431 AW207860 Hs.293116 ESTs 4.5 

421926 AA300591 gb:EST1 3437 Testis tumor Homo sapiens cD 4.5 

439752 T78968 Hs.14411 ESTs 4.5 

414441 AA234759 Hs.132950 ESTs 4.5 

55 454665 AW812866 gb:RC^01B6-30010(W)17-b03ST0186Horno 4.5 

454585 BE069128 gb:OV3-BT0379-31 01 00-07 1-g06 BT0379 Homo 4.4 

452978 AA029994 Hs.61523 ESTs 4.4 

438042 AW296971 Hs.180610 ESTs 4.4 

418059 AA211586 gbzn56d05s1 Stratagene muscle 937209 H 4.4 

60 451469 NMJJ14809 Hs.26441 K1AA0319 gene product 4.4 

433072 AI928037 Hs.158832 ESTs 4.4 

44331B A1051603 Hs.1 33141 ESTs 4.4 

424686 AA345504 gb:EST51529 Gall bladder II Homo sapiens 4.3 

416312 W02640 Hs.16247 ESTs, Weakly similar to 2004399A chromos 4.3 

65 415467 R60891 Hs.260274 ESTs 4.3 

459045 N69101 Hs.40730 ESTs 4.3 

415417 F12038 Hs.140970 ESTs, WeaWy similar to ALU6_HUMAN ALU S 4.3 

409111 AL043362 Hs.7984 pteckstrin homology, Sec7 and coiled/coi 4.3 

441620 R59595 Hs.26675 ESTs 4.2 

70 427908 AA417272 Hs.24122 ESTs 4.2 

432765 AJ003429 gb AJ003429 Selected chromosome 21 cDNA 4.2 

448108 AW300021 Hs.170685 ESTs 4.2 

436345 AA873008 Hs.121572 ESTs 4.2 

„ 409500 UOB098 Hs.54576 sulfotransferase, estrogen^ferring 4.2 

75 413525 BE145899 gb:MR&-HT0208-221299-204-b10 HT0208 Homo 4.2 

403305 NM 006825 transmembrane protein (63kD), endoplasmi 4.2 

436338 W92147 Hs.1 18394 ESTs 4.2 

427521 AW973352 Hs.290585 ESTs 4.2 

430124 AW204994 Hs.253450 ESTs 4.2 

80 410790 AW803357 gb:IL2-UM0079<»9030IM)50.AO8 UM0079 Homo 4.1 

434360 AW015415 Hs.127780 ESTs 4.1 

416385 H54253 Hs.205241 ESTs, Weakly similar to S65657 alpha-10 4.1 

442788 H50733 Hs.256261 ESTs, Moderately similar to ALU8_HUMAN A 4.1 
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10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



445206 
424200 
448152 
453713 
400746 
413081 
442338 
455388 
455276 
421312 
431421 
448882 
441568 
455546 
424765 
454024 
453387 
434222 
454B06 
429066 
435878 
453055 
447530 
407834 



421353 
401459 
403433 
444911 
436350 
447930 
410559 
452320 
402145 
45B438 
440450 
437587 
416009 
434381 
416534 
433523 
411436 
424830 
431447 
435932 
442447 
419831 
403242 
455490 
449264 
443635 
428200 
452462 
418759 
450497 
447785 
451748 
416321 
448135 
405510 
407437 
451859 
455135 
409189 
420300 
427726 
434306 
456354 
419261 
422899 
447458 
411421 
439075 
440947 
417565 
430096 
448658 
404551 
429073 
419002 
450530 
455067 
412768 



AI350199 
AA337221 
AI741053 
R20640 

BE064415 

AI761976 

AW936234 

BE176479 

AA824627 

AW96911B 

AJ001531 

A1733322 

BE064420 

AA428211 

AA993527 

AI990741 

AF1 19886 

AW872430 

AAB68555 

R0B330 

AW291436 

AW192063 

AW084991 

AF137396 

AW292B57 



U06117 

AA713661 

R44574 

AW754192 

AA042873 

AI141520 

AI333129 

AI591222 

243062 

AA631834 

H69043 

H29382 

AWB46433 

AW270580 

AA505138 

W03928 

AA999723 

AW448930 

AW953477 

AI637649 

Al 080230 

AI039624 

BE173515 

AA227879 

H64159 

AL041765 

M86178 

H94331 

AM70874 

AF220264 

H44491 

AW857989 

AA125984 

AA258245 

AI359144 

AW081757 

X56411 

X07876 

D16471 

AI741082 

BE272110 

AF085933 

AA910403 

A1203405 

U91935 

H71739 

AA446167 

T78625 

AA010429 

AW854538 

AW996044 



Hs.170770 
Hs.79133 



Hs.156080 



Hs.291670 
Hs.108144 
Hs^2404 
Hs.127176 

Hjl284256 

Hs^93907 

Hs^52809 

Hs^83941 

Hsl273743 

Hs.178222 

Hs.20152 

Hs.31917 

Hs.248865 

Hs.26100 

Hs.2B3879 

Hs.255130 



Hs.250 

Hs.121091 

Hs.107510 

Hs.160412 

Ks.151464 
Hs.156147 
Hs.72325 



Hs^24961 



Hs.189311 
Hs.291341 
Hs.1 14524 
Hs.129607 
Hs.5415 



Hs.196105 
Hs.134214 
Hs.98388 

Hs.187621 
Hs.15328 
Hs.340375 
H$J311258 
Hjl34024 
Hs.343799 



Hs.252938 



Hs.127573 

Hs.143688 

Hs.44241 

Hs.1219 

Hs.89791 

Hs.121571 

Hs.1 58961 

Hs.21177 

HsJ292620 

Hs.47831 
Hil233321 
Hs^00227 

Hs.47385 
Hs^68594 
Hs.191939 

Hs.26239 



ESTs 4.1 

gb£ST41944 Endometrial tumor Homo sapfe 4.1 

ESTs 4.1 

cadherin 8, type 2 4.1 

Target Exon 4.1 

gb:RC4-BT0311-241199-012-b03BT0311 Homo 4.1 

ESTs 4.0 

gb:QVO-DT002049020(M06-g05 DT0020 Homo 4.0 

gb:RC3-HT0585-16030CW)22-bO9 HT0585 Homo 4.0 

ESTs 4.0 

ESTs, Weakly similar to unnamed protein 4.0 

protease, serine, 1 2 (neurotrypsin, mo to 4.0 

ESTs 4.0 

gb:RC4-BT0311-241t39-012-c0B BT0311 Homo 3.9 

hypothetical protein FL) 14033 similar to 19 

hypothetical protein FU23403 3.9 

ESTs 3.9 

Homo sapiens PR02591 mRNA, complete cds 3.9 

ESTs 3.9 

ESTs 3.9 

ESTs 3.9 

Homo sapiens, clone MGC3658, mRNA, comp 3.9 

ESTs, Moderately similar to JC5238 gatec 3.9 

ESTs 3.9 

ubtquifin 3 3.9 

ESTs 3.9 

C14000482*:gi|9790241|refJNP_062628.1| S 3.9 

NM_001622:Homo sapiens alpha-2-HS-glycop 3.9 

xanthene dehydrogenase 3.9 

ESTs 3.9 

ESTs 19 

gb:RC2-CT0321-131299412-a04 CT032VHomo 18 

ESTs 3.8 

Target Exon 18 

ESTs, Weakly similar to ALUC.HUMAN !U! 18 

ESTs 18 

Human DNA sequence from done RP1-187J1 1 18 

gb:HSC1 2E041 normalized Infant brain cDN 3.8 

gb:np77h05\s1 NCI_CGAP_Pr2 Homo sapiens 3.8 

Homo sapiens cONA FU14366 fe, done HE 3.8 

ESTs 18 

gb:QV(Wrr017^070300-143-b02 CT0179 Homo 18 

ESTs, Weakly similar to putative p150[H 3.8 

ESTs 18 

ESTs 3.6 

ESTs 3.B 

ESTs 18 

Target Exon 3.8 

gb:EST365547 MAGE resequences, MAGB Homo 3.8 

ESTs 18 

ESTs 17 

ESTs 17 

gb:RC2-HT0560-2102CKW)12-fD3 HT0560 Homo 17 

ESTs 17 

ESTs 3.7 

ESTs 17 

ESTs 17 

ESTs 3.7 

ESTs 17 

ENSP00000233779*:Hypothefica! 68.0 kDa p 3.7 

gb:Homo sapiens MOST-1 mRNA, complete cd 3.7 

ESTs, Weakly similar to ALU INHUMAN ALU S 17 

gbf M2-CT0328-281299O0leO4 CT0328 Homo 3.7 

gbzn27h06j1 Stratagene neuroepithelium 3.7 

Homo sapiens FKSG41 (FKSG41) mRNA, compl 3.7 

Homo sapiens cDNA; FU23031 fis, done L 17 

Homo sapiens cDNA: FU21447 fis. done C 17 

alcohol dehydrogenase 4 (class II), pi p 3.7 

wingless-type MMTV integration site farm' 3.7 

Human mRNA, Xq terminal portion 3.7 

ESTs 3.7 

ESTs 17 
ESTs 17 

ESTs 3.7 

ESTs 3.6 

Retina-derived POU-domam (actor- 1 16 

ESTs, Moderately similar to A53959 throm 3.6 

trichorhinophalangea) syndrome I gene (T 16 

ESTs 3.6 

ESTs 3.6 
ESTs 3.6 

gb:RC3-CT0255-20010M24-b02 CT0255 Homo 3.6 
Human DNA sequence &om done RP1 1-43BB2 3.6 
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439481 AF086294 Hs.125844 ESTs 3.6 

419622 AA452054 Hs.1 19338 ESTs 3.6 

449821 AI671141 Hs.211122 ESTs 3.6 

451193 N29850 Hs.44098 ESTs 3.6 

5 412701 AW984757 gb:RC1-HN001^O4040(W)11-g10HN0015Homo 3.6 

419611 AB031479 Hs.91600 SEEK1 protein 3.6 

433563 A1732637 Hs.277901 ESTs 3.6 

427235 AI126288 Hs.192232 ESTs 3.6 

449045 BE072483 Hs.278337 Homo sapiens cDNA FU1 1537 lis, done HE 3.5 

10 401132 C12000517'^4758712IreflNP„004659.1|a 3.5 

421105 AA766501 Hs.125113 ESTs 3.5 

405264 NM_03081 3*:Homo sapiens suppressor of po 15 

417675 A1B08607 Hs.3781 similar to rrwrkie leucine-rich repeat pr 3.5 

44998B AW372068 Hs.201420 ESTs, Moderately similar to ALU7_HUMAN A 3.5 

15 434763 AA648618 gb:ns07a11.r1 NCI_CGAP_Ew1 Homo sapiens 3.5 

416379 N38857 Hs.203933 ESTs 3.5 

407557 Z83803 gfcKsapiensmRNAforaxonemaldyneinhe 3.5 

437956 AA773283 Hs.203559 hypoUietical protein RJ1Z701 3.5 

403510 Target Exon 3.5 

20 451722 H86374 Hs.40861 ESTs 3.5 

435681 AA694192 Hs.1 48979 ESTs 3.5 

427125 AA683362 Hs.97612 ESTs 3.5 

424287 AL133105 Hs.144633 hypothetical protein DKFZp434F2322 3.4 

434497 AI821803 Hs.136580 ESTs , 3.4 

25 453682 T79703 gb:yd71e08.r1 Soares fetal liver spleen 3.4 

404848 ENSPC0000240769*:BG153O3.1 (simDar to C 3.4 

417435 NMJJ05181 Hs.82129 carbonic anhydrase 111, muscle specific 3.4 

442231 W02434 Hs.222413 ESTs 3.4 

450297 AW901347 Hs.38592 hypothetical protein FU23342 14 

30 436340 R42246 Hs.21605 ESTs 3.4 

441596 AA939300 Hs.206768 ESTs 3.4 

455995 T89832 Hs.170278 ESTs 3.4 

456304 AI820973 gb:nc21c02.y5 NCI_CGAP_Pr1 Homo sapiens 3.4 

427033 AW57449 Hs.192817 ESTs 3.4 

35 400379 NMJH8432 Homo sapiens ovarian cancer related prot 3.4 

410551 R36730 Hs.21B16 ESTs 3.4 

423357 A1285124 Hs.157505 ESTs 3.4 

450582 AI339732 G-rich RNA sequence binding factor 1 3.4 

437662 AA765387 Hs.145095 ESTs 3.4 

40 442388 AW663442 Hs.129485 ESTs 3.4 

445004 A1204616 Hs.148701 ESTs 3.4 

450597 A1701635 Hs.207077 ESTs 3.4 

438801 AA825971 Hs.124284 ESTs 3.4 

445432 AV653771 gb:AV653771 GLC Homo sapiens cDNActane 3.4 

45 450003 AA777609 Hs.191995 ESTs 3.4 

431408 AA504757 Hs.105738 ESTs 3.4 

428923 BE047698 Hs.188785 ESTs 3.4 

407344 AI038025 Hs.271418 gb:ox29f07j(1 Soares JotaLfetus_Nb2HF8_ 3.3 

425523 AB007948 Hs.158244 WAA0479 protein 3.3 

50 427473 AW274439 Hs.252709 ESTs 33 

437115 AA744703 Hs.129030 ESTs 3.3 

434520 AA205273 Hs.177011 hypothetical protein 3.3 

447282 A1989963 Hs.197505 ESTs 3.3 

453328 AW292635 Hs.346145 ESTs 3.3 

55 418985 AI042330 Hs.87128 hypothetical protein FU23309 3.3 

449256 AA059050 Hs.59847 ESTs 3.3 

432550 AW297206 Hs.164018 ESTs 3.3 

423101 MB3941 Hs.123642 EphA3 3.3 

424853 BE549737 Hs.1 32967 Human EST clone 122887 mariner transposo 3.3 

60 410700 AA352335 Hs.65641 hypothetical protein FU20073 3.3 

418719 AW975590 Hs.161707 ESTs 3.3 

402703 Target Exon 3.3 

455710 BE072049 gb:PM4-BT0532-1 701 OXW)04406 BT0532 Homo 3.3 

452011 AW628911 Hs.211429 ESTs 3.3 

65 453973 A1291895 Hs.61993 ESTs, Weakly similar to ALU1_HUMAN ALU S 3.3 

420355 AW958263 Hs.123126 ESTs 3.2 

418898 T66847 Hs.1 94040 ESTs, Weakly similar to 138022 hypothefj 3.2 

418986 A1123555 Hs.81796 ESTs 3.2 

449570 AA001793 gbzh85c06j1 SoaresJetaI_Gver_sple9n_ 22 

70 447516 W05355 Hs.102971 hypothetical protein FU14751 3.2 

408304 AW810279 gb:MR4-ST0125-15129W)29-a09 ST0125Homo 3.2 

402454 C1002501*^i|129092|splP23270|OLF7_RATO 3.2 

411552 AW851255 gb:IL^CTO22r>16O2OW)66-H02 CT0220Homo 3.2 

407896 D76435 Hs.41154 2c My member 1 (odd-paired Drosophi 3.2 

75 435786 H09175 Hs.26085 ESTs 3.2 

447597 AI886036 Hs.213675 ESTs 3.2 

432625 AI243596 Hs.94830 ESTs, Moderately similar to T03094 A-kin 3.2 

459535 AV654907 gb:AV654907 GLC Homo sapiens cDNA done 3.2 

or . 447183 AI554733 Hs.173182 ESTs 3.2 

80 426629 A1203933 Hs.97142 ESTs 3.2 

447892 A1435848 Hs.172978 ESTs 3.2 

457136 AA428240 Hs.126083 ESTs 12 

443585 AW466983 Hs.283949 enametin 11 
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451399 
450587 
416812 
452102 
434512 
458251 
439950 
429569 
403605 
422666 
408799 
429350 
430454 
441817 
427773 
415901 
44575B 
403291 
436295 
455772 
418037 
438142 
416423 
448765 
457021 
420301 
420721 
436013 
441492 
410869 
419386 
435628 
444326 
413774 
434352 
434269 
416422 
416642 
439182 
418948 
433796 
427813 
405733 
426743 
449913 
454096 
440129 
410929 
458187 
429430 
451391 
414951 



AL042110 

AA495800 

H91010 

U04343 

AW139932 

AL040927 

AW937417 

AA454993 

AA677981 

AA059412 

AI754634 

AW469011 

AW969706 

AA4 12290 

K08396 

R60715 

N73895 

W28799 

AI990212 

T90309 

H54375 

R15337 

AW968934 

AA767526 

AA927602 

AA703419 

AI149998 

AW808361 

AA236867 

W88732 

A1939357 

AA131782 

AF129505 

AK001991 

H60457 

T98118 

AF086030 

A1217097 

AA810867 

D29833 

AA383833 

AA004696 

AW062757 

AAB65818 

H47233 

D56919 

AI381837 

AA017410 

AW794931 



Hs.44940 

Hs.27954 

Hs.188941 

Hs.210422 

Hs.293561 

Hs. 138343 

Hs.119023 

Hs.47986 

Hs.131987 

Hs. 105635 

Hs^93332 

Hs.98124 

Hs.76118 

Hs.25804 



HsJ26728 ESTs 31 

gbzw05b07.s1 Soares_NhHMPu_S1 Homo sapi 3.1 

ESTs 3.1 

CD86 antigen (C028 antigen figand 2, B7- 3. 1 

ESTs 3.1 

ESTs • 3.1 

•ESTs 3.1 

ESTs, Weakly simDar to 178885 serine/th 3.1 

Target Exon 3.1 

SMC2 (structural maintenance of chromoso 3.1 

hypdheticaj prolan MGC1 0940 3.1 

ESTs 3.1 

ESTs 31 

ESTs 3.1 

ESTs 3.1 

ubtquifri c^rrjoxyUerrrunal esterase L1 3.1 

ESTs 3.1 

.Target Exon . 3.1 - 

gb2a62d06\s1 Soares fetal Ever spleen 3.1 

gb:52g1 1 Human refirra cONA randomly prim 3.1 

ESTs 3.1 

ESTs 3.1 

ESTs 3.1 

Homo sapiens mRNA; cDNA DKF2p547O086 (fr 3.1 

Homo sapiens cDNAj FU21897 fis, done H 3.1 

paired box gene 5 {B-ceH lineage specif 3.1 

2AP3 protein 3.1 

Homo sapiens cDNA: FU23593 lis, clone L 3.1 

ESTs 3.1 

gb:MR1-ST0111.11109W)0^ro4 ST0111 Homo 3.1 

ESTs, Weakly similar to I38022 hypothefi 3.1 

ESTs , 3.O 

ESTs 3.0 . 

ESTs 3.0 

small muscle protein, X-tinked 3.0 

similar to murine teurine-rich repeat pr 3.0 

ESTs, Moderately simiiar to ZN 91 .HUMAN 2 3.0 

ESTs 3.0 

hypothefical protein DKFZp762O076 10 

gb:qd43h07.x1 Soares JetaI.hearLNbHH19W 3.0 

ESTs 3,0 

salivary rjroiine-rich protein 3.0 

NM.021 140*:Homo sapiens ubiquitously tra 3.0 

ESTs 3.0 

ESTs 3.0 

gb:CM)-CT0103-1 20899-037^07 CT01 03 Homo 3.0 

ESTs, Weakly similar to S71886 Ste20-lik 3.0 . 

ESTs ao 

myomegalin 10 

ESTs ao 

ESTs 3.0 

hypothetical protein FU14600 3.0 



Hs.86447 

Hs.269651 

Hs.268921 

Hs.21958 

Hs.173108 

Hs.22030 

Hs.159471 

Hs.287749 

Hs.146346 



Hs.36107 

Hs.270710 

Hs.182314 

Hs.86492 

Hs.3781 

Hs.226313 
Hs.21621 . 

Hs.186997 
Hs.2207 

Hs.245022 
Hs.333016 

Hs.174936 

Hs.30643 

Hs^65848 

Hs.155335 

Hs.40568 

Hs.100861 



TABLE 65B 

Pkey: Unique Eos probeset tdenfifier number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 



Pkey 
40B304 



410559 
410790 



411436 
411518 
411552 
412701 
412988 
413081 
413525 
416009 
416422 
418059 
418387 
418948 



CAT Number 
1O50848J 



409189 110587J 



1208283 1 
1221131 1 
1225123J 



1245660J 
1248692J 
1249255.1 
1322288J 
1342150 1 
1348553 1 
1374635 1 
1566379 1 
1593811 1 
171879.1 
174731 1 
1.1 



Accession 

AW810279 8E146684 BE146693 BE146694 BE146679 AW81M72 AWB10208 AW8m 

AW810330AW810514AW810441 AW810358 AW1 78852 AW81 0359 AW81 0322 AW81 0327 AW810211 AW 1 78835 AW81 0635 AW810288 
AW810263 AW810325 AW810443 AW8 

AA125984 AA127189 AA065075AA070377AA1 00017 AA079891 AA1 13255 AA0751 68 AA082764 AAQ83380 N84829AA084752AA076512 
AA085119 AA085208 AA085045 

AW7541 92 W00554 AW857797 AW754203 AW7541 97 AW754193 
AW803357 AW803423 AW81 2233 R0681 4 

AW808361 AW80B404 AW808386 AW808594 AW808654 AW808813 AW808551 AW808676 AW808350 AW808406 AW808694 AW808934 

AWB08829 AW808385AW808422 AW808401 AW808409AW808760 AW808863AW808521 AWB08539 AW808609 AW808472 AW808739 

AW808704 AW808558 AW808714 AW808420 AW8 

AW846433 AW8461 59 AW846377 AW845528 

AW850246 AWB50251 AW850302 

AW851255 AW851432 AW850955 

AW984757 AW984797 AW984734 AW984745 

BE046680 BE046738 BE044958 

BE064415 BE064430 BE064448 

BE145899 BE145848 BE145849 BE145S53 BE145927 BE145925 

Z43062R13213H14422 

H60457 H68709 H73528 H54335 R67154 

AA211586 F35799AA211641 F29720 AW937387 AW937408 

R18085 AA21902B R17712 244345 

AI217097 AW886090 W38035 W38792 AA232835 AW936043 
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419386 


184356 1 


420352 


192979.1 


421926 


209246.1 


424200 


236595.1 


424686 


242486 1 


424994 


245786 1 


428002 


285602.1 


430535 


319643.1 


432765 


3530)7.1 


433523 


368873.1 


434381 


385155 1 


434589 


38929.1 


434763 


392847.1 


436295 


41733.1 


440947 


505904.1 


442481 


543588.1 


445432 


63943.1 


449570 


81018.1 


450317 


831956.1 


450582 


83933.1 


450687 


84327.1 


452462 


918580.1 


453682 


977454.1 


454096 


1007449.1 


454171 


1049240J 


454457 


1207274.1 


454585 


1225852.1 


454665 


1228599.1 


454860 


1237732.1 


454968 


1247029 1 


455067 


1252050.1 


455135 


1254729.1 


455276 


1272541.1 


455388 


1287904 1 


455490 


1297826.1 


455646 


134B557.1 


455710 


1352368.1 


455747 


1355877.1 


455772 


1363114.1 


455801 


1370508.1 


456304 


176820.1 


457374 


328758.1 



AA236867 AA237066AA354236AW957759 H08961 

BE258835 AW95B316 AA258918 AW843305 R14744 AI580388 BE071923 R36280 

AA300591 AW963893 AA300493 

AA337221 AA336756AW966196 

AA345504 AA345251 AW963243 

AW954525 A! 372685 AA349501 AI372687 H1Q$64 

AA41S703AA418711 BE071915 BE071920BE071912 

AW958485 AW968670 AA480922 BE350425 

AJ 003429 AJ003367 AA564825 

H29882 AW665533 AW149901 A1572917 AA598500 AI686466 AI336390 AW854390 AW864320 

AA631834 AA633425 AA632455 A179231 2 AI79231 1 

AF147363 T47219T47218 

AA648618AW974389 H51771 

N73895AJ001872 

AA910403 AI815593 W58361 AW162520 AI816550 
N99828 BE079873 AJ1 10738 AF074645 
AV653771 BE089370 
AA001793AA001871 
A1692689R14223 R1B395 

AI339732 AA01 0300 AW51 5041 AA768334 N29860 AA425874 AA425118 AA865829 AW936878 
AA495800 AA495737 AA010736 AA654716 AA640726 
BE173S15 BE173550 AI902860 
T79703 T96307 AL079725 

AW062757 AW176890 AW062758 AW176895 AW176869 AW176900 AW176397 AW176928 AW176868 AW176892 
AW854832 AW854798 AW854857 AW85481 6 AW854834 AW85481 7 
AW753456 AW753036 AW854868 AW854862 
BE069128 BE069023 AW809375 

AW812866 AW812746 AW81 2747 AW81 2884 AW81 2763 AW812722 
AW835767 AW835537 BE160187 

AW849046 AW847956 AW849039 AW847957 AW84B279 AW848698 AW849034 AW849033 
AW854538 AW854418 AW854412 

AW857989 AW858016 AW861677 AW861689 AW861691 AWB58056 or4 „ ce < rt DC «-, C , M 

BE176479 BE176678 BE176357 BE176550 AW886079 BE176676 BE176615 BE176555 BE176489 BE176610 BE176362 

AW935234 AW936074 AW936181 AW936179 AW936217 AW936077 AW936227 AW936191 

AW953477 Z41970 F12435 T73989 T09387 

BE064420 BE064435 BE064429 BE064414 BE064400 BE064517 

BE072049 BE069471 BE059489 BE069478 BE069479 BE069492 BED69485 BE072122 BE072124 BE069491 BE069486 BE069464 

BE074910 BE074913 BE074911 BE074903 BE074892 BE074935 

W28799BE086078 

BE140643 BE140645 BE140644 BE140657 BE140660 BE140659 BE140661 
AIB20973 AI734077 A1B20984 AA225796 AA225050 AA225101 
AA493662 AW897396 BE154814 



TABLE 65C 



Pkey. Unique number corresponding to an Eos probeset 

Ret Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gt) numbers. -Dunham I. et aL refers to the publication entitled The DMA sequence of 

human chromosome 22/ Dunham 1. et al., Nature (1999) 402:489495. 
Strand: Indicates DMA strand from which exons were predicted. 

Nt position: Indicates nucleoSde positions of predicted exons, _ — — 



Pkey 

400533 

400746 

401132 

401459 

402145 

402454 

402703 

403242 

403291 

403305 

403333 

403371 

403433 

403481 

403510 

403667 

403805 

404003 

404561 

404592 

404848 

404967 

404995 

405264 

405321 

405348 

405510 

405549 

405733 



Ref 

6981826 

7329328 

8705350 

9212270 

80182B0 

7534025 

8705069 

7637817 

7230870 

8099945 

8568833 

9087278 

9719611 

9965004 

7652047 

6850483 

8140491 

8655948 

9795980 

9943955 

8248647 

7523744 

6006247 

7329374 

3419846 

2914717 

7630909 

1552494 



Strand NLposition 

Minus 277132.277595 

Minus 147703-147896 

Minus 85679-85795 

Minus 182001-183323 

Plus 113086-114800 

Minus 14826-15803 

Minus 15335-15500 

Minus 11297-12511 

Plus 95177-95435 

Plus 114632-114805 

Minus 124794-124941 

Plus 105655-106050 

Minus 72225-72437 

Plus 93496-93633 

Rus 61866-62027 

Minus 1344-1442,1545-1697 

Minus 5148351742,53429-53511 

Ptus 198349-199096 

Minus 69039-70100 

Minus 39067-39225 

Minus 23955-24034,25143-25264 

Mnus 89944-90729 

Minus 154015-154123 

Ptus 28556-28684 

Minus 4465445210 

Minus 433KW3462 

Wfinus 101028-101174 

Rus 10878-11048 

Plus 124832-125051 
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Table 66A Bsts about 370 genes up-regulated in BPH compared to prostate cancer and normal adult tissues. These were selected from 59680 probesets on the Afrymelnx/Eos Hu03 
GeneChip array such that the ratio of "average' BPH to •average* prostate cancer and normal adult tissues was greater than or equal to 3.0. The 'average" BPH level was set to the 
75* percentile amongst BPH tissues. .The "average* prostate cancer and normal adult tissue level was set to the 85* percentile amongst malignant prostate tissues and normal adult 
fesues. In order to remove gene-specific background levels of non-specffic hybridization, the 10* percenQe value amongst non-mafignant body tissues was subtracted from both the 
numerator and the denominator before (he ratio was evaluated. 

TABLE 66A: ABOUT 370 GENES UP-REGULATED IN BENIGN PROSTATIC HYPERPLASIA COMPARED TO PROSTATE CANCER AND NORMAL ADULT TISSUES 

"P - ? unique tos prooesei loermner number" " — — 

ExAccm Exemplar Accession number. Genbank accession number 
UnigenelD: Unigene number 
Unigene Title: Unigene gene title 

R1: Ratio of BPH tissue to prostate tumor and normal body tissue m 



Pkey 


ExAccn 


Unigene ID 


Unpens Title 


R1 


410929 


H47233 


Hs.30643 " 


ESTs * _ 


" 21.1 


450593 


AW450461 


Hs.203955 


ESTs 


16.7 


418432 


M14156 


Hs.85112 


insuIWIke growth factor 1 (somatomedi 


14.2 


432473 


AI2O2703 


Hs.152414 


ESTs 


11.3 


446336 


AW815036 


Hs.151251 


ESTs 


10.9 


407275 


AI364186 




gb:qw34h07jc1 NQ_CGAP_Ut4 Homo sapiens 


10.7 


428134 


AA421773 


Hs.161008 


ESTs 


10.2 


400297 


A1127076 


'Hs.306201 


hypothetical protein DKFZp56401278 


9.8 


433466 


AA508353 


Hs.105314 


relaxin 1 (HI) 


9.5 


415293 


R49462 


Hs.106541 


ESTs 


9.1 


458072 


A1890347 


Hs.271923 


Homo sapiens cDNA: FU 22785 fis, clone K 


8.B 


428927 


AA441837 


Hs.90250 


ESTs 


8.6 


420345 


AW295230 


Hs.25231 


ESTs 


8.5 


453387 


AI990741 


Hs.252809 


ESTs 


8.2 


454457 


AW753456 




c£:OV2-CT0261-261099-011-d11 CT0261 Homo 
Homo sapiens thymic stromal rymphopoletj 


7.7 


441247 


AW1 18681 


Hs.128051 


7.5 


431576 


M76665 


Hs.275215 


hydroxysieroid (11-beta) dehydrogenase 1 


7.4 


400080 






Eos Control 


7.4 


431448 


AL137517 


Hs.306201 


hypothetical protein DKFZp56401278 


7.4 


404592 






NM_022739*:Homo sapiens E3 ubiquitin fig 


7.3 


420352 


BE258835 




gb:601117374F1 NlH_MGC_16 Homo sapiens c 


7.3 


438231 


AW594539 


Hs.155689 


ESTs 


7.3 


410330 


AW023630 


Hs.159425 


ESTs 


7.2 


449300 


AI656959 


Hs.346514 


ESTs 


7.1 


449249 


T52285 


Hs.193115 


Homo sapiens mRNA for K1AA1764 protein, 


7.0 


426384 


AI472078 


Hs.303662 


hypothetical protein FU13189 (FU13189) 


6.8 


454171 


AW854832 




gb:QV2-CT0261-201099-011-f05 CT0261 Homo 


6.6 


408197 


AA282262 


Hs.107410 


ESTs, Weakly similar to A46010 X-linked 


6.6 


429732 


U20158 


Hs.2488 


tymphocyte cytosofc protein 2 (SH2 doma 


6.6 


421154 


AA284333 


Hs.287631 


Homo sapiens cDNA FU14269 fis, done PL 


6.5 


431467 


N71831 


Hs.256398 


Homo sapiens mRNA; cDNA DKFZp434E0528 (f 


6.5 


424433 


H04607 


Hs.9218 


ESTs 


6.5 


442481 


N99828 




gb^a32c04j1 Scares fetal liver spleen ( 


6.4 


425312 


AA354940 


Hs.145958 


ESTs 


6.4 


426140 


AF131798 


Hs.343768 


Homo sapiens clone 25119 mRNA sequence 


6.4 


440911 


AA909536 


Hs.143562 


ESTs 


6.4 


400533 






ENSP00000209376*:PRED55 protein (Fragmen 


6.2 


418310 
403667 


AA814100 


Hs.86693 


ESTs 

Target Exon 


6.2 
6.1 


436395 


A1683487 


Hs.152213 


wingless-type MMTV integration site fami 


6.1 


404003 






Target Exon 


5.9 


424853 


BE549737 


Hs.132967 


Human EST clone 1 22887 mariner transposo 


5.9 


438138 


R9B299 


Hs.177502 


ESTs 


5.9 


424940 


AA985308 


Hs.283902 


ESTs 


5.8 


434485 


AI623511 


Hs.118567 


ESTs 


5.8 


453200 


AA033832 


Hs.212433 


ESTs 


5.7 


428002 


AA41B703 




gbzv98c03.s1 Soares_NhHMPu_S1 Homosapi 


5.7 


424850 


AA151057 


Hs.153498 


chromosome 1 8 open reading frame 1 


5.6 


445444 


AA380876 


Hs.270 


pleckstrin homology, Sec7 and cofled/cd 


5.6 


443361 


A1792628 


Hs.133273 


ESTs 


5.6 


421513 


X00949 


Hs.105314 


relaxin 1 (H1) 


5.5 


439079 


AF085937 


Hs.38348 


ESTs 


5.5 


430535 


AW968485 




gb:EST380561 MAGE resequences, MAGJ Homo 


5.5 


436578 


AI091435 


Hs.134859 


ESTs 


5.5 


424051 


AL1 10203 


Hs.138411 


Homo sapiens mRNA; cDMA DKFZp586J1922 (f 


5.4 


421863 


AJ952677 


Hs.108972 


Homo sapiens mRNA; cDNA DKFZp434P228 {fr 


5.4 


435072 


AW592176 


Hs.116932 


ESTs 


5.4 


435375 


A1733610 


Hs.187832 


ESTs 


5.4 


444609 


AW571659 


Hs.278081 


ESTs 


5.4 


416602 


NM.006159 


Hs.79389 


nel{chicken)-fixe2 


5.4 


433087 


AI720686 


Hs.152520 


ESTs 


5.3 


439092 


AA830149 




gb:oc44f08.s1 Na_CGAP.GC31 Homo sapiens 


5.3 


437257 


AW511443 


Hs.258110 


ESTs 


5.3 


441916 


AA993571 


Hs.129075 


ESTs 


5.3 


452784 


BE463857 


Hs.151258 


hypothetical protein FU21062 


5.3 


452531 


AA429462 


Hs.293946 


ESTs, Weakly similar to 138022 hypotheti 


5.3 
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10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



423101 
437587 
415890 
454968 
408385 
437752 
446495 
422906 
427726 
426748 
436338 
416706 
440129 
445238 
450582 
420533 
438447 
440354 
452891 
457374 
408829 
448041 
457653 
450497 
438132 
414818 
429433 
433523 
450317 
443635 
430172 
452843 
427302 
452031 
4237B9 
417173 
420931 
454024 
405348 
419511 
447058 
428218 
430697 
433280 
449821 
420905 
439752 
452055 
430188 
423352 
438042 
452978 
420154 
428249 
442242 
452498 
459527 
433597 
416312 
420111 
459045 
409705 
433433 
42790B 
432765 
413525 
420355 
427521 
458912 
410790 
415245 
434360 
442786 
450597 
424200 
445206 
438431 
44B152 
438875 
400746 
413081 
404967 
427203 



M83941 
A1591222 
H08225 
AWB49Q46 
AF055634 
M767376 
D60923 
U80773 
AB59144 
AL048409 
W92147 
AA314676 
AA865818 
AA883971 
AI339732 
AI809510 
AI082883 
AA889386 
N755B2 
AA493662 
NM 006042 
AW292769 
AI820719 
H64159 
AA907076 
BE541217 
M452899 
H29882 
AI6926B9 
A1080230 
AA468591 
AI796769 
AA400540 
AA741314 
AK002084 
U61397 
AF044197 
AA993527 

AA429750 
AI939456 
AA4242S6 
AA484207 
AA581404 
AI671141 
AA521307 
T78968 
AI377431 
AL049242 
AA324808 
AW296971 
AA023994 
A1093155 
AA130914 
AV547908 
AK000101 
AW977556 
AA708205 
W02640 
AA255652 
N69101 
M37762 
A1692623 
AA417272 
AJ003429 
BE145699 
AW968263 
AW973352 
AI911066 
AW803357 
N59650 
AW015415 
H50733 
AI701635 
AA337221 
A3350199 
AW207860 
AI741053 
AA827640 



Hs.1 23642 EphA3 

Hs.72325 Human DMA sequence from clone RP1-187J1 1 

Hs.268712 ESTs 

gb:O^CT0214-15030W)85-H06 CT0214 Homo 

Hs.44553 unc5(C.eJeganshomotog)c 

Hs.291631 ESTs. Moderately simBar to S65657 alpha 

Hs.1 53460 ESTs 

Hs.1 21 580 Human EST done 42944 mariner transposon 

Hs.1 43688 Homo sapiens cDNA: RJ23031 fis. ctane I 

Hs.97177 ESTs, Weakly similar to ALU1.HUMAN AW S 

Hs.1 18394 ESTs 

Hs.288945 hypothetical protein FU13448 

Hs.174936 ESTs, Weakly similar b S71886 Ste20-Qk 

Hs.187506 ESTs 

G-rich RNA sequence binding factor 1 

Hs.118971 ESTs 

Hs.30732 hypothetical protein RJ1 3409; KIAA171 1 

Hs.125468 ESTs 

Hs.212875 ESTs. Weakly similar to DYH9_HUMAN CILIA 

gb:nh05d1Zs1 NCI_CGAP_Thy1 Homo sapiens 

Hs.48384 heparan sulfate (glucosamine) 3^sutfot 

Hs.206228 ESTs 

Hs.1 54662 DnaJ (Hsp40) homolog. subfamily A, membe 

Hs.15328 ESTs 

Hs.122060 ESTs 

Hs.23606 ESTs 

HSJZ13586 ESTs, Weakly similar to K1AA1353 protein 
ESTs 

gbwd86g05jt1 NCI_CGAP_Lu24 Homo sapiens 

Hs.134214 ESTs 

Hs.161889 ESTs 

Hs.208320 ESTs 

Hs.1 35282 Homo sapiens cDNA FU1 1 554 fis. done HE 

Hs.865 RAP1A, member of RAS oncogene famfly 

Hs.1 32851 hypotheBcal protein FU 1 1 222 

Hs.81424 ubiquitin-fike 1 (sentrin) 

Hs.1 00431 small indutibte cytokine B subfamiy {Cy 

Hs.293907 hypothetical protein FU23403 

C7001664:gi|12698061|dbj|BAB21849.1l (AB 

Hs.75113 general transcription factor 1IIA 

Hs.160870 ESTs 

Hs.123642 EphA3 

Hs^11867 ESTs 

Hs.289037 Homo sapiens cDMA FU 14135 fis, done MA 

Hs.211122 ESTs 

Hs.186651 ESTs 

Hs.14411 ESTs 

Hs.141693 hypothetical protein MGC10858 

Hs.234794 Homo sapiens mRNA; cDNA DKFZp564B083 (fr 

Hs.193576 ESTs 

Hs.180610 ESTs 

Hs.61523 ESTs 

Hs.95420 JM27 protein 

Hs.1 83291 zinc finger protein 268 

Hs.90424 Homo sapiens cDNA: FU23285 fis. done H 

Hs.29700 hypcrthefical protein FU20094 

Hs.291735 ESTs, Weakly similar to 178885 sertoeffli 

Hs.100343 ESTs 

Hs.16247 ESTs, WeaWy similar to 2004399A chrornos 

gb2s21h11.r1 NC!_CGAP_GC81 Homo sapiens 

Hs.40730 ESTs 

Hs.56023 brain-derived neurotrophic factor 

Hs.121513 Homo sapiens done Z3-1 placenta expres 

Hs.24122 ESTs 

gbAJ003429 Selected chromosome 21 cDNA 
gb:MR0.HT0208-221299-204-b1O HT0208 Homo 
ESTs 



Hs.123126 
Hs.290585 



Hs.27252 
Hs.127780 
Hs.256261 
Hs.207077 

Hs.269990 
Hs.293116 
Hs.1 70770 
Hs.189059 



BE064415 

AW629517 Hs.244855 



ESTs 
ESTs 

gb:tL2-UM007W»03(KW)50-A08 UM0079 Homo 

ESTs 

ESTs 

ESTs, Moderately similar to ALU8_HUMAN A 
ESTs 

gb:EST41944 Endometrial tumor Homo sapie 

ESTs 

ESTs 

ESTs 

ESTs 

Target Exon 

gb:RC4-BT0311-24119W)12-b03 BT0311 Homo 

Target Exon 

ESTs 
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Hs.156080 




455276 
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452903 


A1953425 


Hs.345291 




435136 


R27299 


Hs.10172 


D 


416760 


H85182 


Hs.191327 




421312 


AA824627 


Hs.291670 




441568 


Al 733 322 


Hs.127176 




441736 


AW292779 


Hs.6182 


i n 


448882 


AJ001531 


Hs.22404 


434222 


AF1 19886 


Hs. 283941 




420301 


AA767526 


Hs.22030 




429066 


AA85855S 


Hs.1 78222 




435878 


R08330 


Hs^0152 


ID 


447530 


AW192053 


Hs.248S65 


412988 


BE046580 






410196 


A1936442 


Hs^9838 




411084 


T18987 


Hs.125472 




~~ 419629 


AB020695 


Hs.91662 




455646 


BE064420 




414441 


AA234759 


Hs. 132950 




425810 


AI923627 


Hs.31903 




409111 


. AL043362 


Hs.7984 




411479 


AW84B047 




OS 


440450 


AI333129 


Hs.1 56147 


428342 


A1739168 






431421 


AW9B9118 


Hs.1 08144 




416009 


Z43062 






416534 


H69043 


Hs.224961 




407198 


H91679 




419831 


AW448930 


Hs.5415 




424830 


AW2705B0 


Hs.1 89311 




431447 


AA505138 


Hs^91341 




435932 


W03928 


Hs.1 14524 


IS 

JJ 


442447 


M999723 


Hs.1 29607 


403242 








433908 


AW298141 


Hs.1 57975 




454037 


AW998716 






432101 


AI9 18950 


Hs.1 23642 


A(\ 


418759 


AA227879 


Hs.187621 


452462 


BE173515 






448568 


AA149121 


Hs.71947 




447785 


AL041765 


Hs.340375 




451746 


M86178 


Hs.311258 


AS 


436345 


AA873008 


Hs.121572 


446862 


AV660697 


Hs.282700 




419875 


AA853410 


Hs.93557 




421040 


AA715026 


Hs.135280 




454860 


AW835767 




SC\ 


450687 


AA495800 




407437 


AF220264 






431474 


AL1 33990 


Hs.190642 




448004 


AW451477 


Hs.257456 




419261 


X07876 


Hs.89791 




422899 


016471 


Hs.121571 


439075 
440947 


AF085933 
AA910403 


Hs.292620 




447458 


AJ741082 


Hs.158961 




403481 






ou 


404561 






417565 


A1203405 


Hs.47831 




430096 


U91935 


Hs.233321 




446658 


H71739 


Hs.200227 




449655 


AJ021987 


Hs.59970 




450630 


AA010429 


Hs.1 91 939 


455067 
423566 


AW854538 
AW976434 


Hs.3623 




451193 


N29850 


Hs.44098 




420026 


AI831190 


Hs.1 66676 


/U 


426917 


AA913814 


Hs.1 72854 


429430 


AI381837 


Hs.1 55335 








HSu!779u1 




443744 


AI084326 


Hs.271548 




456373 


BE247706 


Hs.89751 


75 


419589 


AW973708 


Hs.201925 


401132 








421105 


AA766501 


Hs.125113 




435177 


A1018174 


Hs.42936 




434763 


AA648618 




80 


449988 


AW372068 


Hs.201420 


450216 
403510 


AA873345 


Hs.60226 




435681 


AA694192 


Hs.148979 




451722 


H86374 


Hs.40861 



ESTs 


4.0 


gb:RC3-HT0585- 1 60300~022-b09 HT0585 Homo 


4.0 


ESTs, Weakly simflar to 138022 hypotheG 


4.0 


ESTs 


4.0 


ESTs. Highly simflar to KIAA1 1 02 protein 


4.0 


ESTs 


4.0 


ESTs 


4.0 


ESTs 


4.0 


protease, serine, 12 (neurotrypsin, moto 


4.0 


Homo sapiens PR02591 mRNA, complete cds 


3.9 


paired box gene 5 (B-cell lineage specif 


3.9 


ESTs 


3.9 


ESTs 


3.9 


ESTs, Moderately similar to JC5238 galac 


3.9 


gb±r>42h03j(1 NC1_CGAP_RDF2 Homo sapiens 


3.9 


hypothetical protein FU 10808 


3.9 


ESTs, Moderately similar to KIAA0877 pro 


3.9 


K1AA0888 protein 


• 3.9 - 


gb:RC4-BT031 1-241 199-01 2-c08 BT031 1 Homo 


3.9 


ESTs 


3.9 


ESTs 


3.9 


pteckstrin homology, Sec7 and coHed/cd 


3.9 


gb:IL3CT0214-291299-052-A12 CT0214 Homo 


3.9 


ESTs 


3.8 


Homo sapiens cDNA FU 13458 fis, clone PL 


3.8 


ESTs, Weakly simflar to unnamed protein 


3.8 


gb:HSC12E041 normalized infant brain cDN 


3.8 


Homo sapiens cDNA FU14366 fis, clone HE 


3.8 


gb:yv04a07.s1 Soares fetal nver spleen 


3.8 


ESTs 


3.8 


ESTs, Weakly simflar to putative p150 [H 


3.8 


ESTs 


3.8 


ESTs 


3.8 


ESTs 


3.8 


Target Exon 


3.8 


ESTs 


3.8 


gb:PM4-8N0067-250300-002-f1 1 BN0067 Homo 


3.7 


EphA3 


3.7 


ESTs 


3.7 


gb:RC2-HT0560-21 020<H)1 2-103 HT0560 Homo 


3.7 


ESTs 


3.7 


ESTs 


3.7 


ESTs 


3.7 


ESTs 


3.7 


ESTs 


3.7 


proenkephaBn 


3.7 


ESTs 


3.7 


gb:GVUT001834O20O-11O-bO8 LT0016 Homo 


3.7 


gbzw05b07.s1 Soares_NhHMPu_S1 Homosapi 


3.7 


gb:Homo sapiens MOST-1 mRNA, complete cd 


3.7 


CE6P1 protein 


3.7 


ESTs 


3.7 


wingless-type MMTV Integration site fami 


3.7 


Human mRNA, Xq terminal portion 


3.7 


ESTs 


3.7 


ESTs 


3.7 


ESTs 


3.7 


Target Exon 


3.6 


trichorhino phalangeal syndrome 1 gene (T 


3.6 


ESTs 


3.6 


Retina-derived POU-domain factor-1 


3.6 


ESTs. Moderately similar to A53959 throm 


3.6 


ESTs 


3.6 


ESTs 


. 3.6 


gb:RC3-CT0255-20010Ofl24-b02 CT0255 Homo 


3.6 


hypothetical protein FU1 1220 


3.6 


ESTs 


3.6 


ESTs 


3.6 


DKFZP586B0923 protein 


3.6 


ESTs 


3.6 


ESTs 


3.6 


ESTs, Weakly similar to 178885 serine/th 


3.5 


membrane-spanning 4-domains, subfamily A 


3.5 


Homo sapiens cDNA FU 13446 fis, done PL 


3.5 


C12000517*:gi|4758712lretlNP_004659.1| a 


3.5 


ESTs 


15 


ESTs 


15 


gb:ns07a11.r1 NCLCGAP_Ew1 Homo sapiens 


15 


ESTs, Moderately similar to ALU7_HUMAN A 


15 


Homo sapiens, done IMAGE:362163B, mRNA, 


15 


Target Exon 


3.5 


ESTs 


3.5 


ESTs 


3.5 
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430865 AI073424 Hs.5232 HSPC1 25 protein 

444800 AW119071 Hs.153287 ESTs 

428647 AA830050 Hs. 124344 ESTs 

412775 AA709046 Hs.27552 Homo sapiens mRNA; cDNA DKFZp586N2424 (f 

5 429643 AA455889 Hs.167279 FYVE-finger-containing Rab5 effector pro 

443324 R44013 Hs.164225 ESTs 

430124 AW204994 Hs.253450 ESTs 

430701 A1760833 Hs.293971 ESTs 

436714 AA728964 Hs293399 ESTs 

1 0 404848 ENSP00000240769 , :BG153O3.1 (similar to C 

408480 AI350337 Hs.1 64568 fibroblast growth factor 7 (keratinocyle 

412494 AL1 33900 Hs.792 ADP-ribosyiation factor domain protein 1 

417435 NM 005181 Hs.82129 carbonic anhydrase 111, muscle specific 

430403 AFQ39390 Hs241382 tumor necrosis factor (ligand) superfami 

15 436340 R42246 Hs31606 ESTs 

441596 AA939300 Hs.206768 ESTs 

442231 W02434 Hs.222413 ESTs 

447124 AW976438 Hs.17428 RBPI-fike protein 

450297 AW901347 Hs.38592 hypothetical protein FU23342 

20 453682 T79703 gb:yo71e08.r1 Soares fetal liver spleen 

456995 TB9832 Hs.170278 ESTs 

40551 0 ENSP00000233779*:HypothefJcai 68.0 kDa p 

400379 NM 018432 Homo sapiens ovarian cancer related prot 

419964 AAB11657 Hs.220913 ESTs 

25 427033 AI457449 Hs.192817 ESTs 

422321 AA906427 Hs.1 81035 hypothetical protein MGC1 1296 

430829 AW451999 Hs.194024 ESTs ' 

420721 AA927802 Hs.159471 2AP3 protein 

433628 A1821784 Hs.188578 ESTs 

30 436703 AW880614 . Hs.146381 RNA bindmg motif protein, X chromosome 

429716 R25685 Hs.211933 collagen, type XIII, alpha 1 

427235 AI126288 Hs.192232 ESTs 

459646 AW8B3968 Hs^21190 9 b:Qv30TOrj63-290300-13^0T0063Horno 

428923 BE047698 Hs.188785 ESTs 

35 431408 AA504757 Hs.105738 ESTs 

438801 AAB25971 Hs.124284 ESTs 

445432 AV653771 gb:AV653771 6LC Homo sapiens cDNA done 

450003 AA777809 Hs.191995 ESTs 

448108 AW300021 Hs. 170385 ESTs 

40 425523 AB007948 Hs. 158244 WAA0479 protein 

427473 AW274439 Hs.252709 ESTs 

434520 AA205273 Hs.177011 hypothetical protein 

4472B2 AI989963 Hs.197505 ESTs 

447182 BE241868 Hs.17585 K1AA0801 gene product 

45 432229 AW290976 Hs.143587 ESTs 

418985 A1042330 Hs.B7128 hypothetkal protein FU23309 

418719 AW975590 Hs.161707 ESTs 

455710 BE072049 gb:PM4-BT0532-17010O004^06 BT0532 Homo 

420300 AA258245 Hs.127573 Homo sapiens FKSG41 (FKSG41) mRNA, compl 

50 416662 T25853 Hs.7538 ESTs 

41 1436 AW846433 gb:QV0-CT01 79-070300-1 43-b02 CT0179 Homo 

420851 AA281062 Hs.29493 hypothetical protein FU20142 

428715 AW293716 Hs.53126 ESTs 

429318 AWB61930 Hs.1025X hypothetical protein dJ511E1 6.2 

55 444246 H93281 Hs.10710 hypothetical protein FU2041 7 

453973 AI291895 Hs.61993 ESTs, Weakly similar to ALU INHUMAN ALU S 

434497 AI821803 Hs.136580 ESTs 

439306 BE220199 WD40 protein Gaol 

420608 BE548277 Hs.103104 ESTs 

60 418986 AI123555 Hs.81796 ESTs 

438118 AW753311 Hs.346690 ESTs 

447516 W05355 Hs.102971 hypothetical protein FU 14751 

449570 MO0 1793 gbzh86c06.r1 SoaresJetelJiver_spleen_ 

424994 AW954525 gb:EST366595 MM3E resequences, MAGC Homo 

65 417675 A1808607 Hs.3781 similar to rruirtoe leucme-rich repeat pr 

402145 Target Exon 

448131 AI675054 Hs.200481 ESTs 

422352 AA766296 Hs.99200 ESTs 

432625 AI243596 Hs.94830 ESTs, Moderately similar to T03094 A-Wn 

70 447183 AI554733 Hs.173182 ESTs 

447597 A1886036 Hs.213675 ESTs 

459535 AV654907 gb:AV6549Q7 GLC Homo sapiens cDNA done 

415467 R60891 Hs.260274 ESTs 

434408 AI031771 HS.1325B6 ESTs 

75 456354 X56411 Hs.1219 alcohol dehydrogenase 4 (class II), pi p 

453789 AA628517 Hs.118502 ESTs 

412666 AL080116 Hs.74420 origin recognition complex, subunit 3 (y 

418319 AW611703 Hs.190173 ESTs, WeaWy similar to A46010 X-linked 

419088 AJ538323 Hs.52620 integrin, beta 6 

80 420397 NM.007018 Hs.97437 centrosomal protein 1 

422165 AL041199 Hs.1481 hisfidine decarboxylase 

448044 A1458682 gb:lk1 3e01 jc1 NCLCGAP_Lu24 Homo sapiens 

454665 AW812866 gb:RC3-ST01 86-3001 00-01 7-b03 ST01B6 Homo 
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Target Exon 


3.1 


429569 


AA454993 


Hs.138343 


ESTs, Weakly similar to 178885 serine/th 


3.1 


434512 


AW139932 


Hs.188941 


ESTs 


3.1 


452102 


U04343 


Hs.27954 


C086 antigen (C028 antigen Dgand 2, 87- 


ai 


433444 


AW975324 


Hs.129816 


ESTs 


ai 


410821 


All 14811 


Hs.92526 


ESTs, WeaWy similar to T00365 hypothefi 


3.1 


415861 


Z43123 


Hs.144513 


ESTs 


3.1 


422299 


AK000181 


Hs.114556 


hypolhefca! protein FU20174 


3.1 


432527 


AW975028 


Hs.102754 


ESTs 


3.1 


427773 


AA412290 


Hs.98124 


ESTs 


3.1 


441817 


AW989706 


Hs.293332 


ESTs 


3.1 


416812 


H91010 


Hs.44940 


ESTs 


3.1 


417958 


AA7673B2 


Hs.193417 


ESTs 


3.1 


407426 


AF129533 




gfcHomo sapiens F-box protein FM3b (FBL 


3.1 


416423 


H54375 


Hs.268921 


ESTs 


3.1 


418037 


AI990212 


Hs.86447 


ESTs 


3.1 


419197 


N48921 


Hs.27441 


K1AA1615 protein 


3.1 


420179 


N74530 


• Hs.21168 - 


ESTs - - - 


3.1 


435295 


N73895 




gbza62d06.s1 Scares fetal fiver spleen 


3.1 


405548 






Target Exon 


3.1 


423595 


R82826 


Hs.220702 


ESTs 


3.1 


412533 


AA679863 


Hs.696Q6 


ESTs 


3.1 


434072 


H70854 


Hs.283059 


Homo sapiens PRO1082 mRNA, complete cds 


3.1 


405264 






NM_03081 3*:Homo sapiens suppressor of po 
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410869 


AW808361 




gb:MR1-ST011M1109W)03-f04ST0111 Homo 


3.1 


425354 


U62027 


Ks.155935 


complement component 3a receptor 1 


3.1 


441492 


AI149998 


Hs.146346 


ESTs 


3.1 


447078 


AW885727 


Hs.9914 


ESTs 


3.1 


435021 


AA922192 


Hs.54709 


ESTs 


3.0 


408832 


AW085690 


Hs.63428 


ESTs, Weakly similar to Z195.HUMAN ZINC 


3.0 


450580 


N40087 




ESTs 


3.0 


432319 


AW510770 


Hs.128386 


ESTs 


3.0 


453713 


R20640 


Hs.79133 


cadherin 8, type 2 


3.0 


445784 


A1253155 


Hs.146065 


ESTs 


3.0 


416642 


T96118 


Hs.226313 


ESTs 


3.0 


418948 


A1217097 




gb:qd43h07jc1 SoaresJetaLhearLNbHH19W 


3.0 


433796 


AA810867 


Hs.186997 


ESTs 


3.0 


439182 


AF086030 


Hs^1621 


hypothetical protein DKFZp762O076 


3.0 


404995 






ENSP00000251890*:Monocytjc leukemia zinc 


3,0 


444794 


AI419991 


Hs.145225 


ESTs 


3.0 


443634 


H73972 


Hs.134460 


ESTs 


3.0 


420133 


AA426117 


Hs.155543 


ESTs 


3.0 


407829 


AA045084 


Hs,29725 


hypothetical proton FU13197 


3.0 


426743 


AA383833 


Hs.245022 


ESTs 


3.0 


442326 


H92962 


Hs.124813 


hypothetical protein MGC14817 


3.0 


449913 


AA004696 


Hs.333016 


ESTs 


3.0 


454096 


AW062757 




gb:CMT>CT0103-120899437-$07 CT0103 Homo 


3.0 


419622 


AA452054 


Hs.119338 


ESTs 


3.0 


449745 


AI668593 




gb:yi38a05.x5 Scares breast 3NbHBst Homo 


3.0 


428412 


AA426240 


Hs.126083 


ESTs 


3.0 


428200 


AI039624 


Hs.98388 


ESTs 


3.0 


414951 


AW794931 


Hs.100861 


hypothetical protein FU 14600 


10 


431869 


AA521136 


Hs.190176 


ESTs 


3.0 


451391 


AA017410 


Hs.40568 


ESTs 


3.0 


452959 


AI933416 


Hs.189674 


ESTs 


3.0 



TABLE 66B 

Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 



Pkey, 



CAT Number Accession 



410790 
410869 



411436 
411479 

412988 
413081 
413525 
416009 
418948 
420111 
420352 
424200 
424994 
428002 



1221131J 
1225123J 



1245660J 
1247077J 

1342150 1 
1348563 1 
1374635 1 
1565379J 
180808J 
190755J 
192979 1 
236595 1 
245786.1 
285602.1 



AW803357AW803423AW812233R06814 

AW808361 AW808404 AW808386 AW808594 AW808654 AW808813 AW808551 AW808576 AWB08350 AW808406 AW808694 AW808934 
AW808829AW808385 AW808422AW808401 AW808409 AW808760 AW808863AW808521 AW808539AW808609 AW808472AW808739 
AW808704 AW608558 AW808714 AW808420 AWB 
AW846433 AW846159 AW846377 AW846528 

AWB48047 AW848202 AW848631 AW84B142 AW848702 AW848121 AW848632AW848140 AW848571 AW848009 AW848067 AW848069 
AW848905AW848214 
BE046680 BE046738 BE044958 
BE064415 BE064430 BE064448 

BE145899 BE145848 BE145849 BE145853 BE145927 BE145925 
Z43062R13213H14422 

AI217097 AW8B6090 W38035 W38792 AA232835 AW936043 
AA255552 AA280911 AW967920AA262684 

BE258835 AW968316 AA258918 AW843305 R14744 A1580388 BE071923 R36280 

AA337221 AA336756AW966195 

AW954525 AI372685 AA349501 AI3726B7 H 10564 

AA418703 AA418711 BE071915BE071920 BE071912 
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428342 

430535 
432765 
433523 
434763 
436295 
439092 
439305 
440947 
442481 
445432 
448044 
449570 
449745 
450317 
450580 



450582 
450687 
452462 
453682 
454037 
454096 
454171 
454457 
454665 
454860 
454968 
455067 
455276 
455646 
455710 
457374 
458912 



290035 2 AI739168AA425249A1199636AW505198AW977291 AAB24583 AA883419 AA724079 M015524 AI37772BAW293582 AI928140 AA731438 

AI092404A1085630AA731340 

319643 1 AW968485 AW968670 AA480922 BE350425 

353907 1 AJ003429AJ003367AA564825 

368873" 1 H29882 AW665533 AW149901 AI572917 AA598500 AI686466 AI336390 AW864390 AW864320 

392847*1 AA648618 AW974389 H51771 

41733 T N73895AJ001872 

468554 1 AA830149 AW978407 M85983 AW503637 

47088 T BE220199 W01813AF066118N70760BE221405 

505904 1 AA910403 AI815593 W58361 AW1 62520 AI81 6550 

543588 1 N9982B BE079873 All 10738 AF074545 

63943 1 AV653771 BE089370 

747195 1 AJ458682 H24240 R14537 R18426 AWB67082 

81018 T AA001793AA001871 

814534 J AI668593 AI820774 R86205 H39971 H22177 H26241 

831956 1 AI692689 R1 4223 R1 8395 

83929 T N40087 H12925 AA460779 AA096372 BE160847 AW816890 AW816893 AW816577 AW816891 AW816882 AW816868 AW816889 AW816940 
AW816892 AW816941 AW816578 AA029183 T83320 H86850 AA010295 BE160823 Z25353 AA150883 AW887764 AW023806 AW022095 
AA164518 AA730973 W00417 W65303 

83933 1 A1339732 AA010300 AW515041 AA768334 N29860 AA425874 AA425118AA865829 AW936878 

84327" 1 AA495800 AA495737 AA010736 AA654716 AA640726 

918580 1 BE173515 BE173560 A1902860 

977454 1 T79703T96307AL079725 

996287 1 AW998716AW022148 N68020 

1007449.1 AW062757 AW1 76890 AW062758 AW176895 AW176869 AW1 76900 AW1 76897 AW176928 AW176868 AW176892 

1049240 1 AW854832 AW854798 AW854857 AW854816 AW854834 AW854817 

1207274~1 AW753456 AW753036 AW854868 AW854852 

1228599~1 AW812866 AW812746 AW812747 AW812884 AW812763 AW812722 

1237732*1 AW835767 AW835537 BE160187 

1247029~1 AW849046 AWB47956 AW849039 AW847957 AWB48279 AW848698 AW849034 AW849033 
1252050"1 AW854538 AW85441 8 AWB5441 2 

1272541 _ 1 BE176479 BE1 76678 BE176357 BE176550 AW886079 BE176676 BE176615 BE176555 BE176489 BE176610 BE176362 
1348557J BE064420 BE064435 BE064429 BE064414 BE064400 BE064517 ^ ntoe> 
1352368 1 BE072049 BE069471 BE069489 BE069478 BE069479 BE069492 BE069485 BE072122 BE072124 BE069491 BE069486 BE069464 
328758 T AA493662 AW897398 BE154814 
823104J AJ911066 AI933734 A1680888 AJ003599 



TABLE 66C m . 

Pkey: Unique number corresponding to an Eos probesel 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Idenfifier (Gl) numbers. "Dunham I. el aL" refers to the publicafion entitled The DNA sequence of 

human chromosome 22/ Dunham I. et aL, Nature (1999) 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 

NLpostfion: indicates nucleotide positions of predicted exons. _ 



Pkey 


Ref 


Strand 


NLposifion 


400533 


6981826 


Minus 


277132-277595 


400746 


7329328 


Minus 


147703-147896 


401132 


8705350 


Minus 


85679-85795 


402145 


801B280 


Plus 


113086-114800 


403242 


7637817 


Minus 


11297-12511 


403481 


9965004 


Plus 


'93496-93633 


403510 


7652047 


Plus 


61866-62027 


403667 


6850483 


Minus 


1344-1442,1545-1697 


404003 


8655948 


Plus 


198349-199096 


404561 


9795980 


Minus 


69039-70100 


404592 


9943965 


Minus 


39067-39225 


404848 


8248647 


Minus 


23955-24034,25143-25264 


404967 


7523744 


Minus 


89944-90729 


404995 


6006247 


rvSnus 


154015-154123 


405264 


7329374 


Plus 


28556-286B4 


405321 


3419B46 


Minus 


4465445210 


405348 


2914717 


Minus 


4331&43462 


405510 


7630909 


Minus 


101028-101174 


405548 


1532158 


Plus 


11552-11686 



TABLE 67A: 689 GENES UP-REGUIATED IN PROSTATE CANCER COMPARED TO NORMAL ADULT TISSUES 

Table 67A lists about 689 genes up-regulated in prostate cancer compared to normal adult tissues. These were selected from 9009 probesets on the Affyrnetrix/Eos Hu03 GeneCWp 
array that showed some expression In human xenograft tumors and cell Ikies. The 689 genes were selected such that the ratio of 'average" prostate cancer to -average' normal adult 
tissues was greater than or equal to 2.5. The •average' prostate cancer level was set to the 75lh percentile amongst prostate cancers. The "average" normal adult tissue level was set 
to the 85th percentile amongst non-malignant fissues. In order to remove gene-specific background levels of non-specific hybridization, the 10th percentile value amongst non- 
malignant tissues was subtracted from both the numerator and the denominator before the ratio was evaluated. 

Pkey: Unique Eos probeset identifier number 

ExAccm Exemplar Accession number, Genbank accession number 

UnigenelD. Unigene number 

Unigene Title: Unigene gene title 

Rl: Ratio of tumor to normal body tissue 
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5 

10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



Pkey 


ExAccn 


1 Ininannin 

unigeneiu 


1 Itt'mana Tifla 

unigene hub 


D1 




Ad 7Q07X 


ns.<2/yl 






426747 


AAbJoZlO 


Hs. 171995 


kalHkretn 3, [prostate specific antigen 


65.0 


432441 


AW£fz4^b 


Hs. 163484 


ESTs 


56.0 


446057 


AI420227 


Hs. 149358 


Trp-p8 transient receptor potential cafl 


55.0 




N48056 


Hs.283946 


toi3ie nyoroiase (prosiaie-specfiic memo 


48.1 


414569 


AF109298 


Hs.1 18258 


prostate cancer associated protein 1 


41.4 


4JZZ4U 


AI694767 


Hs.1 29179 


Homo sapiens cuna rUldoo i us, done PL 


40.3 


419526 


A1821895 


Hs.1 93481 


ESTs 


35.9 




AA032279 


Hs.61635 


six transmembrane epithelial antigen of 


35.7 


400299 


X07730 


Hs.171995 


kallikrein 3, {prostate specific antigen 


34.9 


4300/0 


A1470523 


Hs.139336 


ATP-onding cassette, suD-lamfly C (CFTR 


33.9 


a norm 


AA125985 


Hs.58145 


thymosin, beta, identified in neuroblast 


32.8 


424099 


AF071202 


Hs.139335 


ATP-btnding cassette, sub-famDy C (CFTR 


32.6 


400292 


AA250737 


Hs.72472 


r>i/r> run 

BMP-R1B 


28.8 


400287 


S39329 


HS.1B1350 


katfitaein 2, prostatic 


28.8 


425075 


AA506324 ^ 


Hs.1 852 — 


acid phosphatase, prostate 


28.6 


409361 


NM.005982 Hs.54415 


sine ocuEs homeobox (Drosophila) homolo 


27.8 


415539 


AI733B81 


Hs.72472 


nim run 

BMP-RIB 


27.0 


426819 


AL135623 


Hs.1 93914 


K1AA0575 gene product 


25.7 


409262 


AKOO0631 


Hs.52256 


hypothetical protein FU 20624 


25.5 


432374 


W68B15 


Hs.301B85 


Homo sapiens cDNA FU11346 lis, clone PL 


24.8 


407168 


R45175 


Hs.117183 


ESTs 


24.5 


4UUzbO 


AA305627 


Hs.139336 


ATP-bmang cassette, sub-family C (CFTR 


23.6 


428336 


AA503115 


Hs.183752 


rrucroseminoprotein. beta- 


23.5 


433043 


W57554 


Hs.125019 


lympnoxj nuclear protein (LAF-4) mRNA 


23.4 


403047 






NMJK)5656*:Homo sapiens transmembrane pr 


23.4 


AAAAOA 

444404 


AK002126 


Hs.11260 


hypothetical protein FU11264 


22.0 


423073 


BE252922 


Hs.123119 


MAO (mothers against decapentaptegic. Dr 


21.6 


407709 


AA456135 


Hs.23023 


ESTs 


21.5 


401424 






NM_001172:Homo sapiens arginase, type li 


20.6 


44o£JU 


AK002107 


Hs.20843 


Homo sapiens cUNA l-LJI 1 245 ns, done PL 


19.7 


434666 


AF151103 


Hs.1 12259 


T cell receptor gamma locus 


18.5 


415989 


A1267700 




ESTs 


17.9 


437052 


AA861697 


Hs.120591 


ESTs 


17.8 


451939 


U80456 


Hs.27311 


single-minded (Drosophila) homolog 2 


16.8 


431548 


AI834273 


Hs.9711 


novel protein 


16.6 


42562B 


NM.004476 


Hs,283946 


folate hydrolase (prostate-specific memb 


16.5 




NM_000346 Hs.2316 


SRY (sex determining region Y)-box 9 (ca 


16.5 


450096 


AI682088 


Hs.79375 


hdocarboxytase synthetase (Wotin-Iprap 


16.5 


413597 


AW302885 


Hs.117183 


ESTs 


16.1 


411096 


U80034 


Hs.68583 


mitochondrial intermediate peptidase 


15.7 


435677 


M694142 


Hs.293726 


ESTs, Weakly similar to TSGA RAT TESTIS 


15.3 


419743 


AW408762 


Hs.5957 


Homo sapiens clone 24416 mRNA sequence 


15.3 


407122 


H20276 


Hs.31742 


ESTs 


15.1 


427958 


AA418000 


Hs.98280 


potassium intermediate/small conductance 


14.1 


418829 


AA516531 


Hs.55999 


NK homeobox (Drosophila), family 3, A 


13.9 


426501 


AW043782 


Hs.293616 


ESTs 


13.9 


428898 


AB033070 


Hs.194408 


K!AA1 244 protein 


13.7 


418961 


AW967646 


Hs.23023 


ESTs 


13.3 


448519 


AW175665 


Hs.278695 


Homo sapiens proslein mRNA, complete cds 


13.2 


418848 


AI820961 


Hs.193465 


ESTs 


13.1 


428398 


A1249368 


Hs.98558 


ESTs 


13.0 


429220 


AW207206 




ESTs 


12.7 


401451 






NM_00449fr:Homo sapiens hepatocyte nude 


12.4 


424012 


AW368377 


Hs.137569 


tumor protein 63 kDa with strong homolog 


12.4 


419078 


M93119 


Hs.89584 


Insulinoma-assoctated 1 


12.3 


450382 


AA397658 


Hs.60257 


Homo sapiens cDNA FU 1 3598 fis, done PL 


113 


430376 


AW292053 


Hs.12532 


chromosome 1 open reading frame 21 


11.8 




AF216077 


Hs.48376 


Homo sapiens done HB-2 mRNA sequence 


11.4 


429918 


AW873986 


Hs.119383 


ESTs 


11.3 


427212 


AW293849 


Hs.58279 


ESTs, Weakly similar to ALU7_HUMAN ALU S 


11.1 


412446 


AI768015 




ESTs 


11.1 


433404 


T32982 




ESTs 


10.9 


420757 


X78592 


Hs.99915 


androgen receptor (dihydrotestosterone r 


10.9 


Amen a 
4Z/074 


NMJJ03528 Hs.2178 


H2B histone family, member Q 


10.6 


444151 


AW972917 


Hs.128749 


alphaHnefhytacyl-CoA racemase 


10.4 


447342 


AI199268 


Hs.1 9322 


Homo sapiens, Similar to RIKEN cONA 2010 


10.3 


418278 


A1088489 


Hs.83937 


hypothetical protein 


10.3 


430226 


BE245562 


Hs.2551 


xtrp.np.rCBC rprentnr ctirftra* 


10.2 


433927 


AI557019 


Hs.1 16467 


small nudear protein PRAC 


10.2 


408000 


L11690 


Hs.198689 


bullous pemphigoid antigen 1 (23Q/240kD) 


10.1 


449625 


NMJJ14253 


od2 (odd Oz/ten-m, Drosophila) homolog 1 


10.1 


431117 


AF003522 


Hs.250500 


delta (DrosophitaHike 1 


10.0 


439444 


A1277652 


Hs.54578 


ESTs, Weakty similar to I38022 hypotheB 


9.8 


437718 


AI927288 


Hs.196779 


ESTs 


9.B 


440529 


AW207640 


Hs.16478 


Homo sapiens cDNA: FU21718 fis, done C 


9.7 


453160 


AI263307 




H2B histone family, member L 


9.7 


432715 


AA247152 


Hs.200483 


ESTs, Weakly similar to KIAA1074 protein 


9.7 


450325 


A1935962 


Hs.91973 


ESTs 


9.6 


434170 


AA626509 


Hs.122329 


ESTs 


9.6 


428600 


AW863261 


Hs.138860 


hypothetical protein DKF2p434K1421 


9.6 
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447033 A1357412 Hs.1 57601 ESTs 9.5 

401747 Homo sapiens kerafin 17 (KRT17) 9.3 

434423 NM_006769 Hs.3844 UM domain only 4 9.3 

_ 411887 AW182924 Hs.128790 ESTs 9.2 

5 457211 AW972565 Hs.32399 ESTs, Weakly similar to S5 1797 vasodDat 9.2 

415263 AA948033 Hs.130853 ESTs 9.2 

432729 AK000292 Hs.1 30732 hypothetical protein FU20285 9.2 

421896 M62293 Hs.45107 ESTs 9.1 

rt 432101 A1918950 Hs.123642 EphA3 9.1 

10 451640 AA195601 Hs.26771 Human DNA sequence from done 747H23 on 9.0 

428046 AWB12795 Hs.337534 ESTs, Moderately similar to I38022 hypol 8.9 

420218 AW958037 ribosomai protein L4 8.8 

434926 BE543269 Hs.50252 mitochondria! ribosomai protein L32 8.6 

424692 AA429834 Hs.151791 KIAA0092 gene product 16 

15 417333 AL157545 Hs.173179 brornodomain and PHD finger containing, 3 8.6 

452594 AU076405 Hs.29981 solute carrier famBy 26 (sulfate transp 8.5 

446100 AW967109 Hs.13804 hypotheficaJ protein dJ462023.2 8.5 

400294 N95796 Hs.278695 Homo sapiens prostein mRNA, complete cds 8.5 

416182 NM_004354 Hs.79069 cycfinG2 8.5 

20 431542 H63010 Hs.5740 ESTs 8.4 

447397 BE247676 Hs.18442 E-1 enzyme 8.3 

432674 AA641092 Hs.257339 ESTs, WeaWy similar to 138022 hypothec 8.1 

456660 AA909249 Hs.1 12282 solute carrier family 30 (zinc transport 8.1 

443822 AI087412 Hs.143611 ESTs,WeaHyslmBarto2004399Achrornos 8.1 

25 451684 AF216751 Hs.26813 CDA14 8.1 

437124 AA554458 KIAA0666 protein 8.0 

416239 AL038450 Hs.48948 ESTs 8.0 

432415 T16971 Hs.289014 ESTs, Weakly similar to A43932 mucin 2 p 7.9 

424800 AL035588 Hs.153203 MyoD family inhibitor 7.9 

30 428728 NM.016625 Hs.191381 hypothetical protein 7.9 

418564 AA631143 Hs.278695 Homo sapiens prostein mRNA, complete cds 7.8 

442049 AA310393 Hs.190044 ESTs 7.8 

429597 NM 003816 Hs.2442 a disintegrin and metalloprotelnase doma 7.8 

4108B9 X91662 Hs.66744 twist (Drosophila) homolog (acrocephalos 7.7 

35 443180 R15875 Hs.258576 clau<fin12 7.5 

433285 AW975944 Hs.237396 ESTs 7.5 

. 410870 U81599 Hs.66731 homeoboxB13 7.4 

418836 A1655499 Hs.161712 ESTs 7.4 

444922 AI921750 Hs.144871 Homo sapiens cDNA FU 13752 fis, clone PL 7.3 

40 431992 NM.002742 Hs.2891 protein kinase C, mu 7.3 

425905 AB032959 Hs,318584 novel C3HC4 type Zinc finger (ring finge 7.3 

432586 AA568548 ESTs 7.3 

431325 AW026751 Hs.5794 ESTs. WeaWy similar to 2109260AB cell 7.3 

435047 AA454985 Hs.54973 cadherMke protein VR20 7.3 

45 447476 BE293466 HS.208B0 ESTs, Weakly similar to I3B022 hypotheli 7.3 

42272B AW937826 Hs.103262 ESTs, Weakly similar to ZN9LHUMAN ZJNC 11 

42610B AA622037 Hs.166468 programmed cell death 5 7.1 

433323 AA805132 Hs.159142 ESTs 7.1 

423349 AF010258 Hs.12742B homeoboxA9 7.0 

50 416815 U41514 Hs.80120 UDP^acetyMpr^D^alactc«amine:polyp 6.9 

425154 NMJ301851 Hs.154850 collagen, type IX. alpha 1 6.9 

438869 AF075009 gb:Homo sapiens full length insert cDNA 6.9 

418329 AW247430 Hs.84152 cystaihionine-beta-synthase 6.8 

452367 U71207 Hs.29279 eyes absent (Drosophila) homotog 2 6.8 

55 418601 AA279490 Hs.86368 calmegin 6.8 

429769 NMJW4917 Hs.218366 kallikrein 4 (prostase, enamel matrix, p 6.8 

436962 AW377314 Hs.5364 DKFZP5641052 protein 6.8 

425465 118964 Hs.1904 protein kinase C, iota 6.6 

450377 AB033091 WAA1265 protein 6.6 

60 451418 BE387790 Hs.26369 hypothetical protein FU20287 6.6 

418250 U29926 Hs.83918 adenosine monophosphate deaminase (isofo 6.6 

416111 AA033813 Hs.79018 chromafin assembly factor 1 , subunit A { 6.5 

426350 NM.003245 Hs.2022 transglutaminase 3 (E polypeptide, prate 6.5 

440774 AI420611 Hs.153934 ESTs &5 

65 413992 W26276 Hs.136075 RNA, U2 small nuclear 6.4 

421928 AF013758 Hs.109543 polyadenylate binding pnotelrwnteractin 6.4 

433293 AF007835 Hs.32417 hypothetical protein MGC4309 6.4 

452340 NNL002202 Hs.505 ISL1 transcripfion factor, UM/homeodoma 6,4 

451027 AW519204 Hs.40808 ESTs 6.4 

70 436063 AK000028 ribosomai protein S24 6.3 

440749 W22335 Hs.7392 hypothetical protein MGC3199 6.3 

432103 T15803 Hs.272458 protein phosphatase 3 (formerly 2B), cat 6.3 

431958 X63629 Hs.2877 cadhertn 3, type 1,P-cadherin (placenta 6.2 

__ 411019 AW993097 Hs.48617 Homo sapiens cDNAFU 12540 fis, done NT 6.2 

75 421566 NM_000399 Hs.1395 early growth response 2 (Krox-20 (Drosop 6.2 

452744 AI267652 Hs.246107 Homo sapiens mRNA; cDNA DKFZp434E082 (fr 6.1 

425259 AL049280 Hs.1 55397 Homo sapiens mRNA; cDNA DKFZp564K143 (fr 6.1 

442772 AW503680 Hs.5957 Homo sapiens clone 24416 mRNA sequence 6.1 

448045 AJ297436 Hs.20166 prostate stem cell antigen 6.0 

80 428342 AI739168 Homo sapiens cDNA FLJ 13458 lis, done PL 6.0 

453439 AI572438 Hs.32976 guanine nudeotide binding protein 4 6.0 

433517 AW022133 Hs.189838 ESTs 6.0 

424036 M7706BB H2A Wstone famBy, member I 5.9 
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420092 AAB14043 Hs.88045 ESTs 5.9 

410268 AA316181 Hs.61635 six transmembrane epilhefiaJ antigen erf 5.8 

425071 NM 013989 Hs.1 54424 deiodinase, Iodottiyronine, type II 5.8 

441866 BE464341 Hs.21201 nectin 3; OKF2P566B0846 protein 5.8 

5 450244 AA007534 Hs.125062 ESTs 5.8 

429165 AW009866 Hs.11B258 prostate cancer associated protein 1 5.7 

451952 AL120173 Hs.301663 ESTs 5.7 

43084 AJ001443 Hs.195614 spfeang factor 3b, subunH 3, 130kD 5.7 

rt 445873 AA250970 Hs-251946 pdy(A}-binding protein, c^lasmic 1-1 5.7 

10 412935 BE267045 Hs.75054 tubufin-spedficchapefonec 5.7 

415068 Z19448 Hs.131887 ESTs,WeaWysirriartoT24396hypothefi 5.7 

434826 AF155661 Hs.22265 pyruvate dehydrogenase phosphatase 5.7 

415621 AI648602 Hs.55468 ESTs 5.7 

416653 AA768553 Hs. 193145 metaDoffBOnein 1E (functional) 5.6 

15 433332 AI367347 Hs.44898 Homo sapiens done TCCCTA00151 mRNA sequ 5.5 

455497 t AA1 12573 Hs.278695 Homo sapiens prostein mRNA, complete cds 5.5 

418245 ' AA088767 Hs.83883 transmembrane, prostate androgen induced 5.4 

428593 AW207440 ~ Hs.1 85973 ' ~ degenerative sperrnato^ (hoinotog Droso 5.4 — 

425211 M18667 Hs.1867 progastricsm {pepsinogen C) 5.4 

20 456508 AA502764 Hs.123469 ESTs, Weakly similar to AF208855 1 BM-01 5.4 

458809 AW972512 Hs.20985 sin3-associated polypeptide, 30kD 5.4 

410762 AF226053 Hs.66170 HSKW* protein 5.4 

440594 AW445167 Hs.126036. ESTs 5.4 

413328 Y15723 Hs.75295 guanylate cyclase 1, soluble, alpha 3 5.3 

25 447805 AW627932 Hs.302421 gernin4 • 5.3 

434808 AF155108 Hs.256150 Homo sapiens. Similar to R1KEN cONA 2810 5.3 

453308 AW959731 Hs.323099 ESTs 5.3 

421470 R27496 Hs.1378 annexinA3 5.3 

418555 A1417215 Hs.87159 hypothetical protein FU 12577 5.2 

30 404632 ML022490tamo sapiens hypothetical prot 5.1 

450861 A1523898 Hs.17617 ESTs 5.1 

431583 AL042613 Hs.262476 S-adencsyirrethtonine (tecarboxytase 1 5.1 

400303 AA242758 Hs.79136 UV-1 protein, estrogen regulated 5.1 

400290 H18836 Hs.31608 hypothetical protein FU20041 5.1 

35 410037 AB020725 Hs.58009 WAA0918 protein 5.1 

410240 AL157424 Hs.61289 synaptojanin 2 5.0 

403046 NM_005&56*:Homo sapiens transmembrane pr 5.0 

419847 AA348947 Hs.91816 hypotheScal protein 5-0 

A _ 450203 AF097994 L^urenine/alpria-arninoadipaie aminotra 5.0 

40 450164 A1239923 Hs.63931 ESTs .5.0 

417318 AW953937 Hs.240845 ESTs 4.9 

417153 X57010 Hs.81343 collagen, type II, alpha 1 (prirnaryoste 4.9 

412350 A1659306 Hs.73826 protein tyrosine phosphatase, noivrecepi 4.9 

456088 BE177320 Hs.156148 hypothetical protein FU 13231 4.9 

45 433852 AI378329 Hs.126629 ESTs 4.9 

452679 242387 Hs.83883 transrneinbrane, prostate androgen induced 4.9 

430387 AW372884 Hs. 240770 nuclear cap binding protein subunit 2, 2 4.9 

416276 U41060 Hs.79136 UV-1 protein, estrogen regulated 4.8 

441021 AW578716 Hs.7644 H1 histone family, member 2 4.8 

50 453171 R76472 Hs.65646 ESTs 4.8 

416795 AM97778 Hs.20509 HBV pX associated protein-8 4.8 

427615 BE410107 Hs.179817 CGI-82 protein, PS0R1 4.8 

419440 AB020689 Hs.90419 K1M0B82 protein 4.8 

422048 NM_012445 Hs.288126 spondin 2, extracellular matrix protein 4.8 

55 453082 H18835 Hs.31608 hypothetical protein FU20041 4.8 

420948 AB016898 Hs.100469 rnyebiaVlyrnphold or mixed-lineage leukem 4.8 

442592 BE566623 Hs.29899 ESTs, Weakly similar to G02075 transcrip 4.8 

421685 AF189723 Hs.106778 ATPase. Ca transporting, type 2C, member 4.7 

_ 431724 AA514535 Hs.283704 ESTs 4.7 

60 423242 AU039402 Hs.125783 DEME-6 protein 4.7 

434485 AI623511 Hs.118567 ESTs 4.7 

407103 AA424881 Hs.256301 hypothetical protein MGC1 31 70 4.6 

414085 AA1 14016 Hs.75746 aldehyde dehydrogenase 1 family, member 4.6 

422486 BE514492 Hs.117487 gene near HD on 4p16.3 with homology to 4.6 

65 422083 NM.001141 Hs.111256 srachktonate lipoxygenase, second typ 4.6 

439735 AI63538S Hs.142846 hypothetical protein 4.6 

420039 NM.004605 Hs.94581 suifotransferase family, cytosofc, 2B, 4.6 

449345 AW971183 Hs.6019 DnaJ (Hsp40) homolog, subfamily C. membe 4.5 

423445 NM-014324 Hs. 128749 alpha^trr/tacyi-CcA racemase 4.5 

70 433730 AK002135 Hs.3542 hypothetical protein FUV1273 4.5 

426006 R49031 Hs.22627 ESTs 4.5 

451982 F13036 Hs.27373 Homo sapiens mRNA; cONA DKF2p56401763 (f 4.5 

415082 AA160000 Hs.137396 . ESTs. WeaHy similar to JC5236 galactosy 4.5 

409799 D11928 Hs.76845 phosphoserine phosphatase-fike 4.5 

75 423583 AL122055 Hs.129836 K1AA1 028 protein 4.4 

452017 AF109302 Hs.27495 prostate cancer associated protein 7 4.4 

437162 AW005505 Hs.5464 thyroid hormone receptor coacfivating pr 4.4 

451468 AW503398 Hs.293653 ESTs, Moderately similar to 138022 rrypot 4.4 

429467 NM.004477 Hs.203772 FSHD region gene 1 4.4 

80 451752 AB032997 KIAA1 171 protein 4.3 

430294 A1538226 Hs.32976 guanine nucleotide binding protein 4 4.3 

452259 AA317439 Hs.28707 signal sequence receptor, gamma (translo 4.3 

456362 AW973003 Hs.179909 hypothetical protein FU22995 4.3 

752 



WO 03/042661 



PCTYUS02/36810 



10 

15 

20 

25 

30 

35 ' 

40 

45 

50 

55 

60 

65 

70 

75 

80 



449048 

440300 

42730B 

435706 

416854 

451406 

410076 

410275 

419239 

442501 

436761 

420380 

436556 

458440 

446416 

417873 

430598 

421305 

429299 

407894 

414664 

408418 

430945 

432363 

447574 

447595 

453857 

444108 

422890 

417379 

416818 

410102 

418821 

438825 

433233 

415276 

440146 

407819 

450402 

432527 

419733 

422134 

432435 

450680 

436420 

430122 

411031 



Z45051 

N39760 

D25067 

W31254 

H40164 

AK94320 

T05387 

U85658 



Hs.22920 

Hs.8859 

Hs.174905 

Hs.7045 

Hs.B0296 

Hs.6295 

Hs.7991 

Hs.61796 



407813 
417067 
410227 
417958 
427176 
448826 
447966 
432675 
419713 
427479 
443162 
413950 
439963 
419083 
448148 
419465 
432274 
447620 
430589 
418004 
416655 
459284 
421829 
437252 
437967 
417061 
423337 
418838 
453469 
408063 
422072 
420297 
420522 



AM68183 Hs.184598 

AA315267 Hs.23128 

AI817776 Hs.236557 

AA640891 Hs. 102406 



AI364997 
A1095468 



Hs.7572 
Hs.135254 



426647 



AV658299 Hs.1 63959 

BE266659 Hs.293659 

AK001764 Hs.247112 

BE397354 Hs.324830 

AI620463 Hs.347408 

AJ278313 Hs.41143 

AA587775 Hs.66295 

AW963897 Hs.44743 

U80669 Hs.55999 
AA534489 

AF162666 Hs.18895 

AW379130 Hs.18953 

AL080235 Hs.35861 

R55784 Hs.140942 
Z43784 
AA196390 

AA22B899 Hs.101307 

AW248508 Hs.279727 

AA436002 Hs.183161 

BE327427 Hs.79953 

AB040927 Hs.301804 

U88666 Hs.78353 

AW014231 Hs.90790 
R42185 

BE218027 Hs.89969 

AW975028 Hs.102754 
AW362955 

AW179019 Hs.112110 

BE218886 Hs.282070 

AF131784 Hs.25318 

AA443966 Hs.31595 
NM_013342 Hs.233765 

W37943 Hs.34892 

AA420450 Hs.292911 

AL120247 Hs.40109 

AJ001417 Hs.81086 

AB009284 Hs.61152 

AA767382 Hs.193417 

AW381569 Hs.40334 

AI5B0252 Hs.293246 

AA340605 Hs.105887 
AI791855 

AW958058 Hs. 92381 

BE410092 Hs.178471 

T49951 Hs.9029 

AA249096 Hs.32793 

AW247529 Hs.6793 

A1479560 Hs.98613 
NM_016578 Hs.20509 

AW500239 Hs.21187 

AK000382 Hs.274251 
AW290951 

AJ002744 Hs.245315 

U37519 Hs.87539 

AW968613 Hs.79428 

AF155660 Hs.300496 

AB01833O Hs.108708 

AI433833 Hs.164159 

BE277414 Hs.5947 

AI675944 Hs.188691 
NM.004655 Hs.127337 
AW385224 Hs.35198 

AB014533 Hs.33010 

BE086548 Hs.42346 

AB018255 Hs.111138 

AI628272 Hs.88323 
AW957137 Hs.98541 
AW512232 Hs.254835 

AA243464 Hs.294101 



similar to S68401 (cattle) glucose indue 

Homo sapiens, Similar to RIKEN cONA 5830 

WAA0033 protein 

GL004 protein 

Purkinje cell protein 4 

ESTs, Weakly similar to T1 7248 hypolheti 

ESTs 

transcription factor AP-2 gamma (acGvat 

Homo sapiens cDNA: FU23241 fe, clone C 

ESTs 

ESTs 

ESTs 

ESTs 

Homo sapiens done 1 Ihrombospondin mRNA 
ESTs 

Homo sapiens, Similar to RIKEN cDNA A430 
hypothetical protein FU10902 
diptheria toxin resistance protein requi 
hypolhetical protein MGC13102 
phosphoinositide-speciHc phospholipase 
muiti-PDZKtornain-containing protein 
KIAA1435 protein 

NK homeobox (Drosophfla), family 3, A 

gb:nf76g11.s1 NCLCGAP_Co3 Homo sapiens 

tousteoMike kinase 1 

phosphodiesterase 9A 

DKFZP585E1621 protein 

ESTs 

ankyrin 3. node of Ranvier (ankyrin G) 
gb:zp99b10.s1 Stratagene muscle 937209 H 
Homo sapiens HUT11 protein mRNA, partial 
ESTs; homotogue of PEM-3 ICiona savignyi 
ESTs 
ESTs 

KIAA1494 protein 

SFRS protein kinase 2 

Homo sapiens cDNA: FU22930 lis, clone K 

ESTs 

ESTs 

ESTs 

Homo sapiens cONA FU14415 fis, clone HE 
mitochondrial ribosomal protein L42 
ESTs 

Homo sapiens clone 25194 mRNA sequence 
ESTs 

TCF3 (E2A) fusion partner (in childhood 
WAA1323 protein 



WAA0872 protein 

solute carrier family 22 (extraneuronal 
exostoses (mutfip)e)-Iike 2 
ESTs 
ESTs 

ESTs, Wealdy similar to putaGve p150 [H 
ESTs, Weakly simSar to Homobg of rat Z 
ESTs 

nudix (nucleoside diphosphate linked moi 
K1AA0798 gene product 
DKFZP434G032 protein 
ESTs 

plaielet-adivaQng factor acetylhydrola 

Homo sapiens cDNA FU 12292 lis, done MA 

HBV pX associated protein-8 

Homo sapiens cDNA: FU 23068 fis, done L 

hypothetical protein FU20375; KIAA1797 

ESTs 

UDP-N-acety^ha-r>galxlosarrrine:poryp 
aldehyde dehydrogenase 3 family, member 
8CL2/adenovirus E1B 19kD4nterading pro 
mitochondrial solute carrier 
caldui^calmodunn-dependerrt protein kin 
ESTs, WeaWy similar to ALU INHUMAN ALU S 
mel transforming oncogene (derived from 
Homo sapiens cDNA FU 12033 Gs, done HE 
axm 2 (conduce n, axil) 
ectonucleotlde pyrophosphatase/phosphodi 
WAA0633 protein 

cataneurirv-binding protein calsarcin-1 

WAA0712 gene product 

ESTs, Weakly similar to ALU1_HUMAN ALU S 

hypothetical protein 

ESTs 

pre-B-cel leukemia transcription factor 
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456177 NMJJ12391 Hs.79414 prostate epOheJhjm-specifc Ets transcr 3.6 

425689 W16480 Hs.24283 ESTs, Moderately sindar to reduced expr 3.6 

432370 AA308334 Hs.274424 N^tylneurarninic acid phosphate syntiia 3.6 

e 422424 AI186431 Hs.296538 prostate tiuTerenfjaficn factor 3.6 

5 446157 BE270828 Hs.1 31740 Homo sapiens cDNA: FU22562 n"s, clone H 3.6 

433339 AF019226 Ks.8036 glioblastoma overexpressed 3.6 

421887 AW161450 Ks.109201 CQ-B6 protein 3.6 

435114 M775483 Hs.288936 mitxhondria) ribosama) protein L9 3.6 

412520 AA442324 Hs.795 H2A hislone family, member 0 3.6 

10 436476 AA326108 Hs.33829 bHLH protein DEC2 3.6 

441224 AU076964 Hs.7753 catumenin 3.5 

404922 NHL003071:Homo sapiens SWl/SNF related, 3.5 

432278 AL137506. Hs.274256 hypothetical protein FU23563 3.5 

452747 BE153855 Hs.61460 Ig superfamfly receptor LNIR 3.5 

15 429686 A1871613 Hs^8538 Homo sapiens cDNA FU21086 fis, clone C 3.5 

408001 AA046458 Hs.95296 ESTs 3.5 

428330 L22524 Hs.2256 matrix rnetafloproteinase 7 (rnatrirysin, 3.5 

418113 AI272141 Hs.83484 - SRY (sex determining region Y}-box 4 3.5 

428055 AA420564 Hs.101760 ESTs 3.5 

20 418827 BE327311 Hs.47166 HT021 3.5 

431103 M57399 Hs.44 pleiotrophtn (heparin binding growth fac 3.5 

427701 AM11101 Hs.243886 nudear autoantigenic sperm protein (his 3.5 

419168 A1336132 Hs.33718 Homo sapiens cDMA FU 12641 fis, clone KT 3.5 

409151 AA306105 SEC22, vesicle trafficking protein (S. c 3.5 

25 439671 AW162840 Hs.6641 Knesin family member 5C 3.4 

452721 AJ269529 Hs301B71 solute carrier family 37 (glycercl^pho 3.4 

449933 AW157098 Hs.324104 Human ONA sequence from done RP1-63M2 0 3.4 

432615 AA557191 Hs.55028 ESTs, Weakly similar to 154374 gene NF2 3.4 

443884 N20617 Hs.1 94397 teptin receptor 3.4 

30 403752 NM_002753VHomo sapiens ntitogervaclivate 3.4 

427723 A1355260 Hs^79789 histone deacetyiase 3 3.4 

421878 AA299652 Hs.111496 Homo sapiens cDNA FU1 1643 fis. done HE 3.4 

440494 BE618768 Hs.7232 acetyl-Coenzyme A carboxylase alpha 3.4 

426716 NM-006379 Hs.171921 sema domain, immunoglobulin domain (Ig), 3.4 

35 433647 AA603367 Hs.222294 ESTs 3.4 

407137 T97307 gteye53h05.s1 Scares fetal fiver spleen 3.4 

432886 BE159028 Hs.279704 chromatin accessibiSty complex 1 3.4 

427715 BE245274 Hs.18042B KIAA11B1 protein 3.3 

437617 AI026701 Hs.5716 WAA0310 gene product 3.3 

40 447818 W79940 Hs.21906 Homo sapiens done 24670 mRNA sequence 3.3 

414407 AA147026 Hs.76704 ESTs 3.3 

421537 BE383488 Hs.1 05547 neural proliferation, differentiation an 3.3 

435655 AW105663 Hs.6947 HSPC069 protein 3.3 

427871 AW992405 Hs.59622 Homo sapiens, clone 1MAGE:3507281, mRNA, 3.3 

45 421662 NUL014141 Hs.106552 cell recognition molecule Caspr2 3.3 

407204 R41933 Hs.140237 ESTs, Weakly similar to ALU 1_HUMAN ALUS 3.3 

407908 BE379758 Hs.1 10853 uncharaderized hematopoietic stem/proge 3.3 

407846 AA42E202 Hs.40403 Cbp/p300-inleracting transactivator, wit 3.3 

420568 F09247 Hs.247735 protocadherin alpha 10 3.3 

50 436873 N23874 Hs.50477 RAB27A, member RAS oncogene family 3.3 

411145 BE439553 Hs.250528 Homo sapiens, clone IMAGE:4095694, mRNA, 3.3 

435017 AA336522 Hs.1 2854 angiotensin II, type I receptor-associat 3.3 

435020 AW505076 Hs.301855 DiGeorge syndrome critical region gene 8 3.3 

__ 443991 NM.002250 Hs.1 0082 " potassium intermediate/small conductance 3.3 

55 409960 BE261944 hexokinase 1 3.3 

433891 AA613792 gb:no97h03.s1 NCLCGAP_Pr2 Homo sapiens 3.3 

430389 AL1 17429 Hs.240845 DKFZP434D 146 protein 3.3 

432242 AW022715 Hs.162160 ESTs, Weakly similar to ALU4_HUMAN ALU S 3.3 

419972 AL041465 Hs.182982 golgin-67 3.3 

60 445707 AI248720 Hs.1 14390 ESTs 3.3 

412628 AI972402 Hs.306051 hypothetical protein MGC2648 3.3 

425263. NM-001197 Hs.155419 BCL2-interacling killer (apoptosis-induc , 3.3 

419879 Z17805 Hs.93564 Homer, neuronal immediate early gene, 2 3J 

re 433345 AI681545 Hs.152982 hypothetical protein FU131 17 3.3 

65 417515 L24203 Hs.82237 ataxia-telangiectasia group Dissociated 3.3 

414922 D00723 glycine cleavage system protein H (amino 3.3 

437898 W81260 Hs.43410 ESTs 3.2 

426126 AL1 18747 Hs.26691 ESTs 3.2 

„ 422089 AA523172 Hs.103135 ESTs, Weakly similar to SFR4.HUMAN SPUC 3.2 

70 450649 NMJJ01429 Hs.25272 E1 A binding protein p300 3.2 

404210 NM_005936:Homo sapiens myeloid/lymphoid 3.2 

434954 AF161455 Hs.284295 Homo sapiens HSPC337 mRNA, partial cds , 3.2 

401519 C1 5000476*:gi|l2737279|reflXP_01 2163.1 1 3.2 

419517 AF052107 Hs.90797 Homo sapiens done 23620 mRNA sequence 3.2 

75 431585 BE242803 Hs.262823 hypothetical protein FU 10326 3.2 

427461 AA531527 Hs.332040 hypothetical protein MGC13010 3.2 

453288 AW583292 Hs.274412 similar to yeast Upf3, variant A 3.2 

412513 AA322599 Hs.5163 ESTs, Weakly similar to AF1 51840 1 CQ-8 3.2 

432579 AF043244 Hs.278439 nucleolar protein 3 (apoptosis repressor 3.2 

bO 439593 BE073597 Hs.124863 ESTs 3.2 

451945 BE504055 Hs.211420 ESTs 3.2 

434614 A1249502 Hs.29669 ESTs 3.2 

445525 BE149866 Hs.14831 Homo sapiens, Similar to zinc finger pro 3.2 
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419991 AJ000098 Hs.942t0 eyes absent (Drosoph2a) homotog 1 3.2 

408101 AW968504 Hs.123073 COC2-reJaled protein kinase 7 3.2 

425810 AI923627 Hs.31903 ESTs 12 

. 443123 AA094538 Hs272808 putative transcription regulation nudea 12 

5 447439 AA313565 Hs.145020 ESTs, Weakly simSar to KIAA1 205 protein ' 12 

452167 N75238 Hs.13075 Homo sapiens cDNA: FU23013 fis, done L 11 

440789 AB007857 Hs.7416 KIAA0397 gene product 11 

436087 BE300296 Hs.5054 CGI-133 protein 11 

414222 AL135173 sorbitol dehydrogenase 11 

10 419749 X73608 Hs.93029 sparc/osteoneefin, cwcv and kazaWike d 11 

418559 AA225048 Hs.104207 ESTs 11 

408784 AW971350 Hs.63386 ESTs 3.1 

424285 BE207168 Hs.144630 nuclear receptor subfamily 2. group F, m 3.1 

417193 AI9221B9 Hs.288390 hypothetical protein FU22795 11 

15 428738 NMJJ00380 Hs.192803 xeroderma pigmentosum. compJementaSon g 11 

436489 AJ272269 Hs.121429 2inc4widing protein Rbcc728 11 

433006 BE242758 Hs.190223 ESTs, Moderately similar to T29285 hypot 3.1 

426991 AK001536 Homo sapiens cDMA FU10674 fe, clone NT 11 

445943 AW898533 Hs.181574 ESTs 11 

20 434194 AF 119847 Homo sapiens PRO1550 mRNA, partial cds 3.1 

432426 AW973152 HsJ1050 ESTs 11 

416974 AF010233 Hs.80667 RALBP1 associated Eps domain containing 11 

451131 AI267586 Hs.26B012 fatty-add-CoenzymeAligase, tong^chain 11 

423453 AW450737 Hs.12B791 CGI-09 protein 11 

25 417215 BE253181 Hs.81687 noiwnetastatic cells 3, protein expresse 3.1 

436278 BE396290 Hs.5097 synaptogyrin 2 11 

432908 AI861896 ESTs 11 

432952 AA813887 Hs.188173 Homo sapiens cDMA FU12187 fis, clone MA 11 

438705 AI049624 Hs.283390 ESTs, Weakly similar to 2109260A B ceD . 11 

30 427982 NM_016156 Hs.181326 KIAA1 073 protein 11 

431578 AB037759 Hs.261587 GCN2 elF2alpha kinase 11 

409757 NM.001898 Hs.123114 cyslatinSN 11 

407136 T64896 Hs28742Q Homo sapiens cONA RJ11533 fe, done HE 11 

434293 NM_004445 Hs.3796 EphB6 11 

35 410001 AB041036 Hs.57771 kalUkrein 11 11 

434970 AW272262 Hs.225767 ESTs 11 

432800 BE391046 Hs.278962 AIM-1 protein 11 

423392 AA195037 Hs.169341 HTPAP protein 11 

432205 A1806583 Hs.125291 ESTs 11 

.40 448807 AI571940 Hs.7549 ESTs 11 

439979 AW600291 Hs.6823 hypothetical protein FU 10430 3.1 

435561 AA351978 Hs.4943 hepatocellular rarcinoma associated prot 10 

427315 AA179949 Hs.175563 Homo sapiens mRNA; cONA DKFZp564N0763 (f 10 

410082 AA081594 Hs. 1583 11 Musashi posophila) homotog 1 10 

45 432621 AI298501 Hs.21192 ESTs, Weakly similar to T4642B hypothec 10 

429638 AI916662 Hs211577 kinectin 1 (kinesin receptor) 10 

452908 AB001451 Hs.30965 neuronal She adaptor homoiog 10 

426030 BE243933 Hs.108642 zinc finger protein 22 (KOX 15) 10 

407688 W25317 Hs,37616 Human D9 splice variant B mRNA, complete 10 

50 434958 T99949 Hs.303428 Homo sapiens cDNA FU 14832 lis, clone OV 10 

418610 AW245993 Hs.223394 hypothetical protein MGC2742 10 

451815 AW974911 Hs.184793 Homo sapiens cDNA: FU21 880 fis, done H 10 

433556 W5S321 Hs.1 11460 cak^rr^moduliiwlependent protein kin 10 

413010 AA393273 Hs.75133 transcription factor 64ike 1 (rriHochond 10 

55 449459 BE546846 Hs.195048 ESTs 10 

438523 H66220 Hs.278177 ESTs 10 

434263 N34895 Hs.44648 ESTs 10 

446825 BE266822 Hs.344097 filamin A alpha (adrvbmding protein- 10 

408681 AW953853 Hs.292833 ESTs, Weakly similar to 138022 hypotheti 10 

60 429966 BE081342 Hs.283037 HSPC039 protein 10 

412652 AI801777 ESTs 10 

442409 BE208843 Hs.1 29544 hypothetical protein MGC1 5438 10 

450832 AW970602 Hs.105421 ESTs 10 

, c 440074 AA863045 Hs.10669 ESTs, Weakly similar to T00050 hypotheO 10 

65 436032 AA150797 Hs.109276 latexin protein 3.0 

419594 AA013051 HsJ1417 topotsomerase (DNA) II binding protein 10 

421674 T10707 Hs.295355 hypothetical protein FU23138 29 

432302 AA345B57 Hs.274307 KIAA1442 protein 29 
„ 415172 AF079529 Hs.78106 phosphodiesterase 8B 29 
70 412926 AI879076 Hs.75061 macrophage myristoylated alarine-rich C 2.9 
413142 M81740 Hs.75212 ornithine decarboxylase 1 19 
437179 AA393508 serologically defined colon cancer antig 29 
418372 AA311833 Hs.B431B repficaiion protein A1 (70kD) 29 
439609 AW971945 Hs.293236 ESTs 29 
75 427398 AW390020 Hs.20415 chromosome 21 open reading frame 11 29 
447958 AW796524 Hs.68644 Homo sapiens microsomal signal peptidase 29 
40934P BE174629 Hsl21130 rrypothetlcal protein MGC2771 29 
420061 AW024937 Hs.29410 ESTs 29 
orv 431663 NMJJ16569 Hs.267182 TBX3hso protein 29 
80 417622 AW298163 Hs.82318 WAS protein family, member 3 29 
420344 BE463721 Hs.97101 putative G protein-coupled receptor 29 
446791 AIS3227B Hs.1 95922 ESTs 29 
433313 W20128 Hs.296039 ESTs 29 
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440695 AW088363 Hs.246240 ESTs 16 

416941 BE000150 Hs.48778 nihan protein 2.6 

422717 A1557623 Hs.1 19475 odd inducible RNA-binding protein 16 

_ 426110 NMJW2913 Hs.166563 replication tactorC {activator 1) 1 (14 2.6 

5 422027 ALO43100 Hs.306319 fatly acid amide hydrolase 16 

401197 ENSP00000229263':HSPC213. 2.6 

442607 AA507576 Hs.288361 Homo sapiens cDNA: FU22696 6s, clone H 16 

410297 AA148710 lumican 16 

_ 447963 A1452973 Hs.165900 ESTs, WeaWy similar to ALU1 .HUMAN ALU S 16 

10 433101 AW572317 Hs.12082 Homo sapiens mRNA: cDNA DKFZp566L203 (fr 16 

437546 AW074836 Hs.173984 T-box1 16 

443725 AW245680 Hs.9701 growth arrest and DNA-damage4ndudble, 16 

436213 AA325512 Hs.71472 hypotheScal protein FU 10774; WAA1709 16 

408157 AA047685 Hs.62946 ESTs 16 

15 420805 L10333 Hs.99947 reticulonl 16 

454144 BE280478 Hs.182695 hypolhetical protein MGC3243 16 

426761 AI015709 Hs.172089 Homo sapiens mRNA; cONADKFZp586l2022(f 16 

428695 AJ355647 Hs.189999 purinergic receptor (family A group 5) 16 

431725 X65724 Hs.2839 Nome disease (pseudogfoma) 16 

20 425174 087450 Hs.154978 K1AA0261 protein 16 

410467 AF102546 Hs.63931 dachshund (DrosophHa) homolog 16 

413435 X51405 Hs.75360 carboxypeptidase E 16 

428293 BE250944 Hs.183556 solute carrier family 1 (neutral amino a 16 

428180 AI129767 Hs.1 82874 guanine nucleotide binding protein (G pr 16 

25 439680 AW245741 Hs.58461 ESTs, WeaWy similar to A35659 krueppel- 16 

424395 AA165082 Hs.146388 rrucrotubute-associated protein 7 16 

406670 W79632 Hs.256301 hypothetical protein MGC13170 16 

413762 AW411479 Hs.848 FK506-binding protein 4 (59kD) 16 

429922 Z97630 Hs.226117 H1 histone famBy, member 0 16 

30 449518 BE395253 Hs.30861 ESTs 16 

445919 T53519 Hs.334692 hypothefica! protein MGC14141 16 

429343 AK000785 Hs.199480 Homo sapiens, Similar to epsin 3, done 16 

438552 AJ245820 Hs.6314 type I transmembrane receptor (seizure-r 16 

431472 AK001023 Hs.256549 nucleotide binding protein 2 (E.coR Min 16 

35 409299 AA045650 Hs,53125 small nuclear ribonudeoprotein D2 polyp 16 

434672 AWZ94020 Hs.117721 ESTs 16 

443015 R33261 Hs.6614 ESTs, Weakly simBar to A43932 mucin 2 p 16 

452576 AB023177 Hs.29900 WAA0960 protein 16 

412843 AF007555 Hs.74624 protein tyrosine phosphatase, receptor t 16 

40 430375 AW371048 Hs.93758 H4 histone family, member H 16 

408196 AL034548 Hs.43627 SRY (sex determining region Y)-box 22 16 

424339 BE257148 endoglycan 16 

416292 AA179233 Hs.42390 nasopharyngeal carcinoma suscepQjinty • 16 

451040 AA324743 Hs.40808 ESTs 16 

45 445636 AW105401 ribosomal protein L29 16 

419175 AW270037 WAA0779 protein 16 

422000 M30S99 Hs.1 1 0637 homeoboxAlO 16 

441128 AA570256 ESTs, Weakly similar to T23273 hypothefi 16 

446237 AW270515 Hs.149596 rtornosapiens,SinTilartoRIKENcDNA2310 16 

50 431797 BE169641 Hs.270134 hypothetical protein FU20280 15 

406789 AI041403 ribosomal protein L29 15 

423217 NM.000094 Hs.1 640 collagen, type VII, alpha 1 (eptdermofys 15 

423115 AA421973 Hs.169119 ESTs, Weakly similar to T25731 hypothefi 15 

420460 AA262331 Hs.48376 Homo sapiens done HB-2 mRNA sequence 15 

55 436165 AI373544 Hs.331328 jntermeolate filament protein syncoilin 15 

430542 AI557486 Hs.119122 ribosomal protein L1 3a 15 

452827 AI571835 Hs.55468 ESTs 15 

431609 AW792792 Hs.264330 N-acylsphingosine amidohydrolase (acid c 15 

431 10B AA991508 Hs.105317 ESTs 15 

60 410310 J02931 Hs.62192 coagulation factor 111 {thromboplastin, 15 

430333 S70114 Hs.239489 T1A1 cytotoxic granule-associated RNA-bi 15 

439B64 AJ720078 Hs^91997 ESTs, Wealdy similar to A47582 B-cell gr 15 

438821 AA826425 Hs.192375 ESTs 15 

421091 W22821 ribosomal protein 126 15 

65 439414 NIUL001183 Hs.6551 ATPase, H transporting, lysosomal (vacuo 15 

400263 Eos Control 15 

451428 AW083384 Hs.1 1067 ESTs, Highly similar to T46395 hypothefi 15 

449051 AW961400 Hs.333526 HER2 receptor tyrosine kinase (c-erb-b2, 15 

431615 AW295859 Hs.235860 ESTs 15 

70 433037 KWL014158 Hs.279938 HSPO067 protein 15 

409504 AA304951 Hs.699 pepBdytproryl isomerase B (cydophFin 15 

409330 AK001231 Hs.53940 hypothetical protein FU10369 15 

436299 AK000767 Hs.5111 hypothetical protein FU20729 15 

_^ 450628 AW382884 Hs.204715 ESTs 15 

75 426793 X89887 Hs.172350 HIR (histone cell cyde regulafion defec 15 

431122 AI267593 Hs550535 Homo sapiens mRNA; cDNA DKFZp434N241 2 (f 15 

407236 W79485 Hs.173980 nudear matrix protein NMP200 related to 15 

421109 L32B32 Hs.101842 AT-Wntfing transcription factor 1 15 

408770 AW270608 Hs.170195 bone rnorphogenetic protein 7 (osteogenic 15 

80 416737 AF154335 Hs.79691 UM domain protein 15 

414869 AA157291 Hs.21479 ubinuclein 1 15 

431222 X56777 Hs.273790 2ona pettucida glycoprotein 3A (sperm re 15 

403532 NM_024638:Homo sapiens hypothetical prot 15 
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ESTs 
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TABLE 67B 



Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 
Access io n: Gen bank accession numbers 



Pkey . CAT Number Accession 



415989 10194.1 BC013389 BC017398 AI023543 AA191424 AJ267700 A1469633 AW958465 AW953397 AA172056 BE940298 BF909208 BF909980 BF095153 

B6285837 AI720344 BF54171 5 AA3550B6 AA1 72236 
429220 15103.7 AW341473 AA448195 AW207206AI951341 AA969259 

412446 ' 63467.1 BC021735 AI669212 AL120184 AI769949 BE701002 BE184363 BE819031 BG702238 BF090049 BF963318 BF961912 BF943013 AA934514 

AA151245 BF960659 AA987907 Z41449 BF908059 BF908053 BF908049 BE699424 BF908060 BF962832 BF952020 BF963134 BI035538 
BF908052 BF908057 BF090026 BF943158 AI632924 BF512340 BF952021 BF960776 BF943437 BF942847 A1768015 F09778 F04816 F02721 
AA102645 A1633838 AA617929 BF947001 BI035448 BE935876 AW890837 AW898604 BF957405 BF963433 BG704815 

433404 7392.1 BC022980 BF224081 BG149908 AW672842 BE670687 A1702161 AW341832 BE222503 N71836 A1026061 AW953116 AW083132 AI979261 

AV725377 A1423298 A1640707 AW675518 A103261 1 A1818044 A1299508 AI91 1386 AI27041 8 BE219257 BM141826 AA826491 225159 AA587421 
N59447 Z39436 T32982 R541 10 BF115783 F09044 8F808433 

449625 249224.1 B19181WAW779760N48674A1375997AA235370BG699146AI913631 AI498402A1016320AA323193 R49021 D59344 BG986750 N45526 
BG986917T61382 R49391 R45432 A1203107 R35004 F07491 R25094 R35360 

453160 6028.5 BC009612NWL003526BI597616AV761592AV760377AL601008BI604131 BE645918BG1B7760 BG181525 BG210634 BG1 92999 A1263307 

AA344186 AW952966 AA033609 AA037562 AA722183 R79452 H70775 BF674991 BE769437 BG007856 AA037483 AW572535 AI143991 
AA084581 AA033610 AV742510 AV736788 R08336 

42021 8 191547J AW95B037 R42557 A1337047 AA948360 AJ638005 AA459950 AI624915 AJ638047 AI467856 A1521826 AA860305 AI93231 5 AW003092 AW271756 
AW779380 AA609879 AJ634791 A1493770 AI56521 1 Z41 145 AJ627952 AA303734 BE349457 AW196765 AA256527 BE089727 

4371 24 59408.1 AL050013 BG939500 AW969191 AA769925 A1377973 A1625545 AA81 1365 AA521 1 14 N24705 AI379579 AA424899 A1684671 AA829715 AI453010 
N35401 AA677452 AA504340 AI209149 AA883574 AI379062 AJ0B4455 AJ2801 47 AA644327 BF432508 N27873 N47364 N34880 A1147024 T86860 
A1219716 AA960926 H25544 81857123 AW960489 AA599099 AA765246 AA328537 BG434703 AA890373 AA424765 AJ292318 AA829886 N95742 
AJ218758 H25588 N38282 AA024987 N36687 B1919187 N49471 AAB89970 AW166152 AA468546 A1262504 A1452782 AA554458 AA807080 
AA724542 AW102730 AA909978 AW1 18134 AW827241 W56431 BM127381 BF436987 AI016509 AW663972 BM1 27686 C1 5552 N63435 N51744 
T98800 N56980 BG108636 N49381 R49866 D6127B BI756612 AA508234 R49885 BF850422 

432586 6633.1 BC022B81 AU150944 BG750783AW754175AW857737 AI911659AI050036 AA554053AI826259AA568548 

438869 52134.1 AF075009 R63109 R63068 

450377 1 2109.1 AB033091 AL520743 BE81 1813 N53332 N99716 AL561910 AA280655 BE710392 AV705100 AW293978 AW444556 AA281459 A1679751 A1873695 
BG700891 B1553517RB0518BG779771 BG534451M479402AW961580BF061430AJ857643AI^^ 

AW072470AI041596AJ049699AW592865AA976261 BE879747BG114119AW183811 AA909938 BF571621 BF350794 BF351375 BE925699 
AL050294 BC010371 BF982270 AL042656 BF095732 AW812618 BF095731 BG21 2397 BF678765 B1038602 BG388664 AW675337 BG289398 
BE939598 AW805570 AA527097 AW1 50540 A1693720 AA743364 AI915793 N481 85 AJ573107 AA043474 A135161 5 AJ969490 AI910763 R50866 
A1699181 N73808 H08164 

436063 5483.1 AK000028 AA494483 A1298674 AA720773 AV761 529 A1884670 A1936202 AW294235 D61652 BF881 184 AV71 1384 N27154 AI926970 AV734970 

N40094 N28596 AA884747 AA512890 BG436593 
428342 6712.1 AK05631 5 AJ01 5524 AA724079 B1713619 AI377728 AW293682 AJ 9281 40 AJ 092404 A1085630 AA731 340 B M4S9629 AW966804 AA425658 

AA769094 BF446026 AW1 1 B719 AJ332765 AW5008B8 AW576556 AIB59571 AW499554 AW614573 AW629495 AW505314 W74704 A1356361 

AJ923640 AW070509 A1521 500 AL042095 AA609309 AA761 319 AI381489 H45700 AA761333 AW265424 AA909524 AA63531 1 AA649040 

A1392620 Z40708 A1985564 AW263513 AA913B92 AI693486 AW263502 AI806164 AW291 137 BI051872 BI059498 AA134476 AW084888 AA036967 

AW370823 T55263 BI002756 AA489664 BF827261 W74741 BF963166 
424036 6226.1 NM.033445 BC001 1 93 AI885781 BF794032 AA476620 AA81 0906 AA810905 A1291 244 AI885097 A135970B A1335629 H97396 A1344589 AA300377 

AA457566 AW77 1 833 BE465621 AJ364068 A1364452 AI648505 AI91 8342 A1928670 AA886580 AL531 029 AA886344 A! 1 864 1 9 BG329096 

BM045465 AL531028 BG437151 BE868021 AA179427 
450203 19009.1 AK055952 BG182168 BG220105 BG191569 BG188964 BG187388 BG220104 BG183714 BE645998 AI819354 AW974068 AI393635 AJ580846 

AJ024796 AW020098 BI491 127 A1393644 N74993 AW472959 BM478854 B1597437 H12165 B1458612 BE543192 
451752 10408.5 AB032997 AJ141 678 AW978722 BE4671 19 AI761408 BF727385 AW237035 AI934521 BF436248 A1479668 Z40632 AA832081 AW295901 

BF057835 BE465977 A1621269 BE465983 BF756359 N74056 A1817896 AA716567 AA934774 H62600 H09497 BF943762 BE395335 BE883333 
432363 1234917J AW970240 AA534489 AW970323 
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10 



422890 61426.1 



417379 1610005.1 
407819 7392,2 

419733 7612_3 



432675 1237917J 
447B20 687223.1 
15 409151 4123.1 



20 409960 39576J 



25 433891 647290.1 
414922 1563.2 



30 414222 18695.1 

35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



426991 29771.1 



434194 62680.1 
432908 452541.1 
412652 18858.2 



437179 12239.1 



41B166 



LI 



431416 120918.1 
447881 44623J 



407192 2200202.1 
434747 117643.1 
410297 2990.1 



424339 50559.1 



AK057805 AW1 62343 All 90479 AI09331 8 BE048B20 AI198397 AA654667 BE219303 Z39851 F02655 Z28734 T16575 F10145 Z45266 AW572911 
AW964436 AW004030 AI632565 BE502530 BI792383 BF056928 AA449241 AI651825 AAB05324 AI264863 AW196918 AA94B267 A1953735 
AI263703 BF056387 AW594171 AI867447 AA319159 AI903440 AW956110 A1366013 AI867923 BG911906 081142 C15616 AL538697 Z25032 
243784 R13382 AV746924 M449369 AA318815 BF364265 H17038 H 10064 F04161 T87230 R40898 AW204071 BI819428 AA683393 AA683376 
Z43192T74078 T05103F12527T77951 H1O118M7037 BF855407R19603 

AK056626 ^mt&SWlBEteUW AI954754 BE21B177 BE348567 AI962406 AW293122 AI968798 A1457321 BE327228 BG913531 

AW939055 T302B0 R54166 Z43366 BGB19153 BF003119 BE646274 BF940881 R18246 R421B5 

AK027321 W63676 W63789 BE046412 BF114614 BE646183 BM126230 AW044233 AI9S1970 AW66354B A1 139947 AA514302 AA846232 

BM126251 AA789002 AA581966 AA809643 AW188870 BE706664 BE706539 BE153177 BF084925 AL1 33779 AW9517B8 AA659693 AA347970 

AA295134 AA526037 AA449282 BG190454 H61476T91396 N20018 T90114 H75644 BE710736 BF687723 H28581 AA249370 BF726698 

BE841554 B1045099 T84625 AW129678 BG770826 

AW973834 AI791932 AI791 B55 AI732640 AA558833 AA559897 AI821610 

AI973051 AI400921 AI7961 54 AW241817 AW290951 

NM 004892 AF047442 BE275338 BF724863 Bt917206 BE276993 AL602308 AA306105 BM152505 BC001 364 AW993471 AW993481 AW993283 
AW992919 AW992921 AW9929B0 AW992861 AW993220 BG573124 AA456385 AA234796 AI902726 AA354813 B1092644 BG778400 BI260001 
BG007325 AJ267455AA42&74 A1160782A1472186 AA255500AA434006 BG435520 AI356111 H00525 AV749060 BG944497 BG292031 
AA902153 C04925 AA902160 AA383100 AW073533 AA256706 AA1 50809 R65766 AW958448 BEO90972 BF693195 AV738979 R65855 R80136 
AA484677 

BE644758 AI0B2238 BF940027 AI201079 AI436035 AW275966 AI085394 AI291655 AW070441 AI474134 AI268978 AI769279 A1567682 AA693941 
BF477668 AW664149 AA283782 BF509538 AW296B68 AI268977 Al 168133 BM352065 AI262769 BF941976 AI056920 AA481861 BF763697 
AL555888 BM352383 AA427768 AA385346 AI186988 AA931831 AA134972 BF217480 BF11 1012 AA908246 AA319849 AA318136 AL514271 
BF364291 AL515057 AV702312 AA377395 AL544217 AI341 000 AW 193583 AI350789 AA888338 BF945380 AWB79092 AA130839 T91066 N92325 
AJ004389 AA078832 AL572370 W04622 BE31 4003 AW960808 BM360872 AA319160 AA130778 AL514257 
AW182329 AA613792 T05304 AW85B385 

BG107484 AA632009 AI432670 AI656660 AI650884 AI52191 9 AI264653 AW1 50793 AW61 1 894 AI91 7098 BI091245 AI651454 BF434889 AI580286 
A1880735 BE301995 AI392959 AW613965 BM023628 AW515374 AI460102 BM023318 BE328188 AI952820 AI581363 AA557165 AI695677 
AL562079 AJ700926 AM70561 BF063058 AW1 96387 AU132984 BI064046 AI970157 R02122 H55924 AI521721 AA808206 AA725223 AI766003 

AW339821 AAB05951 A1287969 AW664827 , 

BC021085 AL527872 AL526296 AL557087 B1255090 AU143499 AL560356 BG823170 BE736988 AU141388 AL580262 BI764173 AU120299 
AU141755 AU141988 AU142941 AU141330 AU1417B4 BI770885 B191 1394 BE901426 BI918039 BG760842 BE883026 BI254740 BE732690 
BG430761 BE792868 AW328267 AL135173 AA102674 BF726985 AL564735 BE155962 BE155979 BF741679 H67776 H59234 H89665 AW117774 
AW274435 L29008 NM 003104 U07361 BF002824 BI222949 AI458045 AW951537 BF196474 AI669049 AI042523 BE463928 AU150125 AU160580 
AW069877 AW015214 AI948718 BE219706 AI953605 BE21 7755 AI991 382 AI245005 BF431179 AI521843 BE048908 AI420449 AW275385 
AA336950 BE501521 BF740566 AA311404 AA384639 B1772535 BG473076 BE891298 BE246928 BM012986 BE242693 BE901 342 BG746358 
BF374053 AL564430 AU143835 AI635707 BF1 95492 AI280559 BF741585 AA385257 BE247655 W94974 BE163702 AI025167 A18271 18 N78641 
AI5B1093 AU158964 AU158917 A1282516 AU146399 M71 3947 

AA570172 AI753825 AA171566 AU159257 BM1 94320 W93390 AW132101 AA550898 BI259678 AA522554 N55172 AWQ13929 AI826274 A1871237 
C75260 AA934846 AA555036 AA526579 AA526466 N80270 A1538347 AW615805 AU158875 AU158883 AU159396 AI016667 AU159238 AI282517 
AA406317 AI285043 N53050 AA969446 N57718 H93323 W93374 AJ873751 H5601 1 AI936174 AA937830 AW438877 AI800550 AW328268 
AI244886 AA948424 AA700604 AA832317 AA011555 H97671 AA98871 1 AW150529 N70983 H44325 AV657614 AA902238 AA644018 AA034O50 
T71053 N71444AA831158 T40892 AA706106 

AK001536 AK056135 BM47481 3 BE887303 AK022914 AW581996 AW81 2945 BE8B2302 AA134266 BI043873 AA019433 BI862088 BM468657 
AU128438 BE384458 AL353967 B1857117 BF686525 BI465223 BM460132 AU129877 BI222283 BG171592 BI043544 BG496295 BG750710 
BI256542BG108520AU150719AW510354AI554256AL353968AA191092BF132635 
AF119847 AA437261 AA436987 AI132965 
AF150424 A1881896 AA570057 AV738855 

A1801777 BE677762 AW00821O AW009441 BE350994 BE207949 A1091475 A1B02774 AI827533 AI075363 AI659979 AA687855 AI0781 25 A1090285 
AA670058 AA60241 1 AA683472 AI436058 AA612826 AI03B932 BG057726 A1167355 BF449023 AI289476 AW074381 BF972912 AI991780 
AA8891 19 AI537472 Z39730 AI868953 A1192337 BE812978 BEB12939 AA115248 H99006 AI915784 F08973 T16748 D20468 AA609899 BF081234 
AA115336 BE812876 BE812972 BE812982 BE813006 BE813019 R43883 BE812981 

AK055109 BC019085 AA187684 BG656226 BM023227 A193231 1 AW264381 AA398371 BW021483 A1432433 AI375777 AliaSSBO AW262782 
AA134107 BM023515 AA977504 A1859222 AI348454 R69725 AA975268 BM021207 AL08Q074 AA129218 AW207842 N90581 AA771919 A1092259 
A102841 6 A10741 14 BG656536 BE501677 AW19341 9 AA917040 W90430 AI342984 AI378957 AL036486 AW020068 BI491093 BF476021 R41 226 
R69631 F04125 C02343 AA1 1 5589 R55480 A1400988 R54266 R31422 ft _ MMno 
AK055915 BE867252 A1523348 AA765350 BF446858 Z43675 R19529 AL133837 BG389444 AW382942 BE702956 AA081961 BE835247 BE835308 
BE835295 AA376302 BE645790 AA375690 AA376592 AW954423 N85732 AA249770 A1754416 AA213816 BF592044 AA81 1729 AW514842 
AI633486 A1096810 AW183016 A1635738 N27524 BE645916 A1247842 AW991230 AI754277 H16814 AI766892 BF108422 AI800361 T95129 
F1 1 313 R97946 R93989 AA375242 BF109388 AJ860939 AI68Q060 AW953B99 BF971486 AI972337 AW953841 AA372437 AI216746 H1 1384 
R38484AA249043AA249732 

AW969151 AA532718 AA504784 AI791 194 AI821930 A1821485 F37127 AA654206 F27974 

AK074291 AW293424 BE676135 AI832125 BE019146 BE465019 AI761124 AA617778 AI279232 AW575897 AI672039 F28618 BF924261 
AA722184 BF934174 BE004328 AV749301 BE8B02B2 BI019798 BI019389 BF928776 AW813409 AV726S04 AA077560 BE272975 BF949119 
AW814195 BE879126 A1697926 BF594155 BE205787 BF0S3513 N35828 AI948557 A1433839 A1379679 BG056182 AI589094 N23123 AA588805 
AW316581 A1080272 AI421980 A1493316 BF194830 N875S0 AA495993 N32995 AA699844 H96845 H96592 N28741 BI035539 BF747723 
BF171066 W01350 H05495 AI2437B5 Z39622 AA887432 AI350659 R46102 
AA502964 AA609200 

AW976537 A1033582 AA837085 AA745261 AA648395 

BC013939 81494690 B1491211 AI928393 AA843540 BG938644 AU185628 BI495842 AW173255 BM052709 AI743999 AI690144 AI922209 AI740907 
AW340368 AA928759 AW1 1 8737 BF513970 AA707807 BF435295 A1339463 AI373842 AI433809 BE222392 AA502308 AA428261 A1460355 
AW662760 AI888087 AI342098 AA72241B W78151 N64382 BE221 848 AW025901 AA4521 20 All 50479 A1016165 AA779515 AA661791 BM474307 
BI91 1 169 BG575154 AW953303 T33604 D59141 AA385785 AA148648 BM461961 BG681 168 BI602483 BE889592 AW95431 1 BM052986 BI962893 
AI989299 Z42328BF029504T35668BG402602AU185770 AI023271 AA147719A1434079A1569000AIZ7648BAA992453AA342821 AA648303 
AI349364AI051008AA926941 AA350894 AW071451 N22249A1784138AA083847 N22258AW440825AA661570AA376687 AA659125A1356299 
R70463 A13B3586 AA8271 89 BI494872 AW021 094 BI494B71 AA905500 AA460923 B1492041 AW028965 A162461 1 BG271 780 A1497723 H88862 
D59858 N89979 AA658425 N81 154 062341 AI274437 N66697 H96993 A1370663 AA728850 H05232 R59374 H12223 AI935759 AI362553 D60006 
N29572 AI916833 N75273 AA148710 BI5971 17 BG740471 AA332671 AA333874 AA643052 AW020175 R70550 BG623469 AA452342 AW965441 
W19723 R32966 BE883841 R61003 AI910374 AI865262 R55325 A1468927 R34681 H96211 Z39807 BF954388 

NM 015720AF219137AL534420AL524055AL537346AI53^^ „ 
AL538039 BG703131 BE255806 BF805256 F12128 AL566773 BI828686 BF761480 AI204971 BG818818 Bl 199246 AL53481 6 BF529941 AA324163 
AL523285 BG914330 H07952 AL534815 BE769903 AI867802 BM310135 AL533702 BE254484 BF528852 BE867462 BE740130 AL134164 
AL5671 15 AL533701 AL524054 AL515904 AL523284 AIS68203 AL534419 BF981162 BE257148 AL561833 
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445635 
419175 



8561.5 
35068.1 



441128 20932L1 



406789 0_0 
421091 24941 J 



400253 1B977J 



BF339388 A1345516 B6391657 BE708967 BG026034 BE261703 H56716 H65572 H93801 T48830 R96953 R96989 R39707 BE867593 AA090310 
AA090672 

AB018322 BC0124B0 BI524873 AW665554 AI934469 A1479916 BF096179 BF095162 BF096132 AA744972 AI951988 AIB5B339 BE076331 
AA886998 A1570585 AI916688 AI57881 1 A1693109 AJ308135 AA669046 AA961064 AI018062 H8061B BE221942 R52609 AI915164 AA365626 
Z44671 BI052776 BF882486 BG286184 A1589558 AA931563 AA534979 AI275392 AI273455 R52553 AA829920 H80652 AA360728 F10S18 
AW953666 AW176773 H85527 AA765570 AA081927 BF093262 BG743753 AL037576 AA534314 BE814954 BE973713 N49493 BE006634 
BE006630 AW270037 AA234765 AI334004 BF0571 79 A!857450 AI34 1 1 91 AI434143 A1917449 AW517207 AA255424 AW008334 AAB47572 
AA994211 AAB61901 AA5B1873 A15801 57 AI354353 AW242357 AW235291 N55645 AA319369 R3S911 AA256551 AW04418B AI203159 N49403 
F02090AI187299AI609844Z40516AW952314 

BC014072 BE328850 AI355567 AI148171 AI022165 BG 149651 BF000571 AA233101 AA573721 AA447991 AW016855 AI005068 AA554071 
BF478215AA906902AW014761 BE905651 BE512923BM047129 AA243852 AA232991 AA127550 AA1 27551 AA570256 A1473237 BF033706 
N90525 AW973623 A1359627 BG674574 BE903322 
AI041403 Z49148 

AKO57700 BC015899 BE867108 AL526926 AL527436 BG913023 AI884867 BE858461 A1885227 AI935218 BE645596 A1922406 AA77B161 
BF345973 AW195853 AI687121 AI336147 A1091354 AI769203 AW627859 BE677432 BF439954 BG820230 AA2836B8 AAB12396 AJ358396 
. AA932022 BE222881 AW015109 BM352667 BF528099 BG818616 AI935916 AA912295 BG910887 ALS68301 AL567278 BI522445 BI7543B4 
BG819375 BF835950 AA323718 AA860955 AI089847 AL520776 AL526045 AL538507 AL567798 AL535876 AL574332 BF834531 BF3401 16 
BF835954 AL573997 AL5B1252 BF957667 AL580170 AW952324 AL569382 AW148695 AL559234 BG034Z70 BI913839 AL581327 AL555842 
H4356BBF945188ALS59686AL539326T15481 AW895092 AL582684BI519895 

Z11692 X51465NM 001961 M19997BI224253 BG830478AU1221 47 AU123437BG1 13591 BG752624 BEB86804 BI868669 BG337216 AW629935 
BM016525 AI56W09 AL562866 AI909178 BF849556AA371735 BF038841 BF727115 BC006547 BG757526 AL555664 BI261304 BG770095 
BI033486 BI517580 BGB76486 BI01 1 828 AI31 3235 BG831724 BF869862 BG998348 BI011834 BF888337 BF898627 BF092380 AW803215 F01241 
BF805719 BG876487 AW498536 BF988866 BG998849 AA248724 BG829202 BG756456 BG032392 BI859287 BM016990 BG332369 BE933585 
BE166758 BM452445 A1937808 AW026128 N23584 AW005041 AI337621 F33111 BF344301 BG105450 BG387343 BF569547 BF1 54671 
BM007368 BF569385 BE772007 BI199487 BR61700 BI261519 BF944452 BF898506 AI038390 BM044934 AW381 142 BG743618 BE769206 
BE893973 BI015047 BF886479 BF761350 BE769769 BG7661 17 BF847365 BE397834 AW371 121 BF089125 BE082996 BF1B3193 BG180964 
BFOB9940 BI000274 BG255503 BG674499 BG774174 BI015084 



TABLE 67C 



Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (GO numbers. Dunham I. et aL" refers to the pubncation entitled The DMA 

sequence of human chromosome 22/ Dunham I. et aL, Nature (1999) 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLpositkm: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


Imposition 


403047 


3540153 


Minus 


59793-59968 


401424 


8176894 


Plus 


24223-24428 


401451 


6634068 


Minus 


119926-121272 


401747 


9789672 


Minus 


118596-118816,119119-119244,119609-11976 


404632 


9796668 


Plus 


45096-45229 


403046 


3540153 


Minus 


55707-55859,56369-56511 


404922 


7341893 


Plus 


13248-13428 


403752 


7678857 


Plus 


33704-33828 


404210 


5006246 


Plus 


169926-170121 


401519 . 


6649315 


Plus 


157315-157950 


401785 


7249190 


Minus 


165776-165996,166189-166314,166408-16656 


401B66 


8018105 


Plus 


73126-73623 


405387 


6587915 


Minus 


3769-3833,5708-5895 


401197 


9719705 


Plus 


176341-176452 


403532 


8076842 


Minus 


81750-81901 



TABLE 68A 995 GENES UP-REGULATED IN PROSTATE CANCER COMPARED TO NORMAL ADULT TISSUES 

Table 68A lists about 995 genes up-regulated in prostate cancer compared to normal adult tissues. These were selected from 9009 probesets on the Aflymetrix/Eos Hu03 GeneChip 
array that showed some expression in human xenograft tumors and cell lines. The 995 genes were selected such that the ratio of 'average* prostate cancer to •average" normal adult 
tissues was greater than or equal to 2.5. The "average' prostate cancer level was set to the 85th percentile amongst prostate cancers. The "average" normal adult tissue level was set 
to the 85th percentile amongst non-malignant tissues. In order to remove gene-specific background levels of non-specific hybridization, the 10th percentile value amongst non- 
. malignant tissues was subtracted from both the numerator and the denominator before the ratio was evaluated. 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of tumor to normal body tissue 



Pkey 


ExAccn 


UnigenelD 


Unigene Title 


R1 


448999 


AF179274 


Hs.22791 


transmembrane protein with EGF-like and 


85.5 


426747 


AA535210 


Hs.171995 


kaflikrein 3, (prostate specific antigen 


68.6 


446057 


AI420227 


Hs.149358 


Trp-p8 transient receptor potential cati 


65.6 


400302 


N48056 


Hs.283946 


folate hydrolase (prostate-specific memb 


61.9 


432441 


AW292425 


Hs.1 63484 


ESTs 


60.4 


419525 


A1821895 


Hs.1 93481 


ESTs 


45.9 


414569 


AF109298 


Hs.118258 


prostate cancer associated protein 1 


45.7 


424099 


AF071202 


Hs.139336 


ATP-btnding cassette, sub-family C (CFTR 


45.2 


432240 


A1694767 


Hs.129179 


Homo sapiens cDNA FU13581 fis, clone PL 


44.9 


400298 


AA032279 


Hs.61635 


six transmembrane epithelial antigen of 


40.9 


453370 


AI470523 


Hs.139336 


ATP-binding cassette, sub-family C (CFTR 


39.6 
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409731 M1259B5 Hs.56145 thymosin, beta, id enCfted in neuroblast 37.7 

400299 X07730 Hs. 171 995 kaffikrein 3, (prostate specifc antigen 34.9 

400296 AA305627 Hs.139336 ATP-binding cassette, sub-family C (CFTR 31.7 

400292 AA250737 Hs.72472 BMP-RIB 31.4 

5 425075 AA508324 Hs.1B52 acid phosphatase, prostate 31.4 

409252 AK000531 Hs.52256 hypothetical protein FU20624 31.4 

428819 AL135623 Hs.193914 K1AA0575 gene product 31.2 

4093B1 MM 005982 Hs.54416 sine ocdis homeobox (Drcsophila) homok) 30.3 

407168 R45175 Hs.1 17183 ESTs 29.6 

10 400287 S39329 Hs.161350 teflikrein 2, prostafc 29.6 

415539 A1733881 Hs.72472 BMP-R1B 28.8 

432374 W68815 Hs^01885 Homo sapiens cDNAFU 11 346 fis, done PL 28.8 

433043 W57554 Hs.125019 lymphoid nuclear protein (LAM) mRMA 28.1 

423073 BE252922 Hs.123119 MAD (mothers against decapentaplegic. Dr 27.5 

15 403047 NMJ05656*:Homo sapiens transmembrane pr 27.4 

444464 AK002126 Hs.11260 hypothetical protein FU 11 264 25.7 

428336 AA503115 Hs. 183752 iTiicroseminoprotem, beta- 25.0 

401 424 NI4_001 172:Homo sapiens arginase, type II 245 

407709 AA456135 Hs.23023 ESTs 24.7 

20 407122 H20276 Hs.31742 ESTs 24.6 

425628 NM.004476 Hs.283946 folate hydrolase (prostate-specific memb 23.2 

415989 AI267700 ESTs 23.1 

448290 AK002107 Hs.20843 Homo sapiens cDNA FU11245 fis. done PL 22.7 

^ _ 437052 AA861697 Hs.120591 ESTs 22.6 

25 41 1096 U80034 Hs.68583 mitochondrial intermediate peptidase 22.5 

451939 U80456 Hs.27311 single-minded (Drosophila) homolog 2 21.2 

450096 AI682088 Hs.79375 hdocarboxylase synthetase (bioun-[prop 20.8 

419743 AW408762 Hs.5957 Homo sapiens done 24416 mRNA sequence 20.5 

427958 AA418000 Hs.98280 polassium intermediate/small conductance 20.5 

30 431548 AI834273 Hs.9711 novel protein 19 8 

434666 AF151103 Hs.112259 T cell receptor gamma bcus 19.4 

426501 AW043782 Hs.293616 ESTs 19.3 

413597 AW302885 Hs.117183 ESTs 18.9 

428862 NM 000346 Hs.2316 , SRY (sex determining region Y)-box 9 (ca 18.7 

35 435677 AA694142 Hs.293726 ESTs, Weakly similar to TSGA RAT TESTIS 18.0 

429220 AW207206 ESTs 17.9 

408826 AF216077 Hs.48376 Homo sapiens done HB-2 mRMA sequence 17.6 

418961 AW967646 Hs.23023 ESTs 17.3 

428898 AB033070 Hs.194408 WAA1 244 protein 17.3 

40 420757 X78592 Hs.99915 androgen receptor (dihydrotestosterone r 16.8 

, 428398 A1249368 Hs.98558 ESTs 16.3 

419078 M93119 Hs.89584 insulinoma-assodated 1 15.8 

450382 AA397658 Hs.60257 Homo sapiens cDNA FU13598 fis, clone PL 15.4 

449625 NM.014253 odz (odd Oz/len-m, Drasophila) homolog 1 15.2 

45 401451 NM_004496*:Homo sapiens hepatocyte nude 14.9 

447033 AI357412 Hs.157601 ESTs 14.9 

452594 AU076405 Hs.29981 solute carrier famfly 26 (sulfate transp 14.7 

448519 AW175665 Hs.278695 Homo sapiens prostein mRNA, complete cds 14.6 

418829 AA516531 Hs.55999 NKhon^orx)x(Drc^phila), family 3.A 14.5 

50 430376 AW292053 Hs.12532 chromosome 1 open reading frame 21 14.4 

418848 AI820961 Hs.193455 ESTs 14.3 

429918 AW873986 Hs.119383 ESTs 14.2 

424012 AW368377 Hs.137569 turnor rjrotein 63 kDa with strong homolog 14.1 

418278 A1088489 Hs.83937 hypothetical protein 14.1 

55 408000 L11690 Hs.198689 bullous pemphigoid antigen 1 (230/240kD) 13.9 

443822 AI087412 Hs.143611 ESTs, Weakly sknflar to 2004399A chromos 13.3 

432101 AI918950 Hs,123642 EphA3 13,3 

447342 AI199268 Hs.19322 Homo sapiens, Similar to RIKEN cOMA 2010 13.1 

412446 AI768015 ESTs 12.7 

60 437718 AI927288 Hs.196779 ESTs 12.6 

433404 T32982 ESTs 12.6 

431089 BE041395 Hs.156110 ESTs, Weakly similar to unknown protein 12.6 

427212 AW293849 Hs.58279 ESTs, Weakly similar to ALU7_HUMAN ALU S 12.5 

_ 429597 NKL003816 Hs.2442 adrsintegrinandmetalloproteinasedoma 12.5 

65 444151 AW972917 Hs.128749 atpha^thylacyl-CoA racemase 12.4 

428046 AW812795 Hs.337534 ESTs, Moderately similar to 138022 hypot 12.4 

453160 A1263307 H2B histone family, member L 123 

433927 A1557019 Hs.116467 small nuclear protein PRAC 12.1 

431117 AF003522 Hs.2505X delta (Drosophila)-Itke 1 12.1 

70 424800 AL0355B8 Hs. 153203 MyoD family inhibitor 11.9 

427674 NMJJ03528 Hs.2178 H2B histone ram3y, member Q 11.9 

424692 AA429834 Hs.151791 WAA0092 gene product 11-7 

415263 AA948033 Hs.130853 ESTs 11.3 

416182 NM.004354 Hs.79069 cydin G2 11.3 

75 420218 AW958037 ribosorna! protein L4 11.3 

411887 AW182924 Hs.126790 ESTs 11.2 

425154 NH.001851 Hs.154850 coDagen. type IX. alpha 1 11.2 

430226 BE245562 Hs.2551 adrenergic, beta-2-, receptor, surface 11.2 

450325 AI935962 Hs.91973 ESTs 11.1 

80 439444 AI277652 Hs£4578 ESTs, Weakly similar to 138022 hypothec 11.1 

440529 AW207640 Hs.16478 Homo sapiens cOMA; FU2 171 8 fis, done C 11.0 

457211 AW972565 Hs.32399 ESTs, WeaWy sirnBar to S51797 vasodBat 11.0 

428600 AW863261 Hs.138860 hypothetical protein DKFZp434K1421 11-0 
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422728 


AW937826 


Hs.1 03262 


ESTs, Weakly similar to ZN91_HUMAN ZINC 


11.0 


417333 


AL1 57545 


Hs.173179 


bromodomain and PHD finger containing, 3 


10.7 


434423 


NM 006769 


Hs.3844 


UM domain only 4 


10.6 


434170 


AA625509 


Hs.1 22329 


ESTs 


10.6 


432729 


AK000292 


Hs.1 30732 


hypolhetical protein FU 20285 


10.5 


446100 


AW967109 


Hs.1 3804 


hypothetical protein dJ462023.2 


10.4 


432715 


AA247152 


Hs.200483 


ESTs, Weakry similar to K1AA1074 protein 


10.4 


421896 


N62293 


Hs.45107 


ESTs 


10.3 


401747 






Homo sapiens keratin 17 (KRT17) 


10.1 


451640 


AA 195601 


Hs.26771 


Human DMA sequence from clone 747H23 on 


10.1 


43t542 


H63010 


Hs.5740 


ESTs 


10.0 


447397 


BE247676 


Hs.18442 




10.0 


433285 


AW975944 


Hs.237396 


^enzyme 


10.0 


431325 


AW026751 


Hs.5794 


ESTs, Weakly similar to 210926QA B ceO 


9.9 


410889 


X91662 


Hs.66744 


twist fDrosnnhBal hflmoloo {xnwnhsAcm 


9.8 


432674 


AA641092 


Hs.257339 


ESTs, Weakly similar to 138022 hypothett 


9.6 


434926 


BE543269 


Hs.50252 


nutochondns! nboscrnsl proLotn L32 


9.6 


442049 


AA310393 


Hs.1 90044- 


- ESTs — - * - 


9.5 


443180 


R15875 


Hs358576 


daudin 12 


9.5 


406964 


M21305 




FGENFS ofpffieted nnvpt «wcrefprf nmtpin 


9.5 


426350 


NM 003245 


Hs.2022 






456660 


AA909249 


Hs.1 12282 


solute carrier family 30 (zinc transport 


9.5 


448045 


AJ297436 


Hs.20166 


nmststa qipm rpll anlkton 

piUolaiO OIGIII ucll oJluyell 


q *; 


- 451684 


AF216751 


Hs.26813 


CDA14 


95 


440594 


AW445167 


Hs.1 26036 


ESTs 


9.4 


432415 


T16971 


Hs.289014 


ESTs, Weakly similar to A43932 mucin 2 p 


9.3 


418601 


AA279490 


Hs.86368 




9.3 


433332 


AI367347 


Hs.44898 


Homo sapiens clone TCCCTA00151 mRNA sequ 


9.2 


437124 


AA554458 




Kl AA0666 protein 


9.2 


428728 


NM 016625 


Hs.191381 


hypothetical proton 


9.2 


438869 


AF0~75009 




gbiHomo sapiens full length insert cDNA 


9.1 


431992 


NMJJ02742 


Hs.2891 


nmtpjn kinaep C mti 


ft Q 


413992 


W26276 


Hs.1 36075 


RNA. U2 small nuclear 


ft Q 

0.3 


428342 


A1739168 




Homo saoifins cDNA FU 13458 fe dnnppf 


0.3 


416836 


AJ655499 


Hs.161712 


ESTs 


8.8 


409799 


01 1928 


Hs.76845 


ohosohftspjinp rJvKnHstacA-fiVo 
y\ luopmjoc^ u tc jJUvapiKuaacuftc 


0.0 


400294 


N95795 


Hs.278695 


Homo sapiens prostein mRNA, complete cds 


8.7 


434826 


AF155661 


Hs.22265 




ft7 
0./ 


418250 


U29926 


Hs.83918 


adenosine monophosphate deaminase (isofo 


8.7 


425905 


AB032959 


Hs.318584 


novel C3HC4 type Zinc finger (ring finge 


6.7 


418329 


AW247430 


Hs.84152 


i/joiouiwi hi io*ucia*ajiui loan 


fi 7 

O.f 


450203 


AF097994 




LJcvntifftnine/aloha-aniinftflffifvrtp smrnntra 

«\Ji«mdUllwOipJKrxUllillVMUipOLS GJlllllUUC 


8.7 


425465 


L18964 


Hs.1 904 


protein kinase C, iota 


0.0 


416239 


AL038450 


Hs.48948 


ESTs 


8.5 


436962 


AW377314 


Hs.5364 


utxr i-rOOTiuj/i pi u i tun 


0.4 


450164 


A1239923 


Hs.63931 


ESTs 


ft i 


452744 


A1267652 


Hs.246107 


Homo saoifins mRNA- cDNA DKFZo434Fnfl? /fr 


8.4 


. 440774 


AJ420611 


Hs.1 53934 


ESTs 


O.J 


444922 


A1921750 


Hs!l44871 


Homo sanierts cDNA FIJ137S9 fis dcwm PI 


8.3 


410870 


U81599 


Hs.66731 


ULRIfCU UUA D Id 


O.J 


435047 


AA454985 


Hs.54973 


waJlluJ U~Uru3 piUlGUI V 1 \Z.V/ 


ft 0 

0.£ 


418564 


AA531143 


Hs.278695 


HfnTW sanSsns nm^fpjn mR[0A mmrrfpfp rrk 

1 MM * 0O|JflWlltf piU^idll UUXlVAf WlH^JClC UUd 




451027 


AW519204 


Hs.40808 


ESTs 


8.2 


445873 


AA25097D 


Hs 251946 


puiy^-oiiKJuig protein, cytoplasmic H 


0.1 


423349 


AFO 10258 


Hs.127428 


homeo box A9 


8.1 


421928 


AF01375B 


Hs. 109643 


nnh/aHpnulafp hfnHinn nmfoinJnliira^ftn 

fAJiydutaiykiic Dtnumg prvicin-tntcracan 


0.1 


4325 BS 


AA568548 




ESTs 


D A 

au 


426108 


AA622037 


Hs.166468 


programmed ceO death 5 


fin 

O.v 


417153 


X57010 


Hs.81343 


collagen, type II, alpha 1 (primary oste 


8.0 


416653 


AA768553 


Hs.193145 


metsBothionein 1E (functional) 


7Q 

f .if 


447476 


BE293456 


Hs.20880 


ESTs, Weakly similar to 138022 hypothec 


7.9 


450377 


AB033091 




WAA1265 protein 


7.8 


429769 


NM.004917 


Hs.218365 


kafiikrein 4 (prostase, enamel matrix, p 


7.7 


416815 


U41514 


Hs.80120 


UDP44-acpM-alnh^D-nal»^neLaTTiinp-nnlvri 
w "i vowcij rxufi i w aiauuadi i w ks. put/ p 


7 7 


433323 


AA805132 


Hs.159142 


ESTs 


7 7 


451952 


AL120173 


Hs.301663 


ESTs 


7.7 


452367 


U71207 


Hs.29279 


eyes absent (Drosophila) homobg 2 


7.7 


421470 


R2749S 


Hs.1378 




7 7 

i .i 


420092 


AA814043 


Hs.88045 


ESTs 


7.S 


416111 


AA033813 


Hs.79018 


chromatin assembly factor 1 , subunit A ( 


7.6 


440749 


W22335 


Hs.7392 


hypothetical protein M6C3199 


7.6 


441866 


BE464341 


Hs.21201 


necSn 3; DKFZP566B0846 protein 


7.6 


411019 


AW993097 


Hs.48617 


Homo sapiens cDNA FU12540 fis, done NT 


7.5 


421556 


NM.000399 


Hs.1395 


early growth response 2 (Krox-20 (Drosop 


7.4 


451418 


BE387790 


Hs.26369 


hypothelical protein FU202B7 


7.4 


433517 


AW022133 


Hs.189838 


ESTs 


7.4 


415621 


AI648602 


Hs.55468 


ESTs 


7.4 


442592 


BE556623 


Hs.29899 


ESTs, Weakly similar to G02075 transcrip 


7.3 


452340 


NMJJ02202 


Hs.505 


ISL1 transcription factor, UM/homeodoma 


7.3 


450244 


AA007534 


Hs.125062 


ESTs 


7.2 


433293 


AF007835 


Hs.32417 


hypothetical protein MGC4309 


7.2 


425259 


AL049280 


Hs.155397 


Homo sapiens mRNA; cDNA DKF2p564Kl43 (tr 


72 


434485 


AI623511 


Hs.1 18567 


ESTs 


7.2 
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442772 AW503680 Hs.5957 Homo sapiens done 24416 mRNA sequence 7.1 

425211 M18667 Hs.1867 progaslricsin (pepsinogen Q 7.1 

431956 X63629 Hs.2877 cadheiin3,type1,P<adhenn(placenla 7.0 

406418 AW963897 Hs.44743 WM1435 protein 7.0 

5 435063 AK000028 ribosomal protein S24 7.0 

412350 A1659306 Hs.73826 pralein tyrosine phosphatase, non-recept 6.9 

414664 AA587775 Hs.66295 mutG-PDZ^omarvoontaining protein 6.9 

428465 AW970976 Hs.293653 ESTs 6.9 

436476 AA326108 Hs33829 bHLH protein DEC2 6.8 

10 4315B5 BE242803 Hs.262823 hypothefical protein FU 10326 6.8 

434808 AF155108 Hs.256150 Homo sapiens. Similar to RIKEN cDNA 2810 &7 

432103 T15803 Hs.272458 protein phosphatase 3 (formerly 2B). cat 6.7 

456088 BE177320 Hs.156148 hypothetical protein FU 13231 6.6 

429084 AJ001443 Hs.195614 splicing factor 3b, subunit 3, 130kD 6.6 

15 422486 BE514492 Hs.1 17487 gene near HD on 4p16.3 with homology to 6.6 

410227 AB009284 Hs.61152 exostoses (rmitfipteKite 2 6.6 

453439 A1572438 Hs.32976 guanine nucleotide binding protein 4 6.5 

410037 AB020725 Hs.58009 WAA0918 protein 6.5 

420297 AI628272 Hs.88323 ESTs, Weakly similar to ALU 1_HUMAN ALU S 6.4 

20 409648 AW451449 Hs.57749 ESTs 6.4 

448148 NH4_016578 Hs.20509 HBV pX associated protetn-8 6.4 

410268 AA316181 Hs.61635 six transmembrane epithelial anfigen of 6.4 

422134 AW179019 Hs.112110 mitochondrial ribosomal protein L42 6.3 

415068 Z19448 Hs.131887 ESTs, Weakly similar to T24396 hypotheti 6.3 

25 404632 NM_022490:Homo sapiens hypothetical prot 6.3 

412935 BE267045 Hs.75064 tubutin-sperifccraperonec 6.3 

453308 AW959731 Hs.323099 ESTs 6.3 

449048 Z45051 Hs.22920 similar to S68401 (cattle) glucose indue 6.3 

410762 AF226053 Hs.66170 HSKM-B protein 6.3 

30 436032 AA1 50797 Hs.109276 latexin protein 6.3 

456508 AA502764 Hs.1 23469 ESTs, Weakly similar to AF208855 1 BM-01 6.3 

413328 Y15723 Hs.75295 guanytate cyclase 1, soluble, alpha 3 6.2 

425071 NM.013989 Hs,1 54424 deiodinase, iodoOiyronine, type ll 6.2 

424036 AA770688 H2A histone family, member L 6.2 

35 418245 AA088767 Hs.83B83 transmembrane, prostate androgen induced 6.2 

450861 AI523898 Hs.17617 ESTs 6.1 

418821 AA436002 Hs.1 83161 ESTs 6.1 

458809 AW972512 Hs.20985 sln^assoclated polypeptide, 30W) 6.1 

432527 AW975028 Hs/102754 ESTs 6.1 

40 433730 AK002135 Hs.3542 hypothetical protein FIJ1 1273 6.1 

449845 AW971183 Hs.6019 DnaJ (Hsp40) homotog, subfamfly C, membe 6.1 

420948 AB016898 Hs.1 00469 myeloid/lymphoid or mixed-lineage leukem 6.1 

425704 U79293 Hs.159264 Human done 23948 mRNA sequence 6.0 

458440 AI095468 Hs.1 35254 Homo sapiens done 1 thrombospondin mRNA 6.0 

45 419647 AA348947 Hs.91816 hypothetical protein 6.0 

455497 AA1 12573 Hs. 27 8635 Homo sapiens prostein mRNA, complete cds 6.0 

428593 AW207440 Hs.1 85973 degenerative spermatocyte (homolog Droso 5.9 

400303 AA242758 Hs.79136 UV-1 protein, estrogen regulated 5.9 

446416 AV658299 Hs.163959 ESTs 5.9 

50 407819 R42185 ESTs 5.9 

430387 AW372884 Hs.240770 nuclear cap binding protein subunit 2, 2 5.9 

410102 AW248508 Hs.279727 ESTs; homologue of PEM-3 (Ciona savignyi 5.9 

429165 AW009886 Hs.1 18258 prostate cancer associated protein 1 5.9 

417873 BE256659 Hs.293659 Homo sapiens, Simiar to RIKEN cDNA A430 5.8 

55 410240 AL1 57424 Hs,61289 synaptojanin 2 5.8 

421305 BE397354 Hs,324830 (Dptheria toxin resistance protein requi 5.8 

451406 A1694320 Hs.6295 ESTs, Weakly similar to T1 7248 hypotheti 5.8 

416795 AI497778 Hs.2Q509 HBV pX associated protein^ 57 

427701 AA411101 Hs.243886 nuclear autoantigenic sperm protein (his 5.7 

60 451468 AW503398 Hs.293663 ESTs, Moderately similar to 138022 hypot 5.7 

433852 A137B329 Hs.126629 ESTs 5.7 

432B82 NMJM3257 Hs.279696 serur^gtucaarfjeoid regulated kinase-B 5.6 

419440 AB020689 Hs.90419 K1AA0882 protein 5.6 

435706 W31254 Hs.7045 GL004 protein 5.6 

65 431583 AL042613 Hs.262476 S-adenosyimethjonine decarboxylase 1 5.6 

442409 BE208843 Hs.129544 hypothetical protein MGC1 5438 5.6 

453171 R76472 Hs.65645 ESTs 5.6 

437252 A1433833 Hs.164159 ESTs, Weakly similar to ALU 1.HUMAN ALU S 5.6 

422083 NM_001141 Hs.1 11256 arachidonate 1 lipoxygenase, second typ 5.6 

70 429638 A1916662 Hs.211577 kinectin 1 (Wnesin receptor) 5.5 

403046 NM_005656*:Hamo sapiens transmembrane pr 5.5 

447805 AW627932 Hs.302421 gemin4 5.5 

443162 T49951 Hs.9029 DKFZP434G032 protein 5.4 

418555 AI417215 Hs.87159 hypotheticai protein FU12577 5.4 

75 437162 AW005505 Hs.5464 foyrad hormone receptor coactivaling pr 5.4 

419465 AW500239 Hs.21187 Homo sapiens cDNA: FU 23068 fis, clone L 5.4 

440146 AW014231 Hs.90790 Homo sapiens cDNA: FU 22930 fe, clone K 5.4 

427308 D26067 Hs.174905 WAA0033 protein 5.4 

409151 AA306105 SEC22, vesicle trafficking protein (S. c 5.4 

80 432840 AKD01403 Hs.279521 hypotheticai protein FU20530 5.4 

423242 AL039402 Hs.125783 DEME-6 protein 5.3 

453082 H18835 Hs.31608 hypolhefjcal protein FU20041 5.3 

441021 AW578716 Hs.7644 H1 histone family, member 2 5.3 
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415276 U88666 HsJ8353 SFRS protem kinase 2 5.3 

400290 H18836 Hs.31608 hypothetical protein FU20041 5.3 

432435 BE218886 Hs^82070 ESTs 5.3 

417318 AW953937 Hjl240845 ESTs 5.3 

5 429457 NM_004477 Hs.203772 FSHD region gene 1 5.3 

416276 U41060 Hs.79136 UV-1 protein, estrogen regulated 5.3 

410076 T05387 Hs.7991 ESTs 5.3 

420039 NMJJ04605 Hs.94581 sulfotransferase family, cytosoHc, 2B, 5.2 

rt 423445 NNL014324 Hs.128749 aipha-methytacyl-CoA racemase 5.2 

1 0 436420 AA443966 Hs.31595 ESTs 5-2 

414085 AA114016 Hs.75746 aldehyde dehydrogenase 1 family, member 5.1 

422048 NM 012445 Hs.288126 spondin 2, extracellular matrix protein 5.1 

427176 AW381569 Hs.40334 ESTs 5.1 

450832 AW970602 Hs.105421 ESTs 5.1 

15 448807 A1571940 Hs.7549 ESTs 5.1 

420568 . F09247 Hs.247735 protocadherin aipha 10 5.1 

421685 AF189723 Hs.1Q677B ATPase, Ca transporting, type 2C, member 5.0 

427615 BE410107 Hs.179817 CGW2 protein. PSDR1 ... 5.0 

430598 AK001764 Hs.247112 hypothetical protein FU 10902 5.0 

20 452576 AB023177 Hs.29900 WAA0960 protein 5.0 

431724 AA514535 Hs.283704 ESTs 5.0 

409757 NM-001898 Hs.123114 cystatinSN 5.0 

432242 AW022715 Hs.162160 ESTs, Weakly similar to ALU4_HUMAN ALU S 5.0 

407103 AA424881 Hs.256301 hypothetical protein MGC13170 5.0 

25 421154 AA284333 Hs.287631 Homo sapiens cDNA FU14269 fis, done PL 5.0 

400301 X03635 Hs.1657 estrogen receptor 1 5.0 

426006 ' R49031 Hs.22627 ESTs 5,0 

452679 Z42387 Hs.83883 transmembrane, prostate androgen induced 4.9 

446880 A1811807 Hs.108646 Homo sapiens cDNA FU 14934 fis, clone PL 4.9 

30 444108 R55784 Hs.140942 ESTs 4.9 

452259 AA317439 Hs.28707 signal sequence receptor, gamma (translo . 4.9 

419083 A1479560 Hs.98613 Homo sapiens cDNA FU 12292 fis, done MA 4.9 

416854 H40164 Hs.80296 Purkinje cell protein 4 4.9 

422890 Z43784 ankyrin 3. node of Ramrier (ankyrin G) 4.9 

35 428330 L22524 Hs.2256 matrix metalloproteinase 7 (matrilysin. 4.9 

419168 A1336132 Hs.33718 Homo sapiens cDNAFU 12641 fis, done NT 4.9 

452017 AF109302 Hs.27495 prostate cancer associated protein 7 4.9 

456352 AW973003 Hs.179909 hypothetical protein FU22995 4.9 

442501 AA315267 Hs.23128 ESTs 4.8 

40 439735 A1635386 Hs.142846 hypothetical protein 4.8 

451752 AB032997 KIAA1 171 protein 4.8 

423583 AL122055 Hs.129836 KIAA1 028 protein 4.8 

446157 BE270828 Hs.1 31740 Homo sapiens cDNA: FU22562 fis, clone H 4.8 

432363 AA534489 gb:nf76g11.s1 NCLCGAP_Co3 Homo sapiens 4.8 

45 433313 W20128 Hs.296039 ESTs 4.8 

408101 AW968504 Hs.123073 CDC2-related protein kinase 7 4.8 

453857 AL080235 Hs.35B61 - OKFZP586E1 621 protein 4.8 

451982 F13036 Hs.27373 Homo sapiens mRNA; cDNA DKFZp56401 763 (f 4.7 

447574 AF162666 Hs.1 8895 tousted-Bke kinase 1 4.7 

50 429299 A1620463 Hs.347408 hypothetical protein MGC13102 4.7 

420522 AW957137 Hs.98541 hypothetical protein 4.7 

417379 AA196390 gb:zp99b10.s1 Slratagene muscle 937209 H 4.7 

411031 W37943 Hs.34892 K1AA1323 protein 4.7 

431725 X65724 Hs.2839 Nome disease (pseudoglioma) 4.7 

55 441224 AU076964 Hs.7753 cahmtenin 4.7 

407813 AL120247 Hs.40109 KJAA0872 protein 4.7 

440074 AA863045 Hs.10669 ESTs t WealdysimflartoT0EX)50hypotheti 4.7 

430294 A1538226 Hs.32976 guanine nucleotide binding protein 4 4.7 

415082 AA160000 Hs.137396 ESTs, Weakly similar to JC5238 galactosy 4.7 

60 414922 D00723 glycine cleavage system protein H {amino 4.7 

430945 U80669 Hs.55999 NK homeobox (Drosophita), family 3, A 4.7 

438825 8E327427 Hs.79953 ESTs 4.7 

425174 D87450 Hs.154978 K1AA0261 protein 4.7 

re 420380 AA640891 Hs.102406 ESTs 4.7 

65 410193 AJ1325S2 Hs.59757 zinc finger protein 281 4.7 

440300 N39760 Hs.8859 Homo sapiens, Simflar to RIKENcONA 5830 4.6 

436761 AI817776 Hs.236557 ESTs 4.6 

410275 U85658 Hs.61796 transcription factor AP-2 gamma (activat 4.6 

404922 NM_003071:Homo sapiens SWl/SNF related, 4.6 

70 436556 A1364997 Hs.7572 ESTs 4.6 

429302 AU076674 Hs.198899 eukaryotic translation initiation factor 4.6 

447595 AW379130 Hs.18953 phosphodiesterase 9A 4.6 

433006 BE242758 Hs.190223 ESTs, Moderately similar to T29285 hypot 4.5 

407894 AJ278313 Hs.41143 phosphdnositide-spedficphosphonpase M.5 

75 418818 AA228899 Hs.101307 Homo sapiens HUT 11 protein mRNA, partial 4.5 

433556 W56321 Hs.1 11460 calciumA^rnodulirHlependent protein kin 4.5 

443123 AA094538 Hs.272808 putative transcripfon regulation nudea 4.5 

419991 AJ000098 Hs.94210 eyes absent (Drosophila) homolog 1 4.5 

419594 AA013051 Hs.91417 topoisomerase (DNA) li binding protein 4.5 

80 453390 AA862496 Hs.28482 ESTs 4.5 

417061 A1675944 Hs.188691 Homo sapiens cONA FU 12033 fis, done HE 4.5 ' 

419239 AA468183 Hs.184598 Homo sapiens cDNA: FU23241 fis, done C 4.5 

436873 N23874 Hs.50477 RAB27A, member RAS oncogene family 4.5 
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408001 AA045458 Hs.95296 ESTs 4.4 

413950 AA249096 Hs.32793 ESTs 4.4 

416655 AW968613 Hs.79428 BCL2/adenoviaJS E1B 19kCMnleracting pro 44 

418004 U37519 Hs.87539 aldehyde dehydrogenase 3 family, member 4.4 

5 419733 AW362955 Homo sapiens cDNA FU14415 fis, done HE 4.4 

433233 AB040927 Hs.301804 KIAA1 494 protein 4.4 

439979 AW600291 Hs.6823 hypothefical protein RJ 10430 4.4 

430589 AJ002744 Hs.246315 UOP^.acelyMpha-C^a1actosamine:polyp 4.4 

417958 AA767382 Hs.193417 ESTs 4.4 

10 450680 AF131784 Hs.25318 Homo sapiens done 25194 mRNA sequence 4.4 

435020 AW505076 Hs J0 1855 DrGeorge syndrome critical region gene 8 4.4 

437396 BE140396 Hs.21621 hypothefical protein DKFZp762O076 4.4 

425810 AJ923627 Hs.31903 ESTs 4.4 

426028 NMJXH110 Hs. 172028 a <fisintegrin and metatoprotelnase doma 4.3 

15 452747 BE153855 Hs.61460 Igsuperfarttfy receptor LNIR 4.3 

429259 AA420450 Ks.292911 Plakophin 4.3 

452092 BE245374 Hs.27842 hypolhefica! protein FU11210 4.3 

437967 BE277414 Hs.5947 mel transforming oncogene (derived from 4.3 

459284 AF 155660 Hs.30O496 mitochondrial solute carrier 4.3 

20 417067 AJ001417 Hs.81086 sdute carrier family 22 (exlraneuronat 4.3 

423453 AW450737 Hs.128791 CGI-09 protein 4.3 

407137 T97307 gb:ye53h05.$1 Scares fetal fiver spleen 4.3 

448826 A1580252 Hs.293246 ESTs, Weakly similar to putative p1 50 [H 4.3 

419713 AW968058 Hs.92381 nudix (nudeosfcJe diphosphate linked moi 4.3 

25 427359 AW020782 Hs/79881 Homo sapiens cDNA: FU23006 fis, done L 4.3 

450402 BE218027 Hs.89969 ESTs 4.3 

428055 AA420564 Hs.101760 ESTs 4.3 

429441 AJ224172 Hs.204096 upopmTin B (uteroglobin family member) 4.3 

. _ 432675 AI791855 ESTs 4.2 

30 439963 AW247529 Hs.6793 platetet-acSvating factor acetylhydrola 4.2 

445707 AI248720 Hs.114390 ESTs 42 

410297 AA148710 lumican 4.2 

416737 AF154335 Hs.79691 UM domain protein 4.2 

430255 AK000703 Hs.323822 Homo sapiens mRNA for K1AA15S1 protein, 4.2 

35 421829 AB018330 Hs. 108708 catdiirn^tmwluDrHlependent protein kin 4.2 

447620 AW290951 ESTs 4.2 

426647 AA243464 Hs .294101 pre-B-ceD leukemia transcription factor 4.2 

432886 BE159028 Hs.279704 chromatin accessibility complex 1 4.2 

446237 AW270515 Hs.149596 Homo sapiens, Similar to RIKEN cDNA 2310 4.2 

40 421878 AA299652 Hs.1 11496 Homo sapiens cDNA FU1 1643 fis, done HE 4.2 

423337 NM.004655 Hs.127337 axin 2 (conductin, axH) 4.2 

435854 AJ27B120 Hs.4996 putafive ankyrirwepeat containing prote 4.2 

427723 AI355260 Hs.279789 hisfone deacetylase 3 4.2 

430122 NM013342 Hs.233765 TCF3 (E2A) fusion partner (in childhood 4.2 

45 416140 A1918035 Hs.301198 roundabout (axon guidance receptor, Ores 4.2 

428231 U17989 Hs.1 83105 nudear auloanCgen 4.2 

447966 AA340605 HsJ05887 ESTs,Wea!oystmnartoHomologofrat2 4.1 

432274 AK000382 Hs.274251 hypothetical protein FU20375; K1AA1797 4.1 

432621 AI298501 Hs^1192 ESTs, WeaHy similar to T46428 hypothefi 4.1 

50 408063 BE086548 Hs.42346 caldneuriitfanding protein catsardn-1 4.1 

407192 AA609200 gb.-af12e02^1 SoaresJestis_NHT Homo sap 4.1 

426716 NH.006379 Hs.171921 sema domain, immunoglobufin domain (Ig), 4.1 

427479 BE410092 Hs.178471 WAA0798 gene produd 4.1 

„ 434194 AF119847 Homo sapiens PR01 550 itiRNA, parted cds 4.1 

55 422072 AB018255 Hs.111138 KIAA071 2 gene product 4.1 

411145 BE439553 Hs.250528 Homo sapiens, clone IMAGE:4098694. mRNA, 4.1 

449459 BE546846 Hs.195048 ESTs 4.1 

421662 NMJM141 Hs.106552 cefl recognition molecule Caspr2 4.1 

445309 AU 57474 Hs.1 2504 likely ortholog of mouse Arkadia 4.1 

60 412520 AA442324 Hs.795 H2A histone family, member O 4.0 

448663 BE614599 hypothefical protein MGC1 4797 4.0 

425689 W15480 Hs.24283 ESTs, Moderately similar to reduced expr 4.0 

433647 AA603367 Hs.222294 ESTs 4.0 

426030 BE243933 Hs.108642 zinc finger protein 22 (KOX 15) 4.0 

65 418838 AW385224 Hs.35198 ectonudeorjde pyrophospriatase/phosphodi 4.0 

439820 AL360204 Hs-283853 Homo sapiens mRNA full length insert cDN 4.0 

422634 NW.016010 Hs.118821 CGW2 protein 4.0 

453469 AB014533 Hs.33010 WAA0633 protein 4.0 

418827 BE327311 Hs.47166 HT021 4.0 

70 446791 AI632278 Hs.195922 ESTs 4.0 

443884 N20617 Hs.194397 teptin receptor 4.0 

416857 AA18B775 Hs.292453 ESTs 4.0 

401519 C15000476*:gil12737279ireflXP_012163.1| 4.0 

407846 AA426202 Hs.40403 ap7p30Wnteracting transactivator, wit 4.0 

75 431689 AA305688 Hs.267695 UDP^GatibetaGlcNAc beta 1 ^galactosyftr 3.9 

408784 AW971350 Hs.63386 ESTs 3.9 

435555 AW105663 Hs.6947 HSPC069 protein a9 

432615 AA557191 Hs.55028 ESTs, Weakly similar to 154374 gene NF2 3.9 

448804 AW512213 Hs.342849 ADP-ribosytafion factor-like 5 3.9 

80 430389 AL117429 Hs^40845 DKFZP434D146 protein 3.9 

432278 AL137506 Hs.274256 hypothetical protein FU23563 3.9 

414869 AA157291 Hs.21479 ubinuctein 1 3.9 

429163 AA884766 gb:am20a1 Os1 Soares_NFL w T_GBC_S1 Homos 3.9 
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444190 


AI878S18 


Hs.10526 


cysteine and grydne-rich protein 2 


3.9 




443991 


NMJW2250 


Hs.1 0082 


potassium intermediate/small conductance 


3.9 




433339 


AF019226 


Hs.8036 


gfiobtesioma overexpressed 


3.9 




435021 


AA922192 


Hs.73962 


ESTs 


3.9 


c 
J 


412834 


R77123 


Hs.79881 


Homo sapiens cONA FU 23006 Ss, done L 


3.9 




442607 


AA507576 


HS.28B361 


Homo sapiens cONA: FU 22695 Ss, clone H 


3.9 




408833 


AW612232 


Hs.254835 


ESTs 


19 




432352 


AA813887 


Hs.1 881 73 


Homo sapiens cONA FU 12187 lis, done MA 


3.9 




456177 


NMJJ12391 


Hs.79414 


prostate epilheEum-sperific Ets transcr 


3.8 


433345 


Al 581545 


Hs.152982 


hypothetical protein FU13117 


3.8 




421 887 


AW161450 


Hs. 109201 


CQ-85 protein 


3.8 




434614 


A1249502 


Hs29669 


ESTs 


3.8 




425910 


AAB30797 


Hs.1 84760 


CCAAT-box-bindbg transcripSon factor 


18 


13 


432370 


AA308334 


Hs274424 


N-acetytneuranuruc add phosphate syntha 


18 


413010 


AA393273 


Hs.75133 


transcription factor 6-Gke 1 (rratochond 


3.8 




435114 


AA775483 


Hs^88936 


mitochondrial nbosomal protein L9 


3.8 




439024 


R96696 


Hs.35598 


ESTs 


3.8 




- 426991 


AK001536 




Homo sapiens cDNA FU 10574 fe, done NT 


- 3.8' 


ZU 


427871 


AW992405 


Hs.59622 


Homo sapiens, done IMAGE3507281 , mRNA, 


3.8 


439671 


AW1 62840 


Hs.6641 


kinesin family member 5C 


3.8 




418113 


A1272141 


Hs.83484 


SRY (sex determining region Y)-box 4 


3.8 




422424 


AJ186431 


Hs^S6638 


prostate differentiation factor 


3.8 




447439 


AA313565 


Hs.145020 


ESTs, Weakly simitar to KIAA1205 protein 


18 


Z3 


414178 


AW957372 


Hs.46791 


ESTs, Weakly similar to 138022 hypotheS 


18 


427099 


AB032953 


Hs.173560 


odd Oz/ten-m homotog 2 (Orosophila, mous 


3.8 




407908 


BE37975B 


Hs.1 10853 


uncharacterized hematopoietic stem/proge 


18 




440695 


AW088363 


Hs^46240 


ESTs 


3.8 




429686 


A1871613 


Hs^8538 


Homo sapiens cDNA: FU210B6 lis, done C 


18 


iU 


447533 


NMJXJ47B6 


Hs.1 8792 


thioredaxin-fike, 32kD 


IB 


411190 


AA306342 


Hs.69171 


protein kinase C-fike 2 


3.8 




426126 


AL1 18747 


Hs.26691 


ESTs 


IB 




434263 


N34895 


Hs.44648 


ESTs 


18 




414407 


AA147026 


Hs.76704 


ESTs 


17 


jj 


432426 


AW973152 


Hs.31050 


ESTs 


17 


425770 


NMJJ14363 


Hs.1 59492 


spastic ataxia of Charlevoix-Saguenay (s 


17 




432579 


AF043244 


Hs .278439 


nucleolar protein 3 {apoptosis repressor 


17 




444101 


R19175 


Hs.169793 


nbosomal protein L32 


17 




432908 


A1861896 




ESTs 


3.7 


4U 


432800 


BE391046 


Hs.278962 


AIM-1 protein 


3.7 


429966 


BE081342 


Hs.283037 


HSPC039 protein 


3.7 




419972 


AL041465 


Hs.1 82982 


golgin-67 


3.7 




410001 


AB041036 


Hs.57771 


kalUkrein 1 1 


17 




432205 


AI806583 


Hs.1 25291 


ESTs 


17 


43 


401197 






ENSP0000022926T:H$PC211 


17 


420061 


AW024937 


Hs.29410 


ESTs 


17 




431103 


M57399 


Hs.44 


plelotrophin (heparin binding growth fee 


17 




433577 


AW007080 


Hs.284192 


ESTs 


17 




435017 


AA336522 


Hs.12854 


angiotensin li, type 1 receptor-assodat 


3.7 


3U 


420805 


L10333 


Hs.99947 


reocirlon 1 


17 


401866 






Target Exon 


17 




457183 


H91882 


Hs.1 18569 


Dvt-binding protein IOAX (fohfoffian of 


17 




4279B2 


NM.016156 


Hs.181326 


K1AA 1073 protein 


17 




405387 






NMJJ2217(T:Horno sapiens WilGams-Beuren 


17 


JJ 


449933 


AW157098 


Hs.324104 


Human DMA sequence from clone RP1-63M2 o 


17 


432388 


X15218 


Hs.2969 


v-ski avian sarcoma viral oncogene homo! 


17 




438157 


AW137011 


Hs.49576 


ESTs 


3.7 




451945 


BE504055 


Hs.211420 


ESTs 


3.7 




452721 


AJ269529 


Hs.301871 


solute carrier family 37 (gtycerot-3-pho 


16 


An 


454229 


AW957744 


Hs^78469 


lacrimal proline rich protein 

RALBP1 associated Eps domain containing 


16 


416974 


AF010233 


Hs.80667 


16 




421537 


BE383488 


Hs.1 05547 


neural proliferation, differentiation an 


3.6 




428738 


NMJM0380 


Hs.1 92803 


xeroderma pigmentosum, complementation g 


3.6 




440494 


BE618768 


Hs.7232 


acetyl-Coenzyme A carboxylase alpha 


16 


03 


407748 


AL079409 


Hs.38176 


K1AA0606 protein; SCN Orcadian Osct'Ilal 


16 


453049 


BE537217 


Hs. 30343 


ESTs 


16 




422089 


AA523172 


Hs.1 031 35 


ESTs, Weakly similar to SFR4_HUMAN SPUC 


16 




408096 


BE250162 


Hs.83765 


Q^hydrofotatfi reductase 


16 




407204 


R41933 


Hs.140237 


ESTs, Weakly similar to ALU INHUMAN ALU S 


16 


/U 


450649 


NMJW1429 


Hs.25272 


E1A binding protein p300 
zinc-binding protein Rbcc728 


16 


436489 


AJ 272269 


Hs.1 21429 


16 








ns^cl yuo 


Homo sapiens clone 24670 mRNA sequence 


16 




424285 


BE207168 


Hs.144630 


rrudear receptor subfamily 2, group F, m 


16 




452260 


AA453208 


Hs.330994 


RAB9, member RAS oncogene family 


3.6 


75 


420344 


BE463721 


Hs.97101 


putative G protein-coupled receptor 


3.6 


427715 


BE245274 


Hs.1 80428 


KIAA1181 protein 


16 




426793 


X89887 


Hs.172350 


HlR (histone ceQ cycle regulafion defec 


16 




41S879 


Z17805 


Hs.93564 


Homer, neuronal immediate early gene, 2 


16 




403752 






NM_002753*:Homo sapiens mitogen-acfivate 


3.6 


80 


418559 


AA225048 


Hs.104207 


ESTs 


16 


438523 


K66220 


Hs.278177 


ESTs 


3.6 




438705 


AI049524 


Hs.283390 


ESTs, Weakly similar to 2109260A B cell 


16 




443960 


AI093577 


Hs.255415 


hypothetical protein FU21986 


15 




412513 


AA322599 


Hs.5163 


ESTs, Weakly similar to AF151840 1 CQ-8 


15 
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428695 Al 355647 HS.1B9999 purinergic receptor (family A group 5) 3.5 

419517 AFO52107 Hs.90797 Homo sapiens clone 23620 mRNA sequence 15 

446494 AA463276 Hs^B8906 WW Domain-Conlaining Gene 15 

417515 L24203 Hs.B2237 ataxia-telangiectasia group D-assoctated 15 

5 433891 AA613792 gb:no97h0ls1 NQ_CGAP_Pr2 Homo sapiens 15 

427315 AA179949 Hs.175563 Homo sapiens mRNA; cONA DKFZp564N0763 (! 3.5 

445525 BE149866 Hs.14831 Homo sapiens. Similar to zinc finger pro 3.5 

434672 AW294020 Hs.117721 ESTs 3.5 

, rt 453288 AW583292 Hsi74412 similar to yeast UpQ, variant A 15 

10 434970 AW272262 Hs.225767 ESTs 3.5 

417193 AI922189 Hs288390 hypothetical protein FU22795 15 

437617 AM26701 Hs.5716 KIAA0310 gene product 3.5 

445943 AW898533 Hs.181574 ESTs 15 

, _ 412628 AB72402 Hs.306051 hypothetical protein MGC2648 15 

15 452167 N75238 Hs.13075 Homo sapiens cDNA: FU23013 fis, done L 15 

410467 AF102546 Hs.63931 dachshund (DrosophDa) homolog 15 

440193 AYV902312 Hs.7037 Homo sapiens clone 24923 mRNA sequence 15 

451815 AW974911 Hs.184793 Homo sapiens cDNA: RJ21880 fis, done H 3.5 

^. 429170 NM.001394 Hs.2359 dual specifidty phosphatase 4 15 

20 410082 AA081594 Hs.158311 Musashi (Orosophila) homotog 1 3.5 

436087 BE300296 Hs.5054 CG1-133 protein 15 

437898 W81260 Hs.43410 ESTs 3.5 

451131 AI267586 Hs^68012 fauy-acid^CoenzymeAGgaseJoiig^haln 15 

439609 AW971945 Hs293236 ESTs 15 

25 443555 N71710 H&21398 ESTs, Moderately similar to A Chain A, H 3.5 

418610 AW245993 Hs.223394 hypothetical protein MGC2742 15 

409960 BE261944 hexokinasel 15 

425263 NM.001197 Hs.155419 B02-interacting killer (apoptosis-kiduc 3.5 

404210 NRL005936:Homosapiersmye!oidflymphoirJ 15 

3 0 442323 AW01 6669 Hs29190 ESTs 15 

452707 AI093823 Hs.45070 ESTs 15 

421437 AW821252 Hs.104336 hypothetical protein 15 

426514 BE616633 Hs.170195 bone morphogenetic protein 7 (osteogenic 14 

450628 AW382884 Hs.204715 ESTs 14 

35 446825 BE266B22 Hs.344097 filamin A, alpha (acfin-binding protein- 14 

421867 AA481078 Hs.109045 hypothefcal protein FU10498 14 

434954 AF161455 Hs.284295 Homo sapiens HSPC337 mRNA, partial cds 3.4 

452908 AB001451 Hs.30965 neuronal She adaptor homolog 3.4 

429922 Z97630 Hjl226117 HI histone family, member 0 14 

40 448734 BE614070 Hs.326416 Homo sapiens mRrM; cDNA DKFZp564H1 91 6 (f 14 

434293 NA/L004445 Hs.3796 EphB6 14 

414222 AL135173 sorbitol dehydrogenase 14 

421674 T10707 Hs£96355 hypothetical protein FU231 38 14 

43B279 AA805166 Hs.154762 HIV-1 rev binding protein 2 14 

45 411078 AI222020 Hs.182364 CocoaCrisp 14 

419749 X73608 Hs.93029 sparc/cstecnerjfin, ewev and kazaUike d 14 

432302 AA345857 Hs.274307 KIAA1 442 protein 3.4 

407944 R34008 Hs.239727 desmocoifin 2 14 

431674 AA098901 Hs.301642 ^protein coupled receptor 14 

50 408291 AB023191 Hs.44131 K1AA0974 protein 14 

431578 AB037759 Hs.261587 GCN2elF2alpha kinase 14 

440789 AB007857 Hs.7416 WAA0397 gene product 3.4 

434958 T99949 Hs.303428 Homo sapiens cDNAFLH 4832 fis, done OV 3.4 

452295 BE379936 Hs.28866 programmed cell death 10 3.4 

55 417229 AA975096 Hs.19522 hypothetical protein PR02849 3.4 

439593 BE073597 Hs.124863 ESTs 3.4 

407136 T64B96 Hs.287420 Homo sapiens cDNA FU1 1533 fis, done HE 14 

421044 AF061871 Hs.101302 Human ONA sequence from done RP1-238D15 14 

^ 427461 AA531527 Hs.332040 rrypolhetical protein MGC13010 3.3 

60 417315 AI08G042 Hs.180450 ribosomaJ protein S24 3.3 

423392 AA195037 Hs.169341 HTPAP protein 13 

412652 AI801777 ESTs 3.3 

415172 AF079529 Hs.78106 phosphodiesterase 8B 13 

418372 AA311833 Hs.84318 replication protem A1 (70kD) 3.3 

65 • 447958 AW796524 Hs.66644 Homo sapiens microsomal signal pepEdase 13 

425010 T16837 Hs.4241 ESTs 3.3 

420460 AA262331 Hs.48376 Homo sapiens done HB-2 mRNA sequence 3.3 

443181 AI039201 Hs.283316 ESTs 13 

442064 AI422867 Hs.88594 ESTs 13 

70 431663 NM_016569 Hs.267182 TBX3-iso protein 3.3 

412926 AI879076 Hs.75061 macrophage mvristoytated alanine-rich C • 13 

420818 AW969635 Hs.33032 ESTs, Weakly similar to 1207289A reverse 13 

408829 NM_006042 Hs.48384 heparan sulfate (grucosamine) 3-O-sutfol 3.3 

__ 408681 AW953853 Hs.292833 ESTs, Weakly shnflar to 138022 hypothefi 3.3 

75 436278 BE396290 Hs.5097 synapiogyrin2 3.3 

424560 M158727 Hs.150555 protein predicted by clone 23733 3.3 

417215 BE253161 Hs.81687 noiwnetastatic cells 3, protein expresse 13 

418166 AT754416 Cdc42 effector protein 3 3.3 

nr . 434629 M789081 Hs.4029 gioma-ampfified sequence-41 12 

80 427398 AW390020 Hs.20415 chromosome 21 open reading frame 11 3.2 

457489 AI693815 Hs.127179 cryptic gene 3.2 

434747 AA837085 ESTs 12 

413125 BE244589 Hs.75207 gtyoxalasel 12 
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435561 AA351978 Hs.4943 hepatoceflutar carcinoma associated prot 3.2 

447210 AHB5269 Hs.17752 phospha&Jylsenne^pedficphospholipas 12 

422522 AI023428 Hs.34549 ESTs.KlgMysininartoS94541 1 done 4 12 

423336 A1382555 Hs. 127950 brom^ornaiiHXJntaining 1 12 

5 401785 NM_002275*:Homo sapiens keratin 15 (KRT1 3.2 

441345 AW068579 Hs.7780 Homo sapiens mRNA; cDNA DKFZp564A072 (fr 3.2 

451404 AA460775 Hs.6295 ESTs, Weakly dnflar to T17248rrypott»ti 3.2 

422173 BE385828 Hs^50619 phorboOn-fike protein MDS019 3.2 

H ^ 452099 BE612992 Hs.27931 hypothetica! protein RJ 10507 similar to 12 

10 452826 BE245286 Hs. 30 1535 peroxisornal biogenesis factor 6 3.2 

419829 AI924228 Hs.115185 ESTs, Moderately similar to PC4259 ferri ' 3.2 

407688 W25317 Hs.37616 Human D9 spice variant B mRNA, complete 3.2 

406214 NM„016371J^sa|tohyaraxystefoid(1 3.2 

416292 AA179233 Hs.42390 nasopharyngea] carcinorna susceptibiSty 12 

' 15 438714 AAB14859 Hs.160074 ESTs 12 

433213 AW665130 Hs.137190 ESTs 12 

412170 D16532 Hs.73729 very tow density lipoprotein receptor 12 

409340 BE174629 HsJ321130 - hypotheQcat protein MGC2771 " ~ - — Z2 - 

nn 413142 M81740 Hs.75212 ornithine decarboxylase 1 12 

20 451338 AW612322 Hs.19131 transcription factor Dp-2 (E2F dimerizat 3.2 

437179 AA393508 serologically denned colon cancer antig 12 

418700 A1963808 Hs.86970 ESTs, Moderately similar to ALU5_HUMAN A 3.2 

438361 AA805656 Hs. 146217 Homo sapiens cDMA: RJ23077 6s, done L 3.2 

450546 AA010200 Hs. 175551 ESTs 3.2 

25 409995 AW960597 Hs.129206 ESTs 12 

408739 W01556 Ks.44685 ESTs, Moderately similar to 138022 hypot 3.2 

43B821 AA826425 Hs.192375 ESTs 3.2 

403532 NM_G24638*tomo sapiens rr/pothefcal prat 12 

452941 AL1 10347 Hs.31074 M-su»og!ucosamine sulrorntfrolase (sulfa 11 

30 414341 D80004 Hs.75909 WAA01 82 protein 11 

423044 AA320829 Hs.97266 protocadherin 18 11 

429716 R25685 Hs.211933 collagen, type Xni, alpha 1 11 

444367 H54892 Hs.10974 hypothetical protein FU22390 11 

423551 AA327598 Hs.89633 ESTs 3.1 

35 453186 AK001708 Hs.32271 hypothetical protein FU 10846 11 

413550 W03011 Hs.306881 MSTP043 protein 11 

431933 AI187057 Hs.132554 ESTs 11 

439778 AL109729 Hs.99364 putative transmembrane protein 11 

448044 A1458682 gbik13e01jc1 Na_CGAP - Lu24 Homo sapiens 3.1 

40 422017 NM_003877 Hs.1 10776 STAT induced STAT inhibtlor-2 11 

421254 AK001724 Hs. 102950 coat protein gamma-cop 11 

424339 BE257148 erutogrycan 11 

445109 AF039916 Hs.12330 ectonudeosids triphosphate diphosphorryd 11 

425320 U29344 Hs.83190 fatty add synthase 11 

45 426170 BE161065 Hs.167531 methylcrotonoyl«Cc^vmeA<aAo)^2 11 

408770 AW270608 Hs.170195 bonemorphogenefcpn^7((>steQgernc 11 

442202 BE272862 Hs.105534 hypothetical protein FU22625 11 

417622 AW298163 Hs.82318 WAS protein family, member 3 11 

439864 AI720078 Hs.291997 ESTs, Weakly similar to A47582 B-cell gr 11 

50 433036 AA574091 Hs.105964 ESTs 11 

447050 NMJM6314 Hs.17200 - STAM-Bke protein containing SH3 and ITA 11 

436299 AK000767 Hs.5111 hypothefcai protein FU20729 11 

408380 AF123050 Hs.44532 (fiuWquith 11 

407910 AA650274 Hs.41296 tDronecfin leucine rich transmembrane p 11 

55 445098 AL050272 Hs.12305 DKFZP5S6B 183 protein 11 

431797 BE169641 Hs.270134 hypothetical protein RJ 20280 11 

437296 AA350994 Hs.20281 K1AA1700 3.1 

452627 A1122843 Hs.184319 ESTs, Weakly similar to K1AA1006 protein 3.1 

448913 AA194422 Hs.22564 myosin VI 11 

60 415079 R43179 Hs.22895 hypothetical protein FU23548 10 

408157 AA047685 Hs.62946 ESTs 10 

443337 Y07604 Hs.9235 norwnetastaSc cells 4, protein expresse 10 

410310 J02931 Hs.62192 coagutafion factor 111 (foromboptasfin, 10 

437546 AW074836 Hs.173984 T-box1 10 

65 451134 AA318315 Hs^5999 hypothetical protein FU22195 3.0 

423932 T95633 Hs.189703 ESTs 10 

433495 AW373784 Hs.71 ' atpha-2-gtycoprotein 1,zmc 10 

453293 AA382267 Hs.10653 ESTs 3.0 

428171 AA489323 Hs.1B2825 nlxjsornal protein 135 3.0 • 

70 428293 BE250944 Hs. 183556 solute carrier family 1 (neutral amino a 10 

426657 NM_015865 Hs.171731 solute carrier famih/ 14 (urea transport 10 

406527 T64904 Hs.163780 ESTs 3.0 

418259 AA215404 ESTs 10 

426110 NM_002913 Hs.166563 repfcafion factor C (activator 1} 1 (14 10 
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431222 X56777 Hs.273790 zona peUucida glycoprotein 3A (sperm re 27 

451558 NM.001089 Hs.26630 ATP-Wnding cassette, sub-family A (ABC1 27 

431615 AW295B59 Hs.235860 ESTs Z7 

_ 418649 AI096485 Hs.169341 ESTs, Moderately simflar to S65657 alpha 27 

5 431122 AI267593 Hs350535 Homo sapiens mRNA; cDNA DKFZp434N2412 (f Z7 

438682 AA354489 Hs.222103 EBPSOPDZmteractorof 64 kD Z7 

424954 NM_000546 Hs.1846 tumor protein p53 (Li-Fraumeni syndrome) Z7 

458082 AW978811 Hs314451 ESTs, Weakly similar to ALU1.HUMAN ALU S Z7 

427087 BE073913 Hs.173515 uncharacterized hypothatamus protein KTO Z7 

10 412524 AA417813 Hs.44208 hypotheficaJ protein RJ231 53 Z7 

435176 AA744875 Hs.189413 ESTs Z7 

419390 AI701162 Hs.90207 hypothefical protein MGC1 1138 Z7 

428013 AF151020 Hs.181444 hypothetical protein Z7 

441094 U33819 Hs.7647 MYOassociated zinc finger protein (pun 27 

15 451356 AA748418 Hs.164577 ESTs Z7 

408461 AB037756 Hs.45207 hypothetical protein KIAA1 335 27 

418516 NMJTO6218 Hs.85701 pr^hotnos«kle-3-km3se, catalytic a! 27 

423476 AL035633 Human DNA sequence from done RP5-1046G1 27 

444034 AL161957 Hs.10177 pleckstrin homology domain interacting p 27 

20 404913 N&L024408\Homo sapiens Notch (Drosophil 27 

407378 AA299264 Hs.57776 ESTs, Moderately similar to 138022 hypot 27 
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428500 AI815395 Hs.184641 fatty acid desaturase 2 26 
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25 433301 AW296280 Hs.152016 Homo sapiens cDNA: FU22140 fis, clone H 26 

444381 BE387335 Hs.283713 ESTs, Weakly similar to S64054 hypotheti Z6 
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427378 BE515037 Hs.1 77556 melanoma antigen, family D, 1 26 
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30 421856 M24470 Hs.1435 guanosine monophosphate reductase 26 

421605 BE440108 Hs.106127 RNA polymerase 1 16kDasubunH 26 
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420164 AW339037 Hs.24908 ESTs Z6 

443444 AW952619 Hs.17235 Homo sapiens done TCCC1A00176 mRNA sequ Z6 

Ac 412774 AA120865 Hs.23135 ESTs Z6 

45 445922 AI337316 Hs.147998 ESTs Z6 
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440409 AW294316 ESTs Z6 

444610 AI174783 gb:HA2501 Human fetal liver cDNA tibiaiy 26 

425863 U43604 Hs.159901 Human unidentified mRNA. partial sequenc 26 
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436972 AA284579 Hs25640 ciaudin3 2.6 

426809 BE313114 Hs.29706 ESTs 2.6 

431163 NM 006855 Hsl250598 KDEL {LysnAsp-Ou-Uu) endoplasmic relic 2.6 

457636 AI792670 Hs.144405 ESTs 2.6 

5 442821 BE391929 Hs.8752 transmembrane protein 4 2.5 

435522 NS4214 Hs3774 synovial sarcoma franstocafion gene on c 2.5 

405764 AA423825 Hs343443 ribosomal protein L36 2.5 

422032 AA476966 Hs.1 10857 polymerase {RrMA) 111 {DMA directed) poty 2.5 

409125 R17268 Hs343567 axons! transport of synaptic vesicles 2.5 

10 416801 X98834 Hs.79971 sat (DrosophHaHte 2 2.5 

446091 AW022192 ESTs 2.5 

419848 AA251242 Hs.103238 ESTs 2.5 

415015 NM_002109 Hs.77798 hisBdyWRNA synthetase 2.5 

431835 AF178532 Hs771411 betasite APP-cleaving enzyme 2 25 

15 414987 AA524394 Hs294022 hypothetical protein FU 14950 2.5 

447087 AW403870 Hs.301872 hypothetical protein MGC4840 25 

456050 R79445 Ks.76230 ribosomal protein S10 2.5 

426176 . AA371409 Hs.105564 hypothetical protein FU22294 2.5 - - 

„ 414528 AA14B950 Hs.188836 ESTs 2.5 

20 426494 AL1 19528 Hs.170098 WAA0372 gene product 2.5 

407656 AW747986 Hs37443 Homo sapiens mRNA; cONA DKFZp434B2119 (f 25 

437330 AL353944 Hs£0115 Homo sapiens mRNA; cDNA DKFZp761J 1112 (f 2.5 

449139 BE268315 Hs23111 phenyl aJanine-tRNA synthetase-iike 25 

448153 Y1Q805 Hs20521 HMT1 (hnRNP methyitransferase, S. cerevi 2.5 

25 417386 AL037228 Hs.82043 D1 23 gene product 25 

409420 Z15008 Hs.54451 lanTinin.g3nirna2{roc^ 25 

408796 AA688292 Hs.170345 ESTs 25 

407627 AI419020 Hs.62620 chromosome 6 open reading frame 1 25 

421535 AB002359 Hs. 105478 phc^<mT>osylforn^lva^ syntha 25 

30 415862 R51034 Hs.144513 ESTs 25 

426418 M90464 Hs.1 69825 collagen, type IV, alpha 5 (Alport syndr 25 

436557 W15573 Hs.5027 ESTs, Weakly shnilar to A475B2 &cell gr 25 

413517 N76712 Hs.44829 ESTs, Weakly similar to 138022 hypotheti 25 

449500 AW956345 Hs.12926 ESTs 25 

35 457090 AL080243 Hs.180920 ribosomal protein S9 25 

445389 NMJJ16831 Hs.12592 period (Drosophila) homotog 3 25 

410006 AW732308 Hs.57783 eukaryolic translation initiation factor 25 

452906 BE207039 Hs.306123 MAGEF1 protein 25 

450341 N90956 Hs.17230 hypothetical protein FU22087 25 

40 419430 AI878942 Hs.90336 ATPase, H transporting, lysosomal (vacuo 25 

440099 AL080058 Hs.6909 DKFZP554G202 protein 25 

452518 AA280722 Hs.24758 ESTs, Weakly similar to 138022 hypotheti 25 

431843 AA516420 ESTs, Weakly similar to 138022 hypotheti 25 

424795 AW102850 Hs.153177 ribosomal protein S28 25 

45 448019 AW947164 Hs.195641 ESTs, Moderately similar to 138022 hypot 25 

450704 H85157 Hs.40696 ESTs 25 
400262 Eos Control 25 

435266 AK001942 Hs.4863 hypothetical protein DKFZp565A1524 25 

418039 R06859 Hs.193172 ESTs, Weakly similar to I38022 hypotheti 25 

50 429491 NMJH2111 Hs.204041 chromosome 14 open reading frame 3 25 

456844 AI264155 Hs.1 52981 CDP-diacylglycerol synthase (phosphatida 25 

413781 J05272 Hs.850 IMP (inosine monophosphate) dehydrogenas 25 

437450 AL390154 Hs.26954 Homo sapiens mRNA; cDNA DKFZp762G123 (fr 25 

424005 AB033041 Hs.1 37507 vang (van gogh, Drosophilayike 2 25 

55 429332 AF030403 Hs.199263 Ste-20 related kinase 25 

438572 BE267017 Hs.6315 acetytserownin O-melhyltransferase^Dce 25 

425692 D90041 Hs.155956 N-acety!transferase 1 (arytamine N-acety 25 

431188 W05656 Hs.169755 ESTs 25 

_^ 408803 AF248953 Hs.24049 gotgiautoanligen.gotginsubfamfya, 2 25 

60 414482 S57498 Hs.76252 endothefin receptor type A 25 

437762 T78028 Hs.1 54679 synaptotagmin I 25 

425722 AI659076 Hs.97031 hypothetical protein MGC13047 25 

433681 AI004377 Hs.200360 Homo sapiens cDNA RJ13027 fis, done NT 25 

_ 451585 AK001171 Hs.326422 hypothetjcal protein MGC4549 25 

65 424959 NMJJQ5781 Hs.153937 activated p21odc42Hs kinase 25 

407151 H25836 Hs.301527 ESTs, Moderately similar to unknown |Us 25 

446054 AB014537 Hs.13604 WAA0637 gene product 25 

452556 H78517 Hs.33905 ESTs 25 

421026 AU047332 Hs.101067 GCN5 (genera! control of antirro-actd synt 25 

70 407687 AK002011 H*37558 hypolheGca) protein FU 1 1 1 4 9 25 

433683 AI817723 Hs^2678 hypothefical protein FU21 832 25 



TABLE 68B 

75 Pkey: Unique Eos probeset idenfifier number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 

80 ^ 

415989 10194 1 BC013389BC017398 AI023543M191424AI267700AI463633AW958465AW95339^ 

BG285837 AI720344 BF541715 AA355086 AA172236 
429220 15103.7 AW341473AA448195AW207206 AI951341 AA969259 
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449625 249224.1 BI918168 AW779760 N48674 A1375997 AA235370 BG699146 A1913631 A1498402AI016320AA323193 R49021 059344 BG986750 N45526 
BG986917 T61382 R49391 R45432 AI203107 R35004 F07491 R25094 R35360 

412446 63467J BC021735AI669212AL120164 AI769949 BE701002 BE164363 BE819031 8G702238BF090049BF963318BF961912BF943013AA934514 
AA151245 BF960659 AA9B7907 241449 BF908059 BF9D8053 BF908049 BE699424 BF90806Q BF962832 BF952020 BF963134 B1035538 
BF908052 BF908057 BF090026 BF943158 AI632924 BF512340 BF952021 BF960776 BF943437 BF942847 A1768015 F09778 F04816 F02721 
AA102645 AI633838 AA617929 BF947001 BI035448 BE935876 AW890837 AW898604 BF957405 BF963433 BG704815 

433404 7392J BC022980 BF224081 BG149908 AW672B42 BE670687 AI702161 AW341832 BE222503 N71836 AI026061 AW953116 AW083132 A1979261 

AV725377 AI423298 A1640707 AW675518 A1032611 AI81B044 AI299508 AI911386 AI270418BE219257BM141826AA826491Z25159AA587421 
N59447Z39436T329B2 R54110 BF115783 F09044 BF808433 

453160 6028_5 BC009612 NMJJ03526 B1597616 AV761592 AV760377 AL601008 BI604131 BE645918 BG187760 BG181525 BG210634 BG192999 AI263307 

AA3441 86 AW952S66 AA033609 AA037562 AA722183 R79452 H70775 BF674991 BE769437 BG007856 AA037483 AW572535 AI143991 
AA084581 AA033610AV742510AV735788 R08336 

42021 8 191547.1 AW958037 R42557 AI337047 AA948360 AI638005 AA459950 AI62491 5 AJ638047 A1467858 AI521826 AA860305 A1932315 AW003092 AW271756 
AW779380 AA609879 AI634791 AI493770 AI565211 Z41145 AI527952 AA303734 BE349457 AW1 95765 AA2565Z7 BH089727 

4371 24 59408.1 ALD50013 BG939500 AW969191 M769925 AI377973 A1625545 AA81 1365 AA521 114 N24705 AI379579 AA424899 AI684671 AA829715 AI453010 
N35401 AA677452 AA504340 AI209149 AA883574 AI379062 AI084455 AI280147 AA644327 BF432508 N27873 N47364 N34880 AI147024 T86860 
AJ219716 AA960926 H25544 BI857123 AW960489 AA599099 AA765246 AA328537 BG434703 AA890373 AA424765 AI292318 AA829886 N95742 
AI21 8758 H25588 N36282 AA024987 N36687 B1919187 N49471 AA889970 AW1 66152 AA468546 A1262504 AJ452782 AA554458 AA807080 
AA724542 AW102730 AA909978 AW118134 AW827241 W56431 BM127381 BF436987 AI016509 AW663972 BM127686 C15552 N63435 N51744 
T98800 N56980 BG108636 N49381 R49886 D51278 BI756612 AA508234 R49885 BF850422 

438869 52134.1 AFD75Q09R63109 R63068 

428342 6712 J AK056315 A1015524 AA724079 BI713619 AI377728 AW293682 AI928140 A1092404 AI085630 AA731340 BM469529 AW968804 M425658 

AA769094 BF446026 AW1 18719 A1332765 AW500888 AW576556 AI859571 AW499664 AW614573 AW629495 AW505314 W74704 A1356361 
AI923540 AW070509 AI521500 AL042095 AA609309 AA761319 AI381489 H45700 AA761333 AW265424 AA909524 AA635311 AA649040 
A1392620 Z40708 AI985564 AW26351 3 AA913892 AJ693486 AW263502 AI806164 AW291 137 BI061 872 B1059498 M134476 AW084888 AA036967 
AW370823 T55263 B1002756 AA489664 BF827261 W74741 BF963166 

450203 19009 J AK055952 BG182168 BG220105 BG191569 BG188964 BG187388 BG220104 BG183714 BE645998 AI819354 AW974068 A1393635 AI580846 
AI024796 AW020098 BJ491 127 AI393644 N74993 AW472959 BM478854 BI597437 H12165 BI45S6 12 BE543192 

432586 6633.1 BC022881 AU150944 BG750783AW754175 AW857737 AI91 1659 AI050036 AA554053 A1826259 AA568548 

450377 12109J AB033091 AI^743BE811B13N53332 N99716AL561910AA280655BE710392AW05100AW293978AW444556AA2^ 

BG700891 BI553517 R80518 BG779771 BG534451 AA479402AW961580 BF061430 A1857643A1768486AW512118 AA479302 AW770384 
AW072470 AI041596 AI049699 AW592865 AA976261 BE879747 BG114119 AW183811 AA909938 BF571621 BF350794 BF351375 BE925599 
AL050294BC010371 BF982270AL042656BF095732AW812618BF095731 BG212397BF678765B1038602BG388664AW675337BG289398 
BE939598 AW805570 AA527097 AW150540 AI693720 AA743364 AI915793 N48185 AI573107 AA043474 AI351615 AI969490 AI910763 R50866 
A/699161 N73808 H08164 

436063 5483.1 AK000028 AA494483 AI298674 AA720773 AV761529 AI884670 AI936202 AW294235 D61652 BF881 184 AV711384 N27154 AI926970 AV734970 

N40094 N28596 AA884747 AA512890 BG436593 
424038 6226.1 NMJ333445BC001193A1885781 BF794032 AA476620AA81 0906 AA81 0905 AI291 244 A1885097 AI359708 AI335629 H97396 AI344589 AA300377 

AA457566 AW771833 BE465621 AI364068 A1364452 AI648505 AI918342 A1928670 AA886580 AL531 029 AA886344 AI186419 BG329096 

BM045465 AL531028 BG437151 BE868021 AA179427 
407819 7392.2 AK056626 AI800896 BF939022 BE644718 AI954754 BE218177 BE348567 AI952406 AW293122 A1968798 A1457321 BE327228 BG913531 

AW939055 T30280 R54166 Z43366 BGB19153 BF003119 BE646274 BF940881 R18246 R42185 
4091 51 4123.1 NM.004892 AF047442 BE275338 BF724863 B1917206 BE276993 AL602308 AA306105 BM152505 BCO01364 AW993471 AW993481 AW993283 

AW99291 9 AW992921 AW992980 AW992861 AW993220 BG573124 AA456385 AA234796 AI902726 AA354813 BI092644 BG778400 BI260001 

BG007325 A1267455 AA426574 AI160782 AI472186 AA255500 M434006 BG435520AI356111 H00525 AV749060 BG944497 BG292031 

AA902153 C04925 AA902160 AA383100 AW073533AA256706AA 150809 R65766 AW958448 BE090972 BF693195AV738979 R65855 R80136 

AA4 84677 

422890 61426.1 AK057805 AW162343 AI190479 A1093318 BE04882D AI198397 AA654667 BE219303 Z39851 F02655 Z28734 T16575 F10145 Z45266 AW572911 
AW964436 AW004030 A1632565 BE502530 BI792383 BF056928 AA449241 AI651825 AA805324 A1264863 AW19591 8 AA948267 AI953735 
A1263703 BF056387 AW594171 AI867447 AA319159 AI903440 AW9561 10 AI366013 A1867923 BG91 1905 081142 C15616 AL538597 Z25032 
Z43784 R13382 AV746924 AA449359 AA318815 BF364265 H17038 H10064 F04161 T87230 R40898 AW204071 81819428 AA683393 AA683376 
Z43192T74078T05103 F12527T77951 H10118H17037 BF855407 R19603 

451752 10408.5 AB032997AM 41678 AW978722 BE4671 19 AI761408BF727385AW237035AI934521 BF436248AI479668Z40S32AA832081 AW295901 

BF057835 BE465977 AI621269 BE465983 BF756369 N74056 AI817896 AA716567 AA934774 H62600 H09497 BF943762 BE395335 BE883333 

432363 1234917.1 AW970240 AA534489 AW970323 

417379 1610005.1 AA196390AA507837 AA1 96468 

414922 1563.2 BG107484 AA632009 AI432670 A1656660 AI650884 AI521919 AI264653 AW150793 AW61 1894 AI917098 BI091245 AI651454 BF434889 A1580286 

A1880735 BE301995 A1392959 AW613965 BM023628 AW515374 AI460102 BM023318 BE32B188 AI952820 AI581363 AA5571 65 Al 695677 
AL562079 AI700926 A1470561 BF063058 AW196387 AU1329B4 BI054046 A1970157 R02122 H55924 A1521721 AA808206 AA725223 AI766003 
AW339821 AA805951 AI287969AIY664827 

419733 7612.3 AK027321 W63676 W63789 BE046412BF114614BE646183BM126230 AW044233 A1951970AW663548A1139947 AA514302 AA846232 

BM126251 AA789002AA581966 AA809643AW188870BE705664BE706539 BE1 53177 BF084925AL1 33779 AW961788 AA659693 AA347970 
AA295134 AA526037 AA449282 BG190454 H61476 T91396 N20018 T90114 H75644 BE710736 BF687723 H28581 AA249370 BF725698 
BE841554 B1045099 T84625 AW1 2967B BG770826 

432675 1237917 J AW973834 AI791 932 AI791855 A1732640 AA558833 AA559897 AI821610 

410297 2990.1 BC013939 B1494690 BI49121 1 A1928393 AA843540 BG938644 AU185628 B1495842 AW173255 BM052709 A1743999 AI690144 AI922209 A1740907 

AW340368 AA928759 AW1 1 8737 BF513970 AA707807 BF435295 A1339463 A1373842 AI433809 BE222392 AA602308 AA428261 AI4S0355 
AW662760AI888087 A1342098 AA722418 W7B151 N64382BE221848 AW025901 AA452120AJ150479AI016166 AA779515 AA661791 BM474307 
BI911169BG575154AW953303T33604 D59141 AA385785 AA1 48648 BM4619S1 BG681168BI602483BE889592AW954311 BM052986 BI962893 
AI989299 Z42328 BF029504 T35668 BG402602 AU 185770 A1023271 AA147719 AI434079 A1569O00 AI276488 AA992453 AA342B21 AA648303 
AI349364 A10S1008 AA926941 AA350894 AW071451 N22249 AI784138 AA083847 N22258 AW440825 AA661570 AA376687 AA659125 AI356299 
R70453 AI383586 AA827189 B1494872 AWQ21094 B1494871 AA905500 AA460923 BI492041 AW028965 AK24611 BG271780 AI497723 H88862 
D59858 N89979 AA658425 N81154 D62341 A1274437 N66697 H95993 A1370663 AA72B850 H05232 R59374 H12223 A1935759 AI362553 D60006 
N29572 AI916833 N75273AA1 48710 BI597117 BG740471 AA332671 AA333874AA643052 AW020175 R70550 BG623469 AA452342 AW985441 
W19723R32966BE883841 R61003 AI910374 AI865262 R55325 A1468927 R34681 H96211Z39807BF954386 

447620 687223.1 AI973051 AI400921 AI796154AW241817AW290951 

407192 220Q202J AA602964AA609200 

434194 62680.1 AF1 19847 AA437261 AA436987 Al 132965 

448663 16112.4 BE966763 AA659765 A1961656AI520918 AA761743AA281477 N56431 BE463552 AA281 329 AW272944 AA058687 BM145087AA045516 

AW341820 AA1 1 2515 AA258766 A1886639 AA714133 AA768245 AA035533 AI630459 T20165 AW971268 BE966269 AA522722 
429163 1238297.1 AW974271 AA592975 AA447312 AA884766 
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432908 
433891 
409950 



414222 



434747 
437179 



424339 



411089 



431416 
434974 



431155 
409927 
447881 



433009 
412719 



437050 
436823 
457733 
453912 



440030 
419175 



45B41 1 
647290J 
39576.1 



18695J 



412652 18858.2 



418166 18858J 



117643.1 
12239.1 



1111791J 
50559.1 



418259 133853.1 



5597.6 



120918.1 
77302.1 



1235742.1 
2333801.1 
44623.1 



2142268.1 
1634.2 



1240141.1 
MH1 660.153 
119160J 
32562.3 



517737.1 
35058.1 



AKD01535 AK056135 8M474813 BE887303 AK022914 AW581996 AW812945 BE882302 M134266 BI043873 AA019433 B1862088 BM468657 
AU 128438 BE384458 AL353967 BI857117 BF686525 B1465223 BM4501 32 AU1 29877 BI222283 BG171592 BI043544 BG496295 BG750710 
BI256542 BG108520 AU150719 AW510354 AI5542S6 AL353968 M191092 BF132635 
AF150424 A1861896 AA570057 AV738855 
AW182329 AA613792 T05304 AW858385 

BE644758 AI082238 BF940027 AI201079 AI436035 AW275966 A1085394 AI291655 AW070441 AJ474134 A1268978 AI769279 AI567682 AA693941 
BF477668 AW554149 AA283782 BF50S538 AW2968S8 A1268977 Al 168 133 BM352065 AJ262769 BF94 1976 A1056920AA481 861 BF762597 
AL565888 BM352383 AA427768 AA385346 A1186988 AA931831 M134972 BF21 7460 BF11 1012 AA908246 AA319849 AA3181 36 AL514271 
BF364291 AL515057 AV70231 2 AA377395 AL544217 AI341000 AW193583 AI3507B9 AA888338 BF945380 AW879092 AA130839 T91066 N92326 
A1D04389 AA078832 AL572370 W04622 BE314003 AW960808 BM360872 AA319160 AA130778 AL514257 

BC021085 AL527872 AL526296 AL557087 B1255090 AU143499 AL560356 BG823170 BE736988 AU141 388 AL580262 B 17641 73 AU 120299 
AU141755 AU141988 AU142941 AU141330 AU141784 81770885 BI911394 BE901426 BI918039 BG760842 BEB83026 B1254740 BE732690 
BG430761 BE792868 AW328257 All 35 173 AA 102574 BF72698S AL564735 BE 155962 BE 155979 BF741679 H67776 H59234 K89665AW1 17774 
AW274435 L29008 NM_003104 U07361 BF002824 BI222949 AI458045 AW951537 BF196474 A1669049 A1042523 BE463928 AU160125 AU 160580 
AW069877 AW015214 A1948718 BE219705 AI953605 BE217755 AI991382 AI245005 BF431179 AI521843 BE048908 AJ420449 AW2753B5 
AA336950 BE501521 BF740566 AA311404 AA384639 BT772535 BG473076 BE891298 BE246928 BM012986 BE242693 BE901342 BG746358 
BF374053 AL554430 AU143835 AI635707 BF1 95492 AI280559 BF741 685 AA385257 BE247655 W94974 BE 163702 A1025167 A1827118 N78541 
AL581093 AU15B964 AU158917 AI282516 AU1 46399 AA713947 AI285028 AA101228 AI338522 AAB32316 AI284986 AA857925 BF372568 
AA570172AI753825M171566AU159257 BM194320V\ra3390AW1 32101 AA550898 B1259678 AA522554 N55172AW013929AI826274AI871237 
C75260 AA934846 AA555036 AA526579 AA526466 N 80270 AI538347 AW615805 AU 158875 AU 158883 AU1 59396 AI01 6667 AU 159238 AI28251 7 
AA40S31 7 AJ285043 N53050 AA969446 N 5771 8 H93323 W93374 AI873751 H5601 1 AI936 1 74 AA937B30 AW438877 AI80Q550 AW328268 
^24^^84j4^7006mM^ 17 M01 1 555 H97S71 AA988711 AW150529 N70983 H44325 AV657614 AA90223B AA644018 AA034050 

A1801777 BE677762 AW008210 AW009441 BE350994 BE207949 AI091475 AI802774 AI827533 AIQ75363 AI659979 AA687B55 A1078125 A1090285 
AA670058 AA502411 AA683472 A143S058 AA6 12826 A1038932 BG057726 AI167355 BF449023 A1289476 AW074381 BF972912AI991780 
AA8891 19 A1537472 Z39730 AJB68953 Al 192337 BE812978 BE812939 AA1 15248 H99006 AJ915784 F08973 T16748 D20458 AA609899 BF081234 
AA115336 BE812876 BE612972 BE812982 BE813006 BE813019 R43883 BE812981 

AKD5591 5 BE867252 AI523348 M765350 BF446858 243675 R19529 AL 133837 BG389444 AW382942 BE702956 AA081961 BE835247 BE835308 
BE835295 AA376302 BE645790 AA375690 AA376592 AW954423 N85732 AA249770 AI75441 6 AA21 381 6 BF592044 AA81 1729 AW514842 
AI633486 AI096810 AW183016 AI63573B N27524 BE645916 A1247842AW991230 AI754277 H16814 AT766892 BF108422 A1B00361 T95129 
F1 1313 R97946 R93989 AA375242 BF109388 AI880939 AI680060 AW953899 BF971486 A1972337 AW953841 AA372437 A1216746 H1 1384 
R38484 AA249043 AA249732 
AW976537 AI033582 AA837085 AA745261 M648395 

AKD55109 BC019085 AA187684 BG656226 BM023227 AJ 93231 1 AW264381 AA398371 BM021483 AI432433 AI375777 AI129580 AW262782 
AA134107 BM023515 AA977504 Al 859222 A1348454 R69725 AA975268 BM021207 AL080074 AA1 29218 AW207842 N90581 AA771919 AIQ92259 
AI028416 A10741 14 BG656536 BE501677 AW193419 AA917040 W90430 A1342984 AI378S57 AL036486 AW020068 BI491093 BF476021 R41226 
R69631F04125C02343AA115589R55480AM00988 R54265 R31422 
AW857082 A145B682 H24240 R18426 R14537 

NKL015720AF219137AL534420AL524055AL537346 AL538442 BG765888 AL530054 AL525377 BG474596 BG473144 BE251553 BG706099 
AL538039 BG703131 BE255805 BF805256 F12128 AL565773 B1828686 BF761480 AI204971 BG818818 BI199246 AL534816 BF529941 AA324163 
A1523285 BG914330 H07952 AL534815 BE769903 AI867B02 BM310135 AL533702 BE254484 BF528852 BE857462 BE740130 AL134164 
AL5671 15 AL533701 AL524054 AL515904 AL523284 AL568203 AL534419 BF981162 BE2571 48 AL561833 

BM310925 AA4261 10 BM310629 BF434286 AW015091 BF475996 AW1 18667 BE675186 AI6885S8 AI453594 AW590589 AI652425 AI827969 
BF056946 AI802866 AI393380 AI476224 AW59D639 AW136271 AI458252 A1524726 AA843768 AA7B21 58 AJ33605B AJ097532 AW451563 
AA459408 AA459633 AM18444 W23607 BG940150 AI493445 AW054729 AI221929 AI868744 AA215405 AA766713 AA621546 BF92B317 
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TABLE 68C 



Pkey: Unique number corresponding to an Eos probeset 

Ret Sequence source. The 7 digit numbers in this column are Genbank Idenfifier (Gl) numbers. "Dunham I. et aL* refers to the publication entitled The DNA 

sequence of human chromosome 22.* Dunham I. et aL, Nature (1999) 402:489-495. 
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Strand: Indicates DMA strand from which exons were predicted. 
NLposifion: tndicates nucleotide positions of predicted exons. 
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_____ 
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AM AO A 
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1 19926-121272 
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Minus 


118596-118816,119119-119244,119609-11976 


404632 


9796668 


Plus 


45096-45229 


403046 


3540153 


Minus 


55707-55859,56369-5651 1 


404922 


7341893 


Plus 


13248-13428 


401519 


6649315 


Plus 


157315-157950 


401197 


9719705 


Rus 


176341-176452 


401866 
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Pius 


73126-73623 


405387 


6587915 


Minus 


3769-3833,5708-5895 


403752 
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404210 
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Plus 
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81750-81901 - 


400860 
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Minus 


151830-152104,152649-152744 


404913 


7341740 


Rus 


97717-97976 



Table 69A Gsts about 200 genes that are unregulated in human umbffical vein endothelial cells (HUVEC) compared to normal body fissues. These genes were selected from 59680 
probesets on the Eos/Aftymetrix Ku03 Genechip array. Gene expression data for each probeset obtained from this analysis was expressed as average intensity (AT), a normalized 
value reflecting the relative level of mRNA expression, 

Table 70A lists about 148 genes that are downregulated using the mean of vessels (veins and arteries) compared to the mean of HUVEC. These genes were selected from 59680 
probesets on the Eos/Affymetnx Hu03 Genechip array. Gene expression data for each probeset obtained from this analysis was expressed as average intensity (AT), a normalized 
value reflecting relative level of mRNA expression. 

TABLE 69A: 

Pkey: Unique Eos probeset identifier number 

ExAcat Exemplar Accession number, Genbank accession number 

UngenelD: Ungene number 

Unigene Title: Unigene gene Cue 

R1: Ralio of the mean of HUVEC Al's to the mean of the normal body tissue Al's 
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Hs.105669 
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1.51 
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Hs.83337 


latent transforming growth factor beta b 


1.94 


444381 


BE387335 
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ESTs, Weakly similar to S64054 hypothec - 


1.60 


442802 
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Hs.8728 


hypothetical protein DKFZp434G171 
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417944 


AU077196 
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collagen, type V, alpha 2 
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410480 


R97457 


Hs.63984 


cadhertn 13, H-cadherin (heart) 
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452516 


AA058630 


Hs^9759 


RNA POLYMERASE 1 AND TRANSCRIPT RELEASE 
protease, serine, 23 I 


1.59 


425139 


AW630488 


Hs^5338 


1.63 


402463 






NM_014624:Homo sapiens S100 calcium-bind 
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AF047033 


Hs.132904 


solute carrier family 4, sodium bicarbon 
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caveoBn 1 , caveolae protein, 22kO 
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NM_01 693 1:Homo sapiens NADPH oxidase 4 ( 


2.06 
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small inducible cytokine A2 (monocyte ch 
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sushi-repeat-containing protein, X chrom 
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Hs.43838 


ESTs 


1.30 


408296 
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DKFZP586G1517 protein 
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selecfin E (endothelial adhesion molecu! 


1.87 


413795 


AL040178 


Hs.142003 


ESTs 


1.64 


441689 


A1123705 


Hs.289068 


ESTs 


1.44 


412567 


AT750979 


Hs.74034 


Homo sapiens clone 24651 mRNA sequence 


1.75 


424432 


AB037821 


Hs.146858 


protocadherin 10 


1.65 


432673 


AB028859 


Hs-278605 


DnaJ (Hsp40) homolog, subfamSy B, membe 


1.31 


418683 


U90908 


Hs.87241 


hypothetical protein from clones 23549 a 


1.42 


453085 


AW954243 




KIAA0251 protein 


1.47 


438887 


R68857 


Hs.265499 


ESTs 


1.49 


436729 


BE621807 




transmembrane 4 superfarraly member 1 


1.91 


400494 






ENSP00000238970^CtG30 (Fragment). 


1.34 


442506 


BE566411 




ESTs 


1.54 


425023 


AW956889 


Hs.154210 


endothelial doTerenuafion, sphmgoGpi 


1.55 


414476 


AA301867 


Hs.76224 


EGF-containing fihrMce extracelhita 


Z65 


452933 


AW391423 


Hs.288555 


Homo sapiens cDNA: FU22425 fis, done H 


1.62 


422389 


AF240635 


Hs.1 15897 


pmtocadherln 12 


1.38 


417124 


BE122762 


Hs^533B 


ESTs 


2.13 


433681 


A1004377 


HsJ200360 


Homo sapiens cDNA RJ13027 fis, dons NT 


1.31 


419983 


W55956 


Hs.94030 


Homo sapiens mRNA; cDNA DKF7_p586E1624 (f 


1.54 


414776 


AA155598 


Hs.212839 


hypotheficat protein FU14195; KIAA1714 


1.51 


450534 


A1570189 


Hs.25132 


K1AA0470 gene product 


1.43 


449618 


AI076459 


Hs.15978- 


WAA1272 protein 


1.42 


446098 


AW072215 


Hs^08470 


ESTs 


1.53 


413281 


AA861271 


Hs.222024 


transcription factor BMAL2 


1.40 


448574 


W31178 


Hs.154140 


ovary-spedfic achlfc protein 


1.47 


407061 


X97748 




gb:Rsapien$ PTX3 gene promotor region. 


1.33 
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434846 AW2953B9 Hs.1 19766 ESTs 
408570 AL046406 Hs.1 03483 WAA1798 protein 
436772 AW97568B metalolhioneai 1E (functional) 

453789 AA628517 Hs.118502 ESTs 
5 424259 AK001776 Hs.143954 hypothelical proleai FU10914 
441020 W79283 Hs.35962 ESTs 
401234 

420174 A1B24144 Hs, 199749 ESTs 
445684 AK001696 Hs.13109 Ran binding protein 11 
10 418693 AI750878 Hs.B7409 thrombospondm 1 

426535 AUOTTO12 Hs.288582 ESTs, Weakrysirniarto ubiquitous TPRm 
412330 NMJJ05100 Hs.788 A kinase (PRKA)a^orprotem (gravm) 
412646 NM 006825 Hs.74368 transmembrane protein (63kD), endoplasmi 
434523 AA703709 Hs.23410 translocase of inner mitochondrial mernbr 
15 433376 A1249361 Hs.74122 caspase 4, apoptosis-related cysteine pr 
422099 AA156022 Hs.11151B hypothetical protein 
4404 AACW4368 Hs.18160 Homo sapiens cONA RJ1 1 550 6s, done HE 
445119 AF035121 Hs.12337 kinase insert domain receptor (a type II 
438142 T90309 Hs.269651 ESTs 
20 437478 AUJ90172 Hs.317432 branched chain arrar^ferase 1, cytos 
422809 AK001379 Hs.121028 hypothetical protein FU10549 
453459 BE047032 Hs.257789 ESTs 
442711 AF151073 Hs.8645 hypothetical proton 
428428 AL037544 Hs.184298 cyc&Hiependent kinase 7 (homdog of Xe 
25 400288 X06256 Hs.149609 ^^^l*"^?^ 
417640 D30857 Hs.82353 protein C receptor, endothelial (EPCR) 
4072S2 AA659037 Hs.163780 (AB075832)KIM1952prc^^mosapfen 
418B25 AA228881 Hs.22394 hypothetical protein FU I0BW 
417805 U38545 Hs.82587 phospholipase D1. pl^HMNpi 
30 426828 NM.000020 Hs.172670 actrvin A receptor type IMike 1 
415714 NM_002290 Hs.78572 laminin, alpha 4 
446984 AB020722 Hs.16714 Rho guanine exchange factor (GEF) 15 
421778 AA428000 Hs.283072 acfin related protein J^^jAu" 
421218 NM.000499 Hs.72912 cytochrome P450,subtarr%l(arcrr^c^ B 
35 452298 AKJ39243 Hs.278585 NM_024756; Homo sapiens hypoUjefical I pro 
434596 T59K8 g b7b65g1ls1Stoa^eneovary (937217) 
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429113 D28235 Hs.19B384 prostaglanalrwmloperoxide synthase 2 tp 
40 423099 NM.002837 Hs.1 23641 protein tyrosine phosphatase, receptor t 
435705 AA782114 Hs28043 ESTs . 
456999 AA31979B Hs298581 eukaryofic translation elongation factor 
453983 H94997 Hs.16450 ESTs 
406506 Target Exon 

45 424503 NWL002205 Hs.149609 mtegnrv alpha 5 {fibrwedin receptor, 
452924 AW580939 Hs.97199 ajrnptement component preceptor 
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Hs.71832 angtopoteOn-2 
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Hs.1 81097 tumor necrosis factor (tigand) supertami 
Hs.2894 placental growth factor, vascular endoth 
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topoisomerase (DNA) 0 alpha (170x0) 158 
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ESTs 207 
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ESTs 203 
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done HQ0310 PRO0310p1 160 
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branched chain aminotransferase 1 , cytos 255 

WAA0716 gene product 209 

cycfinBI 175 

myosinX 201 

hematopoietically expressed homeobox 215 

gb:Human alpha satellite and satellite 3 3.08 

ESTs 227 

WAA0746 protein 1.43 

phosphoBpase A2. group IVA (cytosolfc, 267 

solute carrier family 7, (cattonic amino 218 

intercellular adhesion molecule 2 260 

WAA0101 gene product 1 .86 

endofJiefiaJ ceB-spectfic molecule 1 292 

cadherin 5, type 2, VEcadherin (vascula 292 

N^002425:Homo sapiens matrix metaBopro 259 

mulBmerin 272 

v-ral simian leukemia viral oncogene horn 225 

pntoWnase(c^P^erje«lent 1 catafyfi 176 

endothelial tyrosine kinase (Etk){BMX), &37 

tissue factor pathway inhibitor 2 * 3.11 

hypothetical protein FU20992 simflar to 3. 11 

ESTs 3.08 

prostate differentiation factor. 296 

matrix metalloproteinase 10 (stromerysm 4.84 

matrix metalloproteinase 1 (intersOOat 1191 
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Pkey: Unique Eos probeset identifier number 
CAT number: Gene duster number 
Accession: Genbank accession numbers 
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TABLE 69C ( 

human chromosome 22" Dunham, et aL (1999) Nature 402:489495. 

Strand: Indicates DNA strand tram which exons were predicted. 

NLposifion: Indicates nucleotide positions of predicted exons. 

Pkey Ref Strand NLposifion 

402463 9796896 Minus 8818-8952 

400494 9714719 Phis 169845-170272 

401234 9929642 Plus 120173-120337 

406506 7711374 Minus 6843-8077 

405025 7107727 Plus 105267-105343,105184-106294,106387-10653 

405121 8102330 Minus 35816-36004,35587-35684 

400666 8118496 Plus 17982-18115.20297-20456 

TABLE 70* 



Pkey: Unique Eos probeset identifier number 
ExAocn: Exemplar Accession number, Genbank accession number 
65 UnigenelD: Unigene number 
Unigene Title: Unigene gene title 
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ExAccn UnigenelD Unigene Hfte 

BE409838 Hs.1 94657 cadherin 1 , type 1 , E-cadherm (epltheii 

AI393742 Hs.1 99067 v-erb-b2 avian erythroblastic leukemia v 

NM 004415 desmoptakin(DR.DPii) 

NMJX11982 Hs.1 99067 v-erb-b2 avian erythroblasbc leukemia v 

U1361 6 Hs.75893 acikyrm 3, node of Rarrvier (ankyrin G) 

U90916 Hs.82845 Homo sapiens cOMA: FU21930 6s. done H 

AU077174 Hs.288181 cathepsin H 

N88802 Hs.5422 glycoprotein M6B 

M57399 Hs.44 pieiotrophin (heparin binding growth fac 
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M12529 Hs.1 69401 apofipoP ralfimE 

Z28942 Hs.243960 N-rnycdowrstreanHegulatedgene2 

AA41 9202 Hs.84298 CD74 antigen (invariant polypeptide of m 

NM 012445 Hs.288126 spondin 2, extracellular matrix protein 
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Hs 165597 


D component of comptsment (arfipsin) 


•a on 


70 


443623 


AA345519 


Us Q841 
ns.iJOT I 


complement component 1 , q subcomponent, 




410614 


AI091195 


Hs 55099, 


Qnowth arrest-specific 1 


7 7«; 




451529 


AI917901 


Hs.20o541 


ESTs 


3.35 




430310 


U60115 


Hs.239069 


four and a half UM domains 1 


3.37 




424897 


D63216 


Hs.153684 


frizzled -related protein 


3.37 


75 


427111 


AA351026 


Hs.173594 


serine (or cysteine} proteinase inhibito 


3.38 


443604 


C03577 


Hs.9615 


myosin regulatory light chain 2. smooth 


3.41 




421913 


A1934365 


Ks.109439 


osteoglydn (osteoinductive factor, mime 


3.43 




451331 


AK002039 


Hs.251385 


Homo sapiens cDNA FU1 1 177 fis, done PL 


3.44 




416908 


AA333990 


Hs.80424 


coagulation factor XI II, A1 polypepBde 


3.46 


80 


407938 


AA905097 


Hs.85050 


phospholaniban 


148 


418005 


A11B6220 


Hs.83164 


collagen, type XV, alpha 1 


3.51 




452877 


A1250789 


Hs.32478 


ESTs 


152 




419577 


L3S531 


Hs.91296 


integrin, alpha 8 


152 




404277 






NM_0191 1 r^iomo sapiens major histocompa 


3.54 
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407815 
421853 
447111 



10 

15 

20 

25 

30 

35 

40 

45 

50 

55 



418371 
440274 
427818 
433465 
458568 
453290 
424206 
453874 



417043 
417512 
452669 
421314 
449925 
453500 
430572 
421823 
422550 
443060 
450912 
432306 
419938 
415165 
414176 
452114 
406850 
428411 
412802 
406849 
453064 
429500 
433336 
421614 
427373 
414290 
415274 
417130 
416784 
453355 
408221 
430223 
416585 
422737 
426406 
448429 
413624 



AW373860 Hs.183860 hypothetical protein FU20Z77 

AL1 17472 Hs.108924 SH3-domam protein 5 (ponsin) 

AI017574 Hs.17409 cysleme-nch protein 1 (intestinal) 

NIO00Q88 Hs.172928 collagen, type I, alpha 1 

M13550 Hs.84298 C074 antigen (invariant polypeptide of m 

R24595 Hs.71 22 scrapie responsive protein 1 

AW511222 Hs.193765 ESTs 

AV65777B Hs.3314 selenoprotein P, plasma, 1 

AI769067 Hs.127824 ESTs, WeaWy similar to T28770 hypotheti 

NM 001546 Hs.34853 inhibitor of DNA bintfing 4, dominant neg 

NNL003734 Hs. 198241 amine oxidase, copper containing 3 (vase 

AW591783 Hs.36131 collagen, type XIV, alpha 1 (unduGn) 

NM 003881 Hs.194579 WNT1 inducible signaling pathway protein 

R50Q32 Hs.159263 collagen, type VI, alpha 2 

NM.004369 Hs*0988 collagen, type VI, alpha 3 

X76534 Hs.82226 gtycoprotein {transrnembrane) nmb 

AA216363 Hs^62958 hypothetical protein DKFZp434B044 

BE440002 Hs.180324 Homo sapiens, clone IMAGE:4183312, mRNA, 

AI342493 Hs.24192 Homo sapiens cDNA FU20767 fis. done CO 

AI478427 Hs.43125 esophageal cancer related gene 4 protein 

U331 14 Hs.245188 tissue inhibitor of meteltoprateinase 3 

N40850 Hs.28625 ESTs 

8E297626 Hs.296049 microfibrillar-assodated protein 4 

D78874 Hs.8944 procollagen OendopepCoase enhancer 2 

AW939251 Hs.25647 v-fos FBJ murine osteosarcoma viral onco 

Y18207 Hs.303090 protein phosphatase 1, regulatory (inhib 

AU076772 Hs.1279 complement component 1, r subcomponent 

AW887604 HsJ8065 complement component 7 

BE140638 Hs.75794 endothelial drfferenBafion. lysophospha 

N22687 Hs.8236 ESTs 

A1624300 Hs.172928 collagen, type I, alpha 1 

AW291464 Hs.10338 ESTs 

U41518 Hs.74602 aquaporin 1 (channel-forming Integral pr 

AA454809 Hs.172928 collagen, type I, alpha 1 

R40334 Hs.89463 potassium large conductance cataum-acb 

X7B565 Hs.2891 14 hexabrachion (tenascm C, cytotacfin) 

AF017986 Hs.31386 secreted frizzied-related protein 2 

L12350 Hs.108623 thiombospondin 2 

AB007972 Hs.130760 myosin phosphatase, target subunrt 2 

A1568801 Hs.71721 ESTs 

AF001548 Hs.78344 myosm,rjeavyr»lypep5de11.snTOthmus 

AW276858 Hs.81256 ' S100calciunvoinomg protein A4 (calcium 

AA334592 Hs.79914 lumican ...... ^ up 

AW295374 Hs.31412 Homo sapiens cDNA FU 11 422 fis, clone Ht 

AA912183 Hs.47447 ESTs 

NM 002514 Hs335935 nephroblastoma overexpressed gene 

X54162 Hs.79386 letomodin 1 (smooth muscle) 

M26939 Hs.119571 collagen, type III, atpha 1 (Ehlers-Oanl 

AI742501 Hs.169756 complement component 1, s subcomponent 

D17408 H&21223 calponln 1, baste, smooth muscle 

BE177019 Hs.75445 SPARC-fflce 1 (mast9, hevin) 



TABLE 70B 

pkey: Unique Eos probeset identifier number 
CAT number. Gene duster number 
Accession: Genbank accession numbers 



3.58 

3.64 

3.68 

3.70 

171 

3.73 

3.73 

3.75 

3.77 

3.80 

3.83 

3.85 

3.89 

3.90 

3.95 

3.95 

3.97 

4.01 

4.03 

4.07 

4.09 

4.17 

4.25 

4.26 

4.29 

4.34 

4.37 

4.37 

4.41 

4.43 

4.43 

4.48 

4.51 

4.54 

4.57 

4.57 

4.68 

4.73 

4.76 

4.98 

5.13 

5.14 

5.20 

5.50 

5.65 

5.87 

B.47 

6.65 

7.94 

9.90 

9.91 



Pkey 



CAT Number Accession 



60 412636 1438.1 

65 
70 
75 
80 



BG959922 BF094833 BF094748 BF0945B3 
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BG740832 BG681087 BG6S8430 AA455100 T87267 BE696209 BE696210 BI089483 BE006273 BE872225 AW391912 BE92S515 BG877012 
BG741970 AAQ26480 BE705999 BGS77157 BE009090 BG681378 BE712291 BG9S1498 BG578984 BI040941 AA337270 AW384371 AW847442 
B1058659 BE813S65 W95048 W25458 AW177786 AA025851 BE931733 BF 154837 BG949393 BE714441 AW996245 BE711801 AI284090 
BE064323 BE719390 BE940148 BG991 212 BF375714 BF349522 BG936267 T48793 BKJ13292 BE001925 AW355156 AW365154 AW606653 
BF763109 BE931B37 BE167181 BE713S79 BF354008 BF678726 H90899 AW355145 W38382 AI498487 

454042 30254 1 AJ42045B AJ01 8523 AA708686 BF949633 AL1 19553 BF9459S0 AI081305 AA041432 A1921013 A16B4910 A1554847 AW874199 AI20S120 

AW24142B R43035 T66767 AW103715 W28478 BF953052 H45926 BFB07568 AW903943 BE170143 BI040435 BF931989 BI6O000O AV722350 
W27787 H45331 BI549761 R53955 B1549855 BG991583 BI491075 AW020049 AW1E293 H45263 AA410309 AA340613 R42410 AA707199 
AI431587 BE858679 AW292287 AJ42167B AA041 195 BE466753 A1243913 AI358894 AW137298 AB66468 N64350 AA779107 AW0259S9 R49056 
AA34701 1 R55722 AW771108 F04969 Z38381 F01659 H17395 BI493714 A1880103 AW771447 AI202561 AA788851 AI494436 BF8561 14 H22570 

440820 3091 1 AW9543B1 BG007409 BM314056 AA465542T30S61 T33111 Z42834 C04542 BF948 1 52 BF944325BF858895AA935284AI 267350 N54249 

W57500 F07962 AA322394 BI489987 BE644965 BM3 13782 AA91 0364 AI809246 AA835750 BF11 5228 AA829730 N27413 BM141766 AI742325 
AM55261 AA938708 AI42Q241 AI130039 BF222341 BF941301 AA771807 241034 BF447457 BF447426 AW515347 T03874 F02360 F02302 
N34898 A1878586 AA807824 AA948556 AW204638 BM142045 BF446775 AV6483S4 A! 801 368 AA971739 AI01 7351 AA760722 AI460007 AI458383 
AI694152 AA226536 BE467282 N47808 BE348825 BE830581 BE830583 N53009 N59351 1441056 W67501 AA016246 H43293 F21282 RS9121 
RS6280 

424651 46029 5 BG435302 BM0B3687 AA904035 AA488889 W76175 AA761874 H28767 AA91 0081 AA837086 Al 521 825 BG98S378 AW78562 AA743152 AA745092 
. K88B63 BG988375 AA635644 AI493206 AA569979 BE245127 BG985430 BG986529 BF665873 BG0301 57 BG622575 AA756495 

TABLE 70C 

Pkey: Unique Dumber corresponding to an Eos probesel 

Ref. Sequence source/The 7 digit numbers m this column are Genbank Identifier (Gl) numbers."Dunham, et al." refers to the pubCcatton enfitled The DNA sequence of 
human chromosome 22* Dunham, el at (1999) Nature 402489495, 
Stran± Indicates DNA strand from which exons were predicted. 
Nt_position: Indicates nucteofide poshlons of predicted exons. 

Pkey Ref Strand NLposition 

404277 1834458 Mmis 91665-91946 



TABLE 71 Ac 774 GENES UP-REGULATED IN EWING SARCOMA COMPARED TO NORMAL ADULT TISSUES 

Table 1A lists 774 genes up-regiiated in Ewing Sarcoma compared to normal aduil tissues. These were selected from 35371 probesets on the Afiymetrix/Eos Hu03 GeneChip array 
such that the ratio of "average" Ewing Sarcoma to "average" normal adult tissues was greater than or equal to 2.1 . The "average" Ewing Sarcoma level was set to the 75th percentile 
amongst numerous Ewing sarcomas. The "average" normal adult tissue level was set to the 85th percentile amongst various non-malignant tissues. In order to remove gene-specific 
background levels of non-specific hybridization, the 10th percentile value amongst the non-malignant Sssues was subtracted from both the numerator and the denominator before the 
ratio was evaluated. 

Pkey: Unique Eos probeset identifier number 

ExAccrc Exemplar Accession number, Genbank accession number 

UnigertelD: Unigene number 

Unigene Title: Unigene gene title 

R1: 75ft percentile of ewing sarcoma to 85th percenffleof bodymap 



Pkey 


ExAccn 


UnjgeneiD 


Unigene Title 


R1 


104659 


AW969769 


Hs.105201 


ESTs 


70.3 


101447 


M21305 




gb:Human alpha satellite and satellite 3 


64.7 


105782 


H09748 


Hs.57987 


B-ceti CLUrymphorna 11B (zinc finger pro 


50.5 


115881 


NMJJ05756 


Hs.184942 


G protein-coupled receptor 64 


48.8 


121792 


AW969726 


Hs.98381 


ESTs, Weakly similar to serine protease 


46.7 


101104 


AW862258 


Hs.169266 


neuropeptide Y receptor Y1 


46.6 


110278 


AF061573 


Hs.19492 


protocadherin 8 


46.1 


126645 


AA316181 


Hs.61635 


she transmembrane epithelial antigen of 


41.4 


116752 


AL008583 


Hs.91622 


neuronal pentraxln receptor 


40.9 


119717 


AA91B317 


Hs.57987 


B-ceQ CLUlymphoma 1 1 B (zinc finger pro 


39.6 


104691 


U29690 


Hs.37744 


Homo sapiens beta-1 adrenergic receptor 


36.9 


110728 


AA737106 


Hs.32250 


ESTs, Moderately similar to 178885 serin 


35.5 


121362 


AF050147 


HSJ7932 


chondromodutin 1 precursor 


34.7 


131291 


NMJ04350 


Hs.170019 


runt-related transcription factor 3 


33.0 


101063 


D54745 


Hs.80247 


choJecystoJdnin 


31.7 


121619 


AA528339 


Hs.178052 


ESTs, Weakly similar to phosphafidylseri 


28.7 


122651 


AW975398 


Hs.293836 


ESTs 


28.0 


100299 


D49493 


Hs^171 


growth differentiation factor 10 


265 


129977 


NM.000399 


Hs.1395 


early growth response 2 (Krox-20 (Drosop 


26.2 


123619 


AA602964 




gbmo97c02.s1 NC1_CGAP_Pr2 Homo sapiens 


26.1 


124006 


AI147155 


Hs^79727 


ESTs; homotogue of PEM-3 [Qona savignyl 


23.1 


116301 


AW969706 


Hs^93332 


ESTs 


22.6 


121231 


AA814948 


HsJS343 


ESTs, Weakly similar to ALUC_HUMAN UH 


22.3 


106533 


AL134708 


Hs.145998 


ESTs 


22.3 


109166 


AA219691 


Hs.73525 


RAB6 interacting, kinesin-Cke (rabkines 


21.3 


131313 


R96290 


Hs.75874 


ribosoma) protein L44 


20.8 


116790 


AW161357 




mMubute-asscciated protein tau 


18.7 


105316 


AI671245 


Hs.24835 


hypothetical protein FU 14594 


18.2 


102123 


NM.001809 


Hs.1594 


centromere protein A (17kD) 


17.8 


126218 


AL049801 


Hs.13649 


Novel human gene mapping to chomosome 13 


17.6 


119791 


AA554907 


HS.5B291 


ESTs 


16.7 


113003 


AW292315 


Hs.7215 


ESTs 


16.3 


102836 


U94320 


Hs. 158330 


neuropeptide Y receptor Y5 


16.3 


126799 


AW753865 


Hs.74376 


oBactomedin related ER localized protei 


16.3 


105298 


■BE387790 


Hs^6369 


hypothetical protein FU 20287 


15.5 


107160 


AA314490 


Hjl27669 


WAA1 563 protein 
albumin 


14.8 


115313 


AA808001 


Hs.184411 


14.6 


123308 


C14187 


Hs.103538 


ESTs 


14.2 
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105821 



126077 M78772 Hs^10836 ESTs J*J 

AA884407 Hs311595 protein tyrosine phosphatase, noiwecept 

NM 006594 Hs^8298 adaptor-related protein complex 4, beta 13.9 

110288 H4D665 Hs.31564 ESTs _„ MACOO „o 

, 106498 A1221919 hypothetical protein RJ 10582 y* 

112134 R41823 Hs.7413 ESTs;c3isyntenin-2 w 

115265 AA334274 Hs.18368 DKF2P564B0769 protein ".4 

128639 AW5B2962 Hs.102897 CGW7 protein 

125598 AF078847 Hs.191356 general transcnption factor UK polype 12-8 

10 105200 AA328102 Hs.24641 cytoskeleton associated protein 2 

119456 AA248897 Hs.48784 ESTs ]f 

135155 AI207958 Hs.1 66556 Homo saptens, SimBar to TEA domain farm i£i 

106614 AAS48459 Hs.335951 hypothetical protein AF301222 12.0 

131941 BE252983 Hs.35086 ubiquilin specific protease 1 ^ 

15 132968 AF234532 Hs.61638 myosin X J" 

132725 NM 006276 Hs.184167 spfidng factor. argtmne/sennMch 7 "J 

111353 W20090 Hs.6616 ESTs JJ-J 

123289 AA495904 Hs,103316 ESTs »-J 

104968 A1249502 Hjl29669 ESTs J" 

20 123532 AA608733 gb:ae56f06.s1 Stratagene lung carcatoma 1U 

104173 AA084273 Hs.76561 ESTs, WeaWy similar to S47072 finger pr 0.7 

125556 AB033064 Hs.236463 WAA1238 protein ™ 

127240 AJ005683 Hs.86998 nudear factor of activated Tcefe 5. t 0| 

123049 BE047680 Hs.211869 <Jicktopf(Xenopustaev6)horno!og2 10.6 

25 132315 AF091086 Hs.44563 hypothetical protein ^ Aj|cniftYJ . " | 

134321 BE538082 Hs.B172 ESTs, Moderately similar to A46010 X-On 05 

128609 NM 003616 Hs.102456 survival of motor neuron protein Interac 10.* 

131945 NM 002916 Hs.35120 replication factor C (activator 1)4 (37 10.4 

110730 N67655 Hsl26411 ESTs 103 



121916 AW117207 Hs.98523 ESTs 
131402 Y08890 Hs.1 13503 karyopherin Cimportin) beta 3 



129755 



112891 
131601 
126262 



30 119186 AI979147 Hs.101265 rrypothefca| protein FU225W unuAwn _ A _. f \ 
115909 AW872527 Hs.59761 ESTs, WeaWy similar to DAP1.HUMAN DEATH 103 



10.2 
10.1 

101879 AA176374 fe.243886 nucSautoanCgenic sperm protein (his 10.0 

35 133181 X91662 Hs.66744 twist (Drosophila) homotog (acrocephatos 10.0 

131307 NWL000025 Hs^549 adrenergic, bela-3-, receptor 10.0 

113849 AA457211 Hs.8858 bromodomain adjacent to zinc finger doma as 

103446 X98834 Hs79971 sal (Drosophtepe 2 : J.7 

105091 AA148859 Hs.179909 hypothefiral protein FU^995 9.6 

40 106146 W07288 Hs.118392 ESTs, WeaHy simiar to LNHUB* IgE Fc re 9.5 

127003 AW816515 Hs.173540 ATPase, Class V, type 100 9-5 

115414 AA662240 Hs.283099 AF15q1 4 protein 9-J 

117829 BE160952 Hs.247117 ESTs, Moderately similar to ALUF_HUMAN ! 9.4 

126098 M790B8 gb£ST01 236 Subtracted Hippocampus, Stra 9.3 

45 121910 AJ204600 Hs.96978 hypothetical protein MGC1 0764 9-2 

130625 AF176012 HsJ260720 J domain containing protem 1 9.Z 

R42216 Hs.7759 Homo sapiens clone 24538 mRNA sequence 9.1 



9.0 



100335 AW247529 Hs.6793 p&det-acfivaEng factor acetyihydrola 

111109 AI940675 Hs.20914 hypothetical protein FU23056 9-U 

50 120217 AA862257 Hs.66035 ESTs l Q 

T03927 Hs393147 ESTs, Moderately similar to A46010 X-fin 8.9 

NM.007115 Hs39352 tumor necrosis factor, alpha-induced pro 8.8 

AJ085153 Hs.143764 ESTs, WeaWy similar to unlmwjm JH^apie 8.8 

113903 A1368034 Hs.36679 ESTs,WeaidysimaartoA46010X«ed 8.7 

55 105253 AW9974B4 Hs.5003 WAA0456 protein « 

102581 AU077228 Hs.77256 enhancer of zeste {Drosophfla) homotog 2 B.b 

105172 AA187554 Hs300496 mitochondrial solute carrier w> 

100380 D82343 Hs.74376 neuroblastoma (nerve tissue) protein 8 b 

AF013758 Hs.1 09643 polyadenytate binding protein-interactin 8.5 



129229 nrv,-.^ ~ r-,— v^-, R - 

60 102725 AB026187 Hs.159156 protocadherm 11 « 

130298 A1347487 Hs.132781 dass I cytokine receptor J* 

132294 AB023191 Hs.44131 KIAA0974 protein 

118644 AA443241 cibosomal protein L44 « 

106575 AW970602 Hs.1 05421 ESTs „ ff 

65 133142 AW952412 Hs.65874 ESTs, WeaWy similar to A40348 Elav/Sex- 8. 

119499 AJ918906 Hs.55080 ESTs JJ 

100248 NWL015156 Hs.78398 WAA0Q71 protein j« 

114837 BE244930 Hs.1 65895 ESTs 

107098 A1823593 HS.276B8 ESTs n ,» 4Qn 7Q 

70 123960 AW082B62 Hs.287733 hypothetical protein FU23189 7.9 

105280 AA894S38 Hs.1 4600 ESTs '-\ 

115147 AA745781 Hs.38399 hypothetical protein MGC2454 7.9 

134570 U66615 Hs.1 72280 SWUSNF related, matrix associated, acfi 7.9 

133063 A1654133 Hs.30212 thyroid receptor interacting protein 15 7.8 

75 105730 AW377314 Hs£364 DKFZPS641052 protein 7.8 

126425 AA125984 gb2n27h05ji Stratagene neuroepilhelium 7.8 

107254 Z45998 Hs.22543 Homo sapiens mRNA; cDNA DKFZp761l1912 (f 7.8 



8.0 
8.0 



134367 AA339449 Hs.82285 
119082 



7.8 



AF252297 Hs.91546 cytochrome P450 retinoid metaboBzing pr 7.7 

80 125400 AL1 10151 Hs.128797 DKFZP5B6D0824 protein 7.7 

129413 AW377610 Hs.11123 DKFZP564G092 protein 7.7 
116766 AI608657 Hs.95097 ESTs 
129075 BE250162 Hs.83765 dihydrofolate reductase 
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105143 AI368836 Hs.24808 ESTs, Weakly similar to 138022 hypothefi 7.6 

132438 AW363687 Hs*2916 chaperaj^a)nlarangTCP1.su«6A( 7.6 

118036 AI471862 Hs.1960C8 Homo sapiens cONAFUl 1723 fis, done HE 7.6 

131170 NM.014253 odz (odd Oz/ten-m, Drosophfla) homoiog 1 7.5 

5 104548 R39398 Hs.91559 ESTs 7.5 

131495 AA812434 SMC2 (structural maintenance of chromoso 7.5 

132S43 BES68452 Hs-344037 protein regulator of cytokinesis 1 7.4 

124040 U23752 Hs-32964 SRY (sex determining region Y)-box 1 1 7.4 

, _ 127695 AA714731 Hs^91457 ESTs, Weakly similar to heterogeneous ri 7.3 

10 132559 AF119848 Hs^70863 hypothetical protein PR01 580 7.3 

101050 AU077324 Hs.1832 neuropeptide Y 7.2 

111823 R35252 Hs.130558 ESTs, Weakly similar to 21 09250A B cell 7.2 

116401 AW893940 Hsi9698 ESTs 7.1 

4 . 105127 AA045648 Hs.301957 nudix (nudeoskle diphosphate Enkedmoi 7.1 

15 128478 AA708205 Ks.100343 ESTs 7.1 

110456 H52348 Hs.36636 ESTs 7.1 

118B46 AW299598 Hs^0895 homeoboxC4 7.1 

120934 AA226198 gb:nc26aQ7.s1 NQ_CGAP_Pr1 Homo sapiens 7.1 

128132 AA225632 gb:nc08a07j1 NCLCGAP.PM Homo sapiens 7.0 

20 127431 AW771958 Hs. 175437 ESTs, Moderately similar to PC4259 feni 7.0 

106157 W37943 Hs.34892 WAA1323 protein 6.9 

117852 AW877787 Hs.136102 K1AA0853 protein 6.9 

106213 N45018 Hs.8769 rrypdhefcal protein DKFZp761J17121 6.9 

118013 AI674126 Hs.94031 ESTs 6.9 

25 120147 A1917116 hemoglobin, beta 6.8 

118267 N34905 Hs.44653 Homo sapiens cDNA: FU22669 fis, done H 6.8 

132581 AK000631 Hs.52256 hypothetical protein RJ20624 6.8 

120325 AA195651 AP-2 beta transcription factor 6.8 

133276 AW978439 Hs.69504 ESTs 6.8 

30 127742 AW293496 Hs.180138 ESTs 6.7 

127664 AA806164 Hs.116502 ESTs 6.7 

108778 AF133123 Hs.90847 general transcriplion factor tll£ polyp 6.6 

121553 AA412488 Hs.48820 TATA box binding protein (TBP)-associate 6.6 

107059 BE614410 Hs.23044 RAD51 (S. cerevisiae) homoiog (E coli Re 6.6 

35 133558 AA319146 Hs.75426 secretogranin it (chromogranin C} 6.6 

115197 R18656 ESTs 6.5 

112268 W39609 Hs.22003 solute carrier family 6 (neurotransmitte 6.5 

103346 X67613 Hs.5464 Ihyroid hormone receptor coacfivaling pr 6.4 

Atx 126967 AA205976 gbzq48a10.rl Stratagene hWT neuron (937 6.4 

40 118499 N67274 Hs.50141 EST 6.4 

105301 AW352357 Hs.7457 MAGE1 protein 6.3 

1 13617 AI869372 Hs.17207 Homo sapiens cONA FU1 1922 fis, done HE 6.3 

127968 AA830201 Hs.124347 ESTs 6.3 

134719 AA852985 Hs.89232 diromobox homoiog 5 (Drosoptfla KP1 alph 6.3 

45 110748 AW581992 Hs.301434 K1AA1 387 protein 6.3 

115844 AG73062 Hs332938 hypothetical protein MGC5370 6.3 

121885 AA934883 Hs38467 ESTs,HighrysinTflartoAF2577371dIia 6.2 

102398 U42359 gfcHuman N33 protein form 1 (N33) gene, 6.2 

130882 AA497044 Hs^0887 hypothetical protein FU10392 6.2 

50 132256 AI078645 Hs.431 murine leukemia viral (brni-1) oncogene h 6.2 

106383 AA447453 Hs.27860 Homo sapiens mRNA; cONA DKFZp585M0723 (f 6.2 

135186 U73328 Hs.172648 (fistaHesshomeobox4 6.2 

105510 Z42047 Hs283978 Homo sapiens PR02751 mRNA, complete cds 6.2 

r _ 109261 BE466639 Hs.61779 Homo sapiens cDNA FU 13591 fis, done PL 6.1 

55 114357 R41677 Hs.6107 Homo sapiens cDNA FU 14839 fis, done OV 6.1 

128501 AL133572 Hs.199009 protein containing CXXC domain 2 6.1 

109747 A1223001 Hs22969 ESTs, WeaWy shnilar to Z141_HUMAN ZINC 6.1 

128361 AW172570 Hs.14500 ESTs 6.1 

_ rt 115773 AW445044 Hs38207 Human DNA sequence from done RP4-5301 15 6.0 

60 104689 AA420450 Hs292911 RatophiOn 6.0 

113575 AW138168 Hs.15671 ESTs, Weakly similar to KBF3_HUMAN NUCLE 6.0 

121830 AW394055 Hs.98427 ESTs, Weakly similar to 138022 rrypothefi 5.9 

119298 NMJ01241 Hs. 155478 cycfinT2 5.9 

109841 H01052 gbtfEhOlsl Soares placenta Nb2HP Homo 5.9 
65 115622 A1088691 Hs.200414 Homo sapiens mRNA; cONA DKFZp564D0472 (f 5.8 

122969 AW821252 Hs.104336 hypothetical protein 5.8 

109872 R65841 Hs.28653 ESTs 5.8 

114208 AL04946S Hs.7859 ESTs 5.8 

113494 T91451 HsXS538 ESTs 5.8 

70 127684 AA668631 Hs.159971 K1AA0379 protein 5.8 

129300 W94197 Hs.110165 ribosomal protein L26 homoiog 5.8 

127489 AA650250 Hs^72076 ESTs 5.8 

133479 W01556 Hs.238797 ESTs, Moderately similar to 138022 hypot 5.8 

__ 105909 AA195191 hypoftefjeal protein FU20729 5.8 

75 101255 BE385864 Hs.149894 rnitocrmdnal translattonal tnifialion f 5.8 

134676 W28051 Hs.87819 Homo sapiens, clone MGC:2492, mRNA. comp 5.7 

130895 AA641767 Hs^1015 hypothetical protein DKFZp564L08S4 simil 5.7 

126395 AI468004 Hs.278956 hypothetical protein FU12929 5.7 

0 . 130723 BE247676 Hs.18442 E-1 enzyme 5.7 

80 107230 AI034467 Hs.34650 ESTs 5.7 

102745 AW753865 Hs.74376 olfactcniedin related F.R k)caQzed protei 5.6 

108699 AA121514 Hs.70832 ESTs 5.6 

128080 F12310 gb:HSC38O041 normafi2ed infant brain cDN 5.6 
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117357 N24829 gb:yx98h12j;1 Soares melanocyte 2NbHM Ho 5.6 

120827 AA382525 Hs.132967 Human EST done 122887 manner transposo 5.6 

123494 AW179019 Hs.1 12110 mitDchondria! rfoosomal protein L42 W> 

100438 AA013051 Hs.91417 topoisomerase (DMA) II binding protein ^ 

5 126165 AI741816 Hs.125897 ESTs " 

125934 M193325 Hs.32646 hypothetical protetnFU21 901 5-5 

105135 iJSSw SlrSf Ho^osapiens rrJWA; cONA OKFZp727C191 (fr 5.5 

106668 R49390 Hs.254129 WAA1678 |* 

10 132957 AA3161B1 Hs.61635 sixtransinembraneepithenalanfigenof a* 

109606 Z43371 Hs.7012 ESTs J* 

115816 BE042915 Hs.22572 Homo sapiens cONAFU 135756s, clone PL M 

125186 AA610620 Hs.181165 major hlstocornpatiMity complex, class 

131185 BE280074 Hs.23950 cycfinBI ** 

15 111227 106701 Hs.12268 ESTs U „ M(U(W ?J 

105516 AK001269 Hs.30738 hypothetical protem FU 10407 

103409 NMJJ04454 Hs.43697 ets variant gene 5 (ets-related molecule ^ 

116008 T79153 Hs.48589 zinc finger protein 228 " 

106394 Z42993 Hs.25320 Homo sapiens clone 25142 mRNA sequence o.o 

20 115121 AI634549 Hs.325422 ESTs " 

125464 K71807 gb^z29d09Jl Soares_mult]p!e_sclerosis_ 5.3 

115596 AW298597 Hs.618B4 Homo sapiens, clone IMAGE:4298025, mRNA, 5.3 

119040 R02394 Hs.269436 ESTs. Moderately similar to PC4259 fern 5.3 

128040 AW500486 Hs.180610 spBdng factor prcfine/glutanine rich ( &.J 

25 110151 H18835 Hs.31608 hypothetical protem FU20041 W 

105539 AB040884 Hs.109694 WAA1451 protein ^ 

130567 AA383092 Hs.1608 rep&afion protein A3 (14kD) 5.2 

111077 N41367 Hs.173002 ESTs, WeaHy similar to 138022 hypothet 5^2 

30 S Sl1 S ^sa^mR^cONADKFZp761G0212l( 5.2 

103316 X83301 Hs.324728 SMA5 « 

116129 AF189011 Hs.49163 putative nbonuclease III « 

131253 R71802 Hsl24853 ESTs " 

116680 AW902848 Hs.273B29 ESTs *J 

35 123949 AA621665 Hs308957 EST m#c F5 

105511 AB037829 Hs.3862 regulator of nonsense transcnpts 2; DKF w 

125847 AW161885 HsJ269745 ESTs *J 

108301 AA069728 Hs.184582 ribosomal protein L24 ?• 

110799 AI089660 Hs.323401 dpy-3(Hike protein 

40 104899 AA054726 Hs.285574 ESTs *J 

125972 AI927475 Hs.35406 ESTs, Highly similar to unnamed I protein 5.1 

107869 AW975998 rte.58595 ESTs, WeaWy similar to 138022 hypothefj 5.1 



121309 AA293834 HsJ97312 ESTs 
125321 T86652 Hs.178294 ESTs 



5.1 



45 102627 AL021918 Hs.158174 zinc finger protein 184 (KruppeWke) 5.1 

104446 AF0B4555 Hs.7351 cycTic AMP phosphoprotein, 19 kD 5-« 

126020 H79863 Hs.114243 ESTs 

116814 H50834 Hs.77899 gfcyp86a1 0.s1 Soares fetal liver spleen 5.0 

130622 AI582291 Hs.16846 ESTs, Wealdy similar to 04HUD1 debrisoqu 5.0 

50 mm S Hs.27552 4.9 

127765 AA971146 Hs. 129074 ESTs, Moderately similar to MEG1 MOUSE M 4.9 

108768 AF181721 Hs.61345 RU2S « 

120484 AA253170 Hs.96473 EST u -i«- 2q 

114518 AW163267 Hs.106469 suppressor of varl (S.cerevtsiae) 3^ke 

55 129012 R81936 ribosomalproteiilM J» 

124973 A1476066 Hs.102243 ESTs, Weakly similar to 178885 senne/th 4.9 

124648 AA249086 Hs.125034 hypotheGcal protein FU 13340 4.3 

126904 AA948033 Hs.1 30853 ESTs J» 

131526 AI005169 Hs.28274 Homo sapiens cDNA: FU22049 (is, done H *.a 

60 130637 AA356764 Hs.17109 integral membrane protein 2A 4.8 

126769 AA083456 gtnzn09g0B.r1 Stratagene hNT neuron (937 4.8 

126086 H75681 gfcyr77g01j1 Soares fetal fiver spleen 4.8 

100169 AL037228 Hs.82043 D123 gene product «■» 

130262 D63216 Hs.1 53684 frizzled-related protein «•» 

65 109260 AW978515 Hs.131915 KIAA0B53 protein « 

103120 BE410731 Hs.74050 ^^^^,^^^7^ ffr 4 8 

111099 R15337 Hs.21958 Homo sapiens mRNA; cDNA DKFZp547D086 (fr 4.8 

126142 HB6261 Hs.40568 ESTs « 

126802 AW805510 Hs.97056 hypothetical protein FU21 634 4.B 

70 105848 AW954054 Hs.24951 ESTs JJ 

127987 AI022103 Hs.124511 ESTs « 

129706 AA443241 ribosomal protem L44 

129598 N30436 Hs.11556 Homo sapiens cDNA FU 12556 fe dbne NT 4.7 

126629 AL096739 Hs.107260 hypothetical protein DKFZp586H0623 4 .7 

75 111348 AA034922 HsS585 ESTs J' 

100448 AF2348B7 Hs.57652 cadherin, EGF LAG ^^pass £*g™£ A V, 

127542 AA703684 Hs.179833 ESTs, Moderately similar to ALU5 HUMAN A 4.7 

132452 AW973521 Hs^47324 mitochondrial ribosomal protein Si 4 «.r 

123778 AW352149 Hs.102314 ESTs \ J 

80 126521 AI475110 Hs^03933 ESTs JJ 

110343 AW136703 Hs.17268 ESTs « 

X02404 Hs.274534 c^dtorrm-related polypeptide, beta 4.b 
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127207 AA377165 Hs.44833 ESTs 
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ESTs, Weakly sirniter to B49647 GTP-bindj 4.6 

zinc finger protein 183 (RING finger, C3 4.6 

ESTs 4.6 

nudeoporin 88kO 4.6 

hypothetical protein DKFZp761L0424 4.6 

S164 protein 4.6 

eyefin-dependent kinase 5. regulatory su 4.6 

paraneoplastic antigen MA2 4.6 

ESTs, Moderately similar to AULT7_HUMAN A 4.6 

hypothelicai protein DKFZp43410428 4.5 

ESTs. Weakly similar to T33468 hypcM 4.5 

K1AA0547 gene product 4.5 

ESTs 4.5 

ESTs 4.5 

matrix rrtetaHoproteinase 9 (getatinase B 4.5 

hypothefcal protein PP1044 4.5 

ESTs 4.5 

Homo sapiens cDNA FU14209 fc, ctone NT _ 4.5 

ESTs 4.5 

hypolheticat protein FU14007 4.5 

ESTs, Weakly similar to T17279 hypotheO 4.5 

ESTs 4.5 

EST 4.5 

ESTs 4.5 

WAA0554 protein 4.4 

caspase 4, apoptosis-reiated cysteine pr 4.4 

tubuTm alpha 1 4.4 

ESTs 4.4 

gb:Homo sapiens clone FLB4217 mRMA seque 4.4 

Homo sapiens mRNA; cDMA DKFZp434M082 (fr 4.4 

chromosome 20 open reading frame 1 4.4 

ribosomal protein L10 4.4 

ESTs 4.4 

ESTs 4.3 

hypothetical protein 4.3 

E74-Cke factor 2 (ets domain transcript 4.3 

PRO0659 protein 4.3 

XAGE-1 protein 4.3 

prrasphoinositide^ldnase, class 3 4.3 

E2F transcription factor 3 4.3 

ESTs,hMeraterysintitartoAlAJ1_HUMANA 4.3 

membrane component chromosome 17, surf a 4.3 

hypothetical protein FU12903 4.3 

melanoma antigen, family 0, 1 4.3 

WAA1638 protein 4.3 

Homo sapiens mRNA full length insert cON 4.3 

hypothetical protein HJ13391 4.3 

seririefmreonine kinase 16 4.3 

prostate cancer associated protein 1 4.3 

zinc finger protein 174 4.3 

downstream neighbor of SON 4.2 

ESTs 4.2 

Homo sapiens mRNA for K1AA1771 protein, 4.2 

tankyrasB, TRF1-tnteracfing ankyrin-reta 4.2 

ESTs, Moderately simSar to T00256 hypot A2 

ESTs 4.2 

ESTs, Weakly similar to 138022 hypothefi 4.2 

zinc finger protein 3 (A8-51) 4.2 

ESTs 4.2 

thyroid hormone receptor inieractor 7 42 

WAA1407 protein 4.2 

tyrosyMRNA synthetase 4.2 

ESTs A2 

membrane component, chromosome 11, surfa 4.2 

EphA4 42 

ESTs 42 

EST 4.2 

multifunctional polypeptide simitar to S 4.1 

EST, Weakly similar to 138022 hypothetic 4.1 

BPOZ protein 4.1 

Fanconi anemia, cortplementation group F 4.1 

rrenichrorncisorne maintenance deficient (S. 4.1 

ESTs 4.1 

protein tyrosine phosphatase, non-recept 4.1 

ATPase, C3++ transporting, plasma membra 4.1 

mitog en-activated protein kinase 14 4.1 

hypothetical protein FU22490 4.1 

OX28 protein kinase 2 4.1 

ESTs 4.1 

hypothetical protein FU20477 4.1 

ESTs 4.1 

ESTs 4.1 

ESTs 4.1 
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131263 AU077002 Hs.24950 regulator of G-prctein signalling 5 
134417 NMJJ06416 Hs.82921 solute canter famtry 35 (CMP-sialic ad 
113609 T93263 Hs.16875 ESTs, Weakh/sirrflartoS23650retrovinj 
127153 AI732303 Hs.186518 hypothetical protein MGC2599 similar to 
5 124105 H11484 Hs.79133 ESTs 

100031 AFFX control - DapX-M 

106897 AF039Q23 Hs.167496 RAN binding proton 6 
128659 AW6300B7 Hs.103315 trinucteofide repeat containing 1 
133928 AW403084 Hs.7766 ubtquitin-conjugafing enzyme E2E 1 (homo 
10 126965 A1470523 Hs.1 39336 ATP-binding cassette, sub-family C (CFTR 
103100 NMJ05574 Hs.184585 UM domain onty 2 (momboCiOks 1) 
119005 AL038511 Hs.1 25316 ESTs, Weakly similar to S33990 finger or 
118751 N74210 Hs.50454 ESTs 

128797 NM.002975 Hs.105927 stem cell growth factor; lymphocyte seer 

15 111387 AI244489 Hs.2B5724 ESTs 
118676 N45312 Hs.46506 ESTs 
107348 AW973753 Hs.182426 ribosomal protein S2 
120528 A1923511 Hs.104413 ESTs 
115652 BE093589 Hs.38178 hypothe&al protein BJ23468 

20 102935 BE561850 Hs.80506 smalnudearriborwdeoprotein poiypept 
115399 AF151534 Hs.92023 core rnstone rnacroH2A2.2 
133615 M62843 Hs.75236 ELAV (embryonic lethal, abnormal vision, 
118129 N57493 gb:yy54c08.s1 Soares_multiple_sderosis_ 

126522 W31912 Hs.21168 gb:zc76d03.s1 Pancreallc Islet Homo sapi 

25 131965 W79283 Hs35962 ESTs 

102507 U52154 Hs.193044 potassium irwirardly-recfifying channel, s 
126029 M704253 Hs.1 69359 ESTs 

107168 W57578 Hs.237955 RAB7, member RAS oncogene family 
105808 AI133161 Hs.286131 CGM01 protein 
30 134087 U51166 Hs.173824 Ihymine-ONA grycosylase 
133195 AW3476Q Hs.279949 WAA1007 protein 
112998 BE276112 Hs.7165 zinc linger protein 259 
129428 AA256905 Hs.11 1364 ESTs, Weakly similar to ubiquitous TPRm 
118967 AI668570 Hs.216756 ESTs 
35 127335 AA830210 Hs^14263 ESTs, Moderately similar to ALU 1 .HUMAN A 
106636 AW958037 Hs.286 ribosomal protein L4 
133529 W45623 Hs.74671 ADP-ribosyiafion factor 1 
102266 U29725 Hs.3080 rmtogen-actrvated protein kinase 7 
125905 A1676638 Hs.6456 (maperonincortainingTCP1,subunit2{b 
40 103080 AU077231 Hs.82932 cydin D1 (PRAD1: parathyroid adenomatos 
131971 BE567100 Hs.1 54938 hypothetical protein MDS025 
129703 BE388665 Hs.179999 Homo sapiens, done IMAGE:3457003, mRNA 
128895 AW467000 Hs.106985 ESTs 
110924 AW058463 Hs.1 2940 zinc-fingers and homeoboxes 1 
45 112921 R91095 Hs.4276 K1AA1701 protein 
120820 AA347417 Hs.96869 EST 
106459 AA789081 Hs.4029 gtaa^fined sequence-41 
114253 BE149866 Hs.14831 Homo sapiens, Simitar to zix linger pro 
105476 ALU 7352 Hs.77196 Human DNA sequence from clone RP5-875B1 0 
50 122682 AA984531 Hs.159293 ESTs 

130580 N32388 Hs.334370 uncharacterized hypothalamus protetn HBE 
130174 M29551 Hs.151531 protein phosphatase 3 (formerly 2B), cat 
115577 AA393167 Hs.41294 ESTs 
129785 H19006 Hs.184780 ESTs 
55 126127 N95428 gb:zb80d09.s1 Scares_senescenLiibroblas 

109793 F13088 Hs£040 heparan sulfate (glucosamine) 3-O-suIfot 
103175 X69089 Hs.79227 rrr/ornesm (M-protein) 2 (165kD) 
100154 H60720 Hs.81892 WAA01 01 gene product 
106140 AB006624 Hs.14912 WAA0286 protein 
60 129052 BE275031 Hs.158210 hypothetical protein MGC2555 

103319 XB3492 Hs.82359 tumor necrosis factor receptor superfami 
106319 W22335 Hs.7392 hypothetical protein MGC3199 
102391 AA295874 Hs.77494 deoxyguanosine kinase 
127262 AA828125 gb.od71a09.s1 NCi_CGAP_Ov2 Homo sapiens 

'65 126872 AW450979 gb:UI-H-Bi3^la-a-12-0-U^1 NO_CGAP_Su 

107315 AA316241 Hs.90691 nudeophosmln/nucleoplasmin 3 
113119 T47910 gb:yb18b11.s1 Stratagene fetal spleen (9 

126962 R12014 Hs.20976 ESTs 
116203 AW137166 Hs.87305 ESTs 
70 123377 AW969183 Hs.271297 ESTs 

122798 AW366286 Hs.145696 spBctag factor (CC1. 3) 
107780 AA018927 Hs.269213 ESTs 
132733 AB020631 Hs.123654 PCF11phomolog 
120649 AA687322 Hs.192843 leucine zipper protein FKSG1 4 
75 131163 AA099524 Hs.23754 ESTs 
126708 AW962593 Hs.135260 ESTs 
117417 A1241733 Hs.43871 ESTs 
106272 AW959731 Hs.323099 ESTs 

110834 AW273860 Hs.5759 ESTs 

80 123663 AL0394B2 Hs.142517 Homo sapiens mRNA; cDNA DKFZp434P0810 ( 
124250 AA350256 EST.W " " ™ AO '^ s ™ 

127038 AA233014 Hs.105965 ESTs 
107711 W96141 Hs.220687 ESTs 
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130850 AB040922 Hs.20237 DKFZP566C1 34 protein 3.7 

119126 R45175 Hs.117183 ESTs 3.7 

125466 R08234 Hs.180461 ESTs 3.6 

_ 105150 AA631977 Hs.1 55995 WAA0643 protein 3.6 

5 . 103163 AU077018 Hs.3235 keratin 4 3.6 

104495 AW9756B7 Hs.292979 ESTs 3.6 

107599 AW664072 Hs.60136 ESTs 3.6 

113577 AG00699 Hs.111334 PRO0470 protein 3.6 

1026B1 Y08B90 Hs. 11 3503 karyopherin {Importin) beta 3 3.6 

10 109411 R98881 Hs.109655 sex comb on midleg (Drosophila)-fike 1 3.6 

127563 AB035B99 Hs.150587 kinesin-Tfce protein 2 3.6 

131112 H15302 Hs.168950 Homo sapiens mRNA; cDNA DKFZp566A1046 (f 3.6 

114118 RJ1598 Hs.175930 ESTs 3.6 

103937 AA934063 Hs.13836 ESTs, Weakly similar to I38022 hypothec 3.6 

15 125174 W51835 Hs^31082 EST 3.6 

104799 AA029703 gbze9Si08.s1 Scares_fetalJeartNbHH19W 16 

128952 AL043463 HsJ755 RaP2interacfing protein 8 3.6 

135191 X16866 Hs.333497 cytochrome P450, subfamily HD (debrisoq 3.6 

124367 AI683183 HsJ9348 (fistaHess homeo box 5 3.6 

20 113560 T91015 ESTs 3.6 

119232 AI655226 Hs.117659 ESTs, Weakly similar to T46481 hypothec" 3.6 

113988 W87536 Hs.36473 ESTs, Weakly similar to JC5238 galactosy 3.6 

115173 BE612940 Hs.88252 ESTs 3.6 

126600 AA699949 Hs.191385 ESTs 3.6 

25 127256 AI738610 HsJ267967 ESTs. Moderately similar to ALU8.HUMAN A 3.6 

123419 T66087 Hs.1 12482 Homo sapiens unknown mRNA sequence 3.6 

102025 U04045 Hs.78934 mutS (E. coB) homolog 2 (colon cancer, 3.6 

100661 BE623001 Hs.1 32748 Homo sapiens ribosomal protein L39 mRNA, 3.6 

132339 D80030 Hs.45127 chondroifin sulfate proteoglycan 5 (neur 3.6 

30 115691 AW190215 Hs.62348 hypothetical protein FU 11 753 3.6 

134853 BE268326 Hs.90280 S^rioimidazde-^rarbox amide ribonucle 3.6 

134075 NMJM2201 Hs.78979 Golgt apparatus protein 1 3.6 

128468 T23625 Hs.150580 putative translation foiiiafcn factor 3.6 

127229 AA316181 Hs.61635 six transmembrane epithelial antigen of 3.6 

35 108451 AA079195 gb2m92h12^1 Siratagene ovarian cancer 3.5 

133421 AF134160 Hs.7327 ctaudinl 3.5 

135332 AW393883 Hs.98968 hypothetical protein FU23058 3.5 

132520 AA257992 Hs.50551 Janus kinase 1 {a protein tyrosine kinas 3.5 

125562 AI494372 Hs.98968 hypolhefical protein FU23058 3.5 

40 126996 BE161055 Hs.167531 methyicrotonoyt-Coenzyrne A carboxylase 2 3.5 

125558 R59305 ab7hl6clO.1l Soares infant brain 1 NIB H 3.5 

117265 AA451966 RAB9-fike protein 3.5 

130215 BE301883 Hs.152707 gjioblastoma amplified sequence 3.5 

109482 AI002238 Hs.11482 splicing factor, argininefeerine-rich 11 3.5 

45 133726 AI803188 Hs.252716 (>xysterd-binding proteirHelated protei 3.5 

132317 BE262438 Hs.44592 beta-1,4 mannosyltransferase 3.5 

117613 AW029507 Hs.161102 ESTs 3.5 

100944 107518 mucin 6, gastric 3.5 

_ 105226 R58958 Hs.26608 hypothetical protein MGC15880 3.5 

50 125032 T74884 gbyc58d02.s1 Stratagene fiver (937224) 3.5 

123720 AA609734 Hs.112755 EST 3.5 

128846 AA730767 Hs^85753 SCG10-fike-protem 3.5 

116443 AW962196 Hs.339808 LBP protein 32 3.5 

128770 AB015982 Hs.143460 protein kinase C, nu 3.5 

55 106918 AA076049 ■ Hs.274415 Homo sapiens cDNA FU10229 fis, clone HE 3.5 

131244 AI638429 Hs.24763 RAN binding protein 1 3.5 

128765 AF073310 Hs.143648 insulin receptor substrate 2 3.5 

111223 AA852773 Hs.334838 WAA1866 protein 3.5 

104857 AI920902 Hs.19058 ESTs, Moderately similar to S65657 alpha 3.5 

60 105395 A1580B80 Hs.26B149 putative methyitransferase 3.5 

133582 BE391579 Hs.75087 Fas-activated serine/threonine kinase 3.5 

128527 AA504583 Hs.101047 transcription factor 3 (E2A immunogtobul 3.5 

106367 AA504747 Hs.136102 NAA0853 protein 3.5 

103392 X94553 gb:H.sapiens dbi/acbp gene exon 1 & 2. 15 

65 1010B6 AA382524 Hs.250959 histafin 1 3.5 

133423 T84084 Hs.196008 Homo sapiens cDNA FU 11723 fis, done HE a5 

117714 N45226 Hs.46495 EST 3.5 

110986 AL133117 Hs.81376 Homo sapiens mRNA; cONA DKFZp586L1 121 {f 3.5 

„ 114098 AF060219 Hs.27007 chromosome condensation 1-0ke 14 

70 117147 AW901347 Hs.38592 hypothetical protein FU23342 3.4 

133347 BE257758 Hs.71475 acid cluster protein 33 3.4 

132455 AB011084 Hs.48924 WAA0512gene product ALEX2 3.4 

133765 M62194 Hs.75929 cadherin 1 1 , type 2, OB^adherin (osteob 3.4 

109734 AI927212 Hs.3734 ESTs 3.4 

75 132786 BE083422 Hs.56851 hypotnefical protein MGC2668 3.4 

106685 AU076617 Hs.16251 cleavage and polyadenylafion specific fa 3.4 

105593 AA279341 Hs.174151 aldehyde oxidase 1 3.4 

131381 M92642 Hs.26208 collagen, type XVI, alpha 1 3.4 

n _ 108687 BE544475 Hs.54347 ESTs 3.4 

80 113115 AM41426 Hs.8705 ESTs 3.4 

107234 AA972447 Hs.288833 Homo sapiens mRNA; cDNA DKFZp434KD87 (fr 3.4 

123110 AA486256 Hs.193510 EST 3.4 

131019 W28614 chorionic somatomamrnotropin hormone 1 (p 3.4 
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129079 AK000157 Hs.1 08502 hypothetical prolan FU201 50 3.4 

111122 N53753 Hs.16492 DKFZP564G2022 protein 3-4 

103934 8E278111 Hs.134200 DKFZP564C1B6 protein 3.4 

128671 A1885045 Hs.211586 phosphoinosl!ido-3-kinase, regulatory su 3.4 

5 123258 AA490929 Hs. 105274 ESTs, WeaJdy similar to RMS1_HUMAN REGUL 3.4 

128826 Z40313 Hs. 106330 Homo sapiens clone IMAGE23371 , mRNA seq 3.4 

120149 AA227609 Hs.94834 ESTs 3.4 

128817 BE395776 Hs.168640 ankylosis, progressive (mouse) homolog 3.4 

110679 AA004798 Hs.108311 ESTs, Weakly simflar to T00351 hypotheQ 3.4 

10 122355 AA813546 Hs.99034 GTP-binding protein Rho7 3.4 

134455 BE378152 Hs.83530 hypothetical protein 3.4 

115506 AB037756 Hs.45207 hypothetical protein K1AA1335 14 

134267 AI174596 Hs. 196209 RAE1 (RNA export 1, S.pombe) horndog 3.4 

106691 AA443164 Hs.23259 hypothetical protein RJ 13433 3.4 

15 105169 BE245294 Hs.180789 S164 protein 3.4 

120120 BE547267 Hs.59791 hypothetical protein MGC13163 3.4 

126638 AA649257 Hs.86998 ESTs 3.4 

128531 H03721 Hs.63236 libosomal protein S15a 3.3 

1D6650 AL049951 Hs.22370 Homo sapiens mRNA; cDNA DKFZp564O01 22 (f 3.3 

20 108859 AL121500 ESTs 3.3 

112276 R53442 Hs.26038 ESTs, WeaWy simflar to 138022 hypotheti 3,3 

125693 H23989 Hs.169743 Homo sapiens done 25121 neuronal otfad 3.3 

113474 R50752 Hs.23856 hypothetical protein MGC5297 3.3 

132994 AA112748 Hs.279905 done HQ0310 PRO0310p1 13 

25 124691 R05835 Hs.110153 ESTs 3.3 

112511 AW970420 dynactin 2 (p50) 3.3 

132985 AL045579 Hs.62113 K1AA07 17 protein 33 

125743 H17151 Hs.7416 gfcym37aQ5.r1 Soares infant brain 1 NIB H 3.3 

133363 A1B66286 Hs.71962 ESTs, WeaWy simflar to B36298 profine-r 3.3 

30 107908 AF087999 ESTs 3.3 

105312 BE613348 Hs.211579 melanoma cell adhesion mdecde 3.3 

110256 H63947 Hs.237955 RAB7, member RAS oncogene family 3.3 

132073 AA295052 Hs.38516 Homo sapiens, done MGC: 15887, mRNA, com 3.3 

107090 AW809208 Hs.183297 DKFZP566F2124 protein 3.3 

35 105463 AA825974 Hs.32646 rrypowefical protein FU21 901 3.3 

109592 A1198059 Hs.26370 ESTs 3.3 

113649 N94768 Hs.16400 ESTs, Weakly similar to K1AA1435 protein 3.3 

103898 AA248884 gb*351 7.seq.F Human fetal heart, Lambda 3.3 

116439 AA251594 Hs.43913 PIBF1 gene product 3.3 

40 129535 AA397972 Hs.1 12603 chimerin (cWmaerin) 1 3.3 

113283 T66813 Hs.12947 EST 3.3 

128992 H04150 Hs.107708 ESTs 3.3 

133160 N54968 Hs.66309 hypothetical protein MGC1 1061 13 

134076 AF086215 Hs.78980 gb:Homo sapiens full length insert cDNA 3.3 

45 128301 U90552 Hs.284283 butyrophir^subfamnylniemberAI . 3.3 

127728 AW404061 protein kinase C, beta 1 13 

126516 R95872 Hs.117572 chemokine tending protein 2 3.3 

127506 T61039 Hs.76067 ribosomal protein L10a 3.3 

104769 AA025B87 Hs.293943 hypothetical protein MGC1 1266 13 

50 126666 AA648886 Hs.151999 ESTs 3.3 

130453 U80735 Hs.173854 PAX transcription activation domain inte 3.3 

107131 AW961605 Hs.21145 hypothetical protein RG083M05.2 3.3 

130422 AW160614 Hs.180034 cleavage stimulation factor, 3* pre-RNA, 13 

121292 AA401807 gbzv65f11.s1 SoansJatalJetus_Nb2HF8_ 13 

55 123284 AA48898B Hs.293796 ESTs 13 

130734 AW137091 Hs.18624 WAA1052 protein 13 

105400 AF198620 Hs.10283 RNA binding mofif protein 8A 13 

105014 AA121123 Hs.269267 ESTs, Weakly similar to AF1 61 351 1 HSPC0 3.3 

114988 AA251089 gbzs04J05.s1 NCI_CGAP_GCB1 Homo sapiens 3.3 

60 132867 AF226667 Hs.58553 CTP synfliase H 13 

124169 BE079334 Hs.271630 ESTs 13 

114652 AI521936 Hs.107149 novel protein simitar to archaeat, yeast 13 

113876 A1799751 Hs.5635 ESTs 3.3 

111520 AI985369 Hs.301134 ESTs 3.3 

65 121748 BE536911 Hs.234545 hypothetical protem NUF2R ' 13 

106834 AL044182 Hs.2B070 K1AA0753 gene product 13 

128869 AA768242 Hs.80618 hypothefical protein 3.3 

129619 AA209534 Hs.2B4243 tetraspan NET-6 protein 13 

126770 AI292320 Hs.81381 heterogeneous nudear ribonudeoprotein 13 

70 116734 AW900992 Hs.93796 DKFZP586D2223 protein 13 

1X253 D38024 Hs.1 57425 double homeobox, 2 13 

130999 AA3266B3 Hs.21992 Gkeiy ortholog of mouse variant polyade 13 

114092 H81213 Hs.14825 ESTs, WeaWy similar to WAA1503 protein 13 

129284 AA318224 Hs.295141 ESTs 13 

75 119127 AA708035 Hs.12248 ESTs 13 

123910 AA621262 Hs.179923 ESTs, WeaWy simitar to S65657 alpha-1C- 13 

132664 AI740461 Hs.54542 ESTs 3.3 

118397 BE139479 Hs.161492 ESTs 3.3 

107003 AW138437 Hs.24790 KIAA1 573 protein 13 

80 126735 M69113 Hs.226795 ghrtathione S-transferase pi 3.2 

130847 AI672483 Hs.20220 lipase protein 3.2 

101186 AA020956 Hs.179881 core-binding factor, beta subunit 3.2 

113626 T94318 Hs.17359 ESTs, Moderately simitar to RL44_HUMAN 6 3.2 
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121782 AW452957 Hs.63348 Homo sapiens, done MGG152Q1 mRNA, com 3.2 

119863 AA081218 Hs^8608 Homo sapiens cDNA RJ14206 fe, done NT 3.2 

106103 BE620779 Hs.12094 mitochondrial ribosoma] protein 130 3.2 

123808 AA620552 gbae58g1U1 Stratagene rung carcinoma 3.2 

5 133761 AF041430 Hs.75922 brain protein 13 3.2 

110561 AA379597 Hs.5199 HSrci50protemsirrtotoubiqdBrH»n 3.2 

115239 BE251328 Hs.73291 hypolheiical protein FU10881 3.2 

117457 N29682 Hs.44071 ESTs, Weakry similar to ALU5_HUMAN ALU S 3.2 

128862 BE250742 Hs.106673 eukaryolic translation initiation fador 3.2 

10 129673 D38552 Hsl1191 MAAQ073 protein 3.2 

105154 AA307279 Hs.35947 rrustrryl-CpG binding domain protein 4 3.2 

126722 N66148 Hs.11125 HSPC033 protein 3.2 

109966 H09103 Hs.30897 EST 3.2 

129315 NM.014563 Hs.174038 spondyloepiphyseal dysplasia, late 3.2 

15 109517 A1631874 Hs.155140 casein kinase 2, alpha 1 polypeptide 3.2 

105252 AB039670 Hs-9728 ALEX1 protein 3.2 

101754 S70114 Hs.239489 UA1 cytotoxic granule-associated RNArW 3.2 

110384 H45282 Hsi68798 ESTs 3.2 

134118 BE336680 Hs.182877 WAA0116 protein 3.2 

20 134869 AL157S18 Hs.90421 PR02463 protein 3.2 

100780 BE561958 Hs.293441 irnmunoglobuDn heavy constant mu 32 

125728 AW954565 Hs.57987 B^!CLU!yTTiptoma11B(ziTOnngerpro 3.2 

129794 AF161399 hypothetical protein FU13433 3.2 

129056 AI769958 Hs.108336 ESTs, Weakly similar to ALUE^HUMAN HI! 3.2 

25 107129 AC004770 Hs.4756 fiapstnjdure-specificendonuctease 1 3.2 

103038 AA926960 COC28 protein kinase 1 3.2 

130553 AF062649 Hs^52587 pituitary tumor-transforming 1 3.2 

125394 BE178502 Hs.173772 ESTs, WeatysirraTar to 178885 serine/lh 3.2 

132305 AIB06090 Hs.44344 hypothetical protein FU20534 3.2 

30 131136 AB033099 Hs^3413 WAA1273 protein 3.2 

102983 BE3872Q2 Hs.118638 norwnetastaQc cells 1, protein (NM23A) 3.2 

117639 AA377165 Hs.44833 ESTs 3.2 

127076 AI422951 Hs.146162 ESTs 3.2 

126153 H85692 Hs.40730 ESTs 3.2 

35 132676 N92589 Hs.261038 ESTs, Weakry similar to 138022 hypotheti 3.2 

104946 AW242407 Hs.73848 carcwoembryonic an&gen-relaied cell ad 3.2 

122110 AI123000 Hs301240 rnelanocortin 1 receptor (alpha melanocyt 3.2 

127705 AJ0Q3322 gbAI0O3322 Selected chromosome 21 cONA 3.2 

109442 AW296134 Hs.86999 ESTs, Weakly similar to S65657 atpha-1 0 3.2 

40 100474 NMJHJ0699 Hs.300280 amylase, alpha 2A; pancreatic 3.2 

115536 AK001468 Hs.62180 aniffin (DrosophDa Scraps homotog), act 3.2 

119651 AW663858 Hs.333513 small inducible cytokine subfamily E, ma 12 

127211 AA305520 Hs.108812 hypothetical protein RJ 22004 12 

134964 A1803516 Hs.272891 hippocaicin-lfce protein 4 3.1 

45 105551 AW005822 Hs.25^2 ribonuclease HI, large subunit 3.1 

119750 AI538880 Hs.94812 ESTs 3.1 

125590 R23858 Hs. 143375 Homo sapiens, clone IMAGE:3840937, mRNA, 3.1 

104590 AW373062 nuclear receptor sirbfamfly 1, group I, m 11 

110724 AW016783 Hs30799 Homo sapiens cDNA RJ 13471 fis, clone PL 11 

50 116429 AF191018 HsJ279923 putative nucleotide binding protein, est 3.1 

133915 AA815092 Hs.77554 Homo sapiens CDNAFU14967 fis, clone TH 3.1 

12B721 AW403911 Hs.266175 phosphoprotein associated with GEMs 3.1 

128538 R44214 Hs.101189 ESTs 3.1 

' 129179 AW969025 Hs.109154 ESTs 3.1 

55 108793 AA129395 Hs.71139 ESTs 3.1 

108807 AI652236 Hs.49376 hypothetical protein FU20S44 3.1 

133461 NM_000762 Hs.334345 (^tcchrome P450, subfamily IIA (phenobar 3.1 

132571 AW674699 Hs.5169 suppressor dG2 allele of SKP1.S. cere 3.1 

134937 AI251449 Hs.171939 ESTs 3.1 

60 125756 BE174587 Hs.289721 growth arrest specific transcript 5 3.1 

112369 AW956243 Hs.4243 hypothetical protein FU 12650 3.1 

127002 AL353940 Hs.24979 hypothetical protein DKFZp761P1 010 3.1 

126179 AW293689 Hs.127116 ESTs 3.1 

117121 H95044 Hs.321386 EST 3.1 

65 126556 AF255303 Hs.112227 membrane-associated nucleic acid binding 3.1 

128403 AI908006 Hs.295362 ' Homo sapiens cONA RJ14459 fis, clone HE 3.1 

127930 AA809872 Hs. 123304 ESTs 11 

114250 AI914699 - Hs.13297 ESTs 11 

108828 AK001693 Hs.273344 DKF2P564O0453 protein 11 

70 105225 AA211777 gbrzn57d02s1 Stratagene muscle 937209 H 11 

117997 N52090 Hs.47420 EST 3.1 

104558 R56678 Hs.88959 hypothetical protein MGC4816 3.1 

124777 R41933 Hs.140237 ESTs, Weakly similar to ALU1_HUMAN ALU S 11 

* 106035 N35568 Hs.5245 hypothetical protein FU20643 11 

75 127521 AW297206 Hs.164018 ESTs 11 

120215 AF109219 Hs.108787 phosphatidyfinositol grycan, class N 11 

119403 AL117554 Hs.119908 nucleolar protein N0P5/NOP58 3.1 

105024 AA126311 Hs.9879 ESTs 11 

ori 123485 AI308876 Hs.103849 hypo1he8calr^tBnDKFZp761D112 11 

80 109416 BE26B388 Hs.86945 ESTs, Weakly similar to A46010 X-Gnked 11 

132490 NfO01290 Hs.4980 UM domain binding 2 . 3.1 

115348 AA281562 Hs.766 ESTs 11 

117297 AW779829 gb:hn88a05jc1 NO_CGAP_Kid11 Homosapien 11 
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112501 AA972447 Hs.288833 Homo sapiens mRNA; cONA DKFZp434KD87 (tr 3.1 

107532 AA443473 Hs.1 73684 Homo sapiens mRNA; cDNA OKFZp762G207 (fr 3.1 

130753 AA205223 Hs.189 phosphoa1eslerase4C,(AMP-specific{dun 3.1 

132425 N87549 Hs.1 25287 zinc finger protein ZNF140-like protein 3.1 

5 115188 AK000219 Hs.88367 hypolheticaJ protein FU20212 3.1 

129707 AW572317 Hs.12082 Homo sapiens mRNA; cONA OKFZp566L203 (fr 3.1 

106474 BE383668 Hs.42484 hypothetical protein FU 1061 8 3.1 

106472 AI207162 Hs.3815 stathmWike-protein RB3 3.0 

102687 NM_007019 Hs.93002 uttquifin carrier protein E2-C 3.0 

10 117602 N35020 Hs.44685 C3HC4-Rke zinc finger protein 3.0 

105522 W19789 Hs.336635 Homo sapiens, clone IMAG&4 179482. mRNA 10 

133650 D84294 Hs.1 18174 tetratricopepCde repeal domain 3 3.0 

134624 AF035119 Hs-8700 deleted in fiver cancer 1 3.0 

112435 NM.013255 Hs.288791 musteEn 1, intracellular mediator cortia 3.0 

15 134654 AK001741 Hs*739 hypothetical protein FU10879 3.0 

106651 AA460421 Hs.30875 ESTs 3.0 

109597 AA989362 Hs.293780 ESTs 30 

132342 AW162758 Hs.341729 ESTs, WeaWy similar to ALU5_HUMAN ALU S 3.0 

106057 BE614474 Hs^89074 F-box only protein 22 3.0 

20 106378 AA824298 Hs.21331 hypothetical protein FU 10036 3.0 

128660 AA011597 Hs.177398 ESTs 3.0 

115467 AI366784 Hs.48820 TATA box binding protein (TBPJ-associate 3.0 

128604 A1879099 Hs.102397 6IOT-3 for gonadotropin inducible transc 3.0 

125219 AI804331 Hs.99423 ATP-dependent RNA helfcase 10 

25 126698 A1221147 Hs.145088 ESTs, WeaWy similar to T1 5935 hypoM 3.0 

133966 BE280478 Hs.182695 hypothetical protein MGC3243 3.0 

119155 R61715 Hs.310598 ESTs, Moderately similar to ALU INHUMAN A 3.0 

131586 AA460352 Hs.26966 KIAA1 171 protein 3.0 

100237 030715 Human PAP (pancreatitis-associated prote 3.0 

30 105515 T24968 Hs^3038 HSPC071 protein 3.0 

123073 AA485061 Hs.105652 ESTs 3.0 

111375 H56499 Hs.252692 ESTs, Weakly similar to I38022 hypotheti 3.0 

130724 AK001507 Hs.44143 Homo sapiens done FLB6914 PR01821 mRNA, 3.0 

129928 AJ338993 Hs.134535 ESTs 30 

35 118922 AW205193 hypothetical protein DKFZp761B2423 3.0 

131902 AA180145 Hs^4348 Homo sapiens mRNA; cDNA OKFZp434P0235 (f 3.0 

125165 W45350 gbzc81h08.s1 Pancreafic Islet Homo sapi 10 

122219 AA436002 Hs.183161 ESTs 10 

132195 BE018717 Hs.42124 ESTs 10 

40 102298 AA382169 Hs.54483 N-myc (and STAT) Weractor 10 

103286 D38616 Hs.54941 phosphorylase kinase, alpha 2 (liver) 3.0 

130168 AK001389 Hs.15144 hypothetical protein DKFZp564O043 10 

126997 AI377150 Hs.150914 ESTs 3.0 

128902 AA036637 Hs.107052 ESTs 3.0 

45 117186 H98988 Hs.42612 ESTs, WeaWy similar to ALU1_HUMAN ALU S 3.0 

126096 F08208 Hs-283844 similar to rat tricarboxylate carrier^ 10 

106711 BE390125 Hs.143187 hypothefical protein 3.0 

114046 BE018658 Hs.141003 Homo sapiens cONA: RJ21691 fis, done C 10 

135029 H58818 hydroxysterokl (17-teta) dehydrogenase 7 10 

50 112003 AW978731 Hs.301824 hypothefical protein PR01 331 10 

106735 R77698 Hs.337778 ESTs 10 

126628 N49776 Hs.170994 hypothetical protein MGC10946 10 

133350 AI499220 Hs.71573 hypothetical protein FU 10074 10 

110312 BE256986 Hs.11696 hypothetical protein FU 12089 3.0 

55 125659 T57693 Hs.87929 Homo sapiens cDNA FU 13707 fis, done PL 3.0 

129601 AB032964 Hs.115726 WAA1 138 protein 3.0 

123423 AA598484 gb:ae38f04.s1 Gessler Wilms tumor Homos 3.0 

128695 NM_003478 Hs.101299 cuffinS 3.0 

123470 AW303285 Human DNA sequence from done RP11-110H4 10 

60 109252 BE440157 Hs.85944 ESTs 10 

101445 M21259 gbiHuman Ahj repeals in the region 5" to 10 

102126 AW950870 Hs.78961 protein phosphatase 1. regulatory (inhtb 10 

116475 AA733050 Hs.334612 small nuclear ribonudeoprotein polypept 10 

106573 AA223447 Hs.1 2835 A kinase (PRKA) anchor protein 7 10 

65 103106 VV27172 Hs.1 857 phosphodiesterase 6G, cGMP-specific rod 3.0 

130755 BE293520 Hs.18910 prostate cancer overexpressed gene 1 3.0 

112246 R51321 Hs.25780 Homo sapiens cDMA FU 12252 fis, clone MA 10 

126887 H20832 gb:ym48d0ls1 Scares infant brain 1 NIB H 10 

117960 AA310417 Hs.47044 ESTs 10 

70 133626 AW836130 Hs.75277 hypothefical protein FU 13910 3.0 

113179 BE622021 Hs.152571 ESTs, Highly similar to IGF-li mRNA-bind 10 

109968 H09232 Hs.26484 HlRA^teracting protein 3 3.0 

125770 AA143045 Hs.81665 v-WtHardy-Zuckerman 4 fefine sarcoma v 2.1 
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50 

55 

60 

65 

70 

75. 

80 



103451 
107908 

123619 
131495 



101445 
100944 
117265 

117297 



125165 
116790 



13766 27 
46937.1 

371681J 
142008.1 



1650.-5 
25682.2 
10421J 

647718.1 
137143.1 
1852047.1 
19864J 



103038 



126086 
126098 
125464 
126127 
125558 
126426 

118644 



127262 
127315 
103898 
126769 
120147 
128080 
104590 



15024.1 



1606216.1 

1629789.1 

168460.1 

1205826.1 

1703083.1 

110687.1 

81501J 



231725.1 

37938.1 

187213.-3 

119008.1 

386607.2 

1 '540039.1 

44964.1 



127496 
126872 

126887 

128132 

126967 

120325. 

112511 



340470.1 
142695.1 

1572189.1 
177108.1 
169750.1 
166688.1 
17406.2 



AAD79195 AA084955 AA 126308 AA084956 

AF087999 N29296 A1928858 AA846757 N20229 AA026894 D80634 AW388923 AW388802 AW388957 AW571 771 AW388839 

A1686662 AW389079 AA602099 AW134567 AW517843 AJ682674 AM74874 AA374167 

AA602964AA609200 

AA812434 A1831542 AA766261 AI769894 N63376 AA214392 AA135B33 AW605017 AA135S55 AW450072 H04812 AA44S459 
AW439151 AA426273 AI061423 AA598549 Z40087 AI75321 6 AA743075 AA854268 AA458920 AA843893 A1566516 AI864957 
A1566634 AW971760 AA21 1796 AA430089 
M21259 

L07518AW815215 

AA451966 NM.016370AB038693 AL139228 R58124 AI634847 AL119333 W07356 A1334284 H29050 Al 19268 5 AA652438 
AW172843 W19794 N 21 460 AI743862 AW130622 AA991348 A1204553 AA992664 N80848 AA699329 A1824676 R26624 R49653 
AW779829N22494A1248120 

AL121500 AW291763 AI732432 AA129708 AA1 33309 AI733750 AI225224 
W45350 W45406 

AW161357 AI879062 AI928938 AW161097 AW161167 BE314465 AA351715 F07096 AA179034 F08510 F00653 AI936671 
AA47671B AW772454 Al 807703 R44253 AA976667 A1985186 AI650254 H38942 R84829 AA018724 AA001000 H85934 AA0 19126 
H85609 AA017000 AA339355 AW950556 D51397 AA213981 BE548002 AI056359 AA001560 AW9521 13 AA317769 AI857477 
AI857475AW249771 AW162661 H38943AA018628 R85885A1984613AI934765AI796172AW157488A1929191 R85523 D51221 
D53851 H85610 A1749674 F21582 AA323145 AA01 9127 AA687444 T06745 A1699293 H29532 AA214029 AA223556 NM_016834 
X14474 R19697 H09695 R17455 R13812 R19056 A1681231 AI590200 R37671 AA861828 AI990023 AI935669 AW005821 AA324581 
H17335 R37659 R42802 R46242 R60936 R59731 H28993 AA479907 R44570 A1890696 AA308864 AA507078 R41 274 AI365507 
T16348 A1560453 F03259F04722T16312 AA016081 AW073061 BE314824 W28930 R44098 R51045 

AA926960 AA926959 W76521 W24270 W21526 AA037172 BE267636 H831B6 AA459909 K86396 AA001348 BE535738 AA081745 
BE566245 AA082436 H72525 H77575 N49786 W80565 H78746 BE569085 W04339 R98127 T55938 BE279271 AW960304 T29812 
AA476873 BE297387 AA292753 AA177048 NM 001826X54941 BE314366AA908783 AI719075 BE270172 BE269819 AA889955 
AI204630 W25243 AB35150 AAB72039 W72395 T99630 A1422691 H98460 N31428 BE25591 6 H03265 AI857576 AA776920 
AA910644 AA459522 AA293140 AW514667 R75953 AW662396 AA662522 AI8651 47 AI423153 AW262230 AA584410 AA5831 87 
AW024595 AW069734 A1828996 AA282997 AA876046 AW613002 AA527373 AW972459 AI831360 AA621 337 AA100926 AA77241 8 
AA594628 A1033892 W95096 AI034317 AA398727 AI085031 N95210 AI459432 AI041437 AA932124 AA627684 AA935829 
A1004827 AI423513 AI094597 H42079 R54703 AI630359 AA617681 AA978045 AA543280 W44561 A1991988 AI537692 AI090262 
AA740817 AI312104 AI911822 AA416871 Al 185409 AA129784 AA701623 AI075239A1 139549 AA633648 AI339996 AJ336880 
AA399239AI078708AI085351 AI36283SAI34661BAI146955AJ989380A1348243 N92892 AA765B50 AJ494230 AI27B887 AA952598 
AI492600 W80435 AA001979 R97424 AI129015 N24127 AA157451 AA235549 AA459292 AA0371 14 AA129785 AI49421 1 
AW059601 AW886710 R92790 N59755 A1361 128 AW589407 H47725 H97534 H48076 H48450 T99631 AW300758 H03431 R76789 
AA954344 H77576 R96823 AI457100 N92845 N49682 H42038 BE220698 BE220715 H99552 AA701624 N74173 R54704 H79520 
H72923 H03266 BE261919 AA769633 AA480310 AA507454 AA910586 A1203723 AW104725 W25611 W25071 T88980 H03513 
T77589 R99156 W95095 R97470 AA702275 T77551 AA91 1952 H82956 N83673 AA283672 
H75681 H70975 
M79088 N8S221 
N71807AA203399 
N95428 W24040 AW751366 H81987 
R59305R19748 

AA125984 AA127189 AA065075 AA070377 AA100017 AA079891 AA1 13255 AA075168 AA082764 AA083380 N84829 AA084752 
AA076512 AA0851 19 AA085208 AA085045 

AA443241 R23784 R67255 R00047 AM57612 R63254 R28645 R27616 H01310 R78329 R76046 R76055 AA369734 N57914 H94864 
AI953638 R31669AW769278 R82398AA131925 R21776R79031 A!1 29553 N70340AI2761 16 AA709381 N53734 AD42605 
AA327133 Al 805980 AA005377 AW611716 T86946 AA369083 R67250 H00240 R32578 W86279 R80248 R23734 H00977 R21732 
K78932AA368675R16780R26523 H40161 W93871 R99823 R77956 H61601 R98785 R09738 H78317 H53537 H 81 056 T53780 
H12600 R82345 AA653499 AW953717 R63207 R33888 H54071 H66993 T48748 AI702300 R30775 H68996 AI014957 AA369082 
AF075351 A11 10886 A1742050 AW954245 AI768458 C1 9062 AI393674 C1891 1 C18029 AA70B613 AI168432 R67389 AI168453 
K00188 R21233 H03055 R53822 AA367558 R75872 W04151 AI220869 A1090290 AA368730 R94434 HB1 153 H70950 AA3677B3 
KB1514 H53536 C16968 C17797 C17677 C17064 AA082581 C17044 D63217 C18791 D78839 D63290 D78838 N91085 H54070 
R80360 H78318 H40199 R33887 R02529 H94918 R00900 T87029 AA131924 R99891 AA004267 D78764 D78757 H61600 C18615 
H60972 R98784 W86323 R09737 C17492 D7881 1 R67494 D78775 AA368244 H1 2650 D79043 AW957062 R82759 C19002 H01715 
AA828125 AA834883 AA330555 
AF116622A1114507AA640834AA377999 
AA248884 

AA083456 AA127026 AA084934 AA120972 AA085317 
AI9171 16 AA633698 AI5803B9 239483 
F12310T66402 K07020 

AW373062 T55662 AI299190 BE174210 AW579001 H01811 W40186 R67100 AS923885 AW952164 AA628440 AW898607 
AW898616 AA709126 AW898628 AW898544 AA947932 AW898625 AW898622 A12761 25 A! 185720 AW510698 AA987230 T52522 
BE467708 AW243400 AW043642 AI288245 Al 186932 D52654 D55017 D52715 D52477 D53933 054679 AI298739 Al 146984 
AI922204 N98343 BE174213 AAB45571 A1813854 AI214518 AI635262 All 39455 AI707807 AI698085 AW884528 AI024768 
AI004723 AW087420 AI565133 N94964 A1268939 AW513280 AI051126 AW35818 AI8591 06 Al 360506 AJ024767 AA513019 
AA757598 X56196 AA9Q2959 AI334784 A1860794 AA010207 AW890091 AW513771 A1951391 AI337671 T52499 AA890205 
A164O908 H75966 AA463487 AA358688 AI961767 AI886295 AA780994 AI98591 3 BE174196 AAD29094 AW592159 T55581 N79072 
AI611201 AA910812AI220713AW149306AI758412 AA045713 R79750 N76096 
AI031 650 AA860882 Al 458212 AA524453 

AW450979 AA136653 AA136656 AW419381 AA984358 AA492073 BE168945 AAB09054 AW238038 BE011212 BE01 1359 

BE01 1367 BE011368 BE011362 BE01 1215 BE011365 BE011363 

H20832Z40184 

AA225632 A1820970 A1820952 AA226472 AI732140 AI732059 AA226307 AA225500 
AA205976 AA2Q5930 

M^W^MZ AAB1 1736 AW301029 BE207945 AW449936 AI376801 AA039581 AI424444 AA810925 AA749267 BE205843 
AI360184 BE205945 AI761798 A) 185049 R94606 AJ343947 AI565B14 A1341735 A1749190 AW269588 A1393145 A1620080 
AW0O3752 AI750035 AI624837 AI797658 AA679066 N87192 AI937537 AW003753 R72610 R72274 AA757401 AA553744 AA460166 
AA5357Z7 AW304422 R68273 AW027615 C01651 AI090327 AI538258 AW003744 AA938372 AW051486 AA505513 BE46S452 
AA931719 AJ17454B AW182752 T84462 R1 1149 AI767627 BE218556 BE217986 BE222697 AI762382 BE299599 AA987212 
AT767136 AI268928 AA090761 AA329290 AI700593 AA460766 BE22271 0 BE550651 R1 1 148 AI979278 AW235819 AW874095 
AW196492 

792 



WO 03/042661 
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106012 95214.1 



127705 
12772B 
129012 



955283_2 

3398.5 

22280.4 
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106498 245223.1 



120934 
115197 



177521.1 
42406.1 



129706 81501J 



131019 223488.3 



131170 
123470 



123532 
125032 
123808 
102398 
118129 
109841 
118922 



113119 
104799 
113560 
129794 



124250 
101447 
117357 
103392 
135029 
105225 
121292 
105909 



100237 
114988 
123423 



8113.1 
8785.29 



genbank^AA608733 

genbankJ74884 

genbank^M620552 

entrezJJ42359 

genbanR_K57493 

genbanK.H01052 

220550.1 



genbankj'47910 
genbank^AA029703 
genbarOU-91015 
39565.1 



314220.1 
entrczJ/121305 
genbanK_N24829 
entrezj(94563 
H58818_st 
genbank_AA211777 
genbanK^AA401807 
I0_1 



entrezj)30715 

genbank^A251089 

genbank_AA598484 



AI240665T53681 N77468 H51833AA147247 R75732C18450 R73999 ^^K^SSSIS 
T4MMD63292 R31981 H12498 H02668 AA035018 R75957 A1803329 R27528 R36203 A1809932 AI808765 R78948 AM1 1449 

R25110AA147933 
AJ003322AJ003324 

W6534 H514TC K2DTO2 H465^ H40200 H50046 H23647 H50439 H18383 H21846 H23B49 H40182 R21924 H0 1290 H012B3 
SSwS^ H01741 R22008 AA043911 AA156838 078832 R36616 R66039 AJ492481 AA088608 
SSt^^^75154Al086754AA595787H81051 H01187AJQ57251 T98992H59584T47016R31800 
H13647 H01193 N74660 AMK601 KTO455 R66040 R81937 R92416 HB9486 R36617 R65795 A1088338 AJ373324 H66992 R96235 
pl^22R\^^m^O^^%2\A3 AA148933 R09231 A) 160937 R70525 T46980 M2O0046 H02301 AA367587 
ww/o m»oo i f o w» u.»*w i n^j4ci»inflfwa oofrrc^ R67875 R27583 R09343 



fitmWZmn AA348780 AW964077 AW1 66028 BE540193 N94800 AA45236B N99604 AI341345 AW^^AA724981 
AAJ93 f£ ADW 2Z7MBDGUO AJ982626 D81263 D53937 D52496 AA974487 AW043854 N50483 Z39997 AJ49296 AI361526 
^^41 TOK1^4^«193667 A13419B4 N92658T32870R52664 N5042B AW089291 AI934175 A1423737 D60665 

%S SSL A1457612 R63254 R28645 R27616 H01310 R78329 R76046 m» MBTOJ H94864 
^^38 W1669 AW769278 R82398 AA131925 R21776 R79031 Al 129553 N70340 AJ2761 16 AA709381 ^7^34OT 

R78932 M368675 R16780 R26523 H40161 W93671 R99823 R77956 H51601 R98785 R09738 H78317 H53537 H81056 T53780 
H12600 RB2345 AA653499 AV^^7 17R63207 R338B8 H54071 H66993T48748 AI702300 R30775 H68996 A1014957 AA369082 

H81514 H53536 C16968 C17797 C17677 C17064 AA0825B1 C17044 D63217 C18791 078839 D(BZ» u raMM 
R80360 H7B318 H40199 R33887 RD2529 H94918 R00900 T87029 AA131924 R99891 AA004267 D78764 D78757 H61600 C18615 
Sw72R98784 07492 078811 R67494 D78775 AA368244 H12650 D79043 AW9570S2 R82759 C190O2 H01715 

AVW72^S3 N89687 AW075567 AJ571047 AIB87479 AI559469 AI685802 AA805256 AI45S777 AA974369 A1866929 



N^^^^S^^IB BE161779 AW863569 BE1 61640 AL039060 BE168542 AW296554 AA323193 

ShS AW11^ 1 AA888929 BE174517 Z70704 AL042292 H54958 AA310063 AW499643 AW501 380 AW501202 AA^01293 
AAfi?7330 AL043930 AA356337 AW952830 AW393814 Z70703 AW389484 T62231 AW780049AL043931 BE1 49744 AW963292 

AA362576AI289927AA382592 

AA608733 

T748B4 • 

AA620552 

U42359 

N57493 

S93AW137594AJ953685AJ919143 A1424371 AW007698 AW0256B1 AJ954289 ^f^S^Si M^AJCTWBI 
SnitS AI652310AJ531411 AI565384 AI566734 AA1 49597 A1538172 AI04O831 ^^^ A ^^^^ W 
AJ(B3374 AJ802007 A1990645 N29752 R94559 AA805475 AA806828 R90998 R94558 AW300112 W24097 AW003016 N91920 
T47910 
AA029703 

AW365046AW355014 AA961091 AA150231 H53426AA234651 N50522T79343 T87399 N91858 H41179 AW009453AA^4744 

F038CT ^9 AJ174488 A1002696 K53427 T87293 N91869 W35270 AA453723 AA453705 AW071829 AJ393866 AW071 807 

AW499865R94584 R21283 

AA350256H68126 

M21305 

N24829 

X94563 

H58818 

AA211777 

mSm190578W 

AJ6755^ 

AA401739 N22905 N70378 

D30715 

AA251089 

AA59S484 



Table 72A shows the Seq ID No, Ptey. ExAccn, UnigenelD. and Unlgene Title for all of the sequences in Table 73. 



80 Pkey: Unique Eos probesel Identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Untgene number 

Unlgene Title: Unigene gene title 
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WO 03/042661 
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Seq ID No: 

Pkey* 

103080 
410102 
101104 
447761 
428183 
439221 
121619 
104659 
105782 
129977 
100299 
116301 
105533 
131313 
105316 
113003 



Seq ID number correlation for those sequences in Table 73 



102745 
123308 
120147 
123049 
119082 
105301 
128478 
106111 
131307 
120830 
127664 
102725 
132520 
130637 
117602 
128797 
129703 
125770 
414761 
420462 
410268 
104691 
416836 



ExAccn 

AU077231 

AW248508 

AW862258 

AF051573 

AW969726 

AA737106 

AA528339 

AW969769 

H0974B 

NMJJ00399 

D49493 

AW969706 

AL1347C8 

R96290 

A1671245 

AW292315 

U94320 

AW753865 

C141B7 

A1917116 

BE047680 

AF252297 

AW352357 

AA708205 

AW875398 

NNL000025 

AI568170 

AA806164 

AB026187 

AA257992 

AA356764 

N35020 

NIO02975 



AA143045 

AU077228 

AF050147 

AA316181 

U29690 

D54745 



UnigenelD Unigene Title 

Hs.82932 cydin D1 (PRAD1: parathyroid adenomatos 

Hs.279727 ESTs; homctogue of PEM-3 [Oona savignyi 

Hs.169266 neuropeptide Y receptor Y1 

Hs.19492 protocadherin 8 

Hs.98381 ESTs, Weatdy similar to serine protease 

Hs.32250 ESTs, Moderately similar to 178635 serin 

Hs.178062 ESTs, Weakly similar to phosphaSdylseri 

Hs.105201 ESTs 

H&57987 B<enCU^yrnphorna11B{zinc finger pro 

Hs.1395 early growth response 2 (Krox-20 (Drosop 

Hs.2171 growth differenfiafion factor 10 

Hs.293332 ESTs 

Hs.145998 ESTs 

Hs.75874 . . ribosomal protein 144 - 

Hs.24835 hypothetical protein FU 14594 

Hs.7215 ESTs 

Hs.158330 neuropeptide Y receptor Y5 

Hs.74376 olfactomedin related ER localized protei 

Hs.157208 ESTs 

hemoglobin, beta 

*teJ21 1869 cDckkopf (Xenopus laevis) homotog 2 

Hs.91546 cytocfrome P450 refinoid metabolizing pr 

Hs.7457 MAGE1 protein 

Hs.100343 ESTs 
Hs.6451 PRO0659protem 
Hs.2549 adrenergic beta-3-, receptor 
Hs.96886 ESTs 
Hs.116502 ESTs 
Hs.159156 protocadherin 11 
Hs.50551 Janus kinase 1 (a protein tyrosine klnas 
Hs.171 09 integral membrane protein 2A 
Hs.44685 C3HC4-Hke zinc finger protein 
Hs.105927 stem cell growth factor; lymphocyte seer 
Ks.179999 Homo sapiens, done IMAGE:3457003, mRNA 
Hs.81 665 v-kit Hardy-Zuckerman 4 feline sarcoma v 
Hs.77256 enhancer of zeste (Drosophila) homolog 2 
Hs.97932 chondromodulin I precursor 
Hs.61 635 six transmembrane epithelial antigen of 
Hs.37744 Homo sapiens beta-1 adrenergic receptor 
HsJ30247 choiecystokinin 



Seq (O No 

Seq ID No 81 &B2 
SeqlONoB3&B4 
SeqlONoB5&B6 
SeqlDNoB7&B8 
SeqIDNoB9&B10 
SeqlDNoB11&B12 
Seq ID No B13, B14, & B15 
SeqlDNoB16 
SeqtDNoB17&B18 
SeqlONoB19&B20 
SeqtDNoB21&B22 
Seq (D No B23 & B24 
Seq ID No B25-B27 
- Seq ID No B28&B29 
Seq ID NoB30&B31 
SeqlDNoB32 
SeqtDNoB33&B34 
SeqtDNoB35-B40 
SeqlDNoB41&B42 
Seq(DNoB43 
SeqlDNoB44&B45 
Seq(DNoB46&B47 
SeqlDNoB48&B49 
Seq ID No B50-B53 
Seq iDNoB54&655 
Seq(DNoB56&B57 
SeqlDNoB58&B59 
Seq ID No 660 
Seq(DNoB61&B62 
SeqlDNoB63&B64 
SeqtDNoB65&B66 - 
SeqlDNoB67&B68 
SeqlDNoB69&B70 
SeqlDNoB71&B72 
SeqlDNoB73&B74 
SeqlDNoB75&B76 
SeqtDNoB77&B78 
SeqlDNoB79&B80 
SeqIDNoB81&B82 
SeqlDNoB83&B84 



Table 72B 

Pkey: Unique Eos probeset identifier number 

CAT number. Gene cluster number 

Accession: Genbank accession numbers 

Pkey CAT Number Accession 

131307 3138 1 NI^000025 X72861X70811M29932 X70812S 

131313 93372 1 R98290 H02411 C18327 AA367588 AA367557 HB9632 C17954 AA568850 AI752983 AA699451 H04260 AJ128118 AW193364 N94503 

AA029995 T40535 AA368746 Al 189909 BE047384 AA747591 R22855 A1032539 AI151343 AA148534 H63941 T49595 AA694405 H74226 
A1200363 R79731 AA702947 A1400076 A1088494 C17938 AA599478 H02962 R77665 C17370 R65618 H7371 1 R58545 D79189 AW265710 
R77664 T52101 AW953745 AW953739 D79107 AA029105 AW953738 AA45S487 R67000 AA156623 AA368336 H63662 

116301 52669 2 AW969706AA456258 AA491881 BE501639D62113AW969710A1591236AI379869AW968997AM 

AA489238 BE241958 AA743491 

103080 17092J AU077231 AA852219 M74092 X59798 M64349 NM.001758 AA226806 M73554 BE409154 AA160096 BE384352 AA160820 BE382880 

BE261734AA113821 BE4O7745M156380BE390287BE390020M100854M127152AW7940^6AW357101 AW367093 U47703 A1347077 
W05266 AIB24103 A1499061 AA642944 AJ042556 AA906539 W60380 Al 57 1777 AL1355B1 AA112340 N75459 AA592929 A1085348 AI278890 
AA126942AI023701 A1873252 AA1 56319 AI190622 W60289 A1274886 R813Q9AA100801 AA227161 A156B929AA1 60603 AI074344 AI344 561 
A1150778 AA852218 AA1 58286 N20142 AA622148 AA864225 AA576367 AW1 82124 T89175 A1758455 AA780573 N71757 R81 200 A1559596 
A1674613 AA642544 AW503909 AA128851 W39350 N40420AA1 13072 BE168116 A1620604 AI298125 BE075272 N40078 BE075109 BE080779 
AI918938 BE1661 17 BE087369 AW995539 BE080949 BE080727 BE075271 BE07510B BE080955 BE089655 BEC81 1 1 5 AW750304 K66084 
AI146884 BE07S154 AW992247 A1185525 AI752230 AW263140 W03329 N26056 AA948080 AA1 13073 H99284 AA227101 AA631077 
AA14B042 AI740837 BE082728 AA149570 W44495 BE089351 AA375044 N26775 H27771 AA064705 BE091204 R89337 N32676 N27141 
BE164704 H9B049 W67603 AA425549 W31 090 AA80741 1 BE1 73280 BE000178 T09020 W23852 AA062709 BE1 67894 AA07651 5 R97329 
BE541980 N42086 AA102307 AA1 13772 BE276181 H20622 W44436 W67604 W46412 AW771113 AI700678 AA502628 AA133137 BE274186 
BE396090BE613371 BE612645 W46650 W95203 W92651 A1087288 R76299 AW604781 N55320AI912334AA403248 AW169156 H24970 
AW298822 AW080962 Al 073747 W24123 AA577596 H21715 H27925 H26436 AI288304 AA148043 AA204678 BE047090 W48631 AA908347 
AA599485 AI276505 AI953979 AA563710 H25674 H51747 AA425389 AA516104 AI095335 T77237 AA151696 T92084 AI689037 AI624162 
W49709 AW514883 AA 100676 AI366087 AA069474 AA5258S9 AW771076 AA029402 AA9941 14 AI351505 AW770816 A033594 AI289794 
A13465B9 AA487700 A1081 104 AA61 3344 A1377520 AI28491 1 A131 1390 AA622062 A1055890 AI660881 AI366117 AA403090 AI272818 
A1073353 W46300 AA062689 AI755078 AI753397 AI633564 A1273471 A1339890 AA699584 AA983722 A1079968 AI752231 AA076431 AA1 1 3245 
A1168564 AA918965 A1066484 Al 123599 AI921518 W94588 AA535600 AA064665 AA705388 AA064623 AA962503 AI924926 AW131206 
AW275281 AI280632 T29597 W48728 AW954336 W38317 W94768 AI084717 W46567 AI245645 AW302501 N72201 AW510563 AW079132 
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TPSGDVQLAQ DDIDGIQAIY GRSQNPVQPI GPQTPKACDS KLTFDAITTI RGEVMPFKDR 300 

PYMRTNPFYP EVEWJFISVF WPQLPNGLEA AYEFADRDEV RFFKGNKYWA VQGQNVLHGY 360 

PKDIYSSFGP PRTVKHIDAA LSEENTGKTY FFVANKYWRY DEYKRSMDPG YPKMIAHDFP 420 

^ GIGHKVDAVF MKDGPFYPFH GTRQYKPDPK TKRILTLQKA NSWFNCRKN 469 

Seq ID NO: C221 Protein Sequence 
Protein Accession §: NP_0S5146.1 

^_ 1 11 21 31 41 SI 

10 | II | | I 

MVRKPWSTI SKGGYLQGNV NGRLPSLGNK EPPGQEKVQL KRKVTLLRGV SIIIGTIIGA 60 

GIFISPKGVL QNTGSVGMSL TIWTVCGVLS LFGALSYAEL GTTIKKSGGH YTYILEVFGP 120 

LPAPVRVWVE LLIIRPAATA VISLAFGRYI LEPFFIQCEI PELAIKLITA VGITWMVLN 1B0 

SMSVSWSARI QIFLTFCKLT AILIIIVPGV MQLIKGQTQN PKDAFSGRDS SITRLP1AFY 240 

15 YGMYAYAGWF YLNFVTEEVE NPEKTIPLAI CISMAITIGV YVLTNVAYFT TINAEELLLS 300 

NAVAVTPSER LLGNFSIAVP IFVALSCFGS MNGGVFAVSR LFYVASREGH LPEILSMIHV 360 

RKHTPLPAVI VLHPLTMIMIi PSGDLDSLLN PLSPARWLFI GLAVAGLIYL RYKCPDMHRP 420 

FKVPLPIPAL FSFTCLFMVA LSLYSDPFST GIGPVITLTG VPAYYLFIIW DKKPRWFRIM 480 
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Seq ID NO: C222 Protein Sequence 
Protein Accession #: NP_003237.1 



- - 1 11 21 31 41 SI 

25 | | J | | | 

MGLAWGLGVL FLMHVCGTNR IPESGGDNSV FDIPELTGAA RKGSGRRLVK GPDPSSPAFR 60 

IEDANLIPPV PDDKFQDLVD AVRAEKGFLL LASLRQMKKT RGTLLALERK DHSGQVFSW 120 

SNGKAGTLDL SLTVQGKQHV VSVEEALLAT GQWKSITLPV QEDRAQLYID CEKMENAELD 180 

VPIQSVFTRD LASIARLRIA KGGVNDNFQG VLQNVRFVFG TTPEDILRNK GCSSSTSVLL 240 

TLDNNWNGS SPAIRTNYIG HKTKDLQAIC GISCDELSSM VLELRGLRTI VTTLQDSIRK 300 

VTEENKELAN ELRRPPLCYH NGVQYRNNEE WTVDSCTECH CQNSVTICKK VSCPIMPCSN 360 

ATVPDGECCP RCWPSDSADD GWSPWSEWTS CSTSCGNGIQ QRGRSCDSLN NRCEGSSVQT 420 

RTCHIQECDK RFKQDGGWSH WSPWSSCSVT CGDGVITRIR LCNSPSPQMN GKPCEGEARE 480 

TKACKKDACP INGGWGPWSP WDICSVTCGG GVQKRSRLCN NPAPQFGGKD CVGDVTENQI 540 

35 CNKQDCPIDG CLSNPCFAGV KCTSYPDGSW KCGACPPGYS GNGIQCTDVD ECKEVPDACF 600 

NHNGEHRCEN TDPGYNCLPC PPRFTGSQPF GQGVEHATAN KQVCKPRNPC TDGTHDCNKN 660 

AKCNYLGHYS DPMYRCECKP GYAGNGIICG EDTDLDGWPN ENLVCVANAT YHCKKDNCPN 720 

LPNSGQEDYD KDGIGDACDD DDDNDKIPDD RDNCPFHYNP AQYDYDRDDV GDRCDNCPYN 780 

HNPDQADTDN NGEGDACAAD IDGDGILNER DNCQYVYNVD QRDTDMDGVG DOCDNCPLEH 840 

NPDQLDSDSD RIGDTCDNNQ DIDEDGHQNN LDNCPYVPNA NQADHDKDGK GDACDHDDDN 900 

DGIPDDKDNC RLVPNPDQKD SDGDGRGDAC KDDPDHDSVP DIDDICPENV DISETDFRRP 960 

QMIPLDPKGT SQNDPNWVR HQGKELVQTV NCDPGLAVGY DEFNAVDFSG TFPINTERDD 1020 

DYAGFVFGYQ SSSRFYWMW KQVTQSYWDT NPTRAQGYSG LSVKWNSTT GPGEHLRNAL 1080 

WHTGNTPGQV RTLWHDPRHI GWKDFTAYRW RLSHRPKTGF IRWMYEGKK IMADSGPIYD 1140 

KTYAGGRLGL FVFSQEWVPP SDLKYECRDP 1170 



Seq ID NO: C223 Protein Sequence 
Protein Accession 8: NP_002183.l 

1 11 21 31 41 51 

I II I I I 

MPLLWLRGFL LASCWIIVRS SPTPGSEGHS AAPDCPSCAL AALPKDVPNS QPEMVEAVKK 60 

HILNMLHLKK RPDVTQPVPK AALLNAIRKL HVGKVGENGY VEIEDDIGRR AEMNELMEQT 120 

SEIITFAESG TARKTLHFEI SKEGSDLSW ERAEVWLFIiK VPKANRTRTK VTIRLFQQQK 180 

HPQGSLDTGE EAEEVGLKGE RSELLLSEKV VDARKSTWHV FPVSSSIQRL LDQGKSSLDV 240 

RIACEQCQES GASLVLLGKK KKKEEEGEGK KKGGGEGGAG ADEEKEQSHR PFLMLQARQS 300 

EDHPHRRRRR GLECDGKVNI CCKKQFFVSF KDIGWNDWII APSGYHANYC EGECPSHIAG 360 

TSGSSLSFHS TVINHYRMRG HSPFANLKSC CVPTKLRPMS MLYYDDGQNI IKKDIQNMIV 420 

426 



Seq ID NO: C224 Protein Sequence 
Protein Accession #: NP_000086.1 



1 11 21 31 41 51 

65 | | | 1 | | 

. MVPDTACVLL LTLAALGASG QGQSPLGSDL GPQMLRELQE TNAALQDVRD WLRQQVREIT 60 

FLKNTVMECD ACGMQQSVRT GLPSVRPLLH CAPGPCFPGV ACIQTESGGR CGPCPAGFTG 120 

NGSHCTDVNE OJAHPCFPRV RCINTSPGFR CEACPPGYSG PTHQGVGLAF AKANKQVCTD 180 

INECETGQHN CVPNSVCINT RGSFQCGPCQ PGFVGDQASG CQRGAQRFCP DGSPSECHEH 240 

70 ADCVLERDGS RSCVCRVGWA GNGILCGRDT DLDGFPDEKL RCPEPQCRKD NCVTVPNSGQ 300 

EDVDRDGIGD ACDPDADGDG VPNEKDNCPL VRNPDQRNTD EDKWGDACDN CRSQKNDDQK 360 

DTDQDGRGDA CDDDIDGDRI RNQADNCPRV PNSDQKDSDG DGIGDACDNC PQKSNPDQAD 420 

VDHDFVGDAC DSDQDQDGDG HQDSRDNCPT VPNSAQEDSD HDGQGDACDD DDDNDGVPDS 480 

RDNCRLVPNP GQEDADRDGV GDVCQDDPDA DKWDKIDVC PENAEVTLTD FRAFOTWLD 540 

PEGDAQIDPN WWLNQGREI VQTMNSDPGL AVGYTAFNGV DFEGTPHVNT VTDDDYAGFI 600 

FGYQDSSSFY WMHKQMEQT YWQANPFRAV AEPGIQLKAV KSSTGPGEQL RNALWHTGDT 660 

ESQVRLLWKD PRNVGWKDKK SYRWFLQHRP QVGYIRVRFY EGPELVADSN WLDTTMRGG 720 

RLGVFCFSQE NIIWANLRYR CNDTIPEDYE THQLRQA 757 



Seq ID NO: C225 Protein Sequence 
Protein Accession #: NP_612464 



31 41 51 

I I I 
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MRPQGPAASP QRLRGLLLIiL LLQLPAPSSA SEIFKGKQKA QLRQREWDL YNGMCLQGPA 60 

GVPGRDGSPG ANGIPGTPGI PGRDGFKGEK GECLRESFEE SWTPNYKQCS KSSLNVGIDL 120 

GK1AECTFTK MRSNSALRVL FSGSLRLKCR HACCQRWfPT FNGAECSGPL PIEAIIYLDQ 180 

GSPEMHSTD4 IHRTSSVBGL CEGIGAGLVD VAIWVGTCSD YPKGDASTGH NSVSRIIIEE 240 
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Seq ID NO: C226 Protein Sequence 
Protein Accession ft: NP_003216.l 

1 ll 21 31 41 51 
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MATMENKVIC ALVLVSMLAL GTLAEAQTET CTVAPRERQN CGFPGVTPSQ CANKGOCFDD 
TVRGVPWCFY PNTIDyPPEE ECEP 



Seq ID NO: C227 Protein Sequence 
Protein Accession #: NP_056234.1 



MPKRAHWGAL 
NLGFNSIQAL 
QTLQGLSNLM 
RLSTIRHLYL 
CKKDKAYEGG 
DGGSQLILEK 
VAIiDFECPMT 
VRAQIIAEPE 
PSGAVQRDQT 
RIKSMEPSDS 
ALAIPEAHLS 
HFTVGITVTK 
EVFLKTKDDA 
ERWADILAKV 
SSADVPLLGE 
TEGDLKGTAA 
EPPLDAVSIA 
STIGEPGVPG 
RSSESEGQES 
TMSTHPSRRR 
VPTAWVDNTV 
PENKHRNIVT 
SDGKEIKDDV 
NPSRTAQPGR 
TTLSSIKVEV 
MSLGQTTTTK 
PSSDRDAFNL 
LPEMSTQSAS 
PSIPSKFTDR 
PQLGVTRRPQ 
TNLQNIPMVS 
QTVSVTAETD 
QDRGQYMCTA 
QISWIPPDRR 
HVAALPPVIH 
VFPNGTLYIR 
GGTLKLDCSA 
CVARNKVGDD 
DGSLVNSFMQ 
WTAPATIRN 
GTLLIQKAQR 
RKLIDCKAEG 
RNEGGEARLI 
GTDLQSGQQL 
KQYHNLVSII 
ASVFDRGTYV 
PKADITWELP 
KTTYIHVF 
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I 

SWLILiLWGH 
SETSFAGLTK 
RLHIDHNKIE 
AENMVRTLPA 
QLCAMCFSPK 
FQLPQWSISL 
RENYEKLWKL 
WVMQPSIDIQ 
VLEGGPCQLS 
GLYQCIAQVR 
WILPNRRIIN 
KGSGLPSKRG 
INGDKKAKKG 
RGKNLPKGTE 
EEHVLGTISS 
PTIiISEPYEP 
ESEPMQYFDP 
QSHLQGLTDN 
KSITIiPDSTL 
PNGRRRLRPN 
NTPKQLEMEK 
PSSETILLPR 
ATNVDKHKSD 
LQTDIPVTTS 
ASSQAETTTL 
PALPSPRISQ 
STKLELEKQV 
RYFVTSQSPR 
RTDQFNGYSK 
IPTSPAPVMR 
STQSSISFIT 
TVFPCEATGK 
SNLHGLDRMV 
VWQTVSPVES 
QEKLENISLP 
NIAPKDSGRY 
SGDPWPRILW 
YWLKVDWM 



KTYLAVQVPY 
SDSGNYTCLV 
IPTPRVLHAP 
VQLTVLEPME 
QRPYHKADGM 
NGETLKLPCT 
CRMETEYGPS 
DKSHUCAGVQ 
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I I 
PRVAIACPHP CACYVPSEVH 

LELLMIHGNE IPSIPDGALR 
FIHPQAFNGL TSLRLLHLEG 
SMLRNMPLLE NLYLQGNPWT 
KLYKHEIHKL KDMTCLKPSI 
NMTDEHGNMV NLVCDIKKPM 
IAYYSEVPVK LHRELMLSKD 
LNRRQSTAKK VLLSYYTQYS 
CNVKASESPS IFWVLPDGSI 
DEMDRMVYRV LVQSPSTQPA 
DLANTSHVYM LPNGTLSIPK 
RRPGAKALSR VREDIVEDEG 
RRKLKLWKHS EKEPETNVAE 
VPPLIKTTSP PSLSLEVTPP 
ASMGLEHNHN GVILVEPEVT 
SPTLHTIiDTV YEKPTHEETA 
DLETKSQPDE DKMKEDTFAH 
IHLVKSSLST QBTLLIKKGM 
GIMSSMSPVK KPAETTVGTL 
KFRHRHKQTP PTTFAPSETF 
NAEPTSKGTP RRKHGKRFNX 
TVSLKTEGPY DSLDYMTTTR 
ILVTGESITN AIPTSRSLVS 
GENLTDPPLJj KELEDVDFTS 
DQDHLETTVA IIiLSETRPQN 
ASRDSKENVF LNYVGNPETE 
FGSRSLPRGP DSQRQDGRVE 
HWTNKPEITT YPSGALPENK 
VFGNNNIPEA RNPVGKPPSP 
ERKVIPGSYN RIHSHSTFHL 
SSVQSSGSFH QSSSKFFAGG 
PKPFVTWTKV STGALMTPNT 
VLLSVTVQQP QILASHYQDV 
RITLHENRTL SIKEASFSDR 
PGLSIHIHCT AKAAPLFSVR 
ECVAANLVGS ARRTVQLNVQ 
RLPSKRMIDA LFSFDSRIKV 
KPAKIEHKEE NDHKVFYGGD 
YWFNNGTLY FNEVGMREEG 
GDWTVACEA KGEPMPKVTH 
RNSAGEDRKT WIHVNVQPP 
PEGWLPAPY YGNRITVHGN 
KPIFHDPISE KITAMAGHTI 
LHISGLSSVD AGAYRCVARN 
PPGAGQGRFS WTLPNGMHLE 
VTSIPVIVIA YPPRITSEPT 
ARLYGNRFLH PQGSLTIQHA 
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CTFRSLASVP AGIARHVERI 
DLSSLQVFKF SYNKLRVITG 
NLLHQLHPST FSTFTFLDYF 
CDCEMRWFLE WDAKSRGILK 



DVYKIHLNQT 
PRVSYQYRQD 
QTISTKDTRQ 
LKAPMDDPDS 
EKDTVTIGKN 
VQVSDSGYYR 



GRRVFESRRR 
FPAVSPPSAS 
STPLEEWDD 
TEGWSAADVG 
LTPTPTIWVN 
KEMSQTLQGG 
LDKDTTTVTT 
STQPTQAPDI 
HRYTPSTVSS 
KIYSSYPKVQ 
TMGEFKEBSS 
EFLSSLTVST 
HTPTAARMKE 
ATPVNNEGTQ 
ASHQLTRVPA 
QFTTPRLSST 
RIPHYSNGRL 
DFGPPAPPLL 
PPASKFWSLG 
RIQRFEVLKN 
TVYLGDTIAM 
GVYKCVASNA 
WVLGDGTQIR 
RAAANARITG 
FANGTLWKS 
LKVDCVATGL 
DYTCFAENQV 
LSPTNKVIPT 
KINGNPNPIT 
GSLDIRSLRK 
SLNCSAAGTP 
AAGHTERLVS 
GPQTLGRVSL 
PVIYTRPGNT 
TQRDAGFYKC 



DPPDIDINAT 
ADEEALYYTG 
ARGRSWVMIE 
KFSILSSGWL 
PGESVTLPCN 
CVAVNQQGAD 
SRRLLHPKDQ 
INMANKQINP 
PVQTVTSAEE 
LSEKTEEITS 
SSPEPTSSEY 
DSSTSQLFED 
NMLEGDPTHS 
TPROKVAPSS 
KISSQVESSL 
RASGSKPSPS 
ETLPVTYKPT 
PVGFPGTPTW 



PASSSPSTIL 
HMSGPNELST 
KPILPTATVR 
TIPLPLHMSK 
PFFTNKTLSF 
HTPQTTGSPS 
EKPQILTKSP 
GTUVIRKVQV 
ECIiAKGTPAP 
AGADSLAIRL 
PSQFLHGNLF 
TSPRRTDVRY 
VTDKDAGDYL 
PNPEISWSLP 
GKDEMRVRVK 
SSEKYQIYQD 
TVREIAAGGS 
SDSVQLVCMA 
TPSLVWVLPN 
LKVGLKPEAN 
LDNGTLTVRE 
VKLNCMAMGI 
MAKNILGSDS 
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Seq ID NO: C228 Protein Sequence 
70 Protein Accession #: Eos sequence 

1 11 21 31 41 51 

| I ] 1 I I 

MPGTKLTRTG APADYRVILK TSQEDELDVP DDISVRVMSS QSVLVSWVDP VLEKQKKWA 60 

75 SRQYTVRYRE KGELARWDYK QIANRRVLIE NLIPDTVYEF AVRISQGERD GKWSTSVFQR 120 

TPESAPTTAP ENLNVWPVNG KPTWAASWD ALPETEGKVK VCLLDTGLFS VSSFQPSAKS 180 

FQNTFFHTPR LSNHLEQSPS PILETLLLPW WMVCSLGNAI FSKSGPOTGE AWDLTPKPSL 240 

SLCQQECSCT QKDPSCLAYI, IDIQTKQVNK DPQLEGSVFG PCFLFYFLTF MLDIGGFSFI 300 

MCYEDP7VSS LTGNSLKSVA ASKADVQQNT EDNGKPEKPE PSSPSPRAPA SSQHPSVPAS 360 

80 PQGRNAKDLL LDLKNKILAN GGAPRKPQLR AKKAEELDLQ STEITGEEEL GSREDSPMSP 420 

SDTQDQKRTL RPPSRHGHSV VAPGRTAVRA RMPALPRREG VDKPGFSLAT QPRPGAPPSA 480 

SASPAHHAST QGTSHRPSLP ASLNDNDLVD SDEDERAVGS LHPKGAFAQP RPALSPSRQS 540 

PSSVLRDRSS VHPGAKPASP ARRTPHSGAA EEDSSASAPP SRLSPPHGGS SRLLPTQPHL 600 

SSPLSKGGKD GEDAPATNSN APSRSTMSSS VSSHLSSRTQ VSEGAEASDG ESHGDGDRED 660 
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It is understood that the examples described above in no way serve to limit the true 
scope of this invention, but rather are presented for illustrative purposes. All publications, 
sequences of accession numbers, and patent applications cited in this specification are herein 
incorporated by reference as if each individual publication, accession number, or patent 
application were specifically and individually indicated to be incorporated by reference. 
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WHAT IS CLAIMED IS: 

1 1 . A method for determining the presence or absence of a pathological cell in a 

2 patient, said method comprising detecting a nucleic acid comprising a sequence at least 80% 

3 identical to a sequence as described in Tables 2 A-80 in a biological sample from said patient, 

4 thereby determining the presence or absence of said pathological cell. 



1 2. The method of Claim 1 , wherein: 

2 a) said pathology is described in Table 1, including a cancer, and/or 

3 b) said biological sample comprises isolated nucleic acids. 

1 3. The method of Claim 1, wherein said biological sample is tissue from an organ ( 

2 which is affected by said pathology of Table 1, including a cancer. 

1 4. The method of Claim 2, wherein said nucleic acids are niRNA 

1 5 . The method of Claim 2: 

2 a) further comprising a step of amplifying nucleic acids before said step of detecting 

3 said nucleic acid; or 

4 b) where said detecting is of a protein encoded by said nucleic acid. 

1 6. The method of Claim 1, wherein said nucleic acid comprises a sequence as 

2 described in Tables 2A-80. 

1 7. The method of Claim 2, wherein: 

2 a) said detecting step is carried out by: 

3 i) using a labeled nucleic acid probe; 

4 ii) utilizing a biochip comprising a sequence at least 80% identical to a sequence 

5 as described in Tables 2A-80; or 

6 iii) detecting a polypeptide encoded by said nucleic acid; or 

7 b) said patient is: 

8 i) undergoing a therapeutic regimen to treat said pathology of Table 1 ; or 

9 ii) is suspected of having said pathology or cancer. 

1 8. An isolated nucleic acid molecule comprising a sequence as described in 

2 Tables 2A-80. 
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1 9. The nucleic acid molecule of Claim 8, which is labeled. 

1 1 0. An expression vector comprising the nucleic acid of Claim 8. 

1 1 1 . A host cell comprising the expression vector of Claim 1 0. 

1 12. An isolated polypeptide which is encoded by a nucleic acid molecule 

2 comprising a sequence as described in Tables 2A-80. 



1 13. An antibody that specifically binds a polypeptide of Claim 12. 

1 14. The antibody of Claim 13: 

2 a) conjugated to an effector component; 

3 b) conjugated to a detectable label, including a fluorescent label, a radioisotope, or a 

4 cytotoxic chemical; 

5 c) which is an antibody fragment; or 

6 d) which is a humanized antibody. 

1 15. A method for specifically targeting a compound to a pathological cell in a 

2 patient, said method comprising administering to said patient an antibody of Claim 13, 

3 thereby providing said targetting. 

1 16. A method for determining the presence or absence of a pathological cell in a 

2 patient, said method comprising contacting a biological sample with an antibody of Claim 13. 

1 17. The method of Claim 1 6, wherein: 

2 a) said antibody is conjugated to: 

3 i) an effector component; or 

4 ii) a fluorescent label; or 

5 b) said biological sample is a blood, serum, urine, or stool sample. 

1 1 8. A method for identifying a compound that modulates a pathology-associated 

2 polypeptide, said method comprising the steps of: 
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3 a) contacting said compound with a pathology-associated polypeptide, said 

4 polypeptide encoded by a polynucleotide that selectively hybridizes to a sequence 

5 at least 80% identical to a sequence as described in Tables 2A-80; and 

6 b) determining the functional effect of said compound upon said polypeptide. 

1 19. A drug screening assay comprising the steps of: 

2 a) administering a test compound to a mammal having a pathology of Table 1 or a 

3 cell isolated therefrom; and 

4 b) comparing the level of gene expression of a polynucleotide that selectively 

5 hybridizes to a sequence at least 80% identical to a sequence as described in 

6 Tables 2 A-80 in a treated cell or mammal with the level of gene expression of said 

7 polynucleotide in a control cell or mammal, wherein a test compound that 

8 modulates said level of expression of the polynucleotide is a candidate for the 

9 treatment of said pathology. 
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